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METHODS FOR IDENTIFYING MARKER GENES FOR CANCER 



Field of the Invention 

5 The invention relates generally to the field of cancer. More 

specifically, the invention details methods for the identification of mai'kers specific 
for one or several types of cancer, depending on tissue origin. Such markers are 
useful in numerous diagnostic and prognostic applications as well as cancer type- 
specific targets for therapeutic intervention. 

10 

Background of the Invention 

An effective cure of any given cancer will greatly dq)end on the 
development of new diagnostic assa)^ based on identification of reUable serological 
and histological markers and on designing new therapeutic strategies and 

15 pharmaceuticals for effective elimination of cancer cells in the diseased individual. 
Tumor suppressor genes normally flinction to inhibit division or survival of 
genetically damaged cells and thus function to prevent the development of tumors. 
Mutations in tumor suppressor genes cause the cell to ignore one or more of the 
components of a network of inhibitory signals, removing the inhibitory mechanisms 

20 fi-om the cell cycle, and resulting in a higher rate of uncontrolled growth, i.e., cancer. 
Tumor suppressor genes are defined by the impact of their absence and thus tend to be 
recessive. Thus, neoplasia is the result of the loss of function of these genes. The loss 
or inactivation of a normal tumor suppressor gene may be acquired somatically in a 
single clone of cells or be constitutionally present throughout the body, including the 

25 germ line. 

There ai-e numerous tumor suppressors known to those of skill ui the 
art, including, for example, p53; the retinoblastoma gene, commonly referred to as 
Rbl; the adenomatous polyposis of the colon gene (APC); familial breast/ovarian 
cancer gene 1 (BRCAl); familial breast/ovarian cancer gene 2 (BRC!A2); CDHl 
30 cadherin 1 (epithelial cadherin or E-cadherin) gene; cyclin-dependent kinase inhibitor 
IC gene (CDKNIC, also known as p57, KIP2 or BWS); cyclin- dependent kinase 
inhibitor 2A gene (CDKN2A also known as pl6 MTSl (multiple tumor suppressor 1), 
TP16 or INK4); famiUa] cyUndi-omatosis gene (CYLD; formerly known as EAC 
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(epithelioma adenoides cysticum)); ElA-binding protein gene (p300); multiple 
exostosis type 1 gene (EXTl); multiple exostosis type 2 gene (EXT2); homolog of 
Drosophila mothers against decapentaplegic 4 gene (MADH4; fonnerly referred to as 
DPC4 (deleted in pancreatic carcinoma 4) or SMAD4 (SMA- and MAD-related 
5 protein 4)); mitogen-activated protein kinase kinase 4 (MAP2K4; also referred to as 
JNKKl, MEK4, MKK4, or PRKMK4; formerly known as SEKl or SERKl); multiple 
endocrine neoplasia type 1 gene (MENl); homolog of coli MutL gene (MLHl also 
known as HNPCC (hereditary non-polyposis colorectal cancer) or HNPCC2; formerly 
referred to as C0CA2 (colorectal cancer 2) and FCC2); homolog of E. coli MutS 2 

10 gene (MSH2 also called HNPCC (hereditary non-polyposis colorectal cancer) or 
HNPCC 1 and formerly known as COCAl (colorectal cancer 1) and FCCl); 
neurofibromatosis type 1 gene (NFl); neurofibromatosis type 2 gene (NF2); protein 
kinase A type 1, alpha, regulatory subuiiit gene (PRKARIA, formerly Icnown as 
PRKARl or TSEl (tissue-specific extinguisher 1)); homolog of Drosophila patched 

15 gene (PTCH; also called BCNS); phosphatase and tensin homolog gene (PTEN, also 
called MMACl (mutated in multiple advanced cancers 1), formerly known as BZS 
(Bannayan-Zonana syndrome) and MHAMl (multiple hamartoma 1)); succinate 
dehydrogenase cytochrome B small subunit gene (SDHD; also called SDH4); 
Swi/Snf5 matrix-associated actin-dependent regulator of chromatin gene (SMARCBl, 
20 also referred to as BAF47, HSNFS, SNF5/INI1, SNF5L1, STHIP, and SNRl); 
serine/threonine kinase 11 gene (STKll also known as LKBl and PJS); tuberous 
sclerosis type 1 gene (TSCl also known as KIAA023); tuberous sclerosis type 2 gene 
(TSC2, previously referred to as TSC4); von Hipple-Lindau syiidrome gene (VHL); 
and Wilms tumor 1 gene (WTl, fonnerly referred to as GUD (genitourinary 
25 dysplasia), WAGR (Wihns tumor, aniridia, genitourinary abnormahties, and mental 
retardation), or WIT-2), DAP-kinase, FHTT, Werner syndrome gene, and Bloom 
syndrome gene. 

The p53 tumor suppressor gene is an exemplary tumor suppressor in its 
mode of action. It encodes a nuclear transcription factor that accumulates in cells in 
30 response to a variety of stresses, thereby inducing growth arrest or apoptosis (Gottlieb 
and Oren, Biochim Biophys Acta., 1287(2-3):77-102 (1996). p53 or the pathway 
mediated by p53 are inactivated in the majority of human tumors, including advanced 
prostate cancer (Steele et al, Br J Surg., 85(11):1460-1467 (1998); Ozen and Pathak, 
Anticancer Res., 20(3B): 1905-1912 (2000). 
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One of the functions of the p53 protein in the cell is that it binds DNA 
stimulating the expression of p21-wafl that interacts with a cell division-stimulating 
protein (cdk2). When p21 is complexed with cdk2, the cell cannot pass to the S stage 
of cell division (Gl check point). Mutant p53 can no longer bind DNA in an effective 
5 way, and as a consequence the p21-wafl protein is not made available to act as the 
'stop signal' for cell division. Thus, cells divide uncontrollably and form tumors. 
Thus, inactivation of p53 is associated with the loss of this cell cycle checkpoint 
control and witli the consequent resistance to anti-cancer treatment, genomic 
instability, and enhanced angiogenesis, leading to rapid tumor progression (Gottlieb 

10 and Oren, Biochim Biophys Acta., 1287(2-3):77-102 (1996); Cordon-Cardo et al, 
Semin. Surg. Oncol., 13:319-327 (1997). 

Many p53-mediated effects are achieved through the activity of 
p53-responsive genes that are either up- or down-regulated by p53. In fact, the 
activity of p53-responsive genes account, in part, for p53 -mediated checkpoint control 

15, [upregulation of p21-wafl, 14-3-3 0(02 checkpoint)], apoptosis (upregulation of bax, 
. PUMA, and genes determining enhanced reactive oxygen species metabolism), 
suppression of angiogenesis (upregulation of thrompospondins 1 and 2, and 
downregulation of VEGF) and p53 feedback regulation (upregulation of mdm2) (see 
GottUeb and Oren, Biochim Biophys Acta., 1 287(2-3) :77- 102 (1996) for references). 

20 Much like p53, the other tumor suppressors listed above also mediate their effects 
through the activity of responsive genes that are either up- or down-regulated by the 
tumor suppressor, directly or indirectly. Genes that have altered expression in tumors 
may serve as targets for development of anti-cancer drugs, or cancer markers or both. 
However, the relationship between changes in gene expression, resulting from tumor 

25 suppressor deficiency, and tumor progression is not sufficiently imderstood. It also 
remains unclear why the germline loss of tumor suppressor gene function leads to 
development of certain specific types of cancer and not others. This imphes that in 
each specific tissue the changes in gene expression imposed by llie loss of tumor 
suppressor gene are unique. Taking into account a need for tissue-specific markers of 

30 cancer, the inventors have devised a method for the identification of such tissue- 
specific markers by exploiting the tumor suppressor regulation of genes in cancer 
cells. 
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Summary of the Invention 

The invention relates to methods for diagnosing and prognosing cancer 
by utilizing general as well as tissue-specific genetic markers, methods for identifying 
these markers, and the markers identified by such metliods. 
5 The invention provides a method of identifying tissue-specific and 

general tumor mm-kers and diagnostic and therapeutic methods and compositions of 
using the same. Diagnostic markers may be screening markers (secreted 
polypeptides), histological markers (using which it is possible to distinguish tumor 
tissue from benign tissue within histological samples) or staging markers 

10 (determining the stage of a cancer by detection of the presence of specific cancer cells 
in blood (micrometastases) by RT-PCR on identified cancer-type-specific markers on 
the whole blood RNA). 

The invention provides a method of identifying a diagnostic marker for 
a cancer comprismg: a) obtaining a first cell fix)m a first cell type of the cancer, the 

15 cell comprising a defective tumor suppressor expression; b) obtaining a second cell of 
the first cell type, wherein the second cell comprises a wild-type tumor suppressor 
expression; c) identifying genes having an increased level of expression in the first 
cell as compared to the second cell; and d) selecting at least one gene of step c) as a 
diagnostic marker for the cancer. 

20 In the diagnostic and therapeutic methods for using such a marker(s), 

the invention provides a method of diagnosing a cancer in a subject comprising 
determining, in a sample from the subject, the level of at least one polypeptide, 
wherein a higher level of the polypeptide compared to the level of tiie polypeptide in a 
subject free of cancer is mdicative of cancer, and wherein the polypeptide is selected 

25 from the group consisting of a) polypeptides encoded by the polynucleotides Usted in 
Table 5 or in Table 6; and b) polypeptides which are at least 70% homologous to the 
polypeptides of a) at the amino acid sequence level. In one embodiment of the 
diagnostic methods, the level of a polypeptide-encoding polynucleotide is determined, 
rather than the polypeptide itself. In such methods, the invention contemplates any of 

30 the polynucleotides in Table 6, polynucleotides having sequences that differ from the 
polynucleotides in a) without changing the polypeptide encoded thereby, and 
polynucleotides that are at least 70% homologous to die polynucleotides of a) at the 
nucleic acid sequence level. 



4 



'/^:/yv'GG30S8201 .ape] 



WO 03/058201 PCT/LS02/41825 
In the case of at least p53 and possibly other tumor suppressors, the 
invention further provides a method of determining the p53 status within the tumor 
{i.e., whether the cancer cell is a p53- or a p53'' tumor cell.), wliich is important for 
prognosis and treatment selection. 

The invention also provides a method for monitoring the activity of 
p53 suppressive drugs, or drugs that suppress other tumor suppressors described 
herein, by measuring any of the markers identified herein the polypeptides of which 
are secreted, such as PSA or pancreatitis-associated protein. In this aspect, the 
invention provides a method of measuring the responsiveness of a subject to a cancer 
treatment comprising determining the level of at least one polypeptide in a sample 
taken from the subject before treatment, and comparing it with the level of the 
polypeptide in a sample taken from the subject after treatment, a decrease in the level 
indicating responsiveness of the subject to the cancer treatment, wherein the 
polypeptide is selected from the gioup consisting of a) polypeptides encoded by the 
polynucleotides listed m Table 5 and Table 6; and b) polypeptides which are at least 
70% homologous to the polypeptides of a). 

In a related aspect, the invention provides a method of measuring the 
responsiveness of a subject to a cancer treatment comprising determining the level of 
at least one polypeptide-encoding polynucleotide in a sample taken from the subject 
before treatment, and comparing it with the level of the polynucleotide in a sample • 
taken from the subject after treatment, a decrease in the level indicating 
responsiveness of the subject to the cancer treatment, wherein the polynucleotide is 
selected from the group consisting of a) the polynucleotides listed in Table 6; b) 
polynucleotides having sequences that differ from the polynucleotides in a), without 
changing the polypeptide encoded thereby; and c) polynucleotides which are at least 
70% homologous to the polynucleotides of a). 

According to another aspect of the invention, a method is provided of 
screening for drugs useful in the treatment of cancer. A cell which harbors a tumor 
suppressor mutation or defective expression is contacted with a test substance. 
Expression of a transcript or its translation product is monitored. The transcript is a 
tissue-specific tumor marker of the invention. A test substance is identified as a 
potential drug for treating cancer if it decreases expression of a marker identified as 
one that is up-regulated as a result of loss of tumor suppressor function. Alternatively, 
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the test substance is identified as a potential drug if it increases the expression of a 
marker identified as one that is down regulated as a result of loss of tunior suppressor 
fimction. 

For example, the invention provides a method for screening for 
5 compounds that modulate the activity of a tumor suppressor gene comprising a) 

obtaining a cell comprising a defective tumor suppressor expression; b) measuring the . 
level of expression of a marker of Table 5 or 6 in the cell; c) contacting the cell with a 
test compound; and d) measuring the expression of the marker of step b) after the 
contacting step c), wherein a change in the level of expression after the contacting 
10 step as compared to the level of e3q)ression before the contacting step is indicative of 
the abiUty of the compound to modulate the activity of the tumor suppressor gene. 

Another aspect of the invention concerns a method of determining p53 
inactivation in prostate cells of an individual comprising determining the levels of 
serum PSA, wherein elevated serum PSA levels in said individual are indicative of 
15 p53 inactivation in said prostate cells. 

Yet another aspect of the invention a method of monitoring the effect 
of a p53-based cancer therapy on a prostate cancer patient, the prostate cancer cells of 
said patient having a p53 loss of function mutation, said method comprising 
determining the levels of serum PSA of said patient before and after said therapy, 
20 wherein a decrease in the serum PSA levels after provision of said therapy is 
indicative of said therapy overcoming the deleterious effects of said p53 mutation. 

In addition, the invention also contemplates a method of detection of 
p53 inactivation in other tissues. For example, firom observations of pancreatitis 
associated protein, the inactivation of p53 in pancreatic carcinoma may be 
25 determined. Similar observations may be made about other preferred markers 
disclosed in this application. 

Numerous other aspects and advantages of the invention will be 
apparent upon consideration of the following drawings and detailed description. 

30 Brief Description of the Drawings 

The following drawings form part of the present specification and are 
included to further illustrate aspects of the invention. The invention may be better 
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understood by reference to the drawings in combination with the detailed description 
of the preferred embodiments presented herein. 

Figure 1: Inactivation of p53 pathway in LNCaP cells by GSE56 
correlates with increased secretion of PSA. Quantitation of PSA protein in culture 
) medium conditioned by the indicated cells, performed by the Microparticle Enzyme 
Immunoassay method using IMx operation system (Abbott Diagnostics, Abbott Park, 
IL, USA) binding to DNA for repression (Kley et al. Nucleic Acids Res., 20:4083- 
4087 (1992); Sun et al, J. Biol. Chem., 274:11535-11540 (1999); Xu et al, 
Oricogene, 19:5123-5133 (2000). 
' Figure 2: Opposite regulatory effect of p53 on PSA and p21 promoters. 

Chloramphenicol acetyltransferase (CAT) -reporter constructs were used to estimate 
p53 influence on PSA and p21 promoter elements. A panel of reporter constructs: 
pBasic-CAT (CAT gene under minimal thymidine kinase promoter), pWAFl-CAT 
(p53-binding site from p21/Wafl gene upstream of the minimal thymidine kinase 
promoter); p407ECAT plasmid, containing 1.6 kb enhancer (-5322 to -3740) and 418 
bp promoter (-407 to +11) elements from PSA gene followed by promoterless CAT 
(Zhang et al, Biochem. Biophys. Res. Comm., 231:784-788 (1997); Zhang et al., 
Nucleic Adds Res., 25:3143-3150 (1997) were transfected into LNCaP cells in 
combination with different amounts of pLp53SN, containing human wild type p53, 
PLGSE56SN expressing GSE56 or empty pLXSN vector using Lipofectamin Plus 
reagent (Gibco BRL). Bars reflect relative CAT activity in lysates of LNCaP cells 
transiently transfected with either PSA-CAT (upper panel) or p21-CAT (lower panel) 
constructs in combination with the indicated plasmids. Results aie normaUzed 
according to transfection efficiency and CAT expression in conti-ol cells transfected 
with insert-free vector, wt, plasmid expressing wild type human p53 cDNA; GSE, 
plasmid. (1) and (2) indicate plasmid concentration in micrograms. The experiment 
was repeated three times and showed similar results with variations in relative CAT 
activity values less than 20 percent. 

Figure 3: Trichostatin A (TSA) treatment ehminates the effect p53 has 
on PSA promoter activity. Bars show relative CAT activity in lysates of LNCaP cells 
transiently transfected with tlie indicated plasmid DNAs. TSA (1 00 nM) was added 5 
h and CAT activity was measured 40 h post-transfection. Values reflect average of 
three independent experiments normahzed according to transfection efficiency and 
• CAT expression in control cells transfected with insert-free vector with no TSA. 
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156Pro mutants had no detectable effect on PSA. Thus, the dominant negative activity 
of tumor-derived p53 mutants is well correlated with the increased production of PSA 
by LNCaP cells, suggesting that similai- events occur during tumor progression. 

Figure 4: Effect of tumor-derived p53 mutants on the levels of p21 
5. protein expression and on PSA secretion by LNCaP cells. LNCaP cells were 
transduced with insert-free retrovirus or retroviruses expressing indicated p53 
mutants. A panel of constructs expressing p53 mutants (pPS-p53'^^''''\ pPS-p53^'*''^'^ 
pPS-pSS'^^''™, pPS-p53'^^"'') was prepared m Mo- MuLV-based retroviral vector 
pPS-Hygro, expressing the p53 cDNA under the control of LTR and the hygromycin 

10 resistance gene imder the control of SV40 promoter (Ossovskaya et al., Proc. Natl. 
Acad. Sci. USA, 93:10309-10314 (1996). Expression of p53 and p21 proteins was 
detected in the lysates of untreated LNCaP cell populations by Western 
immunoblotting with appropriate antibodies. Before loading, samples were 
normaUzed according to protein amounts confirmed by membrane staining and 

15 probing with anti-actin antibodies. 24-hour medium was collected from the same cell 
cultures and amounts of PSA protein were measured by Microparticle Enzyme 
Immunoassay, using IMx operation system (Abbott Diagnostics, Abbott Park, IL, 
USA). 

Figure 5 contains the sequences of the genes listed in Tables 5 and 6, 
20 in order of the sequence ID number (SEQ ID NO). Note that the GenBaiik accession 
Number of the mouse EST printed on the chip is given in the tables; the name of the 
corresponding human consensus sequence [mRNA] (obtained by bioinformatic 
analysis) and the GenBanlc ID(s) of the sequence closest to the consensus sequence, 
where available, was added into Tables 5 and 6. Figure 5 contains the human 
25 consensus sequence of each gene, where available, or the mouse consensus sequence, 
if the human sequence was unavailable, or the mouse EST sequence, if neither human 
nor mouse consensus sequence was available. The sequence identifier (SEQ ID NO), 
and corresponding Genbank accession number, are denoted before each sequence. 

This application contains six Excel tables (Table 1-6 discussed herein). 
30 These tables are attached to this application as printed tables and also on a diskette. 

Detailed Description of the Preferred Embodiments 

The invention deals with methods of obtaining genetic markers for 
diagnosis and progaosis of cancer and methods for the use of these markers. 

8 
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A preferred embodiment of the diagnostic aspect concerns a method of 
diagnosing a cancer in a subject comprising determining, in a sample jfrom the 
subject, the level of at least one polypeptide, wherein a higher level of the polypeptide 
compared to the level of the polypeptide in a subject free of cancer is indicative of 
5 cancer, and wherein the polypeptide is selected from the group consisting of: 
polypeptides encoded by the human polynucleotides or the human orthologs of mouse 
polynucleotides listed in Table 5 or 6, and homologs of said polypeptides having at 
least 70% homology, preferably at least 80% homology, more preferably at least 90% 
homology. 

10 The sample may be taken from a bodily fluid, such as blood, lymph 

fluid, ascites, serous fluid, pleural effusion, sputum, cerebrospinal fluid, lacrimal 
fluid, synovial fluid, saUva, stool, spenn and urine. The sample may also originate 
from a tissue, such as brain, lung, liver, spleen, kidney, pancreas, intestine, colon, 
mammary gland or breast, stomach, prostate, bladder, placenta, uterus, ovary, 

15 endometrium, testicle, lymph node, skin, head or neck, esophagus, bone marrow, and 
blood or blood cells. 

General protocols for the detection of cancer markers can be found in 
"Tumor Marker Protocols", Hanausek & Walaszek (Eds.), Humana Press, 1998. 
Methods of determining the level of a polypeptide in a sample are well known in the 

20 art (see, for example: Coligan et al. Unit 9, Current Protocols in Immunology, Wiley 
Interscience, 1994) and include, inter alia: immunohistochemistry (Microscopy, 
Immunohistochemistry and Antigen Retrieval Methods: For Liglit and Electron 
Microscopy, M.A. Hayat (Author), Kluwer Academic Publishers, 2002; Brown C: 
"Antigen retrieval methods for iinmunohistochemistry", Toxicol Pathol 1998; 26(6): 

25 830-1; ELISA (Onorato et al, "hnmunohistochemical and ELISA assays for 
biomarkers of oxidative stress in aging and disease", Ann NY Acad Sci 1998 20; 854: 
277-90), western blotting (LaemmeU UK: "Cleavage of structural proteins during the 
assembley of the head of a bacteriophage T4", Nature 1970;227: 680-685; Egger & 
Bienz, "Protein (western) blotting", Mol Biotechnol 1994; 1(3): 289-305), antibody 

30 microarray hybridization (Huang, "detection of multiple proteins in an antibody-based 
protein microarray system, Immunol Methods 2001 1; 255 (1-2): 1-13) and Targeted 
molecular imaging, which can be carried out on the whole body with imaging agents 
such as antibodies against the marker polypeptides (which may be metnbrane-boimd 
proteins), the marker polypeptides themselves, receptors and contrast agents. The 
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visualizations techniques include single photon and positron emission tomography, 
magnetic resonance imaging (MRI), computed tomography or ultrasonography 
(Thomas, Targeted Molecular Imaging in Oncology, Kim et al (Eds)., Springer 
Verlag, 2001). Any other known methods of polypeptide detection are also envisaged 
5 in connection with the invention. Optimization of protein detection procedures for 
diagnosis is well known in the art and described herein below. Specifically, diagnostic 
assays using the above methods may be earned out essentially as follows: 
Immunohistochemistry for diagnosis may be earned out essentially as described in 
Diagnostic Immunohistochemistry, David J., MD Dabbs, Churchill Livingstone, I'" 

10 Ed, 2002; Quantitative Immunohistochemistry: Theoretical Background and its 
AppUcation in Biology and Surgical Patliology, Fritz et al., Gustav Fischer, 1992. 
Western blotting-based diagnosis may be carried out essentially as described in Brys 
et al., "p53 protein detection by the Western blotting technique in normal and 
neoplastic specimens of human endometrium", Cancer Letters 2000; 148 (197-205); 

1 5 Rochon et al., "Western blot assay for prostate-specific membrane antigen in serum of 
prostate cancer patients" Prostate 1994; 25(4): 219-23; Dahnau et al., "Detection of 
the anti-Hu antibody in the serum of patients with small cell lung cancer— a 
quantitative western blot analysis", Ann Neurol 1990; 27(5): 544-52; Joyce et al., 
"Detection of altered H-ras proteins in human tumors using western blot analysis", 

20 Lab Invest 1989; 61(2): 212-8. ELISA based diagnosis may be carried out essentially 
as described in D'ambrosio et al., "An enzyme-hhked irmnunosorbent assay (ELISA) 
for the detection and quantitation of the tumor marker 1-methylinosine in human 
luine", Clin Chim Acta 1991; 199(2): 119-28; Attalah et al., "A dipstick, dot-ELlSA 
assay for the rapid and early detection of bladder cancer", Cancer Detect Prev 1991; 

25 15(6): 495-9; Erdile et al., "Whole cell ELISA for detection of tumor antigen 
expression in tumor samples", Journal of Immunological Methods 2001; 258: 47-53. 
Antibody microarray-based diagnosis may be carried out essentially as described in 
Huang, "detection of multiple proteins in an antibody-based protein microarray 
system, Immunol Methods 2001 1; 255 (1-2): 1-13. Targeted molecular imaging-based 

30 diagnosis may be carried out essentially as described in Thomas, Targeted Molecular 
Imaging in Oncology, Kim et al (Eds)., Springer Verlag, 2001; Shahbazi-Gahrouei et 
al., "In vitro stiadies of gadolinium-DTPA conjugated with monoclonal antibodies as 
cancer-specific magnetic resonanace imaging contrast agents", Australas Phys Eng 
Sci Med 2002; 25(1): 31-8; Tiefenauer et al., "Antibody-magnetite nanoparticles: in 

10 
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vitro cheracterization of a potential tumor-specific contrast agent for magnetic 
resonance imaging", Bioconjug Chem 1993; 4(5): 347-52; Cerdan et al, "Monoclonal 
antibody-coated magnetite particles as contrast asents in magnetic resonance imaging 
of tumors", Magn Reson Med 1989; 12(2): 151-63. In addition, polypeptides may be 
> detected and a diagnostic assay performed using Mass Spectrometry, essentially as 
described in Bergquist et al., "peptide mapping of proteins in human body fluids using 
electrospray ionization fourier transform ion cyclotron resonance mass spectrometry", 
Mass Spectrometjy Reviews, 2002; 21:2-15 and Gelpi, "Biomedical and biochemical 
apphcations of liquid-chromatography-mass spectrometry", Jourtial of 
I Chromatography A, 1995; 703: 59-80. 

An additional embodiment of the diagnostic aspect of the invention 
provides for a method of diagnosing a cancer in a subject comprising determining, in 
a sample from the subject, the level of at least one polypeptide-encoding 
polynucleotide, wherein a higher level of the polynucleotide compared to the level of 
the polynucleotide in a subject free of cancer is indicative of cancer, and wherein the 
polynucleotide is selected from the group consisting of human polynucleotides or the 
human orthologs of mouse polynucleotides hsted in Tables 5 and 6, preferably in 
Table 6, polynucleotides having sequences that differ from these polynucleotides 
witliout changing the polypeptide encoded thereby, and homologs thereof having at 
least 70% homology, preferably at least 80% homology, more preferably at least 90% 
homology. 

The sample may originate from a tissue or a bodily fluid, as described 

above. 

Methods of determining the level of a polynucleotide in a sample are 
well known in the art and include, inter alia: RT-PCR analysis, in-situ hybridization 
and northern blotting; polynucleotide detection may also be performed by hybridizing 
a sample with a microarray imprinted with markers. Any other known methods of 
polynucleotide detection are also envisaged in connection with the invention. 
Optimization of polyiiucleotide detection procedures for diagnosis is well known iii 
the art and described herein below. Specifically, diagnostic assays using the above 
methods are well known in the art (see, for example: Sidransky, "Nucleic Acid-Based 
methods for the Detection of Cancer", Science, 1997; 278: 1054-1058) and may be 
cariied out essentially as follows: RT-PCR for diagnosis may be carried out 
essentially as described in Bernard & Wittwer, "Real-Time PCR Technology for 
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Cancer Diagnostics", Clinical Chemistry 2002; 48(8): 1178-85; Raj et al., "Utilization 
of Polymerase Chain Reaction Technology in the Detection of SoUd Tumors", Cancer 
1998; 82(8): 1419-1442; Zippelius & Pantel, "RT-PCR-based detection of occult 
disseminated tumor cells in peripheral blood and bone marrow of patients with sohd 
) tumors. An overview", Ann NY Acad Sci 2000; 906:110-23. In-situ hybridization for 
diagnosis may be carried out essentially as described in "Introduction to Fluorescence 
In Situ Hybridization: Principles and Chnical Applications", Andreeff & Pinkel 
(Editors), John Wiley & Sons Inc., 1999; Cheung et al., "hiterphase cytogenetic study 
of endometrial sarcoma by chromosome in situ hybridization, modem Pathology 
' 1996; 9:910-918. Northern blotting for diagnosis may be carried out essentially as 
described in Traylimn, "Northern blotting", Proc Nutr Soc 1996; 55(1B): 583-9; 
Shifinan & Stein, "A reliable and sensitive method for non-radioactive Northem blot 
analysis of nerve growth factor mRNA from brain tissues", Journal of Neuroscience 
Methods 1995; 59: 205-208; Pacheco et al., "Prognostic significance of the combined 
expression of matrix metalloproteinase-9, urokinase type plasminogen activator and 
its receptor in breast cancer as measured by Northem blot analysis", Int J Biol 
Markers 2001; 16(1): 62-8. Polynucleotide microarray-based diagnosis can be carried 
out essentially as described in Ring & Boss, "Microarrays and molecular markers for 
tumor classification", Genome Biol 2002; 3(5): CQmment2005; Lacroix et al., "A low- 
density DNA microarray for analysis of markers in breast cancer", Int J Biol Markers 
2002; 17(1): 5-23. In addition, polynucleotide microarray hybridization for diagnosis 
may be carried out essentially as described in the following review concerning 
micorarrays in the diagnosis of various cancers: Sclunidt & Begley, "Cancer diagnosis 
and microarrays". The International Journal of Biochemistiy and Cell Biology, 2003; 
35; 1 19-124. Diagnostic assays using tissue microarrays are also possible and may be 
performed essentially as described in Ginestier et al., "Distinct and comlementary 
information provided by use of tissue and DNA microarrays in the study of breast 
tumor markers", Am J Pathol 2002; 161(4): 1223-33; Fejzo &Slamon, "Frozen tumor 
tissue microarray technology for analysis of tumor RNA, DNA and proteins". Am J 
Pathol200U 159(5): 1645-50. 

An example of detection of polynucleotides in bodily fluid is that of 
"staging" markers, wMch determine the stage of a cancer by detection of the presence 
of specific cancer cells in the blood (micrometastases) by RT-PCR of identified 
cancer-type-specific markers expression on the whole blood RNA (provided these 
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markers are not normally expressed in blood cells) such detection and diagnosis can 
be carried out essentially as described in Luke & Kaul, "Detection of Breast Cancer 
Cells in Blood Using Immunomagmetic Bead Selection and Reverse Transcription- 
Polymerase Chain Reaction", Mol Diagn 1998; 3(3): 149-155; Ghossein et al, 
5 "Molecular Detection of Micrometastases and Circulating Timor Ceils in Solid 
Tumors", Clinical Cancer Research 1999; 5: 1950-1960; Mellado et al., "Detection of 
circulating neoplastic cells by reverse-transcripatse polymerase chain reaction in 
maUgnant melanoma: association with cUnical stages and prognosis", / Clin Oncol 
1996; 14(7): 2091-7. 

1^ Any of the diagnostic methods as described above can also be used 

together, simultaneously or not, and can thus provide a stronger diagnostic tool and 
validate or strengthen the results of a particular diagnosis. For combinations of 
different diagnostic methods see, inter alia: Hoshi et al, "Enzyme-linked 
immunosorbent assay detection of prostate-specific antigen messenger ribonucleic 
15 acid in prostate cancer", Urology 1999; 53 (1): 228-235; Zhong-Ping et al., 
"Quantitation of ERCC-2 Gene Expression in Human Tumor Cell Lines by Reverse 
Transcription-Polymerase Chain Reaction in Comparison to Northern Blot Analysis", 
Analytical Biochemistry 1997; 244: 50-54; Hatta et al., "Polymerase chain reaction 
and immunohistochemislry frequently detect occult melanoma cells in regional lymph 
20 nodes of melanoma pateints", /a?« Pathol 1998; 51(8): 597-601. 

Any one of the diagnostic methods of the invention as recited above 
may also be employed 1» examine the status of a tumor suppressor gene or a 
biological pathway in which a tumor suppressor gene is involved, or to examme the 
effectiveness of a modulator of the activity of a tumor suppressor gene, such as a 
25 drug. The tumor suppressor gene in question may preferably be any one of p53, Rbl 
and PTEN, as well as any other tumor suppressor gene deemed suitable. A hst of 
tumor suppressor genes is provided above. 

A preferred embodiment of the prognostic aspect of the invention 
concerns a method of measuring the responsiveness of a subject to a cancer treatment 
30 comprising determining the level of at least one polypeptide in a sample taken from 
the subject before treatment, and comparing it with the level of said polypeptide in a 
sample taken from the subject after freatment, a decrease in said level indicating 
responsiveness of said subject to the cancer treatment, wherein the polypeptide is 
selected from the group consisting of: polypeptides encoded by the human 
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polynucleotides or the human orthologs of mouse polynucleotides listed in Table 5 or 
6, and homologs of said polypeptides having at least 70% homology, preferably at 
least 80% homology, more preferably at least 90% homology. 

As mentioned herein, the sample may be taken from a bodily fluid, as 
5 described above; the level of the polypeptide in the sample can be determined as 
described above. 

In addition, the prognostic aspect of the invention comprises further a 
method of measuring the responsiveness of a subject to a cancer treatment comprising 
determining the level of at least one polypeptide-encoding polynucleotide in a sample 

10 taken from the subject before treatment, and comparing it with the level of said 
polynucleotide in a sample taken from the subject after treatment, a decrease in said 
level indicating responsiveness of said subject to the cancer freatment, wherein the 
polynucleotide is selected from the group consisting of: human polynucleotides or the 
human orthologs of mouse polynucleotides Usted in Table 5 and 6, preferably in Table 

15 6, polynucleotides having sequences that differ jBrom these polynucleotides without 
changing the polypeptide encoded thereby, and homologs thereof having at least 70% 
homology, preferably at least 80% homology, more preferably at least 90% 
homology. 

The sample may originate from a tissue, preferably blood or bone 

20 marrow cells, or a bodily fluid, as described above. 

The level of the polynucleotide in the sample is determined by the 
methods disclosed above, preferably by RT-PCR analysis. Any other polynucleotide 
detection methods disclosed herein may also be employed. 

In accordance with the prognostic aspect of the invention, the 

25 treatment in conjunction with which the above methods of measuring the 
responsiveness of a subject to a cancer treatment may be employed include, inter alia, 
radiotherapy or administration of a chemotherapeutic drug such as etoposide, 5-FU 
(5-fluorouracil), cis-platinum, doxorubicin, a vinca alkaloid, vincristine, vinblastine, 
vinorelbine, taxol, cyclophosphamide, ifosfamide, chlorambucil, busulfan, 

30 mechlorethamine, mitomycin, dacarbazine, carboplatinum, thiotepa, daunombicm, 
idarubicin, mitoxantrone, bleomycin, esperamicin Al, dactinomycin, plicamycin, 
carmustine, lomustine, tauromustine, streptozocin, melphalan, dactinomycin, 
procarbazine, dexamethasone, prednisone, 2-chlorodeoxyadenosine, cytarabine, 
docetaxel, fludarabine, gemcitabine, herceptin, hydroxyurea, irinotecan, methotrexate, 
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oxaliplatin, rituxin, semustine, tomudex and topotecan, and chemotherapeutically 
active analogs of these drugs. 

In a further embodiment of the prognostic aspect of the invention, the 
methods disclosed herein may also be indicative of the status of a tumor suppressor 
5 gene, as described above. Where a tumor suppressor gene or a pathway in which such 
gene is involved is defective or abnormal, this information may also serve in 
prognosis of both disease progression and treatment responsiveness of a patient, 
regardless of whether said treatment is directed to the tumor suppressor in question. 

In an additional embodiment, the diagnostic and prognostic methods of 
10 the invention may also be carried out essentially as described herein wherein the 
method comprises determining the level of at least two polypeptides or polypeptide- 
encoding polynucleotides in a sample taken from a subject. Methods of determinhig 
the level of polypeptides and polynucleotides are described above. 

Different combinations of polypeptides or polynucleotides of the 
15 cancer markers may be employed in dijBferent diagnostic or prognostic methods for 
various cancers. 

For bodily fluid sample based diagnosis or prognosis, at least one 
polypeptide or combination of at least two polypeptides encoded by the human 
polynucleotide or human orthologs of the polynucleotides, of Table 3 and 5, 
20 preferably of Table 5, more preferably of the liighlighted genes of Table 5, may be 
employed as markers. 

For tissue sample based diagnosis or prognosis at least one polypeptide 
or combination of at least two polypeptides encoded by the human polynucleotide or 
human orthologs of the polynucleotides, of Table 2 and 6, preferably of Table 6, or 
25 the polynucleotides themselves may be employed as markers. 

For the diagnosis or prognosis of a cancer of a specific tissue, the 
markers comprise at least one, preferably at least 2, human polypeptides or 
polynucleotides, or human orthologs of the mouse polypeptides or polynucleotides, or 
homologs thereof, listed in Table 2 and Table 6. For the tissues breast, 
30 placenta/uterus, kidney, bladder, lung, brain, colon, intestine, stomach, liver, pancreas 
and spleen the above described polypeptides and polynucleotides are listed in Table 2 
and Table 6 as follows: 

For the diagnosis or prognosis of a cancer of the breast, the markers 
hsted in Table 2 sheet 1 and Table 6, preferably in Table 6 under the heading "breast"; 
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For the diagnosis or prognosis of a cancer of the uterus, the markers 
listed in Table 2 sheet 2 and Table 6, preferably in Table 6 under the heading 
"placenta/uterus"; 

For the diagnosis or prognosis of a cancer of the kidney, the markers 
5 listed in Table 2 sheet 3 and Table 6, preferably in Table 6 under the heading 
"kidney"; 

For the diagnosis or prognosis of a cancer of the bladder, the markers 
listed in Table 2 sheet 4 and Table 6, preferably in Table 6 imder the heading 
"bladder"; 

10 For the diagnosis or prognosis of a cancer of the lung, the markers 

listed in Table 2 sheet 5 and Table 6, preferably in Table 6 under the heading "lung"; 

For the diagnosis or prognosis of a cancer of the brain, the markers 
listed in Table 2 sheet 6 and Table 6, preferably in Table 6 under the heading "brain"; 

For the diagnosis or prognosis of a cancer of the colon, the markers 
1 5 listed in Table 2 sheet 7 and Table 6, preferably in Table 6 under the heading "colon"; 

For the diagnosis or prognosis of a cancer of the intestine, the markers 
listed in Table 2 sheet 8 and Table 6, preferably in Table 6 under the heading 
"intestine"; 

For the diagnosis or prognosis of a cancer of the stomach, the markers 
20 listed in Table 2 sheet 9 and Table 6, preferably in Table 6 under the heading 

"stomach"; 

For the diagnosis or prognosis of a cancer of the liver, the markers 
listed in Table 2 sheet 10 and Table 6, preferably in Table 6 under the heading "liver"; 

For the diagnosis or prognosis of a cancer of the pancreas, the markers 
25 hsted in Table 2 sheet 1 1 and Table 6, preferably in Table 6 under the heading 
"pancreas"; 

For the diagnosis or prognosis of a cancer of the spleen, the markers 
listed in Table 2 sheet 12 and Table 6, preferably in Table 6 under the heading 
"spleen." 

30 

The invention further comprises a method of identifying a diagnostic 
marker for a cancer comprising: 

(a) obtaining a first cell ifrom a first cell type of said cancer, said 
cell comprising a defective tumor suppressor expression; 
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(b) obtaining a second cell of the first cell type, wherein said 
second cell comprises a wild-type tumor suppressor expression; 

(c) identifying genes having an increased level of expression in tlie 
first cell as compared to the second cell; and 

5 (d) selecting at least one gene of step (c) as a diagnostic marker for 

a cancer. 

In a related aspect, the invention further comprises a method of 
identifying a tissue-specific diagnostic marker for a cancer comprising a) obtaining a 
first cell fi-om a second cell type of the cancer, the cell comprising a defective tumor 

10 suppressor expression; b) obtaining a second cell of the second cell type, wherein the 
second cell comprises a wild-type tumor suppressor expression; c) identifying genes 
having an increased level of expression in the first cell of the second cell type as 
compared to the second cell of the second cell type; d) comparing the genes having an 
increased expression in the first cell type with the genes having an increased 

1 5 expression in the second cell type; e) identifying genes having an increased 

expression in the first cell type but not in the second cell type; and f) selecting at least 
one gene of step (e) as a diagnostic marker of a cancer of the first cell type. 

The identification step of both methods (steps (c) or e) above, 
respectively) may be performed using a microarray; in addition, the tumor suppressor 

20 in question may be p53, Rbl and PTEN as well as any other tumor suppressor gene 
deemed suitable. A Ust of possible tumor suppressor genes is provided herein. 

In certain embodiments, the diagnostic marker is a secreted product of 
the first cell type. In certain embodiments, the selected gene is not expressed in other 
tissue irrespective of its status. In other embodiments, the diagnostic marker is a 

25 membrane bound marker that localizes to the cell membrane of the first cell type. In 
specific embodiments, the tumor suppressor is selected firom the group consisting of 
p53, Rbl, APC; BRCAl; BRCA2; CDHl; p57, pl6, CYLD; p300; EXTl; EXT2; 
MADH4; MAP2K4; MENl; HNPCC2; MSH2; NFl; NF2; PRKARIA; PTCH; 
PTEN; SDHD; SMARCBl; STKll; TSCl; TSC2; VHL and WTl. 

30 An additional embodiment of the invention concerns a method for 

screening for compounds that modulate the activity of a tumor suppressor gene 
comprising: a) obtaining a cell comprising a defective tumor suppressor expression; 
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b) meas\iring the level of expression of a marker of Table 5 or 6 in the cell; c) 
contacting tiie cell with a test compound; and d) measuring the expression of the 
marker of step b) after the contacting step c), wherein a change in the level of 
expression after the contacting step as compared to the level of expression before the 
5 contacting step is indicative of the ability of the compound to modulate the activity of 
the tumor suppressor gene. 

The tumor suppressor in question may be selected from the tumor 
suppressor group consisting of, inter alia, p53, Rbl, APC; BRCAl; BRCA2; CDHl; 

10 p57, pl6, CYLD; p300; EXTl; EXT2; MADH4; MAP2K4; MENl; HNPCC2; 
MSH2; NFl; NF2; PRKARIA; PTCH; PTEN; SDHD; SMARCBl; STKll; TSCl; 
TSC2; VHL and WTl. The test compound may be a small chemical molecule. The 
measuring of steps b) and d) may comprise monitoring the level of mRNA of the 
marker or the level of the polypeptide of the marker, according to methods well 

15 known in the art and described herein. In addition, the change in the level of 
expression in step d) may be a reduction in the level of expression, in wliich case 
compounds identified according to said method may be employed in the treatment of 
cancer, possibly as anti-cancer drugs. 

The term "small chemical molecule" is used interchangeably with 

20 "chemical compound", and is understood to refer to chemical moieties of any 
particular type which are not necessarily, but may be, naturally occurring and 
typically have a molecular weight of less than 2000 daltons, more preferably less than 
1000 daltons. 

Another aspect of the invention provides a microarray composition for 
25 measuring tissue-specific gene expression comprising at least 4 polynucleotides from 
tables 5 and 6. The invention further contemplates a method of diagnosing a cancer 
comprising contacting a cell sample nucleic acid with a microan-ay described herein 
under conditions suitable for hybridization; providing hybridization conditions 
suitable for hybrid fonnation between said cell sample nucleic acid and a 
30 polynucleotide of said microarray; detecting said hybridization; and diagnosing a 
cancer based on the results of detecting said hybiidization. 

Further in this aspect, an antibody microarray is provided. Said 
microarray comprises at least 4 antibodies directed against polypeptides 
corresponding to the polynucleotides given in Tables 5 and 6. The invention flirther 
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contemplates a method of diagnosing a cancer comprising contacting a bodily fluid 
sample with the antibody microarray described herein, and detecting hybridization 
between the antibodies present on the array and at least one polypeptide present in the 
bodily fluid, the results of said detection enabling a diagnosis or a prognosis of a 
cancer. 

The invention further contemplates a vector comprising a 
polynucleotide having a sequence of a tissue specific tumor marker identified 
according to the invention. Also contemplated is a cell transfomed or transfected 
with such a vector. 

Another aspect of the invention is directed to a method of treating 
cancer in a patient, wherein said treatment is effected through the decrease in 
expression of a tumor maiker gene. In preferred embodiments, a polynucleotide is 
administered to cancer cells of a patient. The polynucleotide comprises an antisense 
sequence of said tissue-specific tumor marker in those embodiments where the tissue- 
specific tumor marker is up-regulated as a result of loss of fimction of the tumor 
suppressor, whereas the polynucleotide comprises a sense coding sequence of said 
tissue-specific tumor marker in those embodiments where the tissue specific marker is 
down-regulated as a result of loss of fimction of the tumor suppressor. In specific 
embodiments, the cancer cells of the patient harbor a mutant tumor suppressor gene 
selected from the group consisting of p53, Rbl, APC; BRCAl; BRCA2; CDHl; p57, 
pl6, CYLD; p300; EXTl; •EXT2; MADH4; MAP2K4; MENl; HNPCC2; MSH2; 
NPl; NF2; PRKARIA; PTCH; PTEN;,SDHD; SMARCBl; STKll; TSCl; TSC2; 
VHLandWTl. 

By "homolog/honiology", as related to polynucleotides and 
polypeptides and used herein, is meant at least about 70%, preferably at least about 
75% homology, advantageously at least about 80% homology, more advantageously 
at least about 90% homology, even more advantageously at least about 95%,, e.g., at 
least about 97%, about 98%, about 99% or even about 100% homology. The 
invention also comprehends that these polynucleotides and polypeptides can be used 
in the same fashion as the herein or aforementioned polynucleotides and polypeptides. 

Alternatively or additionally, "homology", with respect to sequences, 
can refer to the number of positions with identical nucleotides or amino acid residues, 
divided by the number of nucleotides or amino acid residues in the shorter of the two 
sequences, wherein alignment of the two sequences can be determined in accordance 
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with the Wilbur and Lipman algorithm ((1983) Proc. Natl. Acad. Sci. USA 80:726), 
for instance, using a window size of 20 nucleotides, a word length of 4 nucleotides, 
and a gap penalty of 4, and computer-assisted analysis and interpretation of the 
sequence data, including alignment can be conveniently performed using 
5 commercially available programs (e.g., hitelligenetics™ Suite, Intelligenetics Inc., 
CA). When RNA sequences are said to be similar, or to have a degree of sequence 
identity or homology with DNA sequences, thymidine (T) in the DNA sequence is 
considered equal to uracil (U) in the RNA sequence. RNA sequences within the scope 
of the invention can be derived from DNA sequences or their complements, by 

1 0 substituting thymidine (T) in the DNA sequence with uracil (U). 

Additionally or alternatively, amino acid sequence similarity or 
homology can be determined, for instance, using the BlastP program (Altschul et al, 
Nucl. Acids Res. 25:3389-3402) and available at NCBI. The following references 
provide algorithms for comparing the relative identity or homology of amino acid 

15 residues of two polypeptides, and additionally, or alternatively, with respect to the 
foregoing, the teachings in these references can be used for determining percent 
homology: Smith et al, (1981) Adv. Appl. Math. 2:482-489; Smith et al, (1983) 
Nucl. Acids Res. 11:2205-2220; Devereux et al, (1984) Nucl. Acids Res. 12:387- 
395; Feng et al, (1987) J. Molec. Evol. 25:351-360; Higgins et al, (1989) CABIOS , 

20 5:151-153; and Thompson et al, (1994) Nucl. Acids Res. 22:4673-4680. 

The term "polynucleotide" refers to any molecule which comprises 
two or more of the bases guanidine, citosme, timidine, adenine, uracil or inosine, inter 
aha, or chemical analogs thereof, includes "ohgonucleotides" and encompasses 
"nucleic acids". Preferably, a polynucleotide has from about 75 to 10,000 nucleotides, 

25 more preferably from about 100 to 3,500 nucleotides. An oligonucleotide refers 
generally to a chain of nucleotides extending from 2-75 nucleotides. 

By the term "polypeptide" is meant a molecule composed of amino 
acids and the term includes peptides, polypeptides, proteins and peptidomimetics; 
dominant polypeptide fragments are also considered to be polypeptides. 

30 The term "amino acid" refers to any one of the 20 naturally occurring 

amino acids, and also amino acids which have been chemically modified or synthetic 
amino acids. 

The invention provides methods for the identification of marker gene 
targets for both diagnostic and therapeutic apphcations in any given cancer type. In 
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certain embodiments, these methods use a combination of recently developed 
powerful functional gene cloning methodologies with cDNA array-based gene 
expression profiling and rationally designed experimental models. Diagnostic and 
therapeutic value of the identified genes may then be evaluated using specific 
5 inhibitors and antibodies according to methods well knowii to those of skill in the art. 

By identifying those genes that are specifically upregulated (or indeed 
downregulated) in cancer cells as a result of tumor suppressor regulation, the 
invention provides markers of advanced stages of cancer. More specifically, the 
invention relates to identifying potential targets of tumor suppressor regulation 

10 associated with early and advanced stages of the disease by performing micro-array 
hybridization and analyses using model cancer cell line(s) or primary normal cell 
cultures that retain wild-type tumor suppressor activity and engineering a variant of 
such a cell line or primary cells in which the tumor suppressor is inactivated. 
Alternatively, the tissue pairs for comparison wiU be normal animal tissues and the 

15 same cancer-l&ee tissues from genetically modified animals in which a tumor 
suppressor gene of mterest was knocked out. 

The methods of the invention generally provide a systematic approach 
for the search of cancer markers or targets for therapeutic intervention among the 
genes normally under negative control of tumor suppressor proteins. Many such 

20 genes are transcriptionally activated in tissues following the wild-type activity loss of 
the most common tumor suppressor genes, such as p53, PTEN, RB, and pl6/pl9 and 
this regulation is conserved in normal and tumor cells from the same origin. The 
methods of the invention may be performed by comparing gene expression profiles in 
the isogenic pairs of cell lines or tissues differing in their tumor suppressor gene status 

25 or tissue pairs derived from normal and genetically modified mice, with inactivated 
tumor suppressors, i.e. p53 -/- mice, pl6/pl9-/- mice, and mice with targeted 
expression of, e.g., SV40 large T antigen that simultaneously inactivates both RB and 
p53 function (TRAMP mice). 

In an exemplary model for the invention, tlie inventors created an 

30 isogenic pair of LNCaP prostate tumor cell lines differing in their p53 status and 
applied cDNA microarray analysis to identify differentially expressed genes. These 
investigations revealed that the baseline expression of several known tumor markers 
is significantly elevated in LNCaP cells that lack functional p53 protein compared to 
the same cells that express wt p53. These gene? include e.g., C0X2, tumor-specific 
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heparin-binding growth factor midMne (which possesses angiogenic and 
anti-apoptotic properties) (Ikematsu et al. Br J Cancer, 83(6):701-706 (2000), tumor 
tissue associated hyaluronan receptor CD44 and PSA (prostate specijSc antigen). 
C0X2 inhibitors are currently in chnical trials against prostate cancer. Midkine was 
5 immunohistochemically shown to be expressed in 86.3% of prostate cancer 
specimens examined, with metastatic lesions generally showing higher expression 
than the corresponding primaries; normal prostate tissues were negative or showed 
only weak staining. Midkine was also detected in 12 of 15 latent cancers (80%) and in 
12 of 16 cases of PIN (75%) (Konishi etal, Oncology; 57(3):253-257 (1999). 

10 PSA is the major prostate cancer diagnostic marker currently used 

commercially. In the invention, it was shown that the PSA promoter is directly 
suppressed by wt p53, thus PSA up-regulation in prostate cancer is indicative of the 
loss of wt p53 function. The list of genes tlie expression of which was changed 
following wt p53 suppression in LNCaP cells is attached in Table 1. Having 

15 determined that it is thus possible to identify the dijBEerential expression of genes that 
are regulated by suppression of the wild-type tumor suppressor, the inventors fiirther 
demonstrate large-scale microarray-based comparison of gene-expression profiles in 
the tissue pairs derived fi:om normal and p53-/- mice. 

Poly A KNTA was extracted from spleen, pancreas, liver, stomach, 

20 intestine, colon, lung, brain, bladder, kidney, placenta/uterus and mammary glands of 
normal and p53-deficient mice and used for fluorescently-labeled probes for 
microarray hybridizations. The differential (against common control) gene expression 
levels were normalized between p53-/- tissues and their corresponding normal 
counterparts. (Table 2). These data were then sorted according to their expression 

25 levels in one particular tissue from maximally up-regulated genes to maximally 
down-regulated genes, thereby identifying genes with maximal differential 
tissue-specific expression in p53-deficient mice. 

Of the identified genes, the tumor makers will be those that are found 
to be up-regulated in p53-/-tissues. Table 3 lists such genes; the table combines the 

30 p53-dependeat differential ;expression data with the tissue specificity of gene 
expression data. DiflEerential expression of the genes may be determined using any 
technique well known to those of skill in the art. Such techniques include 
determining differential expression using cDNA or oligonucleotide microarrays as 
described herein below, as well as differential display techniques well known to those 
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of skill in the art. Gene subtraction tecliniques also may be used. Also contemplated 
for determining differential expression of genes is SAGE (Velculescu et al, Science, 
270:484-487 (1995); Zhang et al. Science, 276:1268-1272 (1997). 

For effective selection of cancer diagnostic markers, the following 
5 criteria were applied: 

(1) genes that are up-regulated in a certain p53-/- tissue and are 
normally expressed predominantly in that tissue are useful for diagnosis both in 
tissues and in bodily fluids. Table 5 is derived from Table 3 and contains a list of the 
preferred genes which can serve as markers of this type (the highlighted genes are 

1 0 highly preferred). 

(2) genes that are normally expressed at certain levels in one or several 
tissues but are up-regulated in one or numerous p53-/- tissues as compared to the 
same tissue having normal p53 status are useful for diagnosis primarily in tissues. 
Table 6 is derived from Table 2 and contains a Ust of the preferred markers of this 

15 type, sorted according to the tissue in which they are preferred for diagnosis. Both 
tables are prioritized, so that, for example, under the heading "pancreas" in Table 6 or 
in sheet 11 of Table 2, the first marker Hsted, pancreatitis associated protein, is the 
most preferred marker for pancreatic cancer. 

Table 3 contains 445 genes identified as bemg up-regulated in p53-/- 

20 tissues, which can serve as tissue specific cancer markers and for bodily-fluid cancer 
diagnosis, depending on their level of expression in normal tissues, which tissues they 
are normally expressed in, and whether they are secreted. 

The genes identified according to the invention will prove useful in 
diagnostic and prognostic application as well as act as drug targets for therapeutic 

25 intervention of the diseased state. Negative regulation by tumor suppressor genes and 
tissue specificity of expression are two essential characteristics of prospective tumor 
markers/drug targets. However, in order to be suitable for diagnostic assays, the gene 
products ideally, but not necessarily, also need to be secreted into blood, urine, saliva 
or any other accessible body fluids for detection. Alternatively, the gene products are 

30 such that they are expressed at the cell surface and are therefore amenable to detection 
using ordinary techniques known to those of skill in the art, e.g., detection of cell 
surface expression of the gene products using antibodies or Ugand/receptor 
interactions. Membrane-bound and cj^solic RNA may be distinguished based on the 
fact that mRNA of genes, encoding secreted or membrane proteins is bound to 
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membrane-associated polysomes and may be separated firom other mENAs by 
sedimentation equilibrium or sedimentation velocity (Diehn et al, Nat. Genet., 
25:58-62, 2000). RNA from membrane or cytosolic fraction of cells Avill be isolated 
using standard protocol and used for synthesis of fluorescently labeled probe from 
5 each fraction. Isolation of membrane-bound polysomes from cell lines preferably is 
carried out according to pubUshed protocol (Diehn et al, Nat Genet., 25:58-62 
(2000). See also U.S. Patent No. 6,403,316. 

In summary, the inventors defined genes characterized in regard to 
tissue-specificity of the normal expression of these genes and induction/reduction in 

10 various p53-deficient tissues. The above-articulated method, while exemplified in 
tenns of p53 regulation, may be performed with any tumor suppressor known to those 
of skill in the art to identify tissue-specific markers of cancers. In addition to p53, 
tumor suppressors such as Rbl, APC; BRCAl; BRCA2; CDHl; p57, pl6, CYLD; 
p300; EXTl; EXT2; MADH4; MAP2K4; MENl; HNPCC2; MSH2; NFl; NF2; 

15 PRKARIA; PTCH; PTEN; SDHD; SMARCBl; STKll; TSCl; TSC2; VHL; WTl, 
are exemplary tumor suppressors that may be employed to identify tissue-specific 
tumor marker genes according to the invention. This is by no means an exhaustive 
list and those of skill in the art will be aware of other tumor suppressors that may be 
used in the methods herein. Those of skill in the art will readily be able to obtain the 

20 sequences for these tumor suppressor genes from Genbank. 



I. Diagnostic Methods of Using Identified Markers 

In the genetic diagnostic applications of the invention, one of skill in 
25 the art would detect variations in the expression of one or more of the tissue-specific 
tumor markers. This may comprise determining the mRNA level of the gene(s) or 
determining specific alterations in the expressed gene product(s). The cancers that 
may be diagnosed according to the invention include cancers of the brain 
(glioblastomas, medulloblastoma, asfrocytoma, oUgodendroglioma, ependymomas), 
30 lung, liver, spleen, kidney, pancreas, intestine, blood cells, lymph node, colon, breast, 
endometrium, stomach, prostate, testicle, ovary, skin, head or neck, esophagus, bone 
marrow, blood or other tissue. 

The biological sample can be any tissue or fluid. Various embodiments 
include cells of the skin, muscle, facia, brain, prostate, breast, endometrium, lung. 
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head or neck, pancreas, small intestine, blood cells, liver, testes, ovaries, colon, skin, 
stomach, esophagus, spleen, lymph node, bone marrow or kidney. Other embodiments 
include fluid samples such as peripheral blood, lymph fluid, ascites, serous fluid, 
pleixral effusion, sputum, cerebrospinal fluid, lacrimal fluid, synovial fluid, saliva, 
5 stool or urine. 

Nucleic acids can be isolated from cells contained in the biological 
sample, according to standard methodologies (Sambrook et al., 1989). The nucleic 
acid may be whole RNA. It may be used for Northern blotting analysis or may be 
converted to a complementary DNA (cDNA). In one embodiment, the RNA is whole 

10 cell RNA; in another, it is poly- A RNA. cDNA may be used for preparation of probes 
for microarray hybridization or may be amplified in PGR reaction (RT-PCR). 

In situ hybridization using a labeled nucleic acid probe is performed 
essentially as known in the art and incorporated herein by reference. 

Depending on the format, the specific nucleic acid of interest is 

15 identified in the sample directly using amplification or by hybridization to a labeled 
(radioactively or fluorescently) nucleic acid probe. Next, the identified amplified 
product is detected. In certain applications, the detection may be performed by visual 
means (e.g., ethidium bromide staining of a gel). Alternatively, the detection may 
involve indirect identification of the product via chemiluminescence, radioactive 

20 scintigraphy of radiolabel or fluorescent label or even via a system using electrical or 
thermal impulse signals (Affymax Technology; Bellus, 1994). 



A. Microarray Analyses 

25 In certain preferred embodiments, DNA-based arrays provide a 

convenient way to explore the expression of a single polymorphic gene or a large 
number of genes for a variety of apphcations. The tissue-specific tumor marker 
nucleic acids identified by the invention may be presented in a DNA microarray for 
the analysis and expression of these genes in various cancer cell types. Microarray 

30 chips are well known to those of skill in the art (see, e.g., U.S. Patent Nos. 6,308,170; 
6,183,698; 6,306,643; 6,297,018; 6,287,850; 6,291,183, each incorporated herein by 
reference). These are exemplary patents that disclose nucleic acid microarrays and 
those of skill in the art are aware of numerous other methods and compositions for 
producing microarrays. 
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La addition, protein aad antibody microarrays are well known in the art 
(see, for example: Ekins R.P., J Phami Biomed Anal 1989. 7: 155; Ekins R.P. and 
Chu F.W., Clin Chem 1991. 37: 1955; Ekins R.P. and Chu F.W, Trends in 
Biotechnology, 1999, 17, 217-218). Antibody microarrays directed against a 
5 combination of the diagnostic markers disclosed herein will be very useful for the 
diagnosis of cancer markers in bodily fluids. 

The invention provides for a composition comprising a plurality of 
polynucleotides identified according to the methods of the invention. As used herein, 
the term "polynucleotide probe" refers to any nucleic acid sequences identified 

10 according to the invention as a marker for a given cancer. Preferably, the 
polynucleotide fragment is at least 9 nucleotides; more preferably, it is at least 20 
nucleotides. Such a composition can be employed for the diagnosis and treatment of 
neoplastic disorder. 

The composition is particularly useful as hybridizable array elements 

15 in a microarray for monitoring the expression of a plurality of target polynucleotides. 
The microarray comprises a substrate and the hybridizable array elements. The 
microarray is used, for example, in the diagnosis and treatment of a cancer. 

The term "microarray" refers to an ordered arrangement of 
hybridizable array elements. The array elements are arranged so tibat there are 

20 preferably at least two or more different array elements, more preferably at least 100 
array elements, and most preferably at least 1,000 array elements, on a 1 cm^ substrate 
surface. The hybridization signal from each of the array elements is individually 
distinguishable. In a preferred embodiment, the array elements comprise 
polynucleotide probes. In another preferred embodiment, the array elements comprise 

25 antibodies. 

The term "probe" refers to a polynucleotide sequence capable of 
hybridizing with a target sequence to form a polynucleotide probe/target complex. A 
"target polynucleotide" refers, to a chain of nucleotides to which a polynucleotide 
probe can hybridize by base pairing. In some instances, the sequences will be 
30 complementary (no mismatches) when aligned. In other instances, there may be up to 
a 10% mismatch. 

Alternatively, the term "probe" may refer to a polypeptide probe that 
can hybridize to an antibody. 

26 
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A "plurality" refers preferably to a group of at least 15 or more 
members, more preferably to a group of at least about 100, and even more preferably 
to a group of at least about 1,000, members. The maximum number of members is 
unlimited, but is at least about 100,000 members. 

5 The term "gene" or "genes" refers to a polynucleotide sequence(s) of a 

gene, which may be the partial or complete sequence of the gene and may comprise 
regulatory region(s), untranslated region(s), or coding regions. 

The polynucleotide or antibody microaixay can be used for large-scale 
genetic or gene expression analysis of a large number of target polynucleotides or 
10 polypeptides respectively. The microarray can also be used in the diagnosis of 
diseases and in the monitoring of treatments. Further, the microarray can be employed 
to investigate an individual's predisposition to a disease. Furthermore, the microarray 
can be employed to investigate cellular responses to infection, drug treatment, and the 
like. 

15 When the composition of the invention is employed as hybridizable 

array elements in a microarray, the array elements are organized in an ordered fashion 
so that each element is present at a distinguishable, and preferably specified, location 
on the substrate. In the preferred embodiments, because the array elements are at 
specified locations on the substrate, the hybridization patterns and intensities (which 

20 together create a unique expression profile) can be interpreted in terms of expression 
levels of particular genes and can be correlated with a particular disease or condition 
or treatment. 

The composition comprising a plurality of polynucleotide probes can 
also be used to purify a subpopulation of mRNAs, cDNAs, genomic fragments and 

25 the like, in a sample. Typically, samples will include target polynucleotides of interest 
and other nucleic acids which may enhance the hybridization background; therefore, it 
may be advantageous to remove these nucleic acids from the sample. One method for 
removing the additional nucleic acids is by hybridizing the sample containing target 
polynucleotides with immobilized polynucleotide probes under hybridizing 

30 conditions. Those nucleic acids that do not hybridize to the polynucleotide probes are 
removed and may be subjected to analysis or discarded. At a later point, the 
immobilized target polynucleotide probes can be released in the form of purified 
target polynucleotides. 

1. Microarray Production 
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The nucleic acid probes can be genomic DNA or cDNA or mRNA, or 
any RNA-like or DNA-lilce material, such as peptide nucleic acids, branched DNAs, 
and the like. The probes can be sense or antisense polynucleotide probes. Where 
target polynucleotides are double-stranded, the probes may be either sense or 
5 antisense strands. Where the target polynucleotides are single-stranded, the probes axe 
complementary single strands. 

In one embodiment, the probes are cDNAs. The size of the DNA 
sequence of interest may vary and is preferably from 100 to 10,000 nucleotides, more 
preferably from 150 to 3,500 nucleotides. 

10 The probes can be prepared by a variety of synthetic or enzymatic 

schemes, which are well known in the art. The probes can be synthesized, in whole or 
in part, using chemical methods well known in the art (Caruthers et al, Nucleic Acids 
Res., Symp. Ser., 215-233 (1980). Alternatively, the probes can be generated, in whole 
or in part, enzymatically. 

15 Nucleotide analogs can be incorporated into the probes by methods 

well known in the art. The only requirement is that the incorporated nucleotide analog 
must serve to base pair with target polynucleotide sequences. For example, certain 
guanine nucleotides can be substituted with hypoxanthine, which base pairs with 
cytosine residues. However, these base pairs are less stable than those between 

20 guanine and cytosine. Alternatively, adenine nucleotides can be substituted with 
2,6-diaminopurine, which can form stronger base pairs than those between adenine 
and thymidine. 

Additionally, the probes can include nucleotides that have been 
derivatized chemically or enzymatically. Typical chemical modifications include 
25 derivatization with acyl, alkyl, aryl or amino groups. 

The polynucleotide probes can be immobilized on a substrate. 
Preferred substrates are any suitable rigid or semi-rigid support including membranes, 
filters, chips, sUdes, wafers, fibers, magnetic or nonmagnetic beads, gels, tubing, 
plates, polymers, microparticles and capillaries. The substrate can have a variety of 
30 surface forms, such as wells, trenches, pins, channels and pores, to which the 
polynucleotide probes are bound. Preferably, the substrates are optically transparent. 

Complementary DNA (cDNA) can be arranged and then urmiobilized 
on a substrate. The probes can be immobilized by covalent means such as by chemical 
bonding procedures or UV. In one such method, a cDNA is bound to a glass surface 
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which has been modified to contain epoxide or aldehyde groups. In another case, a 
cDNA probe is placed on a polylysine coated surface and then UV cross-linked 
(Shalon et al, PCT pubUcation WO95/35505, herein incorporated by reference). In 
yet another method, a DNA is actively transported from a solution to a given position 
on a substrate by electrical means (Heller et al, U.S. Pat. No. 5,605,662). 
Alternatively, individual DNA clones can be gridded on a filter. Cells are lysed, 
proteins and cellular components degraded, and the DNA coupled to the filter by UV 
cross-linking. 

Fm-thermore, the probes do not have to be directly bound to the 
substrate, but rather can be bound to the substrate through a linker group. The linker 
groups are typically about 6 to 50 atoms long to provide exposure to the attached 
probe. Preferred linker groups include ethylene glycol oUgomers, diamines, diacids 
and the like. Reactive groups on the substrate surface react with one of the terminal 
portions of the linker to bind the linker to the substrate. The other terminal portion of 
the linker is then fiinctionalized for binding the probe. 

The probes can be attached to a substrate by dispensing reagents for 
probe synthesis on the substrate surface or by dispensing preformed DNA fragments 
or clones on the substrate surface. Typical dispensers include a micropipette 
delivering solution to the substrate with a robotic system to control the position of the 
micropipette with respect to the substrate. There can be a multipUcity of dispensers so 
that reagents can be delivered to the reaction regions simultaneously. 

Alternatively, as mentioned above, antibody microarrays can be 
produced. The production of such microarrays is essentially as described in 
Schweitzer & Kingsmore, "Measuring proteins on microarrays", Curr Opin 
Biotechnol 2002; 13(1): 14-9; Avseenko et al., "ImmobiHzation of proteins in 
immunochemical microarrays fabricated by electrospray deposition", Ajtal Chem 
2001 15; 73(24): 6047-52; Huang, "Detection of multiple proteins in an antibody- 
based protein microarray system, Immunol Methods 2001 1; 255 (1-2): 1-13. In 
general, protein microarrays may be produced essentially as described in Schena et 
al., Parallel human genome analysis: Mcroarray-based expression monitoring of 1000 
genes. Proc. Natl. Sci. USA (1996) 93, 10614-10619; U.S. Patent Nos. 6,291,170 and 
5,807,522 (see above); US patent No. 6,037,186 (Stimpson, inventor) "Parallel 
production of high density arrays"; PCT pubHcations WO 99/13313 (Genovations Inc 
[US], appHcant) "Method of making high density anays"; WO 02/05945 (Max- 
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Delbruck-center for molecular medicine [Germany], applicant) "Method for 
producing microarray chips with nucleic acids, proteins or other test substrates". 
2. Sample Preparation for Genetic Analysis 

In order to conduct sample analysis, a sample containing target 

• 5 polynucleotides or polypeptides is provided. The samples can be any sample 
containing target polynucleotides or polypeptides and obtained from any bodily fluid 
(blood, sperm, urine, saliva, phlegm, gastric juices, etc. as described herein), cultured 
cells, biopsies, or other tissue preparations. The samples being analyzed using the 
microarrays will likely be samples from individuals suspected of suffering from a 

10 given cancer. In one embodiment, the microarrays used are those that contain timior 
markers specific for that cancer or antibodies against those markers. 

DNA or RNA can be isolated firom the sample according to any of a 
number of methods weU known to those of skill in the art. For example, methods of 
purification of nucleic acids are described in Tijssen Laboratory Techniques in 

15 Biochemistry and Molecular Biology: Hybridization With Nucleic Acid Probes, Part 
I. Theory and Nucleic Acid Preparation, Elsevier, New York N.Y. 1993. In one case, 
total RNA is isolated using the TRIZOL reagent (Life Technologies, Gaithersburg 
Md.), and mRNA is isolated using oUgo d(T) column chromatography or glass beads. 
Alternatively, when target polynucleotides are derived fi-om an mRNA, the target 

20 polynucleotides can be a cDNA reverse-transcribed from an mRNA, an RNA 
transcribed from that cDNA, a DNA amplified from that cDNA, an RNA transcribed 
from the amplified DNA, and the like. When the target polynucleotide is derived from 
DNA, the target polynucleotide can be DNA amplified from DNA or RNA reverse 
transcribed from DNA. In yet another alternative, the targets are target 

25 polynucleotides prepared by more than one method. 

When target polynucleotides are amplified, it is desirable to amplify 
the nucleic acid sample and maintain the relative abimdances of the original sample, 
including low abundance franscripts. Total mRNA can be amplified by reverse 
transcription using a reverse transcriptase and a primer consisting of oligo d(T) and a 

30 sequence encoding the phage T7 promoter to provide a single-stranded DNA 
template. The second DNA strand is polymerized using a DNA polymerase and a 
RNAse which assists in breaking up the DNA/RNA hybrid. After synthesis of the 
double-stranded DNA, T7 RNA polymerase can be added, and RNA transcribed from 



30 



wo 03/058201 



PCT/LS02/41825 



the second DNA strand template (Van Gelder et al. U.S. Pat. No. 5,545,522). RNA 
can be amplified in vitro, in situ or in vivo (See Eberwine, U.S. Pat. No. 5,514,545). 

Quantitation controls may be included within the sample to assure that 
amplification and labeling procedures do not change the true distribution of target 
5 polynucleotides in a sample. For this purpose, a sample is spiked with a known 
amount of a control target polynucleotide and the composition of probes includes 
reference probes which specifically hybridize with the control target polynucleotides. 
After hybridization and processing, the hybridization signals obtained should 
accurately the amounts of control target polynucleotide added to the sample. 

10 Prior to hybridization, it may be desirable to fragment the nucleic acid 

target polynucleotides. Fragmentation improves hybridization by minimizing 
secondary structure and cross-hybridization to other nucleic acid target 
polynucleotides in the sample or noncomplementary polynucleotide probes. 
Fragmentation can be perfomied by mechanical or chemical means. 

15 Antibodies against the relevant cancer marker polypeptides and 

appropriate for attachment to an antibody microarray can be prepared according to 
methods known in the art (Cohgan et al, Unit 9, Current Protocols in Immmiology, 
Wiley Interscience, 1994; Harlow and Lane, Antibodies: A Laboratory Manual, Cold 
Spring Harbor Laboratory, New York (1988). Additional information regarding all 

20 types of antibodies, including himianized antibodies, human antibodies and antibody 
fragments can be found in WO 01/05998). 

Polypeptides can be prepared for hybridization to an antibody 
microarray from a sample, such as a bodily fluid sample, according to methods known 
in the art . It may be desirable to purify the proteins from the sample or alternatively, 

25 to remove certain impurities which may be present in the sample and interfere with 
hybridization. Protein purification is practiced as is known in the art as described in, 
for example, Marshak et al., "Strategies for Protein Purificationand Characterization. 
A laboratory course manual." CSHL Press (1996). 

The target polynucleotides or polypeptides may be labeled with one or 

30 more labeling moieties to allow for detection of hybridized probe/target complexes. 
The labehng moieties can include compositions that can be detected by spectroscopic, 
photochemical, biochemical, bioelectronic, immunochemical, electrical, optical or 
chemical means. The labeling moieties include radioisotopes, such as ■'H, ^'^C, ■'^P, ^''P 
or ^^S, chemiluihinescent compounds, labeled binding proteins, heavy metal atoms, 
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spectroscopic markers, such as fluorescent markers and dyes, magnetic labels, linked 
enzymes, mass spectrometry tags, spin labels, electron transfer donors and acceptors, 
and the like. 

Exemplary dyes include quinoUne dyes, triarylmethane dyes, 
5 phthaleins, azo dyes, cyanine dyes, and the like. Preferably, fluorescent markers 
absorb Ught above about 300 rnn, preferably above 400 nm, and usually emit light at 
wavelengths at least greater than 10 nm above the wavelength of the light absorbed. 
Preferred fluorescent markers include fluorescein, phycoerythrin, rhodamine, 
lissamine, and C3 and C5 available from Amersham Pharmacia Biotech (Piscataway 
10 N.J.). 

Nucleic acid labeUng can be carried out during an amplification 
reaction, such as polymerase chain reactions and in vitro transcription reactions, or by 
nick translation or 5' or 3 '-end-labeling reactions. When the label may be 
incorporated after or without an ampUfication step, the label is incorporated by using 

15 terminal transferase or by phosphorylating the 5' end of the target polynucleotide 
using, e.g., a kinase and then incubating overnight with a labeled oligonucleotide in 
the presence of T4 RNA ligase. Alternatively, the labeUng moiety can be incorporated 
after hybridization once a probe/target complex has formed. 

Polypeptide labeling can be conducted using a variety of techniques 

20 well known in the art, and the choice of the technique(s) can be tailored to the 
polypeptide in question according to criteria known to one of skill in the art. 
Specifically, polypeptides can be fluorescently labeled with compounds such as FITC 
or rhodamin, essentially as described in Harlow and Lane, Antibodies: A Laboratory 
Manual, Cold Spring Harbor Laboratory, New York (1988), in particular pages 353- 

25 356, or with other fluorescent compounds such as nile red or 2-methoxy-2,4-diphenyl- 
3(2H)furanone (Daban: Electrophoresis 2001; 22(5): 874-80). Polypeptides can also 
be labeled with a detectable protein such as GFP (detection based on fluorescence) or 
the vitamin biotin (detection with streptavidin). Polypeptides can also be radioactively 
labeled with the isotope S^^. Additional methods are widely known in the art. 

30 3. Use ofGene Sequences for Diagnostic Purposes 

In certain embodiments, the tissue-specific tumor markers identified 
herein may be used for the diagnosis of advanced stages of cancer in the given tissue 
for which the markers are specific. The polynucleotide sequences encoding the tissue 
specific tumor marker or the polypeptide encoded thereby, where appropriate, may be 

32 



wo 03/058201 PCT/LS02/41825 
used in in-situ hybridization or RT-PCR assays of fluids or tissues from biopsies to 
detect abnormal gene expression. Such methods may be qualitative or quantitative in 
nature and may include Southern or Northern analysis, dot blot or other 
membrane-based technologies; PGR technologies; chip based technologies (for 
nucleic acid detection) and dip stick, pin, ELISA and protein-chip technologies (for 
the detection of polypeptides). All of these techniques are well known in the art and 
are the basis of many commercially available diagnostic kits. 

In addition, such assays may be useful in evaluating the efficacy of a 
particular therapeutic treatment regime in animal studies, in clinical trials, or in 
monitoring the treatment of an individual patient. Such monitoring may generally 
employ a combination of body fluids or cell extracts taken from normal subjects, 
either animal or human, under conditions suitable for hybridization or ampUfication. 
Standard hybridization may be quantified by comparing the values obtained for 
normal subjects with a dilution series of a tissue-specific tumor marker gene product 
run in the same experiment where a known amount of purified gene product is used. 
Standard values obtained from normal samples may be compared with values 
obtained from samples from cachectic subjects affected by abnormal gene expression 
in tumor cells. Deviation between standard and subject values estabUshes the presence 
of disease. 

Generally, the tissue-specific tumor markers are chosen based on the 
specificity of their expression in tumors as well as on the high correlation of the 
reactivity of corresponding antibodies with tumor specimens in ELISA and tissue 
arrays may be used for development of serological screening procedure. For example, 
in the context of prostate-specific tumor markers, a large scale analysis of serum and 
sperm samples obtained from normal donors of different age (before and after 60), 
patients with different grades and types of prostate carcinoma, androgen dependent 
and androgen independent, with local, recurrent and metastatic disease, patients with 
tumors of other than prostate origin, as well as patients with noncancerous diseases of 
prostate may be tested by ELISA on the presence and concentration of the potential 
candidate polypeptide(s). Then statistical analyses may be performed to evaluate 
whether the prostate samples express candidate(s) at different levels based on 
different parameters (histopathological type, Gleason score, tumor size, disease or 
PSA recurrence). 
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Once disease is established, a therapeutic agent is administered; and a 
treatment profile is generated. Such assays may be repeated on a regular basis to 
evaluate whether the values in the profile progress toward or return to the normal of 
standard pattern. Successive treatment profiles may be used to show the efficacy of 
5 treatment over a period of several days or several months. 

PGR as described in U.S. Patent Nos. 4,683,195 and 4,965,188 
provides additional uses for oligonucleotides specific for the tissue-specific tumor 
marker genes. Such oligomers are generally chemically synthesized, but they may be 
generated enzymatically or produced from a recombinant souixe as described herein 

10 above. Oligomers generally comprise two nucleotide sequences, one with sense 
orientation and one with antisense orientation, employed under optimized conditions 
for identification of a specific gene or condition. The same two oUgomers, nested sets 
of oUgomers, or even a degenerate pool of oligomers may be employed under less 
stringent conditions for detection and/or quantitation of closely related DNA or RNA 

15 sequences. Methods of performing RT-PCR are standard in the art and tlie metliod 
may be carried out using commercially available kits. 

Additionally, methods to quantitate the expression of a particular 
molecule include radiolabeUng (Melby et al, J Immunol Methods, 159: 235-244 
(1993) or biotinylating (Duplaa et al.. Anal Biochem, 229-236 (1993) nucleotides, 

20 coamplification of a control nucleic acid, and standard curves onto which the 
experimental results are interpolated. Quantitation of multiple samples may be 
speeded up by running the assay in an ELISA-like format where the oligomer of 
interest is presented in various dilutions and a spectrophotometric or colorimetric 
response gives rapid quantitation. For example, the presence of abnormal levels of a 

25 tissue-specific tumor marker in extracts of biopsied tissues will be indicative of the 
onset of a cancer. A definitive diagnosis of this type may allow health professionals to 
begin aggressive treatment and prevent further worsening of the condition. Similarly, 
further assays can be used to monitor the progress of a patient during treatment. 
4. Hybridization and Detection in Microarrays 

30 Hybridization causes a denatured probe and a denatured 

complementary target to form a stable nucleic acid duplex through base pairing. 
Hybridization methods are well known to those skilled in the art (See, e.g., Ausubel, 
Short Protocols in Molecular Biology, John Wiley & Sons, New York N.Y., units 
2.8-2.11, 3.18-3.19 and 4-6-4.9, 1997). Conditions can be selected for hybridization 
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where an exactly complementary target and probes can hybridize, i.e., each base pair 
must interact with its complementary base pair. Alternatively, conditions can be 
selected where a target and probes have mismatches but are still able to hybridize. 
Suitable conditions can be selected, for example, by varying the concentrations of salt 
5 in the prehybiidization, hybridization and wash solutions, by varying the 
hybridization and wash temperatures, or by varying the polarity of the 
prehybridization, hybridization or wash solutions. 

Hybridization can be performed at low stringency with buffers, such as 
6 X SSPE with 0.005% Triton X-100 at SVC, which permits hybridization between 

10 target and probes that contain some mismatches to form target polynucleo tide/probe 
complexes. Subsequent washes are performed at higher stringency with buffers, such 
as 0.5 X SSPE with 0.005% Triton X-100 at SO'C, to retain hybridization of only those 
target/probe complexes that contain exactly complementary sequences. Alternatively, 
hybridization can be performed with buffers, such as 5 x SSC/0.2% SDS at 60"C and 

15 washes are performed in 2 x SSC/0.2% SDS and tlien in O.lx SSC. Background 
signals can be reduced by the use of detergent, such as sodium dodecyl sulfate, 
Sarcosyl or Triton X-100, or a blocking agent, such as salmon sperm DNA. 

After hybridization, the microarray is washed to remove nonhybridized 
nucleic acids, and complex formation between the hybridizable array elements and the 

20 target polynucleotides is detected. Methods for detecting complex formation are well 
known to those skilled in the art. In a preferred embodiment, the target 
polynucleotides are labeled with a fluorescent label, and measurement of levels and 
patterns of fluorescence indicative of complex formation is accompHshed by 
fluorescence microscopy, preferably confocal fluorescence microscopy. An argon ion 

25 laser excites the fluorescent label, emissions are directed to a photomultiplier, and the 
amount of emitted light is detected and quantitated. The detected signal should be 
proportional to the amoimt of probe/target polynucleotide complex at each position of 
the microarray. The fluorescence microscope can be associated with a 
computer-driven scanner device to generate a quantitative two-dimensional image of 

30 hybridization intensity. The scanned image is examined to determine the 
abundance/expression level of each hybridized target polynucleotide. 

Typically, microarray fluorescence intensities can be normahzed to 
take into account variations in hybridization intensities when more than one 
microarray is used under similar test conditions. In a preferred embodiment, 
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individiial probe/target hybridization intensities are noraialized using the intensities 
derived from internal nomiahzation controls contained on each microarray. 

Protein or antibody microarray hybridization is carried out essentially 
as described in Ekins et al. J Pharm Biomed Anal 1989. 7: 155; Ekins and Chu, Clin 
5 Chem 1991. 37: 1955; Ekins and Chu, Trends in Biotechnology, 1999, 17, 217-218; 
MacBeafh aad Schreiber, Science 2000; 289(5485): p. 1760-1763. 

5. Microarray Expression Proflles 

This section describes an expression profile using the polynucleotides 
of the invention. The expression profile can be used to detect changes in the 

10 expression of genes impHcated in disease. 

The expression profile includes a plurality of detectable complexes. 
Each complex is formed by hybridization of one or more polynucleotides of the 
invention to one or more complementary target polynucleotides. At least one of the 
polynucleotides of the invention, and preferably a plurality thereof, is hybridized to a 

15 complementary target polynucleotide forming at least one, and preferably a plurality, 
of complexes. A complex is detected by incorporating at least one labeling moiety in 
the complex as described above. The expression profiles provide "snapshots" that can 
show unique expression patterns that are characteristic of the presence or absence of a 
disease or condition. 

20 After performing hybridization experiments and interpreting detected 

signals from a microarray, particular probes can be identified and selected based on 
their expression patterns. Such probe sequences can be used to clone a full-length 
sequence for the gene or to produce a polypeptide. 

The composition comprising a plurality of probes can be used as 

25 hybridizable elements in a microarray. Such a microarray can be employed in several 
applications including diagnostics, prognostics and treatment regimens, drug 
discovery and development, toxicological and carcinogenicity studies, forensics, 
pharmacogenomics, and the like. 

6. Preferred microarrays of the invention 

30 The invention provides for microarrays for measuring gene expression 

characteristic of a cancer of a tissue, comprising at least 4 polypeptide encoding 
polynucleotides or at least 4 antibodies which bind specifically to the polypeptides 
encoded by these polynucleotides, as listed in Table 2 and according to the following: 
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A microarray for measuring gene expression characteristic of breast 
cancer comprising markers listed in Table 2 sheet 1; A microarray for measuring gene 
expression characteristic of uterine cancer comprising markers listed in Table 2 sheet 
2; A microarray for measuring gene expression characteristic of kidney cancer 
5 comprising markers listed in Table 2 sheet 3; A microarray for measuring gene 
expression characteristic of bladder cancer comprising markers listed in Table 2 sheet 
4; A microarray for measuring gene expression characteristic of lung cancer 
comprising markers listed in Table 2 sheet 5; A microarray for measuring gene 
expression characteristic of brain cancer comprising markers listed in Table 2 sheet 6; 

10 A microarray for measuring gene expression characteristic of colon cancer comprising 
markers listed in Table 2 sheet 7; A microarray for measuring gene expression 
characteristic of intestinal cancer comprising markers Usted in Table 2 sheet 8; A 
microarray for measuring gene expression characteristic of stomach cancer 
comprising markers hsted in Table 2 sheet 9; A microarray for measuring gene 

15 expression characteristic of liver cancer comprising markers Usted in Table 2 sheet 
10; A microarray for measuring gene expression characteristic of pancreatic cancer 
comprising markers Usted in Table 2 sheet 11; and A microarray for measuring gene 
expression characteristic of spleen cancer comprising markers Usted in Table 2 sheet 
12. 

20 

B. Immunotliagnosis and polypeptide detection 

In certain embodiments, antibodies may be used in characterizing the 
tissue-specific tumor marker content of healthy and diseased tissues, through 
25 techniques such as ELISAs, immunohistochemical detection and Western blotting. 
This may provide a screen for the presence or absence of maUgnancy or as a predictor 
of future cancer. Once the tissue-specific tumor marker is identified, one of skill in 
the art may produce antibodies against that marker using techniques weU known to 
those of skill in the art 

30 The use of such antibodies in an ELISA assay is contemplated. For 

example, such antibodies are immobiUzed onto a selected surface, preferably a 
surface exhibiting a protein affinity such as the wells of a polystyrene microtiter plate. 
After washing to remove incompletely adsorbed material, it is desirable to bind or 
coat the assay plate wells with a non-specific protein that is knoAvn to be antigenically 
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neutral with regard to the test antisera such as bovine serum albumin (BSA), casein or 
solutions of powdered milk. This allows for blocldng of non-specific adsorption sites 
on the immobiUzing surface and thus reduces the background caused by non-specific 
binding of antigen onto the surface. 

After binding of antibody to the well, coating with a non-reactive 
material to reduce background, and washing to remove unbound mateiial, the 
immobilizing surface is contacted with the biological sample to be tested in a manner 
conducive to immune complex (antigen/antibody) formation. 

Following formation of specific immunocomplexes between the test 
sample and the bound antibody, and subsequent washing, the occurrence and even 
amount of immunocomplex formation may be determined by subjecting same to a 
second antibody having specificity for the tumor marker that differs from the first 
antibody. Appropriate conditions preferably include diluting the sample with diluents 
such as BSA, bovine gamma globuhn (BGG) and phosphate buffered saline 
(PBS)/Tween. These added agents also tend to assist in the reduction of nonspecific 
background. The layered antisera is then allowed to incubate for from about 2 to 
about 4 hr, at temperatures preferably on tlie order of about 25°C to about 27°C. 
Following incubation, the antisera-contacted surface is washed so as to , remove 
non-immunocomplexed material. A preferred washing procedure includes washing 
with a solution such as PBS/^Tween, or borate buffer. 

For convenient detection purposes, the second antibody may preferably 
have an associated enzyme that will generate a color development upon incubating 
with an appropriate chromogenic substrate. Thus, for example, one will desire to 
contact and incubate the second antibody-bound surface with a urease or 
peroxidase-conjugated anti-human IgG for a period of time and under conditions 
which favor the development of immunocomplex foimation (e.g., incubation for 2 hr 
at room temperature in a PBS-containing solution such as PBS/Tween). 

After incubation with the second enzyme-tagged antibody, and 
subsequent to washing to remove unbound material, the amount of label is quantified 
by incubation with a chromogenic substrate such as urea and bromocresol purple or 
2,2'-azino-di-(3-ethyl-benzthiazohne)-6-sulfonic acid (ABTS) and hydrogen 
peroxide, in the case of peroxidase as the enzyme label. Quantitation is then achieved 
by measuring the degree of color generation, e.g., using a visible spectrum 
spectrophotometer. 
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The preceding format may be altered by first binding the sample to the 
assay plate. Then, primary antibody is incubated with the assay plate, followed by 
detecting of boimd primary antibody using a labeled second antibody with specificity 
for the primary antibody. 
5 ImmLmoblotting and immunohistochemical techniques using 

antibodies directed against the tumor markers also are contemplated by the invention. 
The antibodies may be used as high-affinity primary reagents for the identification of 
proteins immobilized onto a solid support matrix, such as nitrocellulose, nylon or 
combinations thereof. In conjunction with immunoprecipitation, followed by gel 

10 electrophoresis, these may be used as a single step reagent for use in detecting 
antigens against which secondary reagents used in the detection of the antigen cause 
an adverse background. Immimologically-based detection methods for use in 
conjunction with Western blotting include enzymatically-, radiolabel-, or 
fluorescently-tagged secondary antibodies against the toxin moiety are considered to 

15 be of particular use in this regard. 

Flow cytometry methods also may be used in conjunction with the 
invention. Methods of performing flow cytometry are discussed in Zhang et al., J. 
Immunology, 157:3980-3987 (1996) and Pepper et al., Leuk. Res., 22(5):439-444 
(1998). Generally, the cells, preferably blood cells, are permeabilized to allow the 

20 antibody to enter and exit the cell. If the gene in question encodes a cell surface 
protein, the step of permeabiUzation is not needed. After permeabilization, the cells 
are incubated with an antibody. In preferred embodiments, the antibody is a 
monoclonal antibody. It is more preferred that the monoclonal antibody be labeled 
with a fluorescent marker. If the antibody is not labeled with a fluorescent marker, a 

25 second antibody that is immunoreactive with the first antibody and contains a 
fluorescent marker. After sufficient washing to ensure that excess or non-bound 
antibodies are removed, the cells are ready for flow cytometry. If the marker is an 
enzyme, the reaction monitoring its specific enzymatic activity either in situ or in 
body fluids may be performed. 

30 Detemiining the level of a polypeptide in a sample for the purposes of 

diagnosis may also be carried out in the form of enzymatic activity testing, when the 
polypeptide being examined offers such an option. 

In addition, whole body image analysis following injection of labeled 
antibodies against cell surface marker proteins is a diagnostic possibility, as described 
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above; the detected conceatrations of such antibodies are indicative of the sites of 
tumor/ metastases growth as well as their number and the tumor size. 

C. Carcinogenicity Testing 

5 The tissue specific tumor marker genes identified using the methods of 

the invention can form the basis of a carcinogenicity test. Test agents are evaluated to 
see if their effects on human cells mimic the effects of loss of the tumor suppressor. 
Thus the agents are in essence being evaluated for the ability to induce a tumor 
suppressor mutation, or a mutation in another gene which is in the same regulatory 
10 pathway, or a non-genetic effect which mimics tumor suppressor loss. Test agents 
which are found to have at least some of the same constellation of effects as tumor 
suppressor loss on the regulation of the genes identified herein to be tumor 
suppressor-regulated, are identified as potential carcmogens. Any single gene 
identified can be used, as can at least 2, 5, 10, 15, 20, 25, 30, 35, 40, 45, 50, 75, 100, 
15 125, or 1 50 or more genes identified herein. 

The invention also contemplates the use of the tissue-specific tumor 
markers identified herein in the screening of compounds for activity in either 
stimulating tumor suppressor activity, overcoming the lack of a tumor suppressor, or 
blocking the effect of a mutant tumor suppressor molecule. It is contemplated that any 
20 agent which decreases the expression of a tissue specific tumor marker that was up- 
regulated upon tumor suppressor inactivation may serve as an anti-tumor agent. 
Screening assays for such agents are well known to those of skill in the art. U.S. 
Patent No. 6,262,242 is incorporated herein by reference as providing a general 
teaching of such screening assays and others relating to the diagnostic and therapeutic 
25 uses of tumor related genes. 

II. Therapeutic Methods of Using Identified Markers 

The genes identified by the invention herein as down-regulated by the 
loss of a tumor suppressor may prove effective agamst a given cancer when deUvered 
30 therapeutically to the cancer cells. Antisense constructs of the genes identified herein 
as up-regulated as a result of loss of tumor suppressor can be deUvered therapeutically 
to cancer cells. Other therapeutic possibilities include siRNA or small molecules or 
antibodies inhibiting the target protein fimction and/or expression. The goal of such 
therapy is to retard the growth rate of the cancer cells. Expression of the sense 
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molecules and their translation products or expression of the antisense xnKNA 
molecules has the effect of inhibiting the growth rate of cancer cells or inducing 
apoptosis. Sense nucleic acid molecules are preferably dehvered in constructs wherein 
a promoter is operatively linked to the coding sequence at the 5 '-end and initiates 
5 transcription of the coding sequence. Anti-sense constructs contain a promoter 
operatively linked to the coding sequence at the 3 '-end such that upon initiation of 
transcription at the promoter an RNA molecule is transcribed which is the 
complementary strand from the native mRNA molecule of the gene. 

Delivery of nucleic acid molecules can be accomplished by many 

10 means known in the art. Gene delivery veliicles are available for delivery of 
polynucleotides to cells, tissue, or to a mammal for expression. For example, a 
polynucleotide sequence of the invention can be administered either locally or 
systemically in an expression construct or vector. There are a number of ways in 
which expression vectors may be introduced into cells. In certain embodiments of the 

15 invention, the expression construct comprises a virus or engineered construct derived 
from a viral genome, hi other embodiments, non-viral delivery is contemplated. The 
ability of certain viruses to enter cells via receptor-mediated endocytosis, to integrate 
into host cell genomes and express viral genes stably and efficiently have made them 
attractive candidates for the transfer of foreign genes into mammaUan cells 

20 (Ridgeway, In: Vectors: A swvey of molecular cloning vectors and their uses 
Rodriguez R L, Denhardt D T, eds. Stoneham: Butterworth, pp. 467-492, 1988; 
Nicolas et al, In: Vectors: A swvey of molecular cloning vectors ami their uses, 
Rodriguez & Denhardt (eds.), Stoneham: Butterworth, pp. 493-513, 1988; Baichwal 
et al, In: Gene Transfer, Kucherlapati ed., New York, Plenum Press, pp. 117-148, 

25 1986; Temin, hi: gene Transfer, Kucheriapati (ed.). New York; Plenum Press, pp. 
149-188, 1986). The viral vector can also be an astrovirus, coronavirus, 
orthomyxovirus, parvovavirus, paramyxovirus, parvovirus, picomavirus, poxvirus, 
togavirus viral vector. See generally. Jolly, Cancer Gene Therapy 1:51-64 (1994); 
Kimura, Human Gene Therapy 5:845-852 (1994), Connelly, Human Gene Therapy 

30 6:185-193 (1995), and Kaplitt, Nature Genetics 6:148-153 (1994). 

Several non-viral methods for the transfer of expression constructs into 
cultured bacterial cells are contemplated by the invention. This section provides a 
discussion of methods and compositions of non-viral gene transfer. DNA constructs 
of the invention are generally delivered to a cell and, in certain situations, the nucleic 
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acid or the protein to be transferred may be transferred using non-viral methods. The 
non-viral methods include calcium phosphate precipitation (Graham et al., Virology, 
52:456-467, 1973; Chen et al, Mol. Cell. Biol, 7:2745-2752, 1987; Rippe et al. Mol 
Cell Biol, 10:689-695, 1990) DEAE-dextran (Gopal, Mol Cell Biol, 5:1188-1190, 
5 1985), electroporation (Tur-Kaspa et al, Mol Cell Biol, 6:716-718, 1986; Potter et 
al., Proc. Nat. Acad. Sci. USA, 81:7161-7165, 1984), direct microinjection (Harland 
and Weintraub, J Cell Biol, 101:1094-1099, 1985.), DNA-loaded liposomes (Nicolau 
and Sene, Biochim. Biophys. Acta, 721:185-190, 1982; Fraley et al, Proc. Natl Acad. 
Set (USA), 76:3348-3352, 1979; Feigner, Sci Am. 276(6):102-6, 1997; Feigner, Hum 
10 Gene Ther. 7(15):1791-3, 1996), cell sonication (Fecliheimer et al, Proc. Natl Acad. 
Sci. (USA), 84:8463-8467, 1987), gene bombardment using high velocity 
microprojectiles (Yang et al. Proc. Natl Acad. Sci USA, 87:9568-9572, 1990), 
conjugation (Gavigan et al Li: Mycobacteria Protocols, Tanya Parish and Neil G. 
Stoker (eds). pp. 119-128 1998. Humana Press, Twtowa, NJ) and receptor-mediated 
15 transfection (Wu et al., J. Biol Chem., 262:4429-4432, 1987; Wu et al, Biochemistry, 
27:887-892, 1988; Wuetal. Adv. Drug Delivery Rev., 12:159-167, 1993). 

The expression construct also may be entrapped in a liposome. 
Liposomes that can act as gene dehvery vehicles are described in U.S. Pat. No. 
5,422,120, PCT Patent Publication Nos. WO 95/13796, WO 94/23697, and WO 
20 91/144445, and EP No. 524,968. The addition of DNA to cationic liposomes causes a 
topological transition from liposomes to optically birefringent liquid-crystaUine 
condensed globules (Radler et al, Science, 275(5301):810-4, 1997). Tliese 
DNA-lipid complexes are potential non- viral vehicles for use in gene delivery. 

Also contemplated in the invention are various commercial approaches 
25 involving "lipofection" technology. In certain embodiments of the invention, the 
liposome may be complexed with a hemagglutinating virus (HVJ). This has been 
shoAvn to fecilitate flision with the cell membrane and to promote cell entry of 
liposome-encapsulated DNA (Kaneda et al. Science, 243:375-378, 1989). hi other 
embodiments, the liposome may be complexed or employed in conjunction with 
30 nuclear nonhistone chromosomal proteins (HMG-1) (Kato et al, J. Biol Chem., 
266:3361-3364, 1991). 

Receptor-mediated gene targeting vehicles generally consist of two 
components: a cell receptor-specific Ugand and a DNA-binding agent. Several 
ligands have been used for receptor-mediated gene transfer. The most extensively 
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characterized ligands are asialoorosomucoid (ASOR) (Wu et ai, 1987, supra) and 
transferrin (Wagner et al, Proc. Natl. Acad Sci. USA, 87(9):3410-3414, 1990). 
Recently, a synthetic neoglycoprotein, which recognizes the same receptor as ASOR, 
has been used as a gene deUvery vehicle (Ferkol et al. FASEB J., 7:1081-1091, 1993; 
5 Perales et al, Proc. Natl. Acad. Sci. USA, 91 :4086-4090, 1994) and epidennal growth 
factor (EGF) has also been used to deliver genes to squamous carcinoma cells (Myers, 
EPO 0273085). 

Another embodiment of the invention for transferring a naked DNA 
expression construct into cells may involve particle bombardment. This method 

10 depends on the ability to accelerate DNA coated microprojectiles to a high velocity, 
allowing them to pierce cell membranes and enter cells without killing them (Klein et 
al. Nature, 327:70-73, 1987). Exemplary naked DNA introduction methods are 
described in PCT Patent PubUcationNo. WO 90/11092 and U.S. Pat. No. 5,580,859. 
Several devices for accelerating small particles have been developed. One such 

15 device rehes on a high- voltage discharge to generate an electrical current, which ui 
turn provides the motive force (Yang et al, Proc. Natl Acad. Sci. USA, 
87:9568-9572, 1990). The microprojectiles used to date have consisted of 
biologically inert substances such as tungsten or gold beads. 

20 

Example 1 

Validation of the methods of the invention in LNCAP cells 

The present Example demonstrates the methods of identifying tissue- 
25 specific tumor markers that are negatively regulated by a tumor suppressor. In the 

present Example, it was demonstrated for the first time that the expression of PSA is 

negatively regulated by p53. 

Prostate cancer, the most frequently diagnosed malignancy in men in 

western countries (Cancer, 71(Suppl.): 880-886, 1993), is often characterized by 
30 elevated prostate-specific antigen (PSA) secretion that is broadly used as a 

blood-borne diagnostic marker of the disease. PSA is synthesized exclusively in 

prostate epithelia by normal, hyperplastic and mahgnant cells, and its levels are seen 

to rise several-fold above background in the blood as a result of benign prostatic 
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hyperplasia. The levels of PSA in the serum of individuals at end-sta^ metastatic 
prostate carcinoma may be more than a hundred times higher than normal levels of 
the marker (BCim and Logothetis, Urol. Clin. North Am., 26:281-290 1999; 
Abate-Shen and Shen, Genes Dev., 14:2410-2434, 2000). Expression of the PSA gene 
5 was demonstrated to be directly regulated by binding of androgen receptor (AR) 
(Young et al. Cancer Res., 51:3748-3752 1991; Montgomery et al. Prostate, 21:63- 
73, 1992; Trapman and Cleutjens, Semin. Cancer Biol, 8:29-36 1997) to three 
androgen responsive elements (AJREs) identified within the 5.8 kb PSA promoter 
(Schuur et al. Urology, 162:2040-2045 1996; Cleutjens et al, Mol Endocrinol, 
10 11:148-161, 1997; Zhang et al, Biochem. Biophys. Res. Comm., 231:784-788, 1997; 
Zhang et al. Nucleic Acids Res., 25:3143-3150, 1997). However, detailed analyses of 
PSA promoter activity in androgen-dependent and androgen-independent prostate 
carcinoma cell lines indicated that the control of transcription of the PSA gene is not 
hmited to androgen regulation (Yeung et al., J. Biol Chem., 275:40846-40855 2000). 
15 The present Example provides evidence showing the involvement of 

p53 tumor suppressor in regulation of PSA promoter. Micro-array hybridization and 
analyses were performed using LNCaP cells. This cell line originally isolated from 
lymph node metastases of prostate adenocarcinoma, retains wild type p53, androgen 
dependence and expression of a variety of prostate-specific markers, all known as 
20 properties of a relatively early stage of prostate cancer progression. Inactivation of 
p53 fimction by a dominant negative mutant in these cells imitates an important step 
in tumor progression and allows analysis of the genetic basis for altered tumor cell 
plienotype associated with p53 suppression. 

A variant of LNCaP cells with inactivated p53, LN-56 (Rokhlin et al, 
25 Oncogene, 19:1959-1968, 2000), was generated by transduction of retroviral construct 
expressing the potent dominant negative p53 mutant, GSE56 (Ossovskaya et al, 
Proc. Natl Acad. Set USA, 93:10309-10314, 1996). GSE56-mediated inactivation 
of p53 resulted in resistance to apqptosis and increased tumorigenicity of LN-56 cells 
(RokhHn et al, Oncogene, 19:1959-1968, 2000), suggesting that p53 is at least 
30 partially fimctional in LNCaP cells. Moreover, both steady-state and inducible 
expression level of p53-responsiye gene p21/wafl were reduced in LN-56 cells. 

PSA was among the genes that showed the most pronounced 
differential expression in LNCaP versus LN-56 cells. PSA was expressed four times 
higher in LN-56 than in LNCaP cells. To determine whether differences in mRNA 
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expression correlated with PSA protein expression, the amount of secreted PSA in the 
medium from LNCaP and LN-56 cells was determined. This revealed that the latter 
cells produced 6-8 times more PSA as compared to LNCaP (Figure 1). These 
observations suggested that expression of PSA gene is likely to be under the negative 
5 regulatory control of p53 and that elevated expression of PSA in advanced prostate 
cancer may be indicative for p53 suppression. 

To determine whether p53 directly affects transcription from the PSA 
promoter, a CAT assay was perfonned in the LNCaP cells transfected with the 
reporter constructs containing the CAT gene under the control of the proximal PSA 

10 promoter (nucleotides -407 to +11) linked to the PSA enhancer element (nucleotides - 
5322 to -3740). This construct was previously shown to imitate the endogenous PSA 
gene regulation (Zhang et al, Biochem. Biophys. Res. Comm., 231:784-788, 1997; 
Zhang et al. Nucleic Acids Res., 25:3143-3150, 1997). Since PSA transcription is 
also known to be androgen dependent, for these studies, LNCaP cells that retain 

15 androgen dependence were used. To increase the wild type p53 activity, different 
amounts of wild type p53 expression plasmid were cotransfected with the 
PSA-reporter vector. To inhibit endogenous p53 ftinction, cotransfection with the 
GSE56-expressing plasmid was employed (Ossovskaya et al., Proc. Natl. Acad. Set 
USA, 93:10309-10314, 1996). Another reporter construct containing the CAT 

20 reporter gene under the control of p53-responsive promoter carrying the p53-binding 
site from p21/Waflgene was used to monitor the p53 activity in transfected cells. 

Introduction of different amounts of wild type p5 3 -expressing plasmid 
into LNCaP cells resulted in dose-dependent changes of CAT activity driven from 
both p21- and PSA-derived promoter elements, thougli in opposite directions: while 

25 the p21 promoter construct was activated, expression of the PSA reporter was 
suppressed by p53. When GSE56 was co-transfected with either of the reporter 
constructs, an inverted picture was observed (Figure 2). 

Sequence analysis does not reveal any canonical p53 binding sites 
within or in the vicinity of the PSA promoter region and in the first intron of the PSA 

30 gene. It is noteworthy that most of the known p53-repressed genes also do not 
possess such sites in their promoter regions and do not necessarily require p53. 

Since it has previously been shown that negative regulation of 
transcription by p53 may involve p53-mediated recruitment of histone deacetylases 
(HDAC) (Murphy et al.. Genes Dev., 13:2490 -2501 1999), the inventors set out to 
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detennine whether this would be also true for the PSA promoter. , Following 
co-transfection of PSA-CAT reporter and wild type p53-expressing plasmids, the 
LNCaP cells were treated with the HDAC inhibitor trichostatin A (TSA) for 24 h and 
the lysates of transfected cells were tested for CAT activity. These experiments 
5 demonstrated that TSA completely abrogated the p53-mediated repression of PSA 
promoter driven transcriptional activity. At the same time, TSA had no effect on 
p53-mediated transactivation as determined in a similar experiment employing the 
p21 promoter-driven CAT reporter construct (Figure 3). Thus, the PSA gene can be 
added to a growing hst of genes that are negatively regulated by p53 through 

10 HDAC-mediated transcriptional repression. 

Use of a potent dominant negative p53 inhibitor, GSE56, allowed the 
determination of the p53 dependence of PSA expression. However, this mutant form 
does not naturally occur in human tumors. In order to more adequately imitate events 
naturally occurring in the course of tumor progression, the effect of four 

15 tumor-derived p53 mutants (135Val, 141Ala, 156Pro and 175ffis), two of which are 
frequent types of p53 mutants in prostate cancer (141 Ala and 175His), on expression 
of PSA was determined. LNCaP cells were transduced with retroviruses expressing 
the above p53 mutant variants and the level of PSA was measured in the medium 
conditioned by each type of the transduced cell populations. In parallel, the potential 

20 suppressive effect of the introduced p53 mutants on the activity of endogenous p53 in 
LNCaP cells was estimated by monitoring the p53-dependent p21 induction in 
response to doxorubicin treatment (Rokhlin et al. Oncogene, 19:1959-1968, 2000). 
As seen in Figure 4, only one of the tested mutants, 175His, displayed a strong 
dominant negative activity against the wild type p53 reflected by the lack of p21 

25 induction by DNA damage. Vail 35 mutant showed marginal p53 suppression, while 
the two remaining mutants did not interfere with p53-mediated p21 induction at all. 
Remarkably, this pattern of anti-p53 activity was exactly mirrored in the pattern of 
PSA expression: compared to control, 175His expressing cells produced 9-11 times 
more PSA, whereas in 135Val cells its level was sUghtly increased and 141 Ala, 

30 156Pro. 

The hst of genes whose expression was changed following wild type 
p53 suppression in LNCaP cells is attached as Table 1. 

Li conclusion, this Example demonstrate that the transcription of PSA 
gene in the prostate carcinoma cell line, LNCaP, is under strict negative control of 
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p53 and its expression can be greatly activated by suppression of wild type p53 
activity. Since LNCaP is considered most adequate and conventional among available 
in vivo models of hormone-dependent prostate cancer, these results likely reflect 
regulation of PSA in naturally occurring tumors. Thus, one of the most useful 

5 diagnostic tumor markers is, in fact, a tissue specific indicator of p53 inactivation in 
prostate cells. Being dependent on p53 inactivation, elevated production of PSA may 
therefore be indicative for the ongoing selection of p53-deficient cell variants with the 
broken control of apoptosis, angiogenesis, and genomic stability, all normally 
regulated by wild type p53. In fact, the loss of flmctional p53 by LNCaP cells is 
10 accompanied not only by elevated PSA secretion but also by acquisition of high 
tumorigenicity and resistance to TNF (Rokhlin et al. Oncogene, 19:1959-1968, 
2000). 

For further detail concerning the above Example, see the inventors' 
publication: Gurova et al: Expression of prostate specific antigen (PSA) is negatively 
15 regulated by p53 . Oncogene 2002, 21 : 153-157. 

Example 2 

Validation of the methods of the invention in sets of p53-/- and p53 wttd-tvpe 
tissues and identification of new cancer markers 

20 The most desirable characteristics of an ideal tumor marker involve 

tissue/organ specificity of expression and association with definite type of tumor 
and/or stage of tumor progression. Alternatively, tumor markers may be ubiquitously 
highly expressed in numerous timaors displa>'ing low expression or lack of expression 
in normal tissues. Prospective markers can be oncogenes themselves, and thus be 

25 directly involved in malignant transformation (i.e., BCR-ABL in Ph' -positive CML 
and ALL) (Daley et al., Science 1990 Feb 16;247(4944):824-30.) On the other hand, 
the marker genes may be not the active players in carcinogenesis, their overexpression 
being a consequence of transformation-associated changes in gene regulation. Genes 
firom the first group may be targets for flinctional inhibition via direct targeting by 

30 drugs, whereas the genes(proteins) jfrom the second group, if localized to the plasma 
membrane, may be used for targeting of tumor cells via specific antibodies-mediated 
strategies. Changes in the expression of these genes may also be used as a readout for 
the establishment of bioassay for the purpose of screening for anti-cancer drugs, e.g. 
targeted at reactivation of normal tumor suppressor gene function. Marker proteins 
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from both groups may serve also as early diagnostic or progressive tumor markers if 
found in body fluids (i.e., like PSA in the cancer of prostate). Alternatively they may 
serve as differential diagnosis markers during morphological examination of tumor 
samples or tissue biopsies. 
5 The invention provides a systematic approach for the search of cancer 

marker genes. This approach is based on the idea that many such genes may be 
transcriptionally activated in tissues following the loss of the most common tumor 
suppressor genes like e.g., p53, PTEN, RB, and pl6/pl9 and that this regulation will 
be conserved in normal and tumor cells from the same origin. Technically, the gene 

10 discovery may be performed by comparison of gene expression profiles in the fitted 
tissue pairs derived from normal and genetically modified mice, like i.e. p53 -/- mice, 
pl6/pl9-/- mice, tissues with targeted expression of SV40 large T antigen that 
simultaneously inactivates both RB and p53 function (TRAMP mice, expressing LT- 
Ag in prostate). There are some literature indications, as well as examples that support 

15 the feasibility of such an approach. For example, it was demonstrated wild-type p53 
can suppress the expression of two neoangjogenesis and progression-related genes 
known to be highly expressed in tumors, C0X2 (Subbaramaiah et al., J Biol Chem 
1999 Apr 16;274(16):10911-5) and VEGF (Zhang et al.. Cancer Res 2000 Jul 
1;60(13):3655-61.) Both genes are currently regarded as targets for anti-cancer 

20 therapeutics. However, the connection of C0X2 and VEGF to p53 was foimd long 
after they were first discovered and their function and tumor association were well 
estabhshed. 

In the present studies presented in Example 1 above, the inventors 
created an isogenic pair of LNCaP prostate tumor cell lines differing in their p53 

25 status and applied cDNA microarray analysis to look for differentially expressed 
genes. It was discovered that the baseline expression of several known tumor markers 
is significantly elevated in LNCaP cells that lack functional p53 protein compared to 
the same cells that express wt p53. These genes include e.g., C0X2, tumor-specific 
heparin-binding growth factor midkine (possesses angiogenic and anti-apoptotic 

30 properties) (Ikematsu et al., Br J Cancer 2000 Sep;83(6):701-6), tumor tissue 
associated hyaluronan receptor CD44 (Sneath et al., Mol Pathol: 1998 Aug;51(4):191- 
200) and PSA (prostate specific antigen). 

C0X2 inhibitors are currently in clinical trials against prostate cancer. 
Midkine was immunohistochemically shown to be expressed specimens 86.3% of 
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prostate cancer specimen examined, with metastatic lesions generally showing higher 
expression than the corresponding primaries; normal prostate tissues were negative or 
showed only weak staining. Midkine was also detected in 12 of 15 latent cancers 
(80%) and in 12 of 16 cases of PIN (75%) (Konishi et al.. Oncology 1999 
5 Oct;57(3):253-7). PSA is the major currently used prostate cancer diagnostic marker. 
In Example 1 it is shoAvn that its promoter is directly suppressed by wt p53, thus PSA 
up-regulation in prostate cancer may be indicative for the wt p53 loss. The list of 
genes which expression was changed following wt p53 suppression in LNCaP cells is 
attached in the accompanying Excel file (Table 1). The inventors concluded that 

10 general proof of concept is achieved and embarked upon a large-scale experiment 
involving microanay-based comparison of gene-expression profiles in the tissue pairs 
derived from normal and p53-/- mice. 

Poly A RNA was extracted from spleen, pancreas, liver, stomach, 
intestine, colon, lung, brain, bladder, kidney, placenta/uterus and mammary glands of 

15 normal and p53-deficient mice and used for fluorescently-labeled probes for 
microarray hybridizations. All tissue-specific probes were labeled with Cy5 
fluorescent marker, while the common control probe (an equal proportion mixture of 
all the RNAs) was labeled with Cy3. The common control probe was used in order to 
assess also the tissue-specificty of gene expression. All probes were hybridized to 

20 MouseGEM (Incyte). Upon quahty control and pair-wise balancing of Cy5 and Cy3 
signals, the differential (against common control) gene expression levels were 
normalized between p53-/- tissues and then coiTCsponding normal counterparts. As a 
result the inventors obtained a table of genes containing their differential expression 
levels in p53-/- tissues compared to the corresponding normal tissues; the genes were 

25 sorted according to their expression levels in one particular tissue fi-om maximally up- 
regulated genes to maximally down-regulated ones (Table 2). Genes showing absolute 
differential expression levels less than 1.9 were excluded from these tables. Thus, 
these tables contain the Hsts of genes with maximal differential tissue-specific 
expression in p53-deficient mice. It must be noted, that the majority of identified 

30 genes has changed their expression in a tissue-specific manner, though some of them 
like, e.g., choline kinase (known to be up-regulated and activated in numerous cancer 
types) was up-regulated in p53-/- pancreas, stomach, intestine, lung, bladder, uterus, 
and mammary gland. Another interesting observation is that there was almost no 
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overlap between the list of genes that were up- or down-regulated in different p53-/- 
tissues. 

Out of the approximately 10,000 genes printed on the microarray, 
approximately 445 genes that were found to be up-regulated in p53-/- tissues were 
5 studied in further detail, as they had the largest potential of serving as tumor markers 
(drug targets and diagnostic markers). These genes appear in the Excel file, Table 3. 
This table combines the p53-dependent differential expression data with the tissue 
specificity of gene expression data. The actual differential expression of genes in 
regard to common control is also presented. As discussed above, the markers are 
10 based on genes that are: either 

1. up-regulated in a certain p53-/- tissue and are normally expressed 
predominantly in this tissue; or 

2. normally expressed at low levels in one or several tissues but are up-regulated 
in one or numerous p53-/- tissues. 

15 As evident from Table 3, genes belonging to both groups were 

identified. For example, Mest-Unked imprinted transcript, anonymous brain protein, 
and potassium voltage-gated channel (subfamily Q, member2) are specifically 
expressed in brain and are up-regulated in p53-/- brain compared to the normal one. 
Another example: expression of liver-specific fetty acid transporter, betaine- 

20 homocystein methyltransferase and of several unknown genes (ESTs) is significantly 
increased in p53-/- hepatic tissue. On the other hand, genes such as choline kinase that 
is usually expressed at low levels is significantly enhanced m numerous p53-/- tissues 
(see above). A similar behavior is also observed i.e. for EGF (enhanced in p53-/- 
bladder and mammary gland); carbonic anhydrase 6 (enhanced in p53-/- bladder); 

25 zinc finger protein 101 (enhanced in p53-/- liver). Numerous unknown genes (ESTs) 
also fall in this the most promising category. 

The approximately 445 genes identified as up-regulated in p53-/- mice 
were further prioritized for the purpose of serving as diagnostic markers; the highly 
preferred diagnostic markers are presented in Table 5 (general cancer markers) and 

30 Table 6 (tissue-specific cancer markers). Thus, of the approximately 10,000 genes 
printed on the array, the inventors were able to select through the methods of the 
invention a total of 338 genes ideally suited for several diagnostic and prognostic uses 
in various cancers, as described herein. 
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Table 4 sheet 1 provides a list of 32 genes/ polypeptides identified 
according to the methods of the present example as disclosed herein that are known in 
the art to be markers for certain cancers, thus validating the effectiveness of the 
methods of the invention. This table also includes the PubMed indexing numbers of 
5 publications that disclose the connection of these genes/ polypeptides to cancer. 

In summary, the inventors provide a Ust of genes characterized in 
regard to tissue-specificity of their normal expression and induction/reduction in 
various p53-deficient tissues. A similar expression pattern should be preserved in 
tumor cells originating firom the same tissue. Thus, the identified genes may serve as 
10 tumor markers. 

Example 3 

Validation data for additional tumor suppressor genes 

The methods of the invention, as validated in example 2, are not 

15 limited only to the use of the tumor suppressor p53, as any other tumor suppressor 
gene with confirmed involvement in a specific type of cancer may be involved in 
negative regulation of tissue specific genes by direct (i.e., transcription factors) or 
indirect (i.e., signaling pathway members) pathways. 

The inventors therefore proceeded to test these methods on p53 

20 knockout mice, TRAMP mice and PTEN hemisigous mice (the complete knockout is 
non-viable). TRAMP transgenic mice express large T-antigen of SV40 under the 
control of prostate-specific probasin promoter (Jackson labs), and have both tumor 
suppressor genes p53 and Kb inactivated. PTEN hemisigous mice have only one allele 
of the tumor suppressor gene PTEN. The experiments were carried out on prostate 

25 cells. For each hybridization, RNA was isolated fi-om prostates of 6-8 males of 
different age in dependence of genotype prior to appearance of initial signs of 
hypeiplaysia of prostate according to pubUshed data ^53KO, TRAMP and 
conresponding control C57BL6 mice - 9-10 weeks old, PTEN and corresponding 
control FVB mice - 6 weeks old). Total RNA was isolated from each prostate 

30 separately firom 6-8 animals of each genotype. In total two probes for each genotype 
were prepared and hybridized with a set of three mouse Affymetrix arrays which 
cover the majority of known mouse transcripts. Genes with reproducible 2 fold 
overexpression in tumor suppressor gene deficient prostates as compared with wild 
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type organs (confimied specific hybridization) in both two repetitive hybridizations 
were picked for identification of human homologs. 

Remarkably, among 161 genes picked for further analysis, more than 
10 were found to be either known or candidate cancer markers although their p53 or 
5 Rb dependence had not been previously determined (see Table 4 sheet 2). A 
significant proportion of other genes that came out of these experiments are known as 
genes with melanoma or glioma-specific expression that is consistent with frequent 
acquisition of traces of neuroendocrinal differentiation by prostate cancer cells. 
Additional genes/ polypeptides previously linked to cancer and identified according to 
10 the method described in this Example include: KIAA430, limkainbl (NP_596912), 
that associates with the LIM-kinase 2, which may be critical for metastasis (PMID: 
11208874); Gliitamate-cystein Hgase (modifier subunit), the rate-limiting enzyme in 
glutathion synthesis, that is overexpressed m numerous tumor types (PMID: 
11774239, 11753966); PCNA (prohferating cells nuclear antigen), an auxiUary 
15 protein of DNA polymerase delta that is involved in the control of eukaryotic DNA 
replication, and overexpressed in numerous cancer types (e.g., PMID: 12145573, 
12046056, PMID: 11750711, 11606074); Mcmd5, a DNA rephcation hcensing factor 
under transcriptional control of E2F (PMID: 10327050), (abohshment of Rb fimction 
by TRAMP), which is a known marker for cancer (PMID: 2122098, 11839717, 
20 10551502, 9843993); Transducin-hke enhancer protein 2 (TLE2), a Nuclear effector 
molecule and neural/neuroectodermal associated gene overexpressed in synovial 
sarcoma (PMID: 12414507); Inhibitor of DNA binding 1 (IDl), a negative regulator 
of helix-loop-helix DNA binding proteins with the following functions: required to 
maintain the timing of neuronal differentiation in the embryo and invasiveness of the 
25 vasculature (hence, neurogenesis and vasculo genesis) (PMID: 10537105), inhibits 
transcnption of trombospondin-1, thus promoting angiogenesis (PMID: 12498716), 
helps to keep neuroblastoma cells in an undifferentiated state (PMID: 11756408), 
directly inhibits expression of pl6 via repression of Ets and E-protein-mediated 
transactivation (PMID: 11427735), trichostatin A treatment of ovarian cancer cells 
30 causes decrease of Rb phosphorylation and reduction of IDl expression (thus the 
observed expression pattern in TRAMP mice is concomitant with Rb inactivation by 
T-Ag) (PMID: 12479699). This gene has several known associations to cancer: 
associated with grade and invasiveness of endometrial carcinoma (PMID: 11275368), 
upregulated m early melanomas (if not, pl6 is mutated) (PMID: 11507043), 



52 



wo 03/058201 



PCT/LS02/41825 



expressed in astrocytes and endothelial cells within astrocytomas positively 
correlating with stage and grade (PMID: 12007145). 

These preliminary results clearly support the main concept of the 
instant invention, and demonstrate that cancer markers can be frequently found among 
5 the genes that are normally under the negative control of tumor suppressors. 

Table 4 sheet 2 provides a list of 12 genes/ polypeptides identified 
according to the methods of the present Example and of Example 2 as disclosed 
herein that are known in the art to be markers for certain cancers, thus validating the 
effectiveness of the methods of the invention. This table also includes the PubMed 
10 indexmg numbers of publications that disclose the connection of these genes to 
cancer. 

While the invention has been described in terms of specific 
embodiments, it is understood that variations and modifications wiU occur to those 
15 skilled in the art. Accordingly, only those limitations appearing in the appended 
claims should be placed upon the invention. The entire disclosure of all publications 
and patents cited herein are hereby incorporated by reference. 
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Remarks | 


a specific marker expressed in 
tumors of the digestive tract, renal 
proximal tubules, and hepatic bile 
duct, PMID: 11717541 


Expressed in many cancers PMID: 
12438276 


EGF, fo review PMID: 12422312 


Elevated in breast, lung, colorectal, 
and prostate tumors, PMID: 
12176020 


PMID: 11746822, p53 resposive 
gene ?, androgene dependent gene 


Marker of specific tumors, (like 
chromophobe renal carcinoma, 
PMID: 11504835) by expression on 
specific parental cell types. 
Neuroendocrine marker (PMID: 
7902679) 


Elevation in poor differentiation 
colorectal tumor, PMID: 11717961, in 


upregulated in invasive human breast 
cancer lines, PMID: 12091914 


Breast 


































1.1169 
5* 




Kdny 1 


















•a 
m 




















c 


















brain 1 


















colon 1 


















Intest 1 


















stom I 


















1 


















pane 1 


















□ 


















9 


MG225.GS.A- 
G.021AAAQ0F8 


MG225.GS.A- 
G.0217AAR9E3 


MG225.GS.A- 
G.0211AAR3H3 


MG225.GS.A- 
G.0210AAOJF5 


1 

MG225.GS.A- 
G.0210AAR8B11 


MG225.GS.A- 


MG225.GS.A- 
G.021WAAP4G5 


MG225.GS.A- 
G.0217AAR9C6 


Description 1 


AA242102 villin 


AI046562 lactate 
dehydrogenase 3, 
C chain, sperm 
specific 




epidermal growth 
factor 


AA46963C choline 
kinase 


W14224N-myc 
downstream 
regulated 1 


§^ 

II 


AA760002 beta- 
glucuronidase 
structural, Beta- 
glucuronidase 
precursor 


W16059 
glutathione S- 

jomega 1 



139 



'/^:/yv'GG30S8201 .ape] 



PCT/US02/41825 



Prostate cancer marker, PMID: 
12142383, 


overexpressed in invasive and 
metastatic human breast cancer cells 
and tissues, PMID: 12444554 


Negative results. No correlation with 
p53 expression and gastric cancer 
PMID: 10705241, Deletions or 
mutations in sporadic breast 
carcinoma, PMID: 10485459 


Upregulated in many cancers 


Elevated in colon preneoplastic 
lesion PMID: 11245437, Decrease in 
preneoplastic prostate PMID: 
9916928, Overexpressed by stromal 
dendritic cells in basal and squamous 
cell carcinoma.PMID: 9205496 


Claimed as p53 target gene, PMID: 
11402317 


















V 












































1.019 

96+ 
























































































MG225.GS.A- 
G.021BAAPUE10 


MG225.GS.A- 
G.021MAAPBA3 


MG225.GS.A- 
G.021NAAQ7H3 




MG225.GS.A- 
G.021NAAR1C4 


MG225.GS.A- 
G.0218AAR4C12 


MG225.GS.A- 
G.0218AAOFC12 


W34620 
kallikrein 26, 
Glandular 
kallikrein hK2 


AA466852 
cysteine rich 
protein 61 


AA445731 heat 
shock protein 
cognate 70, 
testis 


AA002910 FBJ 


i! 

8 i 


AA289586 
protein kinase 
C, beta 


AA1 19984 liver- 
specific bHLH- 
Zip transcription 
factor 
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Found in neuroblastoma cells PMID: 
10455268 


Amplified in Head and Neck 
Squamous Cell Cancer PMID: 

11034098 


Growth supressor | 


represses E-cadherin in breast 
cancer PMID: 11912130 


Protooncogene, analog of v-Qin 
PMID: 11039897 


Overexpressed in Warthin tumours 
and mucoepidermoid carcinomas of 
the human parotid gland, PMID: 
8937651 


new marker for pancreatic ductal 
adenocarcinoma, PMID: 11912167 


120296+ 














1.2167 
2+ 








-1.6 


















'7 


1.1077 
5+ 


1.1461 
9+ 












1.072 
6+ 


33+ 


-J 













































































































MG225.GS.A- 
G.0218AAOFD10 


MG225.GS.A- 
G.0211AAR3D10 


MG225.GS.A- 
G.0211AAR3E12 


MG225.GS.A- 
G.021DAAQEA12 


- 

MG225.GS.A- 
G.021BAAPUC12 




G.021OAAP8B7 


MG225.GS.A- 
G.021QAAQLA1 


AA051041 

potassium 

voltage-gated 

cliannel, 

subfamily Q, 

member 2, 

Potassium 

voltage-gated 

channel subfamily 

KQT member 2, 

Neuroblastoma- 

specific 

potassium 

channel KQT-like 

2, kcnq2 


AA222952 zuotin 
related factor 2, 
MPP11 


AA231099 
inecdin 


AA518917 slug, 

chicken 

homolog 


AI893944 
forkhead box 
G1,F0XG1B, c- 
Qin 


AA982227 
glutathione S- 


alpha '3 ^' 


AA619407 
pancreatitis- 
associated 
protein 
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elevated in prostatic intraepithelial 
neoplasia and adenocarcinoma, 
PMID: 11839587 


Expression downregulated in 
intestine and colorectal 
adenocarcinoma, PMID: 9461126 


Upregulated in cervical neoplasia, 
PMID: 10838501 


Elevated in many cancers 


Overexpressed in breast cancer 
PMID: 12208750, 


, Q 

li 

III 


Amplified and overexpressed in 
lipogenic breast cancers, PMID: 
9618526 







V 
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1.28917 


1.22848 
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MG225.GS.A- 
G.021QAAQLC11 


MG225.GS.A- 
G.0217AAR9B9 


MG225.GS.A- 
G.021LAAPGH1 


MG225.GS,A- 
G.021PAAPWF1 


MG225.GS.A- 
G.021OAAQ2C3 


MG225.GS.A- 
G.021KAAPLB10 


MG225.GS,A- 
G.021MAAR6F11 


AA871838 
phospholipase 
A2, group IIA 
(platelets, 
synovial fluid) 


W15890 
guanylate 
cyclase 
activator 2 
(guanylin 2, 
intestinal. 


AA793433 

glutamyl 

aminopeptidase 


AA239419 P 
glycoprotein 2 
(mdr) 


AA265406 
nuclear factor l/B 


AA683789 sirtuin 
1 ((silent mating 
type information 
regulation 2, 
homolog) 1 (S. 
cerevfslae), 
hSIR2(SIRT1) 


AA756672 

thyroid hormone 

responsive 

SP0T14 

homolog 

(Raftus) 
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Expression elevated in epithelial 
ovarian tunnors PMID: 8729977 


Inversed correlation mth breast 
cancer progression PMID: 1 1731426 
(type II decrease and type 1 increase 
high risk) 


clusterin is a rrarker of anaplastic 

12429802, expressed in hunnan 
pancreatic cancer PMID: 12370533, 
breast carcinorra PMID: 10934144 


Expression elevated in pancreatic 
adenocarcinoma and preneoplastic 
lesions PMID: 11002220 


1.13526+ 








1.0539 








1.1385 








1.0531 








1.106 
11 + 


1.023 
53+ 








1.2834 
8+ 






1 41016 


1.29025 




-3.3 








-16.6 






-2.0 


-5.8 


























MG225.GS.A- 
G.021HAAQ1C2 


MG225.GS.A- 
G.021UAAR2A2 


MG225.GS.A- 
G.021TAAOIA1 


MG225.GS.A- 
G.021PAAQQC11 


A1425345 

hydroxysteroid 

17-beta 

dehydrogenase 


AA027607 

hydroxysteroid 

17-beta 

dehydrogenase 
2 


AA21Q481 
clusterin 


AA790398 
ribonuclease 1 , 
pancreatic 
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Claims 



1. A method of diagnosing a cancer in a subject comprising determining, in a 
sample from the subject, the level of at least one polypeptide, wherein a higher 
level of the polypeptide compared to the level of the polypeptide in a subject 
free of cancer is indicative of cancer, and wherein the polypeptide is selected 
from the group consisting of: 

a) polypeptides encoded by the polynucleotides listed in Table 
5; and 

b) polypeptides which are at least 70% homologous to the 
polypeptides of a). 

2. The method of claim 1 wherem the sample is taken from a bodily fluid. 

" 3. The method of claim 2 wherein the bodily fluid is selected from the group of 
fluid consisting of blood, lymph fluid, ascites, serous fluid, pleural effusion, 
sputum, cerebrospinal fluid, lacrimal fluid, synovial fluid, saliva, stool, sperm 
and urine. 

4. The method of claim 1 wherein the level of the polypeptide is determined by a 
method selected from tlie group consisting of immunohistochemistry, western 
blotting, ELISA, antibody microarray hybridization and targeted molecular 
imaging. 

5. A method of diagnosing a cancer in a subject comprising determining, in a 
sample from the subject, the level of at least one polypeptide, wherein a higher 
level of the polypeptide compared to the level of the polypeptide in a subject 
free of cancer is indicative of cancer, and wherein the polypeptide is selected 
from the group consisting of: 

a) polypeptides encoded by the polynucleotides hsted in Table 
6; and 

b) polypeptides which are at least 70% homologous to the 
polypeptides of a). 

6. The method of claim 5 wherein the sample is a tissue SMnple. 

7. The method of claim 6 wherein the tissue is selected fix)m the group of tissue 
consisting of brain, lung, liver, spleen, kidney, pancreas, intestine, colon, 
mammary gland or breast, stomach, prostate, bladder, placenta and uterus. 

8. The method of claim 5 wherein the level of the polypeptide is determined by a 
method selected from the group consisting of immmohistochemistry, western 
blotting, ELISA and targeted molecular unaging. 
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9. A method of diagnosing a cancer in a subject comprising determining, in a 
sample from the subject, the level of at least one polypeptide-encoding 
polynucleotide, wherein a higher level of the polynucleotide compared to the 
level of the polynucleotide m a subject free of cancer is indicative of cancer, 
and wherein the polynucleotide is selected from the group consisting of: 

a) the polynucleotides listed in Table 6; 

b) polynucleotides having sequences that differ from the 
polynucleotides in (a), without changing the polypeptide 
encoded therebjr, and 

c) polynucleotides which are at least 70% homologous to the 
polynucleotides of (a). 

1 0. The method of claim 9 wherein the sample is a tissue sample. 

1 1 . The method of claim 1 0 wherein the tissue is selected from the group of tissue 
consisting of brain, lung, liver, spleen, kidney, pancreas, intestine, colon, 
mammary gland or breast, stomach, prostate, bladder, placenta and uterus. 

12. The method of claim 9 wherein the sample is a is taken from a bodily fluid. 

13. The method of claim 12 wherein the bodily fluid is selected from the group of 
fluid consisting of blood, lymph fluid, ascites, serous fluid, pleural efiEusion, 
sputum, cerebrospinal fluid, lacrimal fluid, synovial fluid, saliva, stool, sperm 
and urine. 

14. The method of claim 9 wherein the level of the polynucleotide is determined 
by a method selected from: RT-PCR analysis, in-situ hybridization, 
polynucleotide microarray and Northern blotting. 

15. A method of measuring the responsiveness of a subject to a cancer treatment 
comprising determining the level of at least one polypeptide in a sample taken 
from the subject before treatment, and comparing it with the level of said 
polypeptide in a sample taken from the subject after treatment, a decrease in 
said level indicating responsiveness of said subject to the cancer freatment, 
wherein the polypeptide is selected from the group consisting of: 

a) polypeptides encoded by the polynucleotides listed in Table 
5 and Table 6; and 

b) polypeptides which are at least 70% homologous to the 

polypeptides of a). 

16. The method of claim 15 wherein the sample is taken from a bodily fluid. 

17. The method of claim 16 wherein the bodily fluid is selected from the group of 
fluid consisting of blood, lymph fluid, ascites, serous fluid, pleiual effusion, 
sputum, cerebrospinal fluid, lacrimal fluid, synovial fluid, saliva, stool, sperm 
and mine. 
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18. The method of claim 15 wherein the level of the polypeptide is determined by 
a method selected from the group consisting of Western blotting, ELISA and 
targeted molecular imaging. 

19. A method of measuring the responsiveness of a subject to a cancer treatment 
comprising determining the level of at least one polypeptide-encoding 
polynucleotide in a sample taken from the subject before treatment, and 
comparing it with the level of said polynucleotide in a sample taken from the 
subject after treatment, a decrease in said level indicating responsiveness of 
said subject to the cancer treatment, wherein the polynucleotide is selected 
from the group consisting of: 

a) the polynucleotides listed in Table 6; 

b) polynucleotides having sequences that differ from the 
polynucleotides in a), without changing the polypeptide 
encoded thereby; and 

. c) polynucleotides which are at least 70% homologous to the 
polynucleotides of a). 

20. The method of claim 19 wherein said sample is blood or bone marrow cells. 

21 . The method of claim 19 wherein the level of the polynucleotide is determined 
by RT-PCR analysis. 

22. The method of claim 15 or 19 wherein the treatment is administration of a 
chemotherapeutic drug. 

23 . The method of claim 1 5 or 1 9 wherein the treatment is radiotherapy. 

24. The method of any one of claims 1, 5 or 9 wherein a change in the level of the 
polynucleotide or polypeptide as compared with the normal level is indicative 
of an abnormality in a tumor suppressor gene or a biological pathway in which 
a tumor suppressor gene is involved. 

25. The method of claim 24 wherein the tumor suppressor gene is selected from 
the tumor suppressor group consisting of p53, Rbl and PTEN. 

26. Tlie method of any one of claims 1, 5 or 9 wherein a change in the level of the 
polynucleotide or polypeptide as compared with the normal level is indicative 
of the effectiveness of a drug that modulates the activity of a tumor suppressor 
gene. 

27. The method of claim 26 wherein the tumor suppressor gene is selected from 
the tumor suppressor group consisting of p53, Rbl and PTEN. 

28. A method of identifying a diagnostic marker for a cancer comprising: 
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a) obtaining a first cell from a first cell type of said cancer, said cell 
comprising a defective tumor suppressor expression; 

b) obtaining a second cell of the first cell type, wherein said second cell 
comprises a wild- type tumor suppressor expression; 

c) identifying genes having an increased level of expression in the first 
cell as compared to the second cell; and 

d) selecting at least one gene of step c) as a diagnostic marker for the 
cancer. 

29. The method of claim 28 fiirther comprising: 

a) obtaining a first cell firom a second cell type of said cancer, said cell 
comprising a defective tumor suppressor expression; 

b) obtaining a second cell of the second cell type, wherein said second 
cell comprises a wild-type tumor suppressor expression; 

c) identifying genes having an increased level of expression in the first 
cell of the second cell type as compared to the second cell of the 
second cell type; 

d) comparing the genes having an increased expression in the first cell 
type with the genes having an increased expression in the second cell 
type; 

e) identifying genes having an increased expression in the first cell type 
but not in the second cell type; and 

f) selecting at least one gene of step (e) as a diagnostic marker of a cancer 
of the first cell type. 

30. The method of claim 28 or 29 wherein the tumor suppressor gene is selected 
firom the tumor suppressor group consisting of p53, Rbl and PTEN. 

31. The method of claim 28 wherein tlie identification of step c) is performed 
using a microarray. 

32. The method of claim 29 wherein the identification of step e) is performed 
using a microarray. 

33. The metliod of clarni 29 wherein the identification of step c) and e) are both 
performed using a microarray. 

34. A method for screening for compounds that modulate the activity of a tumor 
suppressor gene comprising: 

a) obtaining a cell comprising a defective tumor suppressor expression; 

b) measuring the level of expression of a marker of Table 5 or 6 in the 
cell; 

c) contacting the cell with a test compound; and 

d) measuring the expression of the marker of step b) after the contacting 
step c), wherem a change in the level of expression after said 
contacting step as compared to the level of expression before said 
contacting step is indicative of the abihty of the compound to modulate 
tlie activity of the tumor suppressor gene. 
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35. The method of claim 34 wherein the change in the level of expression in step 
c) is a reduction in the level of expression. 

36. Use of compoimds identified according to the method of claim 35 in the 
treatment of cancer or as anti-cancer drugs. 
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Figure 5 

>glll0190652lreElNMl003901.l| Homo sapiens sphingosine-l-phosphate lyase 1 (SGPLl) , mENA [SBQ ID NO: 
1] 

CCTGCGAGTCCGTCGCGTGCTGAGGGSGACGCAGGAGGTGGAGCCGGCCGGGTGCTCGAG 

CCGGCGTGAGGGAGAGTCTGAAAAAGGGGAGCGCGGAGAGGAGGCIGGAAGAGGAAGATG 
CETAGCacaGACCTTCTGATGTTGAAGGCCTTTGAGCCCTACTTAGAGATTTTGGAAGTA 
TACTCCACAAAAGCCAAGAATTATGTAAATGGRCATTGCACCAAGTATGAGCCCTGGCAG 
CTAATTCCATCGAGTCTCGTGTGGACCCTGCTGATAGTCTGGGGATATGAGTTTGTCTTC 
CAGCCAGAGAGTTTATGGTCAAGGTTTAAAAAGAAATGTTTTAAGCTCACCAGGAAGATG 
CCCATTATTGGTCGTAAGATTCAAGACAAGTTGAACAAGACCAAGGATGATATTAGCAAG 
AACATGTCATTCCTGAAAGTGGACAAAGAGTATGTGAAAGCTTTACCCTCCCAGGGTCTG 
AGCTCATCTGCTGTTTTGGAGAAACTTAAGGAGTACAGCTCTATGGACGCCTTCTGGCAA 
GAGGGGAGAGCCTCTGGAACAGTGTACAGTGGGGAGGAGAAGCTCACTGAGCTCCTTGTG 
AAGGCTTATGGAGATTTTGCATGGAGTAACCCCCTGCATCCAGATATCTTCCCAGGACTA 
CGCAAGATAGAGGCAGAAATTGTGAGGATAGCTTGTTCCCTGTTCAATGGGGGACCAGAT 
TCGTGTGGATGTGTGACTTCTGGGGGAACAGAAAGCATACTGATGGCCTGCAAAGCaTAT 
CGGGATCTGGCCTTTGAGAAGGGGRTCAAAACTCCRGAAATTGTGGCTCCCCAAAGTGCC 
CATGCTGCATTTAACAAAGCAGCCAGTTACTTTGGGATGAAGATTGTGCGGGTCCCATTG 
ACGAAGATGATGGAGGTGGATGTGCGGGCAATGAGAAGAGCTATCTCCAGGAACACTGCC 
ATGCTCX3TCTGTTCTACCCCACAGTTTCCTCATGGTGTAATAGATCCTGTCCCTGAAGTG 
GCCAAGCTGGCTGTCAAATACAAAATACCCCTTCATGTCGACGCTTGTCTGGGAGGCTTC 
CTCATCGTCTTTATGGAGAAAGCAGGATACCCACTGGAGCACCCATTTGATTTCCGGGTG 
AAAGGTGTAACCAGCATTTCAGCTGACACCCATAAGTATGGCTATGCCCCAAAAGGCTCA 

TGGCAGGGTGGCATCTATGCTTCCCCAACCATCGCAGGCTCACGGCCTGGTGGCATTAGC 
GCAGCTGCTTGGGCTGCCTTGATGCACTTCGGTGAGAACGGCTATGTTGAAGCTACCAAA 
CAGATCATCAAAACTGCTCGCTTCCTCAAGTCAGAACXGGAAAATATCAAAGGCATCTTT 
GTTTTTGGGAATCCCCAATTGTCAGTCATTGCTCTGGGATCCCGTGATTTTGACATCTAC 
CGACTATCAAACCTGATGACTGCTAAGGGGTGGAACTTGAACCAGTTGCAGTTCCCACCC 
AGTATTCATTTCTGCATCACATTACTACACGCCCGGAAACGAGTAGCTATACAATTCCTA 
AAGGACATTCGAGAATCTGTCACTCAAATCATGAAGAATCCTAAAGCGAAGACCACAGGA 
ATGGGTGCCATCTATGGCATGGCCCAGACSUICTGTTGACAGGAATATGGTTGCAGAATTG 
TCCTCAGTCTTCTTGGACAGCTTGTACAGCACCGACACTGTCACCCAGGGCAGCCAGATG 
AATGGTTCICCAAAACCCCACTGAACTTGGACCCTTTCTAGTCTCAAGGGGATTCCAGCC 

CATAGAGCACAACTCAAGATAGACCATGAGACAGCTTGAGCCTCAGGATTCTTGTTCTTC 
CTCTTATCTTCCTTTTGTGGTTTTTAATTTGAAGACCCCAGAGAATTCCATTACATAATG 
ATTTTGCCCTTGTTATAAATGTTACCCTAGG 

sH_1.0.0_131819 Homo sapiens ttiRNA for putative cytoplasraatic protein (0RF1-FL21) as: gl-12214172/// 
[gill2214172lemil|AJ24587e.l|HSA24587S] [SEQ ID NO: 2] 

CCCAAGAGTACGAAATTTCCGAAATGGTAGGCTACTGTGCTGCGAGGAGTGAGGGGTTGC 
TACCATCATTTCATACCATCTCTCCAACCCTCTTCAATGCCTCATCCaATGATATGAAGT 
TAAAACCAGAGCTATTTCTGACACAGCAATTTTTGAGCGGGCATTTGCCAAAATACGAAC 
AAGTTCACATCCTCCCAGTAGGAAGAATAGAGGAACCCTTCTGGCAAAATTTCAAGCATC 
TACAAGAGGAGGTTTTCCAGAAAATAAAGACACTGGCTCAGCTCTCAAAGGATGTTCAGG 
ATGTCATGTTCTACAGTATCCTGGCCATGCTCAGAGACAGAGGGGCTCTACAGGACCTGA 
TGAACRTGCTGGAATTGGACAGCTCAGGTCATTTGGATGGCCCTGGTGGTGCCATCCTAA 
AGAAACTTCAACAGGATTCAAACCATGCATGGTTTAACCCAAAGGACCCCATTCTTTATC 

AGAAGAGGATCCTGCTTCAGCAACAGGAGCTGGTAAGGAGCATCCTGGAGCCAAACTTCA 
GATACCCCTGGAGCATTCCCTTCACCCTCAAACCTGAGCTCCTCGCCCCACTCCAGAGTG 
AGGGTTTGGCCATCACCTATGGCCTGCTGGAGGAGTGTGGCCTTAGGAYGGAGCTGGATA 
ACCCCAGGTCAACCTGGGATGTAGAAGCAAAGATGCCCCTGTCTGCCCTCTATGGGACTC 
TCTCRTTGCTGCAGCAGCTGGCTGAGGCCTAAGCCCTCCCTGATGGGCAGTCAGTCCAGA 
GATGCTGGCCCTCGTCCCAGTCTATGCTGIGAGTGTCCTTATGGGTGCAAGAGATAGGGC 
TGTGCCTCTCTGCGTTTCCAGGTGGAGTAGAGACAGTAATGGGTAGAGACTTTAGGAAAT 
GTTTTGGGGTGGTGGAATACTCTATATATTGACMGAGTTTATATATTGN^IN^1NI1^111NNN 

>H_1 .0 . 0_21316 Homo sapiens claudin 8 (CLDN8) , mRNA cr: gi-2131465S/// 
[Huraan_j6ngleur_201102.9749.Cl] [SEQ ID NO: 3] 

GTTCATTACTACAGGAAAAACTGTTCTCTTCTGTGGCACAGAGAACCCTGCTTCAAAGCA 
GAAGTAGCAGTTCCGGAGTCCAGCTGGCTAAAACTCATCCCAGAGGATAATGGCAACCCA 
TGCCTTAGAAATCGCTGGGCTGTTTCTTGGTGGTGTTGGAATGGTGGGCACAGTGGCTGT 
CACTGTCATGCCTCAGTGGAGAGTGTCGGCCTTCATTGAAAACAACATCGTGGTTTTTGA 
AAACTTCTGGGAAGGACTGTGGATGAATTGCGTGAGGCAGGCJrAACATCAGGATGCAGTG 
CAAAATCTATGATTCCCTGCTGGCTCTTTCTCCGGACCTACAGGCAGCCAGAGGACTGAT 
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CaccaGGTGCACGGGGGACSVATGAGAAGGTGAAGGCTCACATTCTGCTGACGGCTGGAAT 
CATCTTCATCATCACGGGCATGCTGGTGCTCATCCCTGTGAGCTGGGTTGCCAATGCCAT 
CATCAGAGATTTCTATAACTCAATAGTGAATGTTGCCCSiAAAACGTGAGCTTGGAGAAGC 
TCTCTACTTACGATGCACCaCGGCACTGGTGCTGATTGTTGGAGGAGCTCTGTTCTGCTG 
CGTTTTTTGTTGCAACGAAAAGAGCAGTAGCTACAtSATACTCGRTACCTTCCCATCGCAC 
AACCCAAAAAAGTTATCACACCGGAAAGAAGTCACCGAGCGTCTACTCCAGAAGTCAGTA 
TGTGTAGTTGTGTATGTTTTTTTAACTTTACTATAAAGCCATTTACTTCAAAATGACATT 
GCTAAAGACTGCATTATTTTACTACTGTAATTTCTCCACGACATAGCATTATGTACATAG 
ATGAGTGTAACATTTATATCTCACATAGAGACATGCTTATATGGTTTTATTTAAAATGAA 
ATGCEAGTCCATTACACTGAATAAATAGAACTCAACTATTGCTTTTCAGGGAAATCATGG 
ATAGGGTTGAAGAAGGTTACTATTAATTGTTTAAAAACAGCTTAGGGATTAATGTCCTCC 
ATTTATAATGAAGATTAAAATGAAGGCTTTAATCAGCATTGTAAAGGAAATTGAATGGCI 
TTCTGATATGCTGTTTTTTAGCCTAGGAGTTAGAAATCCTAACTTCTTTATCCTCTTCTC 
CCAGAGGCTTTTTTTTTCTTGTGTATTAAATTAACATTTTTAAAAAGCAGATATTTTGTC 
AAGGGGCTTTGCATTCAAACTGCTTTTCCAGGGCTATACTCAGAAGAAAGATAAAAGTGT 
GATCTAAGAaAAAGTGATGGTTTTAGGAAAGTGAAAATATTTTTGTTTTTGTATTTGAAG 
AAGAATGATGCATTTTGACAAGAAATCATATATGTATGGATATATTTTAATAAGTATTTG 
AGTACAGACTTTGAGGTTTCATCAATATAAATAAAAGAGCAGAAAAATATGTCTTGGTTI 

CCTATGTGGGTACCTGAGTCAAAATTGTCATTrrTGTTCTGTGAAAAATAAATTTCCTTC 
TTGTACCATTTCTGTTTAGTTTTACTAAAATCTGTAAATACTGTATTTTTCTGTTTATTC 
CAAATTTGATGAAACTGACAATCCAATTrGAAAGTTTGTGTCGACGTCTGTCTAGCTTAA 
ATGAATGTGTTCTATTTGCTTTATACATTTATATTAATAAATTGTACATTTTTCTAATTA 
TTTGC 

>M_1 . 0 . 0_17482 Mus musculus LBS gene, partial sequence cr: gi-687696/// 

[Mouse_jongleur_201102. 10974. CI] [SEQ ID NO: 4] 

GAATTCTAGAAGGAACTTACATGGACTGCTGGGTATACTATAAAAGCAGTTGGTGGCAAA 
GATAGGAGCATGGTTTGAACAATGGGTCTGGAGGACACAGGTGAAGCAGAGCGTGTACCC 
AGTTCTACAGACTGAACCAGAGCATTGCAGGGAACAGAGGAAAGGGCTTTCAGTGTGGTG 
GGTATGCCTATGCTTTCCTGGAATAAAGAATACAGCCAGAGAAGGGATTAGCTGGACTAG 
GGAGAGGGAGA6GAGGTTAGGAGTCTGCATGTAGATGTAGAGGAGAGCGTGCAGGGAAGG 
CACAGAACCAAGAGTACAACGAGGATCAACAATGATGCCAATTAGGTTGGTGATGGAGGT 
GAATGCTTTTCACCCCMaU.TCAGGAGGCAGAAGCAGATGGCTCTCTTGAGTrTGAGGC 

caacctgatctacagagttccaggacagccagggctagtca'gataaaccatgtctctcaa 
aaaaco^aaaccau^tccaaacccaaaacaaaacaaaaaatgggaaggagtcaatgggc 

AAATCAAAGATAGCAAGAGTCTACCAGAGGAGCAAGCTTGTGGGGTTGTGflGCATGCAGG 
AAAGCCTTGGAGCAATGTGTCAAAGGGCAAGCAAGAGGATGAAAGGTCAATGTGATGGCC 
ATGGCCATGGCCAGGAAGGATTACATCTACTTTGGTAGGACCAGGACTTTAGGATGTTAA 
GGGGTGAAATAGGGCAGTAGCTGCTCTAAACAACACCAGTTGGCCCACGAAAAAAAGGTG 
TAGTTTCTGAAGAGGGTACCACAATTTCTTAATTGCAGAGGAGGAAAGTGAAAGGGGTAA 
TAACAGTCACCCCGAAGACCCAGACTAAAGAAGACCTGAGTGATGCCAGGTATCTGAATA 



GCCTATCAGAACATCAGAGGGGAGCAGCAGTGACCTGCTCACAAACATTAACAAC3ACCC 
TAGCTCAGAAGATGGTTCTGATAGGCTACTTGGGGGCCATGCACCCCaSGTTGAGAATCA 
CTGGTGGAAGGGGTAGGGGGATGGAGAAGGCTACAGAGAAGGAAGGGTGAGCAGATGGAG 
GAGGCATCAGAGTCATGACTGTCAGACTTGGGAGGAAAGGTCCTGCTGGTGCAGGGGGAT 
GACAGTGAGCAGCAACTGGATGCAGTGCAGAAGGGAGGTGGGAGGAAGGGTGAGAGCIGT 
GAGAGGGTTTCCTGTCAGGGGCAGGGAGGGCACTGCCAACTGTGCTTCCTGCTGAGGACT 
GAGGTGGGGCAGTGAGGCTGATAGAGATGGAGGATGCATAGAGGTGAAAGGTGTTTATAG 
CTAGTTGTATGTAGGAATCAAAGGCAGGTAAAAATGGAGCCAGTGATGTAGGGAAGCTCA 
TGGAAGGAGATGAGTGCTGAGGAGTAGAAAGAAAATTCAGGGACTAGAGTCCCCAGGGAG 
AGAGCTTCAGTTCAGCAGCATTAAGACAGTGTGGAAGTTAGAACTTCTGGAGACAGGGTA 
GGCTATGCAGGCAGAATGCAAAACACAGGACAGGTGGAAGATCACGGTCAGAGTCAGAGG 
TTCCCTGAGAGCTTCaTCAGRTGTGAATGGAAGGATGrGAAAAGAAGCAGCACAGGTCAC 
TGGGAGCCATGGACACAGTTAGTTCTAGAAGGACCATGAAGTCTGGGCCAGAGAGACTGC ' 
TGGGTAGAGGGTGCAGACTTGGTACAATCAGTCGGATGCAGAGAGACCCAAGTCAGGTGA 
AGCAGTGGGTGTGGAGGACAGGTCAAGCTGGGGTGCTGACGCACAGGTCTGTAGAATACA 
CCGGAGCRCCCCAGAGGGCATCGGAAGAAGCTTCAGGTGTTGAGAGGGTGACTCTGCTTC 
TCTGAGCAGTGGAAGGTAGAGCAGGAGAAAGGGTTAACTGGGACCCAGGAGAAGTGTGAG 
GAAGTTGTAATAGGTGGGAGGGAGAGCATGAGAGGAGCTGGGAGAGAGGAGGGTGCAGAG 
GGGCTCAGAGGAATGAACCACACCAAGAAGGTAGACTCAGGCCTTAGAAAAGAGAAAATG 
AGATATTTAATTCAGCTGTAAAACTATGGTTCTGGCAAAAAAGAAAAACAGTGCCTATAA 

aataactgtgagttctatgtcattgataaccatggacaaatgtctcagactgtgttttaa 
a&aaacatgattttcccacaatggtagacctaatcacctagacttttatagctaggtgaa 
gttagagagcacatggactcagtggagtttgtcctaaatgcagaggttgacagtgatggg 
agcagtgagtggaaatcaggaagtgatcagacagggctagaaagacttgggagttctcat 
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ATTGATTGGAAGGTTCCAAGGAGTGTTGTTGflGGflGGAAGTAGGTAGCTGTAGAATGCCA 
ACAAACATTTTGAATCAAACTGGACATACCACTAATGCAAAATGAAAAGGCCAAGAGAGG 
TTAAAACOUVCAGAAGTTGTGGCTCACCCirrATAATGGAGCCAGGGCAGGAAAGCAAAA 

GGCAGAATTCAGGGTTTCCAAAGTGGGAGGTGGTAACGTATCTCCAGGTTAAGCAAGGAA 
TGTTAGGCAGATTTTCAAAGACTAAGCAGAGTTCTCTTCATAAGAGAAGCAAGTCAGTAA 
GTAACCCAGCCTTTATTTAGTGAAGRAACAACTTCACTAATTTAGAAAACAGAAGAATAT 
TAAAG 

>H_1.0.0 26338 Homo sapiens mRNA; cDNA DKFZp7SlJ109 (from clone DKFZp7SlJ109) cr: gl-21740184/// 
/cds= (0,429) /gb=AL834445 /gi=21740ia4 /ug=Hs.l2S00 /len=3299 [Hunian_jongleur_201102 . 12676 . CI] [SE 
ID NO: 5] 

GTCCCTGCGGCCKCCAGAGGGAGGGTTAAGGCGCCTGGGCGCACAGCGAGCCGGCTGAGG 
GGGCTGTGGCGGCCGCGGCGGGCGACATGGACAACGCGGGGAAGGAGCGTGAGGCAGTAC 
AGCTGATGGCGGAGGCCGAGAAGCGAGTCAAGGCCTCCCACTCCTTCCTCCGAGGGCTGT 
TTGGAGGAAACACAAGAGTAGAAGAGGCTTGTGAAATGTATACCTGAGCTGCAAATATGT 
TCAAGATGGCTAAARATTGGAGTGCTGCAGGAAACGCATTTTGTCAGGCAGCCAAGCTCC 
ACATGCAGCTTCAGAGCAAACATGACTCTGCTACCAGCTTTGTGGATGCTGGAAATGCTT 
ACAAAAAGGCAGATCCCCAAGAGGCTATCAACTGCTTAAATGCAGCCATCGACATTTACA 
CAGACATGGGAAGGTTTACAATTGCAGCCAAGCACCACATTACTATTGCAGAGATCTATG 
AGACTGAACTTGTAGACATTGAGAAGGCTATTGCACATTATGAACAATCTGCTGATTATT 
ACAAAGGAGAAGAATCCAACAGCTCAGCAAACAAGTGTCTGCTGAAGGTGGCAGCATATG 
CTGCCCAGCTTGAGCAGTACCAGAAAGCCATTGAGATCTATGAGCAGGTTGGGGCAAACA 
CAATGGATAATCCTTTGTTGAAATACAGTGCAAAGGATTACTTCTTCAAAGCTGCCCTCT 
GCCACTTCATAGTAGACGAGTTGAATGCCAAGCTTGCTCTTGAGAAATATGAGGAAATGT 
TTCCAGCATTTACTGATTCAAGAGAATGTAAATTATTGAAAAAACTCCTAGAAGCTCATG 
AAGAACAGAACAGTGAAGCTTACACTGAAGCAGTGAAGGAATTTGACTCAATATCTCGCT 



AAGGAGATGGAGACCTA2«ATGAAATGTm'TGTCTTTGTGGCATGCAGCTAACTCCTCT 
TTAGTTTTGTCTTAGGGTCAAGTGATCTTTATGGGATGCCTATTTAATGGCTTAATTTTG 
TTGCATATGAGCCAGACGGCCTGTGTATTGTTTAAGCTCGCCAAGTCTGTGTTGCTGTGA 

CAGAACCCCCAGCGTTTTCTGAGAAGTACTTCAGAATCTCATTCCTCATATTTCATTGGT 
ATTTGTGGAGCCTATGTTTAATGTTGCCACGTGTTTTTATGTCCTTTTTGTTGGACTTGA 
GTACTCAGCCCAGTTGTTCTCATAGATGCTTTGCATTTTCTCTGTGCTTTGGCATCTGAA 
TATGTTCTTTAAATGTS-TGTTTAGTTTAGGACAGTTACTAGGAATGAGTTTATAACTTCA 
TTAGAAATCATTTCTATTTTTGTTATCCTGTGATTATTTTGATGGTGCTAGTGACTAGTT 
TCTTTGCTTTTTGTGTTGTTCCGTATGCTAACATGTGCATGGCAAAAATTTAGAATAGCC 
AGGGTCTGTAGGCATCACATTGTGAGGAAGGGAGCTTTCTGGAAGTACTTGCTTCATGTA 
TGGATGAGTGTCAAAGTGAATTTGATTTGTACTTAGACACACGCGTTTACACACACACAC 
ATATCACAAGATCTGTTAGAAATGGftATTTTTCTCTTTTTCTGGAGATAGTTTTCACTTT 
TAGTTGGAGTGGAAATCCCTTTATATTTACATTGAAGTATTTTAATTGGCATAGCCTGCT 
CATTATTTTCATGTTTATACACTTTCCCaCGTTGAGGTGGTGTGTTCTGTGCTGTGACTA 
TAGAAATCTTGGTCAGGGCTGGATAGATTATCTAAGTCAAGCTTGAGAATGAATGTATGT 
AATTTTCCTGTTTATTGTACATGATGGGTTAGGTGGGGTGAATGTGGTACAGGAATGTCC 
TGTATGCCCAAGTGGGCAAGAACCCCAACTTGTTTCTCAGGGGACTTGATTGTTCTCTTA 
GCTGGTGGAATATGTTGGCTTATGTGTTTGAACTCTGTCGTGTTTAATTGGTTTATATAA 
TATAXGTATGCTATCTTGATTCATGAACTTGATCCTATTAATTTATATGCTGATATTGTA 
CTTTAGACATACGCTTGTCTCCTGAATGTCCTCTGAATATTTATAGTTAAATGATTTATA 
TTTGAAATGTGTTGCCAGACTTAACCCAGCAGACACTCTGACATCACGGAGCTTCACTGA 
TGACAGGTAACGAAACTTCCTATGTTATGTCAGGTAGTAGTAAGTAGTATTGGAATGATG 
TTTTCATTTTTGGTGGCTCTCAACTGGAATTGGTAGTGTTTCCAGGCCAAGGGTCGACTG 
CAGGTTGTTTGAGAAATGATGAGTAGGTCAGTCTAGGAAGAAAGAGAAAGTAGCAGGAAA 
GGAAGTGGGAAGGGCCAGCCAAGGACAGACTGTAGAGGATCCACATCAGGTGGCCACGAG 
GACTTGCAGGCTATAGTTATGGTGGTGACATGCATGAGGTGGGCTGGTAGAGCAGGAAGC 
TCTGTGATGTCAGAGCATCTACTGGGACTACAGGTGCACTGTAGTCCCCACTACTGGGGG 

TCCAAGTTCTGAGATTCTTAAATGAGAGCTGGCTGTCTTCTAGAGGTAAGACCTGGAATG 
GAGTCCAGTTGGTACTTTTTCACTCCCTCTTAGAATCTCTTATGAAAAAATGATCAGAGA 
GAAAAGTGGGGTTTTGTTTCCCCACCTAATAATATATCCTACAACCAGCCAAATGCACTT 
TTGTGAAAATGGGGTGTGAGGAGTGGTTCTGCAGCTTGAGTCCTCTGGTTTTAAGTAGTT 
TGTTTCTACTTGTTTAAAGAATCTTCTGGTCTGACCACTTAAAGTAAAAACTACATGATT 
TATTTTCGGGCAATTATGTTTAGCTTTCATCATTATACTCCAACAGACCCGTCTGAAGGG 
GTATTTTTTTTTAACAATAATGTTTGTAACATTTTGTTGTGTCAATTAGAGGGTCACTTG 
TTTGTATTGCAATAAACACTGGGACCAGTTCCGGGGTTAAGAATTAATTTTTGTTTTTAA 
TATTTCACATGAAAAGAATCAAAGTAATTGTAATGGCTAGAAGAGACCTGCCAGAAGATT 
AAAAAAAAGAATGAGAGAAAAGCCCAGTTAGTGGTGTGCAAACTTACTTCCTTTAAATGT 
CCCATGGAIGTAGGACAGTGCCATGTTTCAAGATGCCTGTGAGCTAGGTCTTCAAGATTT 
ATAGAATGTTACTTATGAACAAAATATAATTATTTATGGTACAATTCTTGTACTTTAGCA 
AATCTGGAGTTAGTTCATAGTCAAAGTCAGTTAATATTTCTTAGAGGAAAGTTTTGCTTT 
TTGTGGCAACATTTTTATAGCTTGTGTGAGTTCTTTTTTATTTAATGATTTGAAAGCAGT 
ATTTTTGCaCAGTCGTGACCGTGTGTGGTGGGGTCACTGTAACCAAAGTATATGCACCAG 
CCCTTGTGCATTTATTGTTTCTCCTGATTTTGTGGATTTAAATGTCCAAATGCAAACCTT 
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TGTGACTTCCTTTGGAGGACTTGGCAGCACAGCATGCCCCCGTGACCTGCCTGCTGTGGT 
ATGAGCTATGACCAAGAGCAGGCTTCCTGCTCCATGGAGTCCTGAGTTGCTCTGGGGCAG 
GGGATTACGTTATGAAAACTAACCATGTGTAACAATAAATCTACCTTAGCAG 

>H_1.0.0_19427 Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 2 iKCNQ2) , 
mRlJA cr: gi-475SS27/// [Human_jongleur_201102 . 8633 .ClJ [SEQ ID NO: 5] 
CCCCGCTGAGCCTGAGCCCGACCCGGGGCGCCTCCCGCCAGGCACCATGGTGCAGAAGTC 
GCGCAACGGCGGCGTATACCCCGGCCCGAGCGGGGAGAAGAAGCTGAAGGTGGGCTTCGT 
GGGGCTGGACCCCGGCGCGCCCGACTCCACCCGGGACGGGGCGCTGCTGATCGCCGGCTC 



GAAGCCCCCCAAGCGCAACGCCTTCTACCGCAAGCTGCAGAATTTCCTCTACAACGTGCT 

CTGCCTCGTGCTGTCTGTGTTTTCEACCATCAAGGAGTATGAGaAGAGCTCGGRGGGGGC 
CCTCTACATCCTGGAAATCGTGACTATCGTGGTGTTTGGCGTGGAGTACTTCGTGCGGAT 
CTGGGCCGCAGGCTGCTGCTGCCGGTACCCTGGCTGGAGGGGGCGGCTCAAGTTTGCCCG 
GAAACCGTTCTGTGTGATTGACATCATGGTGCTCATCGCCTCCATTGCGGTGCTGGCCGC 
CGGCTCCCAGGGCftACGTCTTTGCCACATCTGCXSCTCCGGAGCCTGCGCTTCCTGCAGAT 
TCTGCGGATGATCCGCATGGACCGGCGGGGAGGCACCTGGAAGCTGCTGGGCTCTGTGGT 
CTATGCCCACAGCAAGGAGCTGGTCACTGCCTGGTACATCGGCTTCCTTTGTCTCATCCT 



GGATGCaCTCTGGTGGGGCCTGATCACGCTGACCACCATTGGCTACGGGGACAAGTACCC 
CCAGACCTGGAACGGCAGGCTCCTTGCGGCAACCTTCACCCTCATCGGTGTCTCCTTCTT 
CGCGCTGCCTGCAGGCATCTTGGGGTCTGGGTTTGCCCTGAAGGTTCAGGAGCAGCACAG 
GCAGAAGCACTTTGAGAAGAGGCGGAACCCGGCAGCAGGCCTGATCCAGTCGGCCTGGAG 
ATTCTACGCCACCARCCTCTCGCGCACAGACCTGCACTCCACGTGGCAGTACTACGAGCG 
AACGGTCACCGTGCXICATGTACaGACTIATCCCrcasCTGAACCAGCTGGAGCTGCTGAa 
GAACCTCAAGAGTAAATCTGGACTCGCTTTCAGGAAGGACCCCCCGCCGGAGCCGTCTCC 
AAGCCAGAAGGTCAGTTT 



CCAGGCTTTCCGCATCAAGGGTGCCX5CGTCACGGCAGAACTCAGAAGAAGCAAGCCTCCC 

CGGAGAGGACATTGTGGATGACAAGAGCTGCCCCTGCGAGTTTGTGACCGAGGACCTGAC 

CCCGGGCCTCAAAGTCAGCATCAGAGCCGTGTGTGTCATGCGGTTCCTGGTGTCCAAGCG 

GAAGTTCAAGGAGAGCCT6CX3GCCCTACGACGTGATGGACGTCATCGAGCAGTACTCAGC 

CGGCCACCTGGACATGeiGTCCCGAATTAAGAGCCTGCAGTCCAGAGTGGACCAGATCGT . 

GGGGCGGGGCCCAGTOATCAOXSACAAGGACCBCaCCAAGGGCCCGGCCGAGGCGGAGCT 

GCCCGAGGACCCCAGCATGATGGGACGGCTCGGGAAGGTGGAGAAGCAGGTCTTGTCCAT 

GGAGAAGAAGCTGGACTTCCTGGTGAATATCTACATGCAGCXKATGGGCATCCCCCCGAC 

AGAGACCGAGGCCTACTTTGGGGCCAAAGAGCCJSGAGCCGGCGCCGCCGTACCACAGCCC 

GGAAGACAGCCGGGAGCATGTCGACAGGCACGGCTGCATTGTCSU^GATCGTGCGCTCCAG 



GCGCATCCCCCCGCCGCCTGCCCACGAGCGGTCGCTGTC 
l.CGCCTACGGCGGGGGCAACCGCGCCAGCATGGAGTTCCTGCGGCAGGAC-GACACCCCGGG 
CTGCAGGCCCCCCGAGGGGACCCTGCGGGACAGCGACACGTCCATCTCCATCCCGTCCGT 
GGACCACGAGGAGCTGGAGCGTTCCTTCAGCGGCrTCAGCATCTCCCAGTCCAAGGAGAA 
CCTGGATGCTCTCAACAGCTGCTACGCGGCCGTGGCGCCTTGTGCCAAAGTCAGGCCCTA 



ACGCTCGGCCACCGGaSAGGGTCCCTTTGGTGACGTGGGCTGGGCGGGGCCCAGGAAGTG 



TTGAGGCGGGAACCCTCTGGGGCCCTTTTCTTACAGTAACTGAGTGTGGCGGGAAGGGTG 
GGCCCTGGAGGGGCCCATGTGGGCTGAAGGATGGGGGCTCCTGGCAGTGACCTTTTACAA 
AAGTTATTTTCCAACAGGGCACTCCCAGGCCCTGTCGCCATTGAGGTGCCTCCGCTGGGC 
TGTCTCCTCACCCCTCCCTGTGCTGGAGCCTGTCCCAAAAAGGTGCCAACTGGGAGGCCT 
CGGAAGCCACTGTCCAGGCTCCCACTGCCTGTCTGCTCTGTTCCCAAAGGCAGCGTGTGT 
GGCCTCGGGCCCTGCGGTGGCATGAAGCATCCCTTCTGGTGTGGGCaTCraCTACGTGTTT 

GTCCATGTCCCTTTGCCGTCCCGTCATGGGGCAGGGAATCCATAGCGGGGCCCACAGGCA 
GGGGTATGAGTGOSTCCCACCCAACGCAGCACCAGCCCCGGCCACCGCTCCCCGTGTCCC 
CAGTTCCGTCTCAGCTACCTGGACTCCAGGRCCCTGGAGAAGGGAGACCTGGCAGTGGAG 
GGAGGCTGTGCTGTGTGTCCCCCTGCAGGTGTGACCCCGCCTGCTCTTTCCTCCCCCGCC 
AGGTGTGGCCCCGCCTGCTCTTTCCTCCCCCACCAGTATGGCCCCACCTGCTCTTTCCTN 
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ATACANGTCNGNGTACAGGNGTACACATGCANGCTTGCACACATCCACACAGACCACATA 
GCACACATGTGCACTGACCACACCTGTATAGACCATGCACAGTACACATACGTGCATACA 
CATGCCTGCATACAGGCATACACATGCACGCTTACATGTACACGTGCACAGATCACACAC 
ATGCACACACGTGTAGCTCACACACAGTATACACATACACRAGTGCACAGACCACACACA 
5 GCaCTAACACATGCACACACAAAGTGCATAGGCCACACAGCACATGCACACAGGTGCACA 
GACCACaCAGCACACACAAGTGOVCAGAGCACACTGCACacaTGCACACACACAaSCGTG 
CATGC3VCACTCCTCGCACTTCCAGCCTTGGAGCCCTTCTGTCTCTGGTCTTTCTCTTTGA 
CCCTGCTGAGTGTftAGCTGCCTGGGGAGGGGCTACAAGGAGTAATTGTGGCTTTAGGGGT 
CGTGGTGATGCTGGAATGTCAAGCGCCGTCGTGGGCTATCCGACTGTCCGGGCTCCTGGT 
1 0 CCGCAGTGGCAGAGCGCCAGGCAGAGCCAATCAGGGTCTCGTGCTGCCCTTCCCCCCCAC 



TGGGTGTCCGGTTGGGTCCTGTGTTTGGTCTGCCCTGGAGGTGGCTGGGCCCTCCTGGGA 



TTTCCTGGCCCAGCTTCTCCTTCTCCCTCTGCATAAAATCACAGTCCGTGAGTCTTCCAG 
1 5 CTGCCACCACGGCTGGGACACGCTGGGGGAGGGCTCCTCCCATGCCTCCTGCACACAGCC 
GTCTGAGCRGGGCAGGTGCCAACACCCCCCACCGGAGACACGCTGCCCCTCAGCGATGCC 
CCTACCTTTTGGGGGGCCTCGTCTCAAGCCCCCCCTTGGAGGCTGAAATCACCCCAGGCA 
CTGTGAGGGCTTCTCCAGGGGGACSVCCCTTTGAGCTGTGGGTCTGATCftCCrCAAGTCCC 
GCACACGGAGGAGAGGCACAGCCAGGGCGTGTGGTTTAATGTITGCCCCTTCGGGGCTGG 
ZO AGGTCTCaGTGTTTCTAGATTCCaGACCCTGCrrGCCaMSAGRGACCroCTGCCGGAGAGAA 

CCCCTTCTCTCTAGAAAGAGCTGGGCTCTCaGCrftTTTCTAGTTGCTTCCCaGAAGCCGA 
GGAGCAGAAGGAGCTGTGAGAGCTTTGCAGAAACGCCCTTGTCCCCGCCCTCCTGAGCTA 
TGAATCCCGTACAGAGCAGAGGCTGGGGCATTGGCAAGATCAGAGGTTGATGCTGCACAG 

25 CCCCATTGACACAAACCCTCAAAGCAGACGTGAGAGGGACGGTrCACAAAGCTTCGACCT 
GCCGTGGAGGGTGCCCGGCAGACGTGGCGTGAGAGGGACGGCTCACGAGGCTTGGACCTG 
CTGTGGAGGGTGCCCAGCAGACGTGGTGTGAGAGGAACGGCTCACGAGACTTGGACCTGG 
TGGAGGGTGCCCAGCAGACGTGGTGTGAGAGGGACGGCTCACAGGGCTTGGACCX3GAGAG 
AGATGGCTCATGAGACTTGGACCT6CCGTGGAGGGTGCCCAGCAGACGTGGTATCAGAGG 

30 GATGGCTCACGAGGCTTGGACCTGGTGGAGGGTGCCCGGCAGACGTGTGAGAGGGACGGT 
TCACAAGGCTTGGACCTGCCATGGAGGGTGCCCAGCAGAOSTGGTGTGAGAGGGACAGCT 
CACGAGGCTTGGACCTGCCGTGGAGGGTGCCCAGCAGGGGGCTGAGCTCTGAGGGGTGGG 
TGCTCAGTGCACGGGTGCCCCCAGTGTCCTCTGATCCTGTCCGGTGCCTCCCCCAACCCC 
CACACCCATGCAGAACSeCCAGGTCACATGCACGTATGTCCftGGGCaTGGGGGTGGCGTG 

3 5 AAGAGGCCTGGTCAGGGCCTTTAGGGGCTGCAGGACGGAATGGCCACCTGGGGAGCCTGT 
GTGGCTGTGCCGGGCAGCCATCCTGCATTCCCACCCAGCGCGCAGTCTCEACCTCGGCCC 
CAGCAAAGCGCTAAGCAGCCGGAGAGACAGCCAGGGCGGCTTCCTGAAGGATGTGGGATG 
GTGGACTCCGGGGTCGAGGGAATACGCAGGTTCCTGTCCTCCGGGAGACCTAGAGAAGCT 



40 GAACTTTGCTGTCTTGTAAGGGTGGGGGCTGACGGCCGACCCTGGGAGGAGGTGACACCG 
CAGGGGGAGGTTGTGGGCAACGGTGGAGGAGGAGAGAOGGGAGGGGACCaTTTGGGATGG 
AGGGGCCTCTTCAGAGTTTTAAAAGGCGTTTGTGGG6TGGAGTTGAGTGTGCTCTGGGCT 
TGGACACITGCCGTGGTGCCCCTGGCTGGCCGAGGAGACTGGCTCTGGCCAGGGCCCCGT 
CCTGAGAGGTCCTCAGCGTCTGACTCTCGGCCAGGCGCCAGC7AGGAGGGGCCGGTCCCC 

45 GGGGCTACCAGGCAGGCACGTGCACATCGCCATCGCCACACBCCAACTCCGCCTGGGTTT 
TACAAAGTCGTTGCCTTAATGCATGTGGACAGGAACTCKCTGAGGTCGCCCCaTGCCCCC 
TGGCTGTGCCAGGTACGGACGCCCTGGACCCTGCGAACAGGTGGGGCGGGCGAGGGGCCC 
AAGGGACGGGCTCCAGAGACACGCGC7VGGGCAGGAGGGGTCTCACGGAGGGGTCTCGCAC 
TGAGGCGCCCAGAGCTGGTGGTCCCGCTGGACGCCATCCCTCTGCCCX3GGATCCACACGG 

50 CCCACGTGTGCCCGCCATGCCCGCGCCCCACGCCATTGCAGTCTTCCATCCTCTGGCCGT 



TGCTCCAAAGAACATTTCATAATGCCTTCAGTACCGACGTACACrrCTGACCATTTTGTA 
TGTGTCCTTGTGCCGTAGTGACCAGGCCTTTTTTTGGTGGATGTGTTACCCCGCACACTT 
CAATCTCAACrrTGTGCACCGTCCATTTTCTAGGGATAGAOSCCCAGGGAATGAACTCTA 
55 GTirTCTARCAGATTAGCTGAGATATTAACTTACTCACACGGACAGGITGATGCCAGAGC 
CGTAAGAATGCGCCAGTGCGGGTITGCGGGGGACTTCGGGTGTGGGGTCCTGCGGCCGCG 
ATGGCCGTGGAAGGTTCTGGGGATCCCTGCTGCCACGGGGACGAGTTCGGACGCCAGGTG 
GACCTGTGCACTCAGTAAAACGCAGTGATTC 

>H_1.0.0_2503 Homo sapiens forkhead box D3 (FOXDS), mRNA cr: 
50 [Human_jongleur_201102.379.C5] [SEQ ID NO: 7] 

GGAGGGATGACCCTCTCCGGCGGCGGCAGCGCCAGCGACATGTCCGGCCAGACGGTGCTG 
ACGGCCGAGGACGTGGACATCGATGTGGTGGGCGAGGGCGACGACGGGCTGGAAGAGAAG 

GACGAGGTGCCCCCGGCGGCACCCCATCACGGACAGCCTCAGCCGCCCCACCAGCAGCCC 
55 CTGACATTGCCCAAGGAGGCGGCCGGAGCCGGGGCCGGACCGGGGGGCX3ACGTGGGCGCG 
CCGGAGGCGGACGGCTGCAAGGGCGGTGTTGGCGGCGAGGAGGGCGGCGCGAGCGGCGGC 
GGGCCTGGCGCGGGCAGCGGTTCGGCGGGAGGCCTGGCCCCGAGCAAGCCCAAGAACAGC 
CTAGTGAAGCCGCCTTACTCGTACATCGCGCTCATCACCATGGCCATCCTGCAGAGCCCG 

70 AGGGAGAAGTTCCCCGCTTGGCAGAACAGCATCCGCCACAACCTCTCACTCAACGACTGC 
TTCGTCAAGATCCCCCGCGAGCCGGGCAACCCGGGCAAGGGCTUiCTACTGGACCCTGGAC 
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CCGCAGTCCGAGGACATGTTCGACAACGGCAGCTTCCTGCGGCGCCGGAAACGCTTCAAG 
CGCCACCAGCAGGAGCACCTGCGCGAGCAGACGGCGCTCATGATGCAGAGCTTCGGCGCT 
TACAGCCTGGCGGCGGCGGCCGGCGCCGCGGGACCCTACGGCCGCCCCTACGGCCTGCAC 
CCTGCGGCGGCGGCCGGTGCCTATTCGCACCCGGCAGCGGCGGCGGCCGCGGCTGCTGCG 



CCGCTGCTGCCCTOSGGCGAGCTGGGCCGCAAAGCGGCCGCCTTCGGCTCACAGCTCGGC 
CCGGGCCTGCAGCTGC3«3CTCAATAGCCTGGGCGCCGCCGCGGCCGCTGCGGGCACAGCG 
GGCGCCGCGGGCACCRCCGCGTCGCTCATCRAGTCCGAGCCAAGCGCGCGGCCGTCGTTC 



CGGACGACTGCCACCATCGCGCCCATTCTTAGCGTGCCaCTCTCCGGACAGTTTCTGCAG 
>H_1.0.0_20776 Homo sapiens rhotekin (RTKN) , niRNA cr; gi-19526470/// 
[Human ] ongleur_201102. 9437. CI] [SEQ ID NO: 8] 

GGAAAATTTGTCACAGCAGCCAGAGGGGTTTAACAGGAGTGCAGAGGGATAAGGGCAGCT i 

TCTGCCCTCTGCCCAAGAGCTGGCCACCTCTTTAAAGACTGAGGGAACAGTGGGAGGAGG 

AACTGTGGGACAGTGTGGTACCTATCTGTCCCCCCTCTGGAGGGGTTGACAAGGGAAAGG 

GCACCGGGGGGCACAGAGATGCAGGACAGATTGCACATCCTCGAGGACCTGAATATGCTC 

TACATTCXSGCAGATGGCACTCAGCCTGGAGGACACGGAGTTGCAGAGGAAGCTAGACTAT 

GCTCTGGAGGCCaCCAAGAGCCTGCTAGTGTGCAACAGCCGCATCCTCAGCTACRTGGGC 
GAGCTGCAGCGGCGCSUUSGAGGCGCAGGTGCTGGGGAAGACAAGCCXSGCGGCCTTCTGAC 

ATTCCACTCATGTGGAAGGACACAGARTATTTCAAGAACAAAGGTGACTTGCACXX3CTGG 
GCTGTGTTCCTGCTGCTGCAGCTGGGGGAACACATCCAGGACACAGAGATGATCCTAGTG 
GACAGGACCCTCACAGACATCTCCTTTCAGAGCAATGTGCTCTTCGCTGAGGCGGGGCCA 

GGCGGCCCCAAGAGGCTTGCCACCAAACTCAGCAGCTCCCTGGGCCGCTCCTCAGGGAGG 
CGTGTCCGGGCATCGCTGGACAGTGCTGGGGGTTCAGGGAGCAGTCCCATCTTGCTCCCC 
ACCCCAGTTGTTGGTGGTCCTCGTTACCACCTCTTGGCTCACACCACACTCACCCTGGCA 
GCAGTGCAAGATGGATTCCGCACACATGACCTCACCCTTGCCAGTCATGAGGAGAACCCT 

ACTCAGCCCACTGCAAGTGGTACCCTCAGGGTGCAGCAAGCTGGGGAGATGCAGAACTGG 

GCACAAGTGCATGGAGTOCTGAAAGGCACAAACCTCTTCTGTTACCX3GCAACCTGAGGAT 

GCAGACACTGGGGAAGAGCCGCTGCTTACTATTGCTGTCAACAAGGAGACTCGAGTCCGG 

GCAGGGGAGCTGGACCAGGCTCTAGGACGGCCCTTCACCCTAAGCATCAGTAACCAGTAT 

GGGGATGATGAGGTGACACACACCCTTCAGACAGAAAGTCGGGAAGCACTGCAGAGCTGG 

ATGGAGGCTCTGTGaCAGCTTTTCTTTGACATGAGCCAATGGAAGCAGTGCTGTGAIGAA 

ATCATGAAAATTGAAACTCCTGCTCCCCGGAAACCACCCCAAGCACTGGCAAAGCAGGGG 

TCCTTGTACCATGAGATGGCTATTGAGCCGCTGGATGACATCGCAGCGGTGACAGACATC • 

CTGACCCAGCGGGAGGGCGCAAGGCTGGAGACACCCCCACCCTGGCTGGCAATGTTTACA 

GACCAGCCTGCCCTGCCTAACCCCTGCTCGCCTGCCTCAGTGGCCCCAGCCCCAGACTGG 

CACTCCCCTAGGGCTCGCTCGGTTGCCCCCCTCCCACCTGAGOSATCCCCACGGACCAGA 
GGCCTCTGCAGCAAAGGCCAACCTCGCACTTGGCTCCAGTCACCAGTGTGAGAGAGAAAG 
GTGCTGGCATAGGATCTGCCEAGAAGAGAAAATGACCCATGCGCAGTTGGGCTCTGGATA 
CGGCXSCTGTCTATAGCAAGTTGGCCAGTCTGGCCTCCTG'ITCCTCroCTGGACCTGGGGT 
AGGCTGCAGGGGTGGGCAGAAGCCCCTCTTAAATTGTGGTTGCCATGGTACCGAGGGACT 
CATTCCTGGGGCTCGCTGGGACCTCCCTAAACCCTTCCTGGAAGAAAACTGGAACCAACT 
CTGCCCTACCTCCCTGCACTRACCAGCTTTGAGGATGGCACTGAAGAACCCTTGGAGCAA 
ACATACCTCCCTTGTGACTCCCACATCAACCATTAAAGTTATTTAACAGC 

>M_1.0.0_73 67 Mus musculus interleukin 3 receptor, alpha chain (IlSra), mRNA cri gi-6S80428/// 
[Mouse_jongleur_201102.3747.Cl] [SEQ ID NO; 9] 

GCCGTGGGCGCCACTCAGGAACCAGAAGCATCGTGAAGGGGTCGGGATCAGGAGGTGGAG 
TCCGCTTGCGCCCCGGCCCCGCCCCTCACGCCCCGGCCCCGCCCCCAGGCCTCCGAGGCT 

CCACTCTTCAGATCTGGCTGCGGTCCGTGAGGCTCCACCCACTGCTGTGACCAC3GCCCAT 
CCAGAACCTGCATATCGACCCCGCCCACTACACACTGAGCTGGGACCCCGCCCCOGGCGC 
TGACATCACGACAGGGGCTTl 



TGTGCGGCTCGGTCCTGCCCACAACCGCGAGTGTCCACACTACCACAGCCTTGATGTCAA 
CACCGCIGGCCCCGCCCCTCATGGTGGCCATGAAGGCTGCACCCTTGACCTCGACACTGT 
CCTTGGCTCCACCCCCAACAGCCCTGACCTTGTCCCCCAGGTCACCATCACCGTCAACGG 
CAGTGGCCGCGCTGGCCCCGTGCCCTGCATGGACAACACTGTGGACCTGCAGCGCGCAGA 
GGTCCTGGCCCCGCCCACGTTGACAGTGGAGTGCAACGGCTCTGAGGCCCATGCCCGATG 
GGTCGCGCGGAACAGATTCCACCATGGCCTCCTTGGGTACACCCTGCAGGTCAACCAGAG 

TGGTGCCATCTCCTTCCGGGTCAAGTCGAGGTCAGAGGTTTACCCTCGGAAGCTCAGCAG 
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CTGGAGCGAAGCCTGGGGCCTCGTCTGCCCCCCAGflGGTGATGCCTGTGAAGACAGCCTT 




GGCAGGGGAGATGGTCXSTGTGGGAACCAGCTCTTGAAGACTGCGAGGTGACGCCTGTGAC 
5 AGACGCCTGAGAACTGTGTGGGGGCTGGGGCATAGGGAGCGGTGGGCGGGGTCAATAAAG 
TGCGTGGATTCCTG 

>H_1.0.0_2548a Homo sapiens snail 2 (SNAI2), raRNA cr: gi-24497625/// 
[Human_jongleur_201102 .12116. CI] [SEQ ID NO; 10] 
AGTTCGTAAAGGAGCCX3GGTGACTTCAGAGGCGCCX3GCCCGTCCGTCTGCCGCACCTGAG 
10 CACGGCCCCTGCCCGAGCCTGGCCCGCCGCGATGCTGTAGGGACCX3CCGTGTCCTCCCX3C 

TGGTCAAGAAGCATTTCAACGCCTCCAAAAAGCCAAACTACAGCGAACTGGACACACATA 
CAGTGATTATTTCCCCGTATCTCTATGAGAGTTACTCCATGCCTGTCATACCACAACCAG 
AGATCCTCAGCTCAGGAGCATACAGCCCCaTCACTGTGTGGACTACCGCTGCTCCATTCC 
15 ACGCCCaGCTAC(XJ\ATGGCCTCTCTCCTCTTTCCGGATACTCCTCATCTTTGGGGCGAG 



AAT^GTTTCAGTGCAATTTATGCAATAAGACCTATTCAACTTTTTCTGGGCTGGCCAAAC 

ATAAGCAGCTGCACTGCGATGCCCAGTCTAGAAAATCTTTCAGCTGT?AATACTGTGACA 
20 AGGAATATGTGAGCCTGGGCGCCCTGAAGATGCATATTCGGACCCACaCATTACCTTGTG 

TTTGCAAGATCTGCGGCAAGGCGTTTTCCAGACCCTGGTTGCTTCAAGGACACAITAGAA 

CTCACACGGGGGAGAAGCCTTTTTCTTGCCCTCACTGCAACAGAGCATTTGCAGACAGGT 

CAAATCTGAGGGCTCATCTGCAGRCCCATTCTGATGTAAAGAAATACCAGTGCaAAAACT 

GCTCCAAAACCTTCTCCAGAATGTCTCTCCTGCACAAACATGAGGAATCTGGCTGCTGTG 
25 TAGCACACTGAGTGACGCAATCAATGTTTACTCGAACAGAATGCATTTCTTCACTCCGAA 

GCCAAATGACAAATAAAGTCCAAftGGCATTTTCTCCTGTGCTGACCAACCAAATAATATG 

TATAGACACACACACaTATGCACACACAC3lCACACACACCCACAGAGAGAGAGCTGCAAG 

AGCATGGAATTCATGTGTTTAAAGATAATCCTTTCCATGTGAAGTTTAAAATTACTATAT 

ATTTGCTGATGGCTAGATTGAGAGAATAAAAGACAGTAACCTTTCTCTTCAAAGATAAAA 
30 TGAAAAGCACATTGCATCTTTTCTTCCTRAAAAAATGCAAAGATTTACATTGCTGCCAAA 

TCATTTCAACTGAAAAGAACAGTATTGCTTTGTAATAGAGTCTGTAATAGGATTTCCCAT 

AGGAAGAGATCTGCCAGACGCGAACTCAGGTGCCTTAAAAAGTATTCCAAGTTTACTCCA 

TTACATGTCGGTTGTCTGGTTGCCATTGTTGAACTAAAGCCTTTTTTTGATTACCTGTAG 

TGCTTTAAAGTATATTTTTAAAAGGGAGGAAAAAAATAACAAGAACAAAACACAGGAGAA 
35 TGTATTAAAAGTATTTTTGTTTTGTTTTGTTTTTGCCAATTAACAGTATGTGCCTTGGGG 

GAGGAGGGAAAGATTAGCTTTGAACATTCCTGGCGCATGCTCCATTCTCTTACTATITTA 

AAACATTTTftATAATTTTTGAAAATTAATTAAAGATGGGAATAAGTGCAAAftGAGGATTC 

TTACAAATTCATTAATGTACTTAAACTATTTCAAATGCATACCACAAATGCAATAATACA 

ATACCCCTTCCAAGTGCCTTTTTAAATTGTATAGTTGATGAGTCAATGTAAATTTGTGTT 
40 TATTTTTATATGATTGAATGAGTTCTGTATGAAACTGAGATGTTGTCTATAGCTATGTCT 

ATAAACAACCTGAAGACTTGTGAAATCSiATGTTTCTTTTTTAAaAASCAATTTTCAaGTT 

TTTTTTACAATAAACAGTTTTGATTTAAAATCTCGTTTGTATACTATTTTCKGAGACTTT 

ACTTGCTTCATGATTAGTACCAAACCACTGTACAAAGAATTGTTTGTTAACAAGAAAAAA 

A 

45 >H_1.0.0_1367 Homo sapiens PDGFA associated protein 1 (PDAPl) , triRNA cr: gi-7657440/// 
[Human_jongleur_201102.56.C12SS] [SEQ ID NO s 11] 

CGCCGCCGCAGCCGCCGGAGCCGCAATGCCTAAAGGAGGAAGAAAGGGAGGCCACAAAGG 
CCGGGCGAGGCAGTATACAAGCCCTGAGGAGATCGACGCGCAGCTGCAGGCTGAGAAGCA 
50 GAAGGCCAGGGAAGAAGAGGAGCAAAAAGAAGGTGGAGATGGGGCTGCAGGTGACCCCAA 
AAAGGAGARGAAATCTCTAGACTCaGATGflGAGTGAGGATGAAGAaGATGACTACCAGCA 
AAAGCGCAAAGGCGTTEAAGGGCTCATCGACATCGAGAACCCGAACCGGGTGGCACAGAC 
AACCAAAAAGGTCACACAACTGGATCTGGACGGGCCAAAGGAGCTTTCGAGGAGAGAACG 

55 GACAGAGCAAGCCAAGGCTGACCTGGCCCGGCTGGCCATCATCCGGAAACAGCGGGAGGA 

GGCTGCCCGGAAGAAGGAAGAGGAAAGGAAAGCAAAAGACGATGCCACATTGTCAGGAAA 

ACGAATGCAGTCACTCTCCCTGAATAAGTAACTGCGACCCGTGGGAGGAGATGCCGGGGA 

CCTGGGCCGCGCTGCCAGGACCTCTGCTGTGTCTCGCCCACCCTGTGCCCIGGCGCCGCT 

GCAACAGCCCCTCATGGCCAGGAGCCCCCCATGGCCTGGGGCCTCCT CTTCATCTTGGCA 
60 CAGAAATTGTTTGGGGGATGGGGGGGGGGACTGGGGGAGGGGTAGCTGCTATCTTTGAGA 

CAGAAAGATGCAGGACAGCATTTCATATGTAACCATTTGAATGTTTTTGCTGTTTTTAGA 




65 




AGTGCCCATTTTCAGCCCTACCCATTGATCATTTCAAGAAACCTCTGTTTACTGTGTGGC 
ACCCAGGCAAAACATGCTCCACAAATTCAACITGTATATTTGGCAGATTAAACTTGACAT 
TATCGT 
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TCTCCTAACCTCGCTCTCGCGGCCTACCTTTACCCGCCOSCCTGCTCGGCGACCAGAACA 
CCTTCCiCCATGACCaCCTmGCaWffiTTCCCACTTAAATRAAGGCATCAAGCAGGTGTAC 
ATGTCCCTGCCTCAGGGTGAGAAAGTCCAGGCCATGTATATCTGGATCGATGGTACTGGA 
GAAGGACTGCXSCTGCAAGACCCGGACCCTGGACAGTGAGCCCAAGTGTGTGGAAGAGTTG 
CCTGAGTGGAATTTCGATGGCTCTAGTACTTTACAGTCTGAGGGTTCCAACAGTGACATG 
TATCTCGTGCCTGCTGCCATGTTTCGGGACCCCTTCCGTAAGGACCCTAACAAGCTGGTG 
TTATGTGAAGTTTTCAAGTACAATCGAAGGCCTGCAGAGACCAATTTGAGGCACACCTGT 
AAACGGATAATGGACATGGTGAGCAACCAGCACCCCTGGTTTGGCATGGAGCAGGAGTAT 
ACCCTCATGGGGACAGATGGGCACCCCTTTGGTTGGCCTTCCAACGGCTTCCCAGGGCCC 
CAGGGTCCATATTACTGTGGTGTGGGAGCAGACAGAGCCTATGGCAGGGACATCGTGGAG 
GCCCATTACCGGGCCTGCTTGTATGCTGGAGTCAAGATTCCGGGGACTAATGCCGAGGTC 
ATGCCTGCCCAGTGGGAATTTCAGATTGGACCTTGTGAAGGAATCAGCATGGGAGATCAT 
CTCTGGGTGGCCCGTTTCATCTTGCATCGTGTGTGTGAAGACTTTGGAGTGATAGCAACC 
TTTGATCCTAAGCCCATTCCTGGGAACTGGAATGGTGCAGGCTGCCATACCAACTTCAGC 
ACCAAGGCCATGCGGGAGGAGAATGGTCTGAAGTACaTCGAGGAGGCCATTGAGAAACTA 
AGCAAGCGGCACCAGTACCACATCCGTGCCTATGATCCC3UU3GGAGGCCTGGACAATGCC 
CGACSSTCTAACTGGATTCCATGAAACCTCCAACATCAAaSACTTTTCTGCTGGTGTAGCC 
AATCGTAGCGCCAGCATACGCATTCCCCGGACTGTTGGCXaGGAGAAGAAGGGTTACTTT 
GAAGATCGTCGCCCCTCTGCCAACTGC6ACCCCTTTTCGGTGACAGAAGCCCTCATCCGC 
ACGTGTCTTCTCAATGAAACCGGCGATGAGCECTTCCAGTACRAAAATTAAGTGGACTAG 
ACCTCCAGCTGTTGAGCCCCTCCTAGTTCTTCATCCCACTCCAACTCTTCCCCCTCTCCC 
AGTTGTCCCGATTGTAACTCAAAGGGTGGAATATCAAGGTCGTTTTTTTCATTCCATGTG 

CACACCTACCCTCCTTTTTTTCCCTATCACTGAAGCTTTTTAGTGCATTAGTGGGGAGGA 
GGGTGGGGAGACATAACCACTGCTTCCATTTAATGGGGTGCACCTGTCCAATAGGCGTAG 
CTATCCGGACAGAGCACGTTTGCAGAAGGGGGTCTCTTCTTCCAGGTAGCTGAAAGGGGA 
AGACCIGACGTACTCTGGTTAGGTTAGGACTTGCCCTCGTGGTGGAAACTTTTCTTAAAA 
AGTTATAACCAACTTTTCTATTAAAAGTGGGAATTAGGAGAGAAGGTAGGGGTTGGGART 

TGCTCTGAACACGAAGeTTAGTATAAACTGATGGATATCCCTACCTTGAAAGAAGAAAAG 
GTTCTTACTGCTTGGTCCTTGATTTATCACACAAAGCAGAATAGTATTTTTATATTTAAA 
TGTAAAGACAAAAAACTATATGTATGGTTTTGTGGATTATGTGTGTTTTGCTAAAGGAAA 
AAACCATCCAGGTCACGGGGCACCAAATTTGAGACAAATAGTCGGATTAGAAATAAAGCA 
TCTCATTTTGAGTAGAGAGCAAGGGAAGTGGTTCTTAGATGGTGATCTGGGATTAGGCCC 
TCAAGACCCTTTTGGGTTTCTGCCCTGCCCACCCTCTGGAGARGGTGGGCACTGGATTAG 
TTAACAGACAACACGTTACTAGCAGTCACTTGATCTCCGTGGCTTTGGTTTAAAAGACAC 
ACTTGTCCACATAGGTTTAGAGATAAGAGTTGGCTGGTCAACTTGAGCATGTTACTGACA 
GAGGGGGTATTGGGGTTATTTTCTGGTAGGAATAGCATGTCACTAAAGCAGGCCTTTTGA 
TATTAAATTTTTTAAAAAGCAAAATTATAGAAGTTTAGATTTTAATCAAATTTGTAGGGT 
TTCTAGGTAATTTTTACAGAATTGCTTGTTTGCTTCAACTGTCTCCTACCTCTGCTCTTG 
GAGGAGATGGGGACAGGGCTGGAGTCAAAACACTTGTAATTTTGTATCTTGATGTCTTTG 
TTAAGACTGCTGAAGAATTATTTTTTTTCTTTTATAATAAGGAATAAACCCCACCTTTAT 
TCCTTCATTTCaTCTACmTTTTCTGGTTCTTGTGTTGGCTGTGGCAGGCCAGCTGTGGT 
TTTCTITTGCCATGACAACTTCTAATTGCCATGTACAGTATGTTCAAAGTCAAATAACTC 
CTCATTGTAAACAAACTGTGTAACTGCCCAAAGCAGCAOTTATAAATCAGCCTAACATAA 
G 

>H 1.0 
1)~(GC 

GGCACGAGGGAAATCTCTTGATTCCTAGTCTCTCGATATGGCACCTCCGTCAGTCTTTCC 
TCCGGACCCCCGCAAGGTCAACCTGGGAGTGGGAGCATATCGCACGGATGACTGCCATCC 



TCACGAGTATCTGCCAATCCTGGGCCTGGCTGAGTTCCGGAGCTGTGCTTCTCX3TCTTGC 
CCTTGGGGATGACAGCCCAGCACTCAAGGAGAAGCGGGTAGGAGGTGTGCAATCTTTGGG 
GGGAACAGGTGCACTTCGAATTGGAGCTGATTTCTTAGCGCGTTGGTACAATSGAACAAA 
CAACAAGAACACACCTGTCTATGTGTCCTCACCAACCTGGGAGAATCACAATGCTGTGTT 
TT(XX3CTGCTGGTTTTAAAGACATTCGGTCCTATCGCTACTGGGATGCAGAGAAGAGAGG 
ATTGGACCTCCAGGGCTTCCTGAATGATCTGGAGAATGCTCCTGAGTTCTCCATTGTTGT 
CCTCCACGCCTGTGCACACAACCCAACTGGGATTGACCCAACTCCGGAGCAGTGGAAGCA 
CTCTTTGACTCAGCCTATCAGGG 



CGGGAATCTGACTGTGGTTGGAAAAGAACCTGAGAGCaTCCTGCAAG'I'CCTTTCCCAGAT 
GGAGAAGATCGTGCGGATTACTTGGTCCAATCCCCCCKCCCAGGGAGCACGAATTGTGGC 
CAGCACCCTCTCTAACCCTGAGCTCTTTGAGGAATGGACAGGTAATGTGAAGACaATGGC 
TGACCGGATTCTGACCATGAGATCTGAACTCAGGGCACGACTAGAAGCCCTCAAAACCCC 
TGGGACCTGGAACmCATOiCTGATCftAATTGGCATGTTCAGCTTCACTGGGTTGAACCC 
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CAAGCAGGTTGAGTATCTGGTCAATGAAAAGCACATCTACCTGCTGCCAAGTGGTCGAAT 
CAACGTGAGTGGCTTAACCACCAAAAATCTAGATTACGTGGCCACCTCCATCCATGAAGC 
AGTCACCAAAATCCAGTGAAGAAACACCACCCGTCCAGTACCACCAAAGTftGTTCTCTGT 
CATGTGTGTTCCCIGCCTGCACAAACCTACATGTACATACCATGGRTTAGRGACACTTGC 
5 AGGACTGAAAGCTGCTCTGGTGAGGCAGCCTCTGTTTAAACCGGCCCCAC3VTGAAGAGAA 
CATCCCTTGAGAOGAATTTGGAGACTGGGATTAGAGCCTTTGGAGGTCAAAGCSiAATTflA 
GRTTTTTATTTAAGaATAAAAGAGTACTTTGATCATGAGACATAGGTATCTTGTCCCTCT 
CACTAAaAAGGAGTGTTGTGTGTGGCGGCCACGTGCTTCTATGTGGTGTTTGACTCTGTA 
CAAATTCTAGTCCCaAAGATCAAGTTGTCTGAAGGAGCCAAAGTGTGAATGTGGGTGTCG 



TAATCATGACATGCACGGACaCGTACATATTTAACTGAAACAAGTTTTACCAAACAGTAT 

TTACTCGTGATGTGCGTRGTGOiTTCTGATATTTTTGAGCCATTCTATTGTGTTCTACTT 

CACCTAANAAAATANAATAAAAATGTTGATC 
15 >H_1.0.0_58926 Homo sapiens cDNA FLJ34227 fia, clone FCBBF302509a si: gi-21749942/// 
[Human_]ongleur_201102.cl. 16700. singlet] [SEQ ID NO: 14] 

AGAACATCCGCGTGGTTCGTTGTGGCGGCAGCGAGTTGAACTTTAGGAGAGCTGTGTTCT 

CTGCAGATTCTAAGTATATCTTCTGTGTCTCTGGAGACTTTGTTAAAGTTTACAGCACAG 

TTACAGAAGAGTGTGTACACATACTGCATGGACftCAGAAATCTGGTGACTGGAATCCAGC 
20 TTAACCCCAACAACCATCTACAGGTTCCCTTACATGCATTGCGAATATCCAAAAGAGCTG 

TATTCTTGTTCCCTTGATGGCACSiATTAftACTGTGGGACTATATAGATGGCATCTTAATA 

AAGACTTTC3\TAGTTGGATGTAAACTTCATGCCCTCTTTACTCTTGCCCAAGCTCAGGAT 

TCTGTCTTTGTTATAGTGAATAAAGAAAAACCAGATATATTTCAGCTGGTTTCAGTGAAA 

CTGCCAAAATCCTCAAGCCAGGAAGTAGAAGCCRAGGAGCTGTCCTTTGTTTTGGATTAC 
25 ATAAACCAGTCACCCAAGTGCATTGCCTTTGGAAACGAGGGAGTATATGTTGCTGCAGTA 

CGGGAATTTTACTTGTCTGTTTATTTTTTCAAAAAGAAAAC3UVCATCAAGGTTTACTTTA 

TCATCATCAAGAAATAAGAAGCATGCTAAAAACAATTTTACGTGTGTAGCATGTCACCCA 

ACGGAAGACTGCATCGCATCTGGTCACATGGATGGCAAAATTCGTCTTTGGAGGAATTTT 

TATGATGATAAGAAATATACGTACACATGTTTACATTGGCACCATGATATGGTTATGGAT. 
30 TTGGCTTTTTCAGTGACAGGCACCAGTCTGCTGAGTGGCGGTCGTGAATCTGTACTTOTA 

GAGTGGCX3CGATGCARCAGAGAAGAATAAGGAGTTTCTCCCGCGTTTAGGAGCTACTATT 

GAACATATCTCAGTCTCGCCTGCAGGAGATTTATTCTGCACTTCTCaCTCTGATAATAAG 

ATftATAATTATTCACKGAAACCTTGAAGCATCCGCAGTAATTCAAGGCCTAGTGRAAGAT. 

AGGAGTATCTTCACTG9TTTGATGATTGATCCAflGAACTAAAGCTTTGGTTTTGAATGGA 
3 5 AAACCTGGCCACCTGCAGTTTTATTCTCTCCAGAGTGATAAACAGTTATACAATTTAGAT 

ATTATACAGCAAGAATATATTAATGATTATGGTCTGATCCAAATTGAACTAACAAAGGCT 

GCATTTGGCTGCTTTGGTAACTGGCTTGCAACAGTGGAACAGCGGCRAGAAAAGGAAACT 

GAGCTTGAATTGCAAATGAAACTGTGGATGTATAATAAGAAAACACAAGGGTTTRTTCTT 

AACACTAAAATTAACATGCCACACGAAGACTGCATTACAGCTCTCTGTTTCTGTAATGCA 
40 GAAAAATCTGAACAGCCCACCTTGGTTACAGCTAGCAAAGATGGTTACTTC3U«GTATGG 

ATATTAACAGATGACTCTGACATATACAAAAAAGCTGTTGGCTGGACCTGTGACTTTGTT 

GGTAGTTATCACAAGTATCAAGCAACTAACTGTTGTTTCTCTGAAGATGGTTCTTTACTA 

GCAGTTAGTTTTGAGGAAATAGTCACAATATGGGATTCTGTAACATGGGAACTTAAATCT 

ACATTTTGCCAACGAGCTGGGAAAATAAGGCACCTTTGCTTTGGGAGATTGACGTGTTCA 
45 AAGTATCTACTTGGTGCTACTGAAAATGGCATTCTTTGCTGTTGGAATCTGCTGSGCTGT 

GCATTGGAGTGGAATGCAAAATTAAATGTTAGAGTTATGGAACCCGATCCTAATTCAGAG 

AATATTGCTGCAATCTCTCAGTCTTCAGTGGGTTCAGACTTGTTTGTATTTAAACCTAGT 

GAGCCAAGGCCATTGTATAITCAAAAGGGTATCTCCAGAGAGAAAGTCCAGTGGGGAGTG 

TTTGTTCCACGAGATGTCCCTGAATCCTTCACCTCAGAAGCTTACCAGTGGCTAftATAGA 
50 TCCCAGTTTTACTTCCTAACAAAATCACAGAGTTTATTGACATTCAGTACAAAGTCTCCA 

GAAGAAAAACTCACACCAACAAGCAAACAGCTGCTAGCAGAAGAAAGTCTTCCCACAACC 

CCATTTTATTTCATATTGGGAAAACACAGGCAACAGCAGGATGAAAAACTAAACGAAACT 

TTAGAGAATGAGCTGGTACAACTACCCTTAACAGAAAACATACCCGCAATTAGTGAGCTT 

CTTCACACTCCAGCCCATGTCCTGCCATCTGCTGCTTTCCTGTGCTCCATGTTTGTAAAT 
55 TCATTGCTGCTGTCTAAAGAGACTAAGAGTGCTAAGGAAATTCCTGAAGATGTAGATATG 

GAAGAAGAAAAAGAAAGTGAAGATTCAGATGAAGAAAATGATTTTACCGAAAAAGTCCAG 

GATACAAGTAACACAGGTTTAGGAGAAGACATTATACATCAGTTGTCaAAATCTGAAGAA 

AAAGAACTGAGAAAATTTAGGAAAATAGACTACAGCTGGATAGCTGCCCTTTAAGCCTTG 

GAGATGGGGAGGATCCTTGGACTTTGTGTTTTTGATTGTATGTTGATATTCTAAAAACAT 
60 CTATTTTAATGTTATTTCTGTTCTaGAAATAAGATARTAAATATTAACAAACTTTOCITT 

>gi|2350127|gb|AAS75501.l|AA575501 vl94c0a.rl Knowles Solter mouse blastocyst Bl Mus musculus cDNA 
clone IMAGE .-988334 5', mRNA sequence [SEQ ID NO: 15] 
ATTAACAGACTGTATGTGACTAGGTTCTGTTTTTTCTTTCTGATTCCAATCTGGAATGGT 
65 TTTAATTAAAAAATATCTTGGTTACTTGAAATTGAGATGGCTGCCCAGGAAGTGAGGCTT 
TTAGAAATGGAAAGGACTTCTTTTTGCCTTTCACTTTTTCACX3ACGTAACAGTTGTAAGC 
TGCATAAATGTTAGCCTTATAAAAGTTAAAGCAGTTGTTGCACTGAGGTTACAATTGACT 
TTTGACCTAACTGATATAAAAATCAAGTGTGGGGGTTGGGGATTTAGCTCAGTCGTAAAG 
TGCTTGCCTAGC 

70 >M_1.0.0_53089 vul3h03.xl Mus musculus cDNA, 3" end as: gi-4S023ia/// /clone=IMAGE : 11805S5 

/clane_end=3 • /gb=AI593270 /gi=4602318 /ug=Mm. 71891 /aen=546 [gnl | UGiMm#S746181] [SEQ ID NO: IS] 
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TTTGGGCAACTCCTCTTTAATTATTCTTTCGGAGACAAATTCTTCCACCAAAGCCAAGAG 
TTCTGGGTCTTCCCAATGTAGCCATGGCTCGCCTGCAATTTACTATGTAAATCAGGCTGG 
CCTTGGACTCNAANAGATTCTCTGGTCTGTGCTGTGATTAAAGACTTGTTATACCATACC 
CAGCCCCAAATGCTACTGAAAGTCTCCTGTAGCCTAGGCTAGCCTCAAACTCCCTATGTA 
5 GCAGAGGATAGCCTTGAATTTGTGAATGCTTTGAGCCCAATACCCCAAGGTCCAACTTAG 
TTCCCCCTTCAG(3GTAAGGGTATGATTGGTCTGTTGGCCTCTflAGCTACTTTGTTTTCTG 
GAAATTGTGTTGGATGCATAGAACATCATTACATCCCTGTGAGCAAATATCCTGGGGTTT 
AGGACTGACCTCACTGCn3TAATTCTACCGGACATTCTAATTGAAGAGCCT^INN^INN^^ 

10 mmm 

>H_1.0.0_48153 Homo sapiens cyclic AMP- regulated phosphoprotein mRNA, complete cds si: gi-6563225/// 

[Human_jongleur_201102.cl. 5922, singlet] [SEQ ID NOi 17] 

GTGATTTGCTGGAATTGTCATTAGTGTTGACGATGTGTCACACTGTGTAAGGGAATCGCA 

TGGAGATGGGCATTCCGAACTGTTAATGGGGACATGGGACTCCAGTTGTCTCTGATCACT 
15 TGTGTGGATTTTCCTGGCGTAGAACGACAGAAGCCGCTAGTAAGTCGCCAAGACCTACAG 

CAGGAATTCTGCACCAAAGGGCATAAAATCTTGTTATTTTAATTTGCATCTGGGAGAATG 

TCTGAGCAAGGAGACCTGAATCAGGCAATAGCAGAGGAAGGAGaGACTQAGCAGGAGACG 

GCCACTCCAGAGARCGGCATTGTTAAATCAGAAAGTCTGGATGAAGAGGAGAAACTGGAA 

CTGCAGAGGCGGCrGGAGGCTCAGAATCAflGAAAiSAAGAAAATCCAAGTCflGGAGCAGGA 
20 AAAGGTAAACTGACTCXSCAGCCTTGCTGTCTGTGAGGAATCTTCTGCCAGACCAGGAGGT 

GAAaGTCTTCaGGATCaGACTCTCTGaAARCTGCARGCCTCTCTTTGGATTGGCTGAGGA 

GTGGTGGGAGCAGGGGGTTGATAGAAAACftTCCAGACACACATATAAGCAAGTGGCCGTG 

CTACCTTTTTAGAGAATAAAGAAACaGACTTTTGAGTTTATATGCAATGCCTTCATTAGG 

TACCACCGGCACTTACSiAAATGTGCGGACTGAATCCCAGAGAACACTGGCAGATGTATAC 
25 AGTATATGGATTGTATCGCTTCCCCAATGTTTGTAAATTCACAGTRTTTGGAAAACTGCC • 

TTCATTTTCCAGTGTGGGAAAAACTCTTGCTACCTGTATTACTTGATCTCAGACCCATAC 

CTGATGGTTCAGTCTGTCCTTAAGTTAAAAGAATTTTGCTTTTCTAATGTTATACTATTT 

ACCTGTCAGTGTATTACTGCAACTTGAATCACTCTTTTACTGTTGTTGGATATAAACTTA 

TCCTGTACCAATGTATTTATTAACACTTGTATTTTATTATTGAGCATATCAATAAAAATA 
30 TTNNNNNNiraNNNNNNNNNNNNNNNNNN 

>H_1.0.0_25158 Homo sapiens neodin homolog (mouse) (NDN) , mRNA or: gi-10800414/// 

[Human_iongleur_201102. 11950. CI] [SEQ ID NO; 18] 

AAGCTTAAGAGTCCTGTTGGAGGGACTGGTGTGGTAATGGCTCTGCCAAAaGTGTTATGT 

GCGTGCAAACCCAftAGRSAGAAAGCACAGAAAACCTTTCAaCATCAACCTGCTTGflGGftA 

35 aaataaagtgggaaaagatacatactcacagtgaggactctagacatgtcragacftattt 
ttaaatatgcttttggcttcgagtggcaataactagattcaagacagcatatttaagaag 
ctgctgatgagaagaaacccgggaagagctgaaggaccacatcagcccagaccaaggatg 
ctgaagcagcattaaggtccctggtttcagatgctcaggcaatgaccctttttttcatgg 

40 aaaacagggttacctatgtttcccctgctaccctttggtcatctcagagacactaccaga 

acgtggaggactcagtagcttcagagagggtcctgagagaaggtgaattgaagaatgagg 
gtgctgggcagagggaaaagacattatcatgcaagtttgtgctaaaagatatagcaatcc 
ttctgctatggactaagtatggaaaaaaataaaatggaatcaaagttaccx:aaaggaatt 
45 gtaaaacccaaatttatgcccgttaaagcattaatgatgctctaagtccactgcctactt 

AAAAAGTTCaTAGTTCacATGGGTTTGATflGGAAATTftCCTTTAACGACACACTGCATTT 

ccccttttcttatagcctatctgatttggtagggagtcgatcattttttattggaatttc 

tcaggattccaacctcagacatccacrrtacagtttacacattttcttggacaagcccha 

ctgttcctctcactggttcgcataaagctcatgtttacaargccgcccagacctttctct 
50 gggactctcatatttaacttaattctggatatacccaggtaagcgtttcccaagaaactt 

gaccccaacatcccaaaaacttaaggtatctttcccttaaactggccccttctccagtac 

gcatccatctcacttctctcctgccctagatcttctcagcccaftacaggaaaccccggga 

tcgctctcccagcaggtgaagcctcgccatggaccctccccgtcggggccccgcgctgcc 

ccgcccgcccccagccgctggccaaggccgcggtcecgcaggcgcagtgccgcgtcccgc 
55 cgccgccccgccctgcccgtcgctgcggaaggcgctgcgcgcagcaacx3cgcacttcctc 

tccaggaatccgcggagggagcgcaggctcgaagagctcctggacgcagaggccctgccc 

ttgccagacggcgcagacatgtcagaacaaagtaaggatctgagcgaccctaactttgca 

gccgaggcccccaactccgaggtgcacagcagccctggggtttcggagggggttcctceg 

tccgcgaccctggcagagccgcagagcx:ctcctctaggcccgacggccgctccgcaggcc 
60 gcgccgcctccccaggccccgaacgacx3agggcgacccgaaggccctgcagcaggctgcg 

gaggagggccgcgcccaccaggccccgagcgcggcccagccgggcccggca0cx3ccagcc 

ccggcgcagctggtgcagaaggcgcacx3agctcatgtggtacgtgctggtcaaggaccag 

aagaagatgatcatctggtttccagacatggtgaaagatgtcatcggcagctacaagaag 

tggtgcaggagcatcctccggcgcaccagcctcatcctcgccggggtgttcgggctgcac 
65 ctgaggctaaccagcctgcacaccatggagtttccgctggtcaaagcgctggagcccgag 

gagctggacagggiggcgctgagcaaccgcatgcccatgacaggcctcctgctcatcatc 

ctgagcctcatctacgtgaagggccgcggcgccagagagagcgccgtctggaacgtgctg 

cgcatcctggggctgcggccctggaagaagcactccaccttcggggacgtgcggaagctc 

atcactgaggagttogtccaaatgaattacctgaagtaccagcgcgtcccatacgtggag 
70 ccgcccgaatacgagttcttttggggctcccgggccagccgcgaaatcaccaagatgcaa 

atcatggagttcctggccagggtctttaagaaagacccccaggcctggccctcccgatac 



14/349 



1 [l!je>'/^:/yv'GG30S8201.s^] 



WO U3/058201 PCT/US02/41825 



TTCACGTGTAACTTTTAAGTTTTCAGTACAGTGCTTTTATACCTTTARTGCARTGTTGTA 
TTCATTTGGGTACTATTGTGTAGTATTTAGGATGTATGCATGTTTGTTTATATGTAAGCT 
TGGTTGGTGCTTTCGCTTTTGTGCTACCTTTCTTGGATTTTTGTACCAGAGATGTGCTAA 
ACTGATGAAATACATTGAGAAAGTTTCCATCTTATTCTTTTATATGGGACTGATGATGTG 
TGTTGGGGTAGACTGCTCCTGCAGAGTTTGGAAGAAGTCACCAGCAAAGCCGGCCTAACC 
AAGAARAGTCAAGGCCCTTCATGACCTTGCTGGGCACAGAAAACaCCCTCGTGGAGTACA 
CTAATTTGAACrGGACTGGTCTCAGTGTGAGCACTTGGCACACTTTACTAAACACaTATA 
CAflCCCXyiCCGTGAGTCAACTTTAaAGTAAACATTAAAGATTCTTGTGATACAATCATTT 
TTGGARAAGTGTACTTTATCATTTTAACAAAGCAGTATGGTTGGGAATGAGACAATTCTC 
TATTTTACAGTGTATACAGATACAACTATTTCCCCTAATaGGGTGGGAAAAATCGCTACT 
CATGATTACTCCTAAATTTGTGAAGTTTATAGTTCTATTGTCTTTAAATGTAACTCATGT 
TTATTTCAAAAACATTCACAAATATAGAAAAGTATACAAAACAAAACAGTAAGATTGTCT 
GTAATCACATCATATGCGAATAAAAAACAAAAATAATTTCCTTCCCTTAAGTITCTACAT 
TTTAT 

>H_1.0.0_1784 8 Homo sapiens hypothetical gene BC00a9S7 (BC0089S7) , 
[Human_iongleur_201102.7844.C2] [SEQ ID NO: 19] 
GTGCATCCCTGCCCCTTCTGGGTACCCGTAGGCGCTCCCGGGCGCTGGCGGCGGCGGAGG 

CTCCCTGCAGCCCGCAACGGGAATGGAGTAAAGGGAGACCCGTCGACCTGGCCACGGGGA 
TCAGCGATGGAATTAAAGCAATCTTTGTCCACCCATCTGGAAGCCGAGAAGCCTCTGAGG 

GACATCATCTCCATGGCGGAGACAACCATGATGCCASAGGAGATTGAGCTGGAGATGGCA 

GATGACATCCAGCTCTGCAAGGACATCATGGACTTGAAGCAGGAGCTGCAGAACTTGGTC 

GCCATCCCAGAAAAAGAAAAAACCAAACTGCAGAAGCAGAGAGAGGATGAGCTAATCCAG 
AAGATCCACAAACTGGTGCAGAAGAGAGACTTCCTGGTGGACGATGCGGAGGTCGAGCGG 
TTAAGGGAGCAAGAAGAAGACAAGGAAATGGCTGATTTCCTGAGAATCAAGTTAAAACCT 

CCTAGCSVAGCCCACGGTGGCCAAGACGGGGCTGGCACTGATCAAGGATTGTTGCGGGGCC 
ACCCAGTGCAACATCATGTAGCCCCCACGTGGGGTGCCCTGGGCCATGGGGACCCCCCCC 
CCACCCTCTTGTCTTTWAGCCCCCATTTCACaSGGGCCCAAGAGCTCTCCAAGGCAGAA 
GGGGTTGAAGGCAAGCCCGTGACTGTCACCAGAGGCCATGGGCACGGCAGGCGGGCCTGG 
CCACCCTGTACAGAGTGTAGCAGTAGGGAGTCTCTCaCCGTOSCATGGTCrTCCCCAGAG 
CATGCCGAACCCAGGAGTCTGTCTCACTGTTTATCCAAACACCAGGAftSGGTCCTCCCTC 
AAAAAAGCATATCTCCACTTCTCTCTAGCTGTATCTAACCCACCETGTGAATGAACTGGG 
AGAGGGGCATGCTCCCCAGCTGTGTGTAGTCGTGACTTCTCAACSU^TCTAGCACCATGTC 
GGACACXSTTCCCCATCCACCCTCCTAGCTCTGCTCTCAGAGCTAGGCACATGGGCACAGG 

GTCTCTCGGGCACCACCCATATAGCAGTCCCAGAGGGCCCATCTGTAAAGATCGAGCTTG 



GACTGGCATGGATCCAGTGTGCAGAAGAGCCAGCAGGGAACCGGAAGCTCTGATGTCAAG 
GCCAGAGCKGTTGAGAATGGGACCCAGAGTAGATGCTGACCTGGGCACTCCACCATTCCG 
GGGCACCACAGAGATGCCAGCAGGATGCCACTTTGCCAGCCCGACACaCGGACCTTTGTA 
AAGAACAGCAACAGGCAGGAGAGGCAGCGTGTGACCAGATTGTGTCCCGTCATTGGGTGG 
CATATGTTAACTAGCTGCCAAACAACTTCAACCCGTGTAATTCATGTACATTTGCAACAG 
CCAGCCCGGTACAGCCTGTGTGACTTCTCTGTATGTGTGTGTGTGTCGTGACCAGCCTAA 
GTAGTTAGCATAACTCAAGATGCTGATGTGCAGTCACCCATCAGAGAAAATAAAAATGGA 
AACCACGTTCACAGCATTTTAAAAGTTTTTACTTTTTTTCTTGATTATGGAAGTAATCCA 
TGTACATAGTAAATCATTTTAAAAGTACAAAAAGTATGAAGAAGTTTGTCTT 

>H_1.0.0_1S06S Homo sapiens f asciculation and elongation protein zeta 1 (zygin I) (FE21) , 
• -, raRNA cr: gi-17105402/// [Hunian_jongleur_201102 . 6883 . C2] [SEQ ID NO: 20] 



TCCGGCTGAGCCCCGGGATCCGCCTCCCTCCGCCAGGACCCGCACAGATAAACTCATCCT 
GAAAGTCGCTGTTGTTCTCCTGCTGAGCAAGAATGGAGGCCCCACTGGTGAGTCTGGATG 



TCGGAACTACAACGCCAAGACCGAGAfiCCTAGCTCCCGTGAAGAACC 
AGTTACAGATCCAAGAGGAGGAGGAGACCCTTCAGGACGAGGAGGTTTGGGATGCTCTGA 
CAGACAATTACATCCCTTCACTCTCAGAAGACTGGAGGGATCCAAACaTCGAGGCTCTGA 
ATGGCAACTGCTCTGACACTGAGATCCATGAGAAAGAAGAGGAAGAGTTCAATGAGAR6A 
GTGAAAATGATTCCGGTATCAACGAGGAGCCTCTGCTCACAGCAGATCAGGTAATTGAGG 
AGATTGAGGAAATGATGCAGAACTCCCCAGACCCTGAGGAAGAAGAGGAGGTTCTGGAAG 
AAGAGGATGGAGGAGAAACTTCCTCCCAGGCAGACTCGGTCCTCCTGCAGGAGATGCAGG 
CATTGACACAGACCTTCAACAACAACTGGTCCTATGAAGGGCTGAGGCACATGTCTGGGT 
CTGAGCTGACCGAGCTGCTGGACCAGGTGGAGGGTGCCATCCGTGACTTCTCGGAGGAGC 
TGGTGCAGCAGCTGGCCCGCCX3GGACX3AGCTGGAGTTTGAGAAGGAAGTGAAGAACTCCT 



15/349 



1 [fjje>'/^:/yv'GG30S8201.s^] 



WO U3/058201 PCT/US02/41825 



TTATCACGGTGCTTATTGAGGTTCAGAACAAGCAGAAGGAGCAGCGAGAACTGATGAAAA 
AGAGGCGGAAAGAGAAAGGGCTGAGCCTGCAGAGCAGCCGGATAGAGAAGGG?AACCAGa 
TGCCTCTCAAGCGCTTCAGCATGGAAGGCATCTCCAACATTCTGCAGAGTGGCATCCGCC 
AGACCTTTGGCTCCTCAGGAACTGACAAACAGTATCTGAACACAGTCATTCCTTACGAGA 
5 AGAAAGCCTCTCCTCCCTCAGTGGAAGACCTGCAGATGCTGACAAACATTCTCTTTGCCA 
TGARGGAGGATAATGAGAflGGTGCCTACTTTGCTAACGGACTACATTTTAAAAGTGCTCT 
GCCCTACCTAaCCTTGCCCTTTGGaGCAGCCTCGCTGCAGGAGGTCACTGAGCAAGAGTC 
ATTCCATCACAGGGACTGCATGflGftCCaTGTAACCTCCGACATGTATTTAAACGTGTATA 
^ ^ GCTTAACCTGGATTAAACACGAGCAAGCGCGCGGGGTCCTTTGCCGTTGGCTTCTAGTGC 

TCAGGAGAGGGGAAGGCaGCCGCTTTCACCGCTCATTATGTAGTCTGGCTACAGCCCTCA 
AAARCAGCTTATACTCTTAAGACTAATTTTGAAATAAAACCTTCATTTAATT 

>H_1.0.0_4357 Homo sapiens WAS protein family, member 1 (waSFl) , mHNA cri gi-4507912/// 

[Human_jongleur_201102.1128.Cl] [SEQ ID NO: 21] 
1 5 CTTCTCTTGCACTTGCGGATGATGAACTGGAATAACGATGAAAGAAAGCACATCCGATCT 

CAACATTCACGTCCTGCCCTATAACCGATTAATTAATTGATCCCCAGCTAGACTAGTGTT 

GGAGAAATCAGCATGTTAAAACAACTGTTGATGATAGCTGTTGGAGTAAAGTTGCAGTGG 

AAGCTATGGCTGCAAAATCGTTAAAATCTTCAAGGTGAACTGGCACAAAGGTTAATCTCA 

AGATGCCGCTAGTGAAAAGAAACATCGATCCTAGGCACTTOTGCCACACAGCACTGCCTA 
20 GAGGCyVTTAAGAATGAACTGGAATGTGTAACCAATATTTCCTTGGCaAATATAATTAGAC 

AACTAAGTAGCCTAAGTAAATATGCTGAAGATATATTTGGAGAATTATTCAATGAAGCAC 

ATAGTTTTTCCTTC3VGAGTCAACTCATTGCAAGAACGTGTGGACCGTTTATCTGTTAGTG 

TTACACAGCTTGATCCAAAGGAAGAAGTiATTGTCTTTGCAaGATATAACAATGAGGAAAG 

CTTTCCGAAGTTCTACAATTCAAGACCAGCAGCTTTTCGATCGCAAGACTTTGCCTATTC 
25 CATTACAGGAGACGTACGATGTTTGTGAACAGCCTCCACCTCTCAATATACTCACTCCTT 

ATAGAGATGATGGTAAAGAAGGTCTGAAGTTTTATACCAATCCTTCGTATTTCTTTGATC 

TATGGAAAGAAAAAATGTTGCAAGATACAGAGGATAAGAGGAAGGAAAAGAGGAAGCAGA 

AGCAGAAAAATCTAGATCGTCCTCATGAACCAGAAAAAGTGCCAAGAGCACCTCATGACA 

GGCGGCGAGAATGGCAGAAGCTGGCCCAAGGTCCAGAGCTGGCTGAAGATGATGCTAATC 
30 TCTTACATAAGCATATTGAAGTTGCTAATGGCCCAGCCTCTCATTTTGAAACAAGACCTC 

AGACATACGTGGATCATATGGATGGATCTTACTCACTTTCTGCCTTGCCATTTAGTCAGA 

TGAGTGAGCTTCTGACTAGAGCTGAGGAAAGGGTATTAGTCAGACCACATGAACCACCTC 

CACCTCCACCAATGCATGGAGCAGGAGATGC3«AACCGATACCCACCTGTATCAGTTCTG 

CTACAGGTTTGATAGAAftATCGCCCTCAGTCACCAGCTACftGGCAGAACACCTGTGTTTG 
35 TGAGCCCCACTCCCCCACCTCCTCCACCACCTCTTCCATCTGCCTTGTCAACTTCCTCAT 

CCACTGCTTTGCAAGCTCCAGCAGTACCACCACCTCCAGCTCCTCTTCAGATTGCCCCTG 

GAGTTCTTCACCCAGCTCCTCCTCCAATTGCACCTCCTCTAGTACAGCCCTCTCCACCAG 

TAGCTAGAGCTGCCCCAGTAT6TGAGACTGTACCAGTTCATCCACTCCCACAAGGTGAAG 
40 TTCAGGGGCTGCCTCCACCCCCaCCaCCGCCTCCTCTGCCTCCACCTGGCATTCGACCAT 

CATCACCTGTCACAGTTACAGCTCTTGCTCATCCTCCCTCTGGGCTAC3VTCCAACTCCAT 

CTACTGCCCCAGGTCCCCATGTTCCATTAATGCCTCCATCTCCTCCATCACAAGTTATAC 

CTGCTTCTGAGCCAAAGCGCCATCCATCAACCCTACCTGTAATCAGTGATGCCAGGAGTG 

TGCTACTGGAAGCAATACGAAAAGGTATTCAGCTACGCAAAGTAGAAGAGCAGCGTGAAC 
45 AGGAAGCTAAGCATGAACGCATTGAAAACGATGTTGCCACCATCCTGTCTCGCTGTATTG 

CTGTTGAATATAGTGATTCGGAAGATGATTCAGAATTTGATGAAGTAGATTGGTTGGAGT 

AAGAAAAATGCATTGATAAATATTACAAAACTGAATGCAAATGTCCTTTGTGGTGCTTGT 

TCCTTGAAAATGTTTGGTCATTCTAGTGTTTTGCTTTCTTTTCCTTATAATAAATGACCC 

TTTTCCTCCATAACTTTTGATTTCTAAGGAAAATATTAGCATACATTTCAAACTAAATGT 
50 TTTACAGTGGCTTATCTTTTTTTTCCCCCTGAAAAGACTAATTTGGTCAAATAAACCACT 

AAGTATTAAGCATGGACAGCTGTTGTTAGAGTAGCAGATTCAGTTTTTTGATATATCTTA 

ATTGTGTACTTTGTGAATTTTAATTTAAAGAAAGCAACTGAAATTGAAATCTTGAGGGCA 

GCTGTATCTACTAATGAGCCTTATTCCATTTCCTGATGTTTTAAAAGAAGAAACACTGCC 

TTGATTATACGAATACACTCAGAAAGTACATTTAGCTTGTAGTGTTGAATTCTCTTAAAG 
55 GAATGCTTGAATTTTTTCATTATTGTTTTATTGTTTTTATATACTTGCCTTATTTGAATG 

TTTAGCAGTATCCCCTTCCCACTTATATATTGTGTGATATGATTTTGCTTGCCTATAGGA 

GTTAAAAACTTTTCCATGTGAAATACTCTGACTTAAACATACATGTAACTTACATAACTG 

TTAAGAATAACAGTCTGATTTAATAAATGGTTCATTTTAAAAGTT 

>H_1.0.0_30B4 ng45a05.sl Homo sapiens cDNA 3' end crt gi-2265375/// /clone=IMAGE : 937712 
60 /olone_end=3' /gb=AA524447 /gi=22S5375 /ug=Hs .407835 /len=540 [Human_jongleur_201102.592.C2] [SEQ ID 
HO: 22] 

NTTGCAGTAGAAGTATATCTAATTCCATTAGCTTAAATTTTTGCAAGCATTTCTAATCTC 
TTACAATACGCGGTCTCTGC31AGGTAAGGCCTCAGGTCCCCTGGCCCTTTCCCTCTCACA 
CCTGAGGTCCCACCCACCAGGGCAGTACCAACTGGCTGGCTCCCAGAGGTCAGTGGATTC 
65 TCCCAGGGGGCTTTGCCTATCAACTTCCTCTCCCAGGCACCATGCTTTCCACACATCGTC 

CCCCTACCAACTCTGGCCCCATTTTCAGCCTTTCCCTGCCTTGCCATGTTTGGAATTTCT 
CTCCCTGGCTTCACCTGGAGTTTAAGAGTGAATTAGAAACGCAGCTGCCCATCACCTGGC 
AGATGGCTCTGCACCCTGATGGTGAGGCAGCTCGTTCCTTGGTGCAGCCTGGGACCCTGC 
CTGAGCCAGAAGATGTGTTTTGTTTATCCACAGCCCCCAAATATCTCCCAGGCCTATTGC 
70 GACGGGACCCCAACCCCAATTCTGACTCCCCTCCCTGCTTCCACTATACCCAGACCAGGG 
TTGGGGAGGGGGGTGGGCGC3«3ATCTGGGAaTCGAGAflGCGCAGGAAAGGAAGTGTTGGA 
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CCCCACAGAAACTGCrGGACACACTGAAGAAACTGAATAAAACAGATGAAGAAATAAGCA 
GTTAAAAARATAAGTCGCCCCTCCaAAACACGCCCCCaTCCCaCAGCGCTCCGCAGCTTC 
CCACCACCGCCCGCCTCAGTTCCTTTGCGTCTGTTGCCTCCCCAGCCCTGCACGCCCTGG 

AGAAAATAATGCATTGTGTTTTTTAAAAAGAGTATCTTATACATGTATCCTAAAAAGAGA 
AGCTCATGTGCAATTGGTGCACAGCAGGAGAAATTTCTGGACTGTTAGGATGAATGGACG 
CCTTCTCCCCGTTATTTAAGATTTGTGACCTTGTACATAACCCTGGGTGACGTGCACATT 
GCTTGGGTATGGAACGGTAGAAATTTGGGTGTTTTTAAAACCTTGTTTGGGGTTGTTCCT 
GTCCTTGTTGAGAATCATAGAGATGTCTGTGTTCTTGGAGTATTTCACACTGAGGACTAA 

AGGTGACAATCAGGATATCTCAGGAGGTCCAAGGTGGAACAGflCCTCTTTGCCTTTCCCA 



:CTGTGGCCCAGGC 
CCCCAACAGCTCATTTTCCCTAGTCCGCCTTCGTrCAAGG 
GTCAGGAATGGACCAGAACAGATGGGTTCTGGAGGCCCCTGARCAGAGGGCTATGGCTGT 
GGAGAAGGTTCTTGGCCCGTTGGACTCACACAGACCCTGTACCCTCTCGGCAAGCATCTT 
CAGTCAGATTATCCTCAGTTTCAGATACTTCATAATACCTTGTGTTGTGTGGGGTCATAC 
ATCATCGTGTTTGTAAGAGAAGATGGTCATTTTATTCTCTGTATAAAACTTAGCTCTAAA 
GCAGAAACTAAAGCAGCAAATGCAGGAAGGCTGTCTCGCCATCCTCAAGACTCAGCAGCT 
CrCATTCTCCAGTGGTGAGCACACCATTTGTGCTGCTGCTGTTGTCGTGAAATATAATAA 
CaGTGGAAGTCACAAAAATGTCCCCTGCCCAGCCCCCTCGCCGCCCTTGACCTCCTGCAG 
GCCATGTGTGTATTACTTGTCTAGTGATGTCCTCTCAAAGTGCTGTACGCXSAGCTCGGCG 

ITCTCTTCTCAAGGCTTTGAAATCTCCCCTTGCACTGAGATTAGTCGTCAGATCTCTCCC 
CGTCTCCCTCCCAACTTATACGACCTGATTTCCTTAGGACGGAACCGCAGGCACCTGCGC 
CGGGCGTCTTACTCCCGCTGCTTGTTCTGTCCCCTCCCTCGGACCAAACAGTGCTCATGC 
TTCAGGACCTTGTTTGTCGTIAGATGTTGGTTTCCCTTTCTCTGTTATTTATATAAAAATA 
ATTTATCAAAAGGATATTTTAAAAAAGCTAGTCTGTCTTGAAACTTGTTTACCTTAAAAT 
TATCAGAATCTCAGTGTTTGAAAGTACTGAAGCACAAACATATATCATCTCTGTACCATT 
CTGTACTAAAGCACTTGAGTCTAATAAATAAAGAAATCAGCACCCCTTCCCGGTGTCCAG 
GGG — 

»H_1.0.0_26649 Homo sapiens, Similar to expressed sequence AI415388, clone It4AGE! 573400.9, raRNA, 
partial cds cr: gi-22477646/// /cds=(0,1754) /gb=BC036812 /gi=22477S46 /ug=Hs . 404915 /len=3000 
lHuman_jongleur_201102. 12931. C2] [SEQ ID NOs 23] 



GGCGCCCGTCTGCCCACCATGAGGAAGATCCGCGCCAATGCCATCGCCATCCTGACCBTA 
GCCTGGATCCTGGGCACTTTCTACTACTTATGGCAGGACAACCGAGCCCACGCAGCATCC 
TCCGGCGGCCGGGGCGCGCAGAGGGCAGGCAGGAGGTCGGAGCAGCTCCGCGAGGACCGC 
ACCATCCCGCTCATTGTGACAGGAACTCCCTCGAAAGGCTTTGATGAGAAGGCCTACCTG 
TCGGCCAAGCAGCTGAAGGCTGGAGAGGACCCCTACAGACAGCACGCCTTCAACCAGCTG 
GAGAGTGACAAGCTGAGCCCAGACCGGCCCATCCGGGACACCCGCCATTACAGCTGCCCA 
TCTGTGTCCTACTCCTCGGACCTGCCAGCCACCAGCGTCATCATCACCTTCCACSiATGAG 
GCCCGTTCCACCCTGCTGCGCACAGTGAAGAGTGTCCTGAACCGAACTCCTGCCAACTTG 
ATCCAGGAGATCATTTTAGTGGATGACTTCAGCTCAGATCCGGAAGACTGTCTACTCCTG 
ACCAGGATCCCCAAGGTCAAGTGCCTGCGCAATGATCGGCGGGAAGGGCTGATCEGGTCC 
CGAGTGCGTGGGGCGGACGTGGCTGCAGCTACCGTTCTCACCTTTCTGGATAGCCACTGC 
GAAGTGAACACCGAGTGGCTGCCGCCCATGCTGCAGCGGGTGAAGGAGGACCACaCCCGC 
GTGGTGAGTCCCATCATTGATGTCATCAGTCTGGATAATTTTGCCTACCTTGCAGCATCT 
GCTGACCTTCGTGGAGGGTTCGACTGGAGCCTGCATTTCAAGTGGGAGCAGATCCCTCTT 
GAGCAGAAGATGACCCGGACAGACCCCACCAGGCCCATAAGGACGCCTGTCATAGCTGGA 
GGAATCTTCGTGATCGACAAGTCCTGGTTTAACCACTTGGGRAAGTATGATGCCCAGATG 
GACATCTGGGGGGGAGAGAATTTTGAGCTCTCCTTCAGGGTGTGGATGTGTGGTGGCAGT 
CTGGAGATCGTCCCCTGCAGCCGGGTGGGCCATGTCTTCAGGAAACGGCACCCCTACAAC 
TTCCCTGAGGGTAATGCCCTCACCTACATCAGGAATACTAAGCGCACTGCAGAAGTGTGG 
ATGGATGAATACAAGCAATACTACTATGAGGCCCGGCCCTCGGCCATCGGGAAGGCCTTC 



TACCTGGAGAACGTCTACCCAGAGCTCACGGTCCCCGTGAAGGAAGCACTCCCCGGCATC 
ATTAAGCAGGGGGTGAACTGCTTAGAATCTCAGGGCCAGAACACAGCTGGTGACTTCCTG 
CTTGGAATGGGGATCTGCAGAGGGTCTGCCAAGAACCCGCAGCCCGCCCAGGCATGGCTG 
TTCAGTGACCACCTCATCCAGCAGCAGGGGAAGTGCCTGGCTGCCACCTCCACCTTAATG 
TCCTCCCCTGGATCCCCAGTCATACTGCAGATGTGCAACCCTAGAGAAGGCAAGCAGAAA 
TGGAGGAGAAAAGGATCTTTCATCCAGCATTCAGTCflGTGGCCTCTGCCTGGAGACAAAG 
CCTGCCCAGCTGGTGACCAGCAAGTGTCaGGCTGACGCCCAGGCCCaGCAGTGGCAGCTG 
TTGCCACACACATGACGGAGGGATTTTCTTGAAGGGTCAGCTATTGCACTGTGCTGGGAG 
GCTGGCTGTGGCTCCTGTTTGTGAAGAGAACTCCCAGTTCCTTTTCACAGCCGCTGflGAA 
CACATCCACACATCTACCCCACGGCCTTGTCTTGGAACTGCTCCTGCTATCCCCACACCC 
TGCTTCCTCACCCCACTGGCTCTTGGGCAAATGACTGTTGGTACCAGGACCCTGGGGGTC 
TCCCCTACAAAGCAGACCAGCCTGGGGCAGATATACCTACCACAGGAGCCCCCTGTCTTT 
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CATAGGCCAAGGATCCACATACCCATAGAGTTCATGGATTCTftGftGGGTCTAGGAATCTC 



AAGCCACTGTCTGCCCAAGCTGCCACCCCCTAATCTTCC 
CACCTGCTCTGGaGGGCTCTCCaGCAGTTTCGCCTCCTGACTCTCacC 



CAGGGCCATGCTTTGCCTGTC 
AGATCCECTGTTCATCTGGGAAGCCTCCTGCCACAGCTTAGGACAGAACTGGGCCCAGGG 
CAAAGGCCTCTCCCCAGAGGRTGGACTAGAAGGCCTGGGCCACACTCGGGCaTGGACCTT 
TGGGGCTGGGGAGCCGGGGCTGCGCETGTTGAATGTAAGAGGACTGCTGACCAGAGGGCC 
TTCAAGAGGGTCTCTCTGTCKTTTGCTGTGGTCAGATCAGGCTCTGCACTTaTCAGCCGG 
TCCTTTGTGGCAACGCAGCCCTGTTCTGTTTTTGCTTTTCCTCTTCTTGACCAAAGCATC 
TGCCACTAGCTGTCCTTGAGGACCTCGTCTTTATGAAACACACACCTGGAATAARACCAC 
TTCTTAC 

>H_1.0,0_20198 Homo sapiens cDNA FLJ10456 Eis, clone NT2RP1001 
[Human_jongleur_201102.90a8.C2] [SKQ ID NO: 24] 
GCAGAGAGCAAATCCCATTTATTGGRATTTCACTGACAACAAATTGAGAGGAAGGCTTCC 

CACTCCGCATGTCCCCAGAGGGCAGCACTCCAGGGGGGTGGGGGGGAGGGGAGGGGTGCT 
CTACGCCAGGCTGGGGAGCTGGGACAGGAGGGAAGACGTGCACCCTCACCTCTTGGCTCA 



TCATGCAflC3\ATGAGTAGACAGGAGGTGGCACGGAAACGTGGCCTTGGTGCCCCTTGGCG 
GGGGCGGGAGGACTAAAGGGGCCATGCTGTGGCCACAGCGGGTCCAAATGGAAGTATCTG 
CAGTGTACATACAGGAGGGTTGGAGAGAGGCATCCTTTTCCCTAGGCTGTGCCTGGGGAC 
AAGAGAGAGGGGAAGTACAGCTGGCACTGCCGTGCCAGGGGCAGGGTCCAGGCCAGCCGT 
GCCACCTGAGCGGGCACAGCGAGCTGGAGCTCGGCTACTCCTTGGCGCGGCCAATGATGG 
TGAGGATGTACAGGAAGATGTTGATGATGTCTGTGTACAGGTTCAGCGCAGCAAACACAT 
ACTCTTCTGGGCTCAGGGACAGCTGCTTGTTCCCCAGCAGCAGCTGGGTGTCCACTGCGA 
GGAAGCAGGTGAflGAGCAGAGCCCCCAGTGAGGCGTACACGATCTCCAGGATGCGGTTCC 
GGATGAAGATGC7W3AGAATGGCGAAGATGAAGAGCACCACCATGCTCACCAGGAGCACGC 
CCATGCATGAGGTGAAGTCGTAGCGGGTCTGCATGGAGAAGATGACGACGGTGAAGCAGA 
CGGCTGTGGTGATGCCCACGGCCATGATGACTGCC5CCGGTGTTGTAGAAGCTGGCX3ATCA 
TCCCEACCATGTACGA€aGGCTGGCGGTCAGGACCGACAGTGCAAC3U«3GTTCCAGGGGC 
GCTTTCGCCGGAAGTCCCCACAACAGCTGAGGACGATGAGAGAGATGAAGAAGACAGCAT 
AGGAGACATAGTAGGTCCAGACATTCTCCCGGACAAAGCCCTTCACCTCCGCAACSUUiAG 
TGAACACAGACACCGTGGACAGGGTCACCGACAGCTGCAAGGTCAGCACTAGGAACACCT 



CTTGTCCTGGGAAGACCTGTGGCTGTCCATAGGGGTTGGGGGGGAAGGGGCTCTGGGGAT 
ATGGCCCCTGGGGGTAGCCCCCTTGGGGGTAGGGGCCCTGTGGGTAGCCCTCTTGTGGGT 
AGGGGCCCTGTGGGTAGCCCCCTTGGGGGTAGGGACCCTGTGGGTAGCCCCCTTGGGGGT 
AGGGGCTGGGGCCATGGGGGTACCCTGGCTGACCGTAGGGGGAGGGCTGGAAAGGGGGCT 
GTGGGTAAGGGGCCCCAGGGTAGG6AGGCTGAGCATAGGGGGGCATGGGTGGCTGGGGCC 
CCCCCGGATATCCSkGGGTTGGGGGGAGGATAGTTGTCCCCAGACACTAAAAAACTCTTTT 



5 or: gi-7022498/// 



TCGGCGACTCTTCAGGGAGGTGGCAGGAAAGGCTTGGAACAGCTGCCGGAGGTGACGGAG 
CGGCGGCCCCGCCCGGTGCGCTGGAGGTCGAAGCTTCCAGGTAGCGGCCCGCAGAGCCTG 
ACCCAGGCTCTGGACATCCTGAGCCCAAGTCCCCCACACTCAGTGCAGTGATCAGTGCGG 
AAGTGAAGGTGACAGGGCAGAACCAGGAGCAATTTCTGCTCCTAGCCAAGTOJGCCAAGG 
GGGCAGCGCTGGCCACACTCATCCATCAGGTGCTGGAGGCCCCTGGTGTCTACGTGTTTG 
GAGAACTGCIGGACATGCCCAATGTTAGAGAGCTGGCTGAGAGTGACTTTGC'CTCTACCT 
TCCGGCTGCTCACAGTGTTTGCTTATGGGACATACGCTGACTACTTAGCTGAAGCCCGGA 
ATCTTCCTCCACTAACAGAGGCTCAGAAGAATAAGCTTCGACACCTCTCAGTTGTCACCC 
TGGCTGCTAAAGTAAAGTGTATCCCATATGCAGTGTTGCTGGAGGCTCTTGCCCTGCGTA 
ATGTGCGGCAGCTGGAAGACCTTGTGATTGAGGCTGTGTATGCTGACGTGCTTCGTGGCT 
CCCTGGACCAGOSCAACCAGCGGCTCGAGGTTGACTACAGCATCGGGCGGGACATCCAGC 

TGCTGTC3M3GCATTGAGGAGCaGGTGaGCCGTGCCAACCAACACAAGGAGCAGCAGCTGG 
GCCTGAAGCAGCAGATTGAGAGTGAGGTIGCCAACCTTAAAAAAACCATTAAAGTTACGA 
CGGCAGCAGCAGCCGCAGCCACATCTCAGGACCCTGAGCAACACCTGACTGAGCTGAGGG 
AACCAGCTCCTGGCACCAACCAGCGCCAGCCCAGCAAGAAAGCCTCAAAGGGCAAGGGGC 
TCCGAGGGAGCGCCAAGATTTGGTCCAAGTCGAATTGAAAGAACTGTCGTTTCCTCCCTG 
GGGATGTGGGGTCCCAGCTGCCTGCCTGCCTCTTAGGAGTCCTCAGAGAGCCTTCTGTGC 
CCCTGGCCAGCTGATAATCCTAGGTTCATGACCCTTCACCTCCCCTAACCCCAAACATAG 
ATCACACCTTCTCTAGGGAGGAGTCAAATGTAGGTCATGTTTTTGTTGGTACTTTCTGTT 
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GGGCCCCCACCTTTACTCACACCCTGftGAATTCTGGGAGCCAGTCTGCCATGCCAGGAGT 
CACTGGACATGTTCATCCTAGAATCCTGTCaCACTACAGTCATTTCTTTTCCTCTCTCTG 
GCCCTTGGGTCCTGGGAATGCTGCTGCITCSiACCCCAGAGCCTAAGAATGGCAGCCGTTT 
CTTAACATGTTGAGAGATGRTTCTTTCrTGGCCCTGGCCATCTCGGGARGCTTGATGGCA 
ATCCTGGAAGGGTTTAATCTCCTTTTGTGAGTTTGGTGGGGAAGGGAAGGGTATATAGAT 
TGTATTAAAAAAAAAAAGGTATATATGCATATATCTATATATAATATGACGCAGAAATAA 
ATCTATGAGAAATCTATCTACAAACTACCCTGN 

>H_1.0.0_3735 Homo sapiens undif f erentiaCed embryonic cell transcription 

gi-4507858/// [Human_jongleur_201102.841.Cl] [SEQ ID NO: 25] 

NGAGGCCCGCCTCGCCCAGCGCGCTGGGGGAACTCGGGTTGCCGGTGTCCCCGGGCTCGG 

CGCAGCGCACGCCCTGGAGCGCCCGGGAGACGGAGCTGCTGCTGGGGACGCTGCTGCAAC 

CGGCCGTGTGGCGCGCGCTGCTCCTGGACCGCCGCCAGGCCCTGCCCACCTACCGCCGCG 

TGTCGGCCGCGCTGGCCCAGCAGCAGGTGCGCCGCACCCCCGCGCAGTGCCGCCGCCGCT 

ACAAGTTCCTTAAAGACaAGTTTCGCGAGGCGCaCGGCCflGCCGCCCGGGCCCTTCGACG 




ACCAGCTGCTGACCTTGAACCAGCACGTGGAGCAGCTGCGCGGCGCCTTCGACCAGACAG 
TGTCCCTGGCCGTGGGCTTCATTCTGGGCAGCGCGGCCGCCGAGCGAGGGGTCCTCAGGG 
ACCCGTGCCAGTGAGTCCCGGCTTGCGGGCAGTCTCCCCTCTCCAGGCCGAGGCCCTCCG 
CCCTGACCCTCCTGCTGCCTTCCCACCCTCGTTCTTGGGTACGTTCARTAAAAGGATTGT 
TTTCCTAGAAA 

>H_1.0.0_5504 Homo sapiens myosin, heavy polypeptide 1, skeletal muscle, adult (MYHl) , mEtIA cr: gi- 

7669505/// [Human_jongleur_201102.1542.C5] [SEQ ID NO: 26] 

ATGAGTTCTGACnCTGAGATGGCCArrTTTGGGGflGGCTGCTCCTTTCCTCCGAAAGTCT 

GAAAGGGAGCGAATTGAAGCCCAGAACAAGCCTTTTGATGCCAAGACaTCAGTCTTTGTG 

GTGGACCCTAAGGAGTCCTTTGTGAAAGCSVACAGTGCAGAGCAGGGAAGGGGGGAAGGTG 

ACAGCTAAGACCGAAGCTGGAGCTACTGTAACAGTGAAAGATGACCAAGTCTTCCCCATG 

AACCCTCCCAAATATGSS2AAGATCGAGGACATGGCCATGaTGACTCATCTACACX3AGCCT 

GCTGTGCTGTACAACCTCAAAGAGCGCTACGCAGCCTGGATGATCTACACCTACTCAGGC 

TTGTTCTGTGTCACTGTCAACCCCTACAAGTGGTTGCCAGTGTATAATGCAGAAGTGGTG 

ACAGCCTACCGAGGCAAAAAGCGCCAGGAAGCCCCACCCCACATCTTCTCCATCTCTGAC 

AATGCCTATCAGTTCATGCTGACTGATCGGGAGAATCAGTCTATCTTGATCACCX3GAGAA 

TCTGGCGCAGGGAAGACTGTGAACACCAAGCGTGTCATCCAGTACTTTGCAACAATTGCa 

GTTACTGGGGAGAAGAAGAAGGAAGAAGTTACTTCTGGCAAAATGCaGGGGACTCTGGAA 

GftTCAAATCATCaGTGCCAACCCCCTACTGGAGGCCTTTGGCAACGCCAAGACCXSTGAGG 

AATGACAACTCCTCTCGCTTTGGTAAATTCATCAGGATCCACTTCGGTACCACAGGGAAA 

CTGGCTTCTGCTGATATTGAAACATATCTTCTGGAGAAGTCTAGAGTTACTTTCCAGCTA 

ARGGCTGAAAGAAGCTATCaTATTnTTATCAGATCATGTCTAACAAGAAGCCAGATCTA 

ATTGAAATGCTCCTGATCACCACCAACCCATACGATTATGCCTTCGTCAGTCAAGGGGAG 

ATCACAGTGCCCAGCATTGATGACCAAGAAGAGTTGATGGCTACAGATAGTGCCATTGAA 

ATTCTGGGCTTTACTTCAGATGAAAGAGTGTCCATCTATAAGCTCACAGGGGCTGTGATG 

CATTATGGGAACATGAAATTCAAGCAAAAGCAGCGTGAGGAGCAAGCTGAGCCftGATGGC 

ACTGAAGTTGCTGACAAGGCAGCCTATCTCCAAAATCTGAACTCTGCAGATCTGCTCAAA 

GCCCTCTGCTACCCTAGGGTCAAGGTCGGCAATGAGTATGTCACCMAGGTCAAACTGTG 

CAGCAGGTGTACAATGCAGTGGGTGCTCTGGCCAAAGCTGTCTACGATAAGATGTTCTTG 

TGGATGGTCACCCGCATCAACCAGCAGCTGGACACCAAGCAGCCCAGGCAGTACTXCATT 

GGGGTCTTGGACATTGCTGGCTTTGAGATCTTTGATTTCAACAGCCTGGAGCAGCTGTGC- 

ATCAACTTCACCAATGAGAAACTGCAACAGTTTTTCAACCACCRCATGTTCGTGCTGGAG 

CftGGAGGAGTACAAGAAGGAAGGCaTTGAGTGGACHTTCATTGACTTTGGGATGGACCTG 

GCTGCCTGCATCGAGCTCATCGAGAAGCCTATGGGCATCTTCTCCATCCTGGAAGAGGAG 

TGCATGTTCCCCAAGGCGACAGACACCTCCTTCAAGAACAAGCTGTATGAACAACATCTT 

GGAAAATCCAATAACTTCCAGAAGCCCAAGCCTGCCAAAGGCAAGCCTGAGGCCCACTTC 

TCTTTGATTCACIATGCTGGCACCGTGGACTACAACATTGCCGGCTGGCTTGACAAGAAC 

AAGGACCCCCTGAATGAGACTGTGGTGGGGCTGTACCAGAAGTCTGCAATGAAGACTCTG 

GCTCTCCTCTTTGTTGGGGCAACGGGAGCGGAAGCAGAGGCTGGOSGTGGAAAGAAAGGT 

GGTAAGAAGAAGGGTTCTTCTTTCCAGACTGTGTCGGCTCTCTTCAGGGAGAATTTGAAT 

AAGCTGATGACCAACTTGAGGAGCACTCACCCCCACTTTGTGCGGTGCATCATCCCCAAT 

GAAACTAAAACTCCTGGTGCCATGGAGCATGAGCTTGTCCTGCATCAGCTGAGGTGTAAC 

GGTGTGCTGGAAGGCATCCGmTCTGCAGGAAAGGCTTCCC3\AGCAGAATCCTTTATGCA 

GACTTCAAACAGAGATACAAGGTGTTAAATGCAAGTGCTATCTCTGAAGGACAATTCATC 

AAATTTGGTCACACmAGGTCTTTTTCAAAGCTGGTCTTCTGGGGCTCCTAGAGGAGATG 
CGAGATGAGAAGCTGGCCCAGCTGATTACCCGAACCCAGGCCATGTGCAGAGGGTTCTTG 
GCAAGAGTGGAGTACCAGAAAATGGTGGAAAGAAGAGAGTCCATCTTCTGCATCCAGTAC 
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AAACCCCTCCTCAAAAGTGCaGAGACAGAGRAGGaGATGGCXa\ACATGAAGGAaGAATTT 

GAGAMACCAAAGAAGAGCTGGCTAAGACCGAGGCftJiAflAGGAAAGAGCTGGAaGAAAAa 

ATGGTGACTCTGATGa\AGAAAAAAATGACTTGCARCTCCAGGTTCflAGCTGAAGCTGAC 

AGCTTGGCTGATGCAGAGGAAAGGTGTGACCAGCTAATCAAAACCABARTCCAGCTAGAA 
5 GCCAAAATCAAAGAGGTGACTGAGAGAGCTGAGGATGAGGAAGAGATCAATGCTGAGCTG 

ACAGCCAAGAAGAGGAAACTGGAGGATGAATGTTCAGAACTCAAGAAAGACATTGATGAC 

CTTGAGCTGACACTGGCCAAGGTTGAGAAGGAGAAACATGCCACAGAAAACAAGGTGAAA 

AACCTCACAGAAGAGATGGCGGGTCTGGATGAAACCATTCCTAAGCTGACCAAGGAGAAG 

AAGGCTCTCCAGGAGGCCCACCAGCAGACCCTGGATGACCTGCAGGCSVGAGGAGGACAAA 
1 0 GTC3UICACCCTGACCAAAGCTAAAATCAAACTTGAACAACARGTGGATGATCTTGAAGGA 

TCTTTGGAACAAGAAAAGAAAATCCGGATGGATCTAGAAAGAGCSUVAGAGAAAACTAGAG 

GGAGACCTAAARTTGGCTCAAGAATCCGCAATGGATATAGAAAATGACAAACAACAACTT 

GATGAAAAGCTTAASAAGAAAGAGTITGAAATGAGOGGTCTGCAAAGCAAGATTGAAGAT 

GAACAAGCCCTTGGTATGCAGCTGCAGAAGAAAATCAAGGAGTTACJ^GCCCGCATTGAG 
15 GAGCTGGAGGAGGAAATCGAGGCAGAGCGGGCCTCCCGGGCCAAP.GCAGAGAAGCAGCGC 

TCTGATCTCTCCCGGGAGCTGGAGGAGATCAGTGAGAGaCTGGAAGAAGCCGGTGGGGCC 

ACCTCGGCCCAGATTGAGATGAACAAGAAGCGGGAAGCTGAGTTCCAGAJAATGCGCAGG 

GACCTGGAGGAGGCCACCCTACAGCATGAGGCCACGGCGGCCACCCTGAGGAAGAAGCAT 

GCAGATAGTGTGGCCGAGCTTGGGGAGCAGATTGACAACCTGCAGCGAGTGAAGCAGAAG 
20 CTGGAGAAGGAGAAGAGTGAGATGAAGATGGAGATCGATGACCTTGCTAGTAACATGGAG 

ftCTGTCTCCAAAGCCAAGGGAAACCTTGAAAAGATGTGCCGCGCTCTAGAAGATCAACTG 

AGTGAAATTAAGACCAAGGAAGAGGAGCAGCAGCGGCTGATCAATGACCTCACAGCACAG 

AGAGCGCGCCTGCAAACAGAATCAGGTGAATATTCACGCCftGCTAGATGAAAAGGACACA 

CTAGTTTCACAGCTCTCGftGGGGCAAACAAGCCTTTACTCAACAGATTGAGGAACTGAAA 
25 AGGCAACTTGAAGAGGAGATAAAGGCCAAGAGTGCCCTGGCACATGCCCTGCflGTCCTCC 

CGCCATGACTGTGACCTGCTGCGGGAACAGTATGAGGAGGAGCAGGAAGCCARGGCCGAG 

CTACAGAGAGCAATGTCCAAGGCCAACAGTGAGGTTGCCEAGTGGAGGACCAAATATGAG 

ACAGATGCCATCCAGCGCACAGAGGAGCTGGAGGAGGCCAAGAAGAAGCTGGCTCAGCGT 

CTGCAGGATGCTGAGGAACATGTAGAAGCTGTGAATGCCAAATGTGCTTCCCTTGAGAAG 
30 ACGAAGCAGAGGCTCCAGAATGAAGTTGAGGACCTCATGATTGATGTTGAGAGGACAiV^T 

GCTGCCTGTGCCGCCCTGGACAAAAAGCAAAGGAACTTTGATAAGATCCTGGCAGAATGG 

AAACAGAAGTGTGAAGAAACTCATGCTGAACTTGAAGCTTCTCAARAGGAATCCCGCTCA 

CTC3«3CftCAGAaCTATTTAAGATTflAGAATGCTTATGAGGAATCTTTAGACCAACTTGAA 

ACCTTGAAACGGGAAAWAAGAATCTGCAGCAGGftGATTTC'DGATCTCACTGAACAGATT 
35 GCAGAAGGAGGAAAGCGCATCCATGAACTGGRAAAAATAAAGAAGCAAGTIGAGCAAGAA 

AAGTCTGAACTTCAGGCTGCCTTAGAGGAGGCAGAGGCATCTCTTGAACATGAAGAGGGA 

AAGATCCTGCGCATCCAGCTTGAGTTGAACCftAGTCRAGTCTGAGGTTGATAGGAAAATT 

GCTGAAAAAGATGAGGAAATTGACCAGATGAAGAGAAACCacaTTAGAATCGTGGAGTCC 

ATGCAGAGCACACTGGATGCTGAGATCAGGAGCAGGAATCATGCCATTAGGCTCAAGAAG 
40 AAGATGGAGGGAGAC CTC AATGAAATGGAAATCCAGCTGAACCATGCCAACCGCATGGCT 

GCTGAGGCCCTGAGGAACTATAGGAACACCCAAGCCATCCTCAAGGATACXrCAGCTCCAC 

CTAGATGATGCTCTCCGGAGCCAAGAGGACCTGAAGGAACAGCTGGCTATGGTGGAGCGC 

AGAGCCAACCTGCTGCAGGCTGAGATCGAGGAACTACGAGCCACTCTGGAACAGACGGAG 

AGGAGCAGGAAAATCGCAGAACAGGAGCTCCTGGATGCCAGTGAACGTGTTCAGCTCCTG 
45 CAmC(XAGAAa^CCAGCCTGATaU^CCAAGAAGAAGCrGGAGACAGACATTTCCCAA 

ATCCAGGGAGAGATGGAAGACATCATCCAGGAAGCCEGCJiATGCAGAAGAGAAGGCCAAG 

AAGGCCaTCACTGATGCTGCCATGATGGCTGAGGAGCTGAAGaAGGAACAGGACACCAGC 

GCCCATCTGGAGCGGATGAAGAAGAACTTGGAACAGACGGTGAAGGACCTGCAGCATCGT 

50 GCCAGGGTTCGTGAACTTGAAGGTGAAGTTGAAAGTGAACAGftAGCGCAATGTTGAAGCT 

GTCAAGGGTCTACGCAAACATGAGAGAAAAGTGAAGGAACTCaCTTACCAAACTGAGGAA 

GACCGCAAGAATATTCTCAGGCTGCAGGACCTGGTGGA(aAGCTGCAAGCAAAGGTGAAA 

TCCTACAAGAGACAAGCTGAAGAAGCGGAGGAACAATCCAACGTCAACCTCTCCAAATTC 

CGGAGGATCCAGCACGAGCTGGAGGAGGCCGAGGAAAGGGCTGACATTGCTGAGTCCCAG 
55 GTCAACAAGCTGAGGGTGAAGAGCAGGGAGGTTCACACAAAAATCATAAGTGAAGAGTAA 

TTTATCTAACTGCTGAAAGGTGACCAAAGAAATGCACAAAATGTGAAAATCTTTGTCACT 

CCATTTTGTACTTATGACTTTTGGAGATAAAAAATTTATCTGCCA 

>H_1.0.0_10487 Homo Dapiena thyroid hormone responsive (SP0T14 horaolog, rat) (THRSP) , raRNA cr: gi- 

4507496/// [Huiiian_]ongleur_201102.3891.Cl] [SEQ ID NO: 27] 
60 AACCATGCAGGTGCTAACCAAGCGTTACCCCAAGAACTGCCTGCTGACCGTCATGGACCG 

GTATGCAGCCGAGGTGCACAACATGGAGCAGGTGGTGATGATCCCCAGCCTTCTGCGGGA 

CGTGCAGCTGAGTGGGCCTGGGGGCCAGGCCCAGGCTGAGGCCCCTGATCTCTACACCTA 

CTTCACCATGCTCAAGGCCATCTGTGTGGATGTGGACCATGGGCTGCTGCCGCGGGAGGA 

GTGGCAGGCCAAGGTGGCAGGCAGCGAAGAGAATGGAACCGCAGAGACAGAGGAAGTCGA 
65 GGACGAGAGTGCCTCAGGAGAGCTGGACCTGGAAGCCCAGTTCCACCTGCACTTCTCCAG 

CCTCCATCACATCCTCATGCACCTCACCGAGAAAGCCCAGGAGGTGACAAGGAAATACCA 

GGAAATGACGGGACAAGTTTGGTAGACCTTGGACACTAGGGAAGATCCCTTCACATGATA 

GAAGACAGACTCTTTGATGAGGTCGGCGGAGCAGTTCACTAGCCAATGATGAGAGCAGAA 

AGGCCTAGACCTGCAGCCAGAAGTGAAGGCGGCTCAGTTCTCCGGGATGCTTCTCTACCT 
70 CCTGAGCACCAATTCCTGGATTCCA.GTCACTGGCTCACCrTTAGAATGTCTGTTGCTATT 

CACTGCTCCCCTCGCTCCTCTTAACAGCTTGGGGAGGTGACCAGTGGTTCAGGAGGGACT 
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AGACAATTACCTGTCCAGTGTGGTATGGTAGGAAGAGTGTAGGTGTTGGCACGTGACCAA 
AATTCACATCCCTCCTCATGGCAGTCATTCAGTATGTGTACTTGTACAAGTTATTTAACC 
CATTGGAGCCTAAATTCCCTCATCTATAAAATGGGGATAATATTATCTACCTCCCAAGCT 
TATGAAAACTAAACATGATGAATCAAAAGCCCTTGGCATGTGAGGGCTATTAAAATAGCC 
5 TGATTTTTTTTTTCTCCCCCTCTCCCCAATGTATTTGCTCTGGCCCTTGCTTTTTACCCT 
CCAGAGCTAAGAGGTAGCAGAGTCTCTTGGGATGAGTGATTCACCCTCTTACTTGGCGAC 
CACTGATGAGATCAACAACAGGTGAACTATAAACCTATTATTTATTGCAGAACTAATAAA 
AAATCCAAAGCCTTGT 

^H_l, 0.0_6779 Homo sapiens f atty-acid-Coenzyme A ligase, long-chain 2 (FACL2) , mRNA cr: gi- 
10 12S69906/// [Huraan_jongleur_201102.2170.C2] [SEQ ID NO: 28] 

CGGGCAGTGACAGCCGGCGCGGATCGCGCGTCCACGGAGGAGAATCAGCTTAGAGAACTA 

TCAACACAGGACAATGCAAGCCCATGAGCTGTTCCGGTATTTTCGAATGCCAGAGCTGGT 

TGACTTCCGACAGTACGTGCGTACTCTTCCGACCAACACX3CTTATGGGCTTCGGAGCTTT 

TGCMCACTCACCACCTTCTGGTACGCCACGAGACCCAAACCCCTGAAGCCGCCATGCGA 
1 5 CCTCTCCATGCAGTCAGTGGAAGTGGCGGGTAGTGGTGGTGCACGAAGATCCGCACTACT 

TGACAGCGACGAGCCCTTGGTGTATTTCTATGATGATGTCACAACATTATACGAAGGTTT 

CCAGAGGGGAATACAGGTGTCAAATAATGGCCCTTGTTTAGGCTCTCGGAAACCAGACCA 

ACCCTATGAATGGCTTTCATATAAACAGGTTGCAGAATTGTCGGAGTGCATAGGCTCAGC 

ACTGATCCAGAAGGGCTTCAAGACTGCCCCAGATCAGTTCATTGGCATCTTTGCTCAAAA 
20 TAGACCTGAGTGGGTGATTATTGAACAAGGATGCTTTGCTTATTCGATGGTGATCGTTCC 

ACTTTATGATACCCTTGGAAATGAAGCCATCACGTACATAGTCAACAAAGCTGAACTCTC 

TCTGGTTTTTGTTGACAAGCCAGAGAAGGCCT^CTCTTATTAGAGGGTGTAGAAAATAA 

GTTAATACCAGGCCTTAAAATCATAGTTGTCATGGATGCCTACGGCAGTGRACTGGTGGA 

ACGAGGCCAGAGGTGTGGGGTGGAAGTCACCAGCATGAAGGOSATGGAGGACCTGGGAAG 
25 AGCXIAACAGACGGAAGCCCAAGCCTCCAGCACCTGAAGATCTTGCAGTAATTTGTTTCAC 

AAGTGGAACTACAGGCAACCCCAAAGGAGCAATGGTCACTCACCGAAACATAGTGAGCGA 

TTGTTCAGCTTTTGTGAAAGCAACAGAGAATACAGTCAATCCTTGCCCAGATGATACTTT 

GATATCTTTCTTGCCTCTCGCCCATATGTTTGAGAGAGTTGTAGAGTGTGTAATGCTGTG 

TCATGGAGCTAAAATCGGATTTTTCCAAGGAGATATCAGGCTGCTCATGGATGACCTCAA 
30 GGTGCTTCAACCCACTGTCTTCCCCGTGGTTCCAAGACTGCTGAACCGGATGTTTGACCG 

AATTTTCGGACAAGCAAACACCACGCTGAAGCGATGGCTCTTGGACTTTGCCTCCAAGAG 

GAAAGAAGCAGAGCTTCGCAGCGGCATCATCAGAAACAACAGCCTGTGGGACCXSGCTGAT 

CTTCCACAAAGTACAGTCGAGCCTGGGCGGAAGAGTCCGGCTGATGGTGACAGGAGCCGC 

CCOSGTGTCTGCCACTSTGCTGACGTTCCTCAGAGCAGCCCTGGGCTGTCAGTTTTATGA 

aSCAGGCCATGTTGGGGCCCCGATGCCGTGCAATTTGATAAAACTTGTTGATGTGGAAGA 

AATGAATTACATGGCTGCCGAGGGCGAGGGCGAGGTGTCTGTGAAAGGGCCAAATGTATT 

TCAGGGCTACTTGAAGGACCCAGCGAaAACAGCAGAAGCTTTGGACAAAGACGGCTGGTT 

ACACACAGGGGACATTGGAAAATGGTTACCAAATGGCACCTTGAAAATTATCGACCGGAA 
40 AAAGCACATATTTAAGCTGGCACAAGGAGAATACATAGCCCCTGAAAAGATTGAA/iATAT 

CTACATGCGAAGTGAGCCTGTTGCTCaGGTGTTTGTCCACGGAGAAAGCCTGCAGGCATT 
■ TCTCATTGCAATTGTGGTACCAGATGTTGAGACATTATGTTCCTGGGCCCAAAAGAGAGG 

ATTTGAAGGGTCGTTTGAGGAACTGTGCAGAAATAAGGATGTCAAAAAAGCTATCCTCGA 

AGATATGGTGAGACTTGGGAAGGATTCTGGTCTGAAACCATTTGAACAGGTCAAAGGCAT 
45 CACATTGCACCCTGAATTATTTTCTATCGACAATGGCCTTCTGACTCCAACAATGAAGGC 

GAAAAGGCCAGAGCTGCGGAACTATTTCAGGTCGCAGATAGATGACCTCTATTCCACTAT 

CAAGGTTTAGTGTGAAGAAGAAAGCTCAGAGGAAATGGCACAGTTCCACAaTCTCTTCTC 

CTGCTGATGGCCTTCATGTTGTTAATTTTGAATACAGCAAGTGTAGGGAAGGAAGCGTTC 

GTGTTTGACTTGTCCATTCGGGGTTCTTCTCATAGGAATGCTAGAGGAAACAGAACACCG 
50 CCTTACAGTCACCTCATGTTGCAGACCATGTTTATGGTAATACACACTTTCCAAAATGA6 

CCTTAAAAATTGTAAAGGGGATACTATAAATGTGCTAAGTTATTTGAGACTTCCTCAGTT 

TAAAAAGTGGGTTTTAAATCTTCTGTCTCCCTGTTTTTCTAATCAAGGGGTTAG6ACTTT 

GCTATCTCTGAGATGTCTGCTACTTGCTGCAAATTCTGCaGCTGTCTGCTGCTCTAAAGA 

GTACAGTGCACTAGAGGGAAGTGTTCCCTTTAAAAATAAG7W\CAACTGTCCTGGCTGGAG 
55 AATCTCACAAGCGGACCAGAGATCTTTTTAARTCCCTGCTACTGTCCCTTCTCACAGGCA 

TTCACAGAACCCTTCTGATTCGTAAGGGTTACGAAACTCATGTTCTTCTCCAGTCCCCTG 

TGGTTTCTGTTGGAGCATAAGGTTTCCAGTAAGCGGGAGGGCAGATCCAACTCAGAACCA 

TGCAGATAAGGAGCCTCTGGCAAATGGGTGCTCATCAGAACGCGTGGATTCTCTTTCATG 

GCAGAATGCTCTTGGACTCGGTTCTCCAGGCCTGATTCCX:CGACTCCATCCTTTTTCAGG 
60 GGTTATTTAAAAATCTGCCTTAGATTCTATAGTGAAGACAAGCATTTCAAGAAAGAGTTA 

CCTGGATCAGCCATGCTCAGCTGTGACGCCTGAATAACTGTCTACTTTATCTTCACTGAA 

CCACTCACTCTGTGTAAAGGCCAACAGATTTTTAATGTGGTTTTCATATCAAAAGATCAT 

GTTGGGATTAACTTGCCTTTTTCCCCAAAAAATAAACTCTCAGGC3UW3CATTTCTTTAAA 

GCTATTAAGGGAGTATATACTTGAGTKCTTATTGAAATGGACAGTAATAAGCAAATGTTC 
65 TTATAATGCTACCTGATTTCTATGAAATGTGTTTGACAAGCCSUUkATTCTAGGATGTAGA 

AATCTGGAAAGTTCATTTCCTGGGATTCACTTCTCCAGGGATTTTTTAAAGTTAATTTGG 

GAAATTAACAGCAGTTCACTTTATTGTGAGTCTTTGCCACATTTGACTGAATTGAGCTGT 

CATTTGTACATTTAAAGCAGCTGTTTTGGGGTCTGTGAGAGTACATGTATTATATACAAG 
^ CACAACAGGGCTTGCACTAAAGAATTGTCATTGTAATAACACTACTTGGTAGCCTAACTT 

TTTGCTTTAAGTGTTGGCTATTTCTATGTTTTATAAACCAAAACAAAATTTCCAAAAACA 
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ATGAAGGAAACCAAAATAAATATTTCTGCATTTCG 

>M_1.0.0_12589 Mas niusculus L-atnino acid oxidase 1 (Laol) , mRNA cr: gi-2193.4876/// 
[Mouse_jongleur_201102.7471.ClJ [SEQ ID NO; 29] 
GTAGCATGGTGCACCAGCCAGGGGGAAGCAGGCATTCTGTATTGTGGGCAGTCAGGAGCT 



GTGGGGGGAAGGTGAGGTCAGTTATTACTGTCATCTCACCTGRCGGGTCAGGCCTTGGTT 
CAGGGCCACCTTGCTTGGCTGAGTCAATAGGGCCAGAGACCGATTGGTGGGATAAGAGCC 
1 0 AAATATTGCCAGAGRGGTGCTGCTTCTTCATAAAGAGAAGAGGAGAGGCTCAGAGTTCCG 
CATGAGTTTCAGGACCATGGCCAAGAAGAGTGGAATCCTTGTTTGGGGGATCCTGCTCTG 



GGTGGTAGTGGGAGCTGGCATGGCAGGCCTAGTGGCAGCTAAGACCCTACAGGATGCTGG 
1 5 TCACGAGGTAACCATCTTGGAGGCCAGCAACCACATCGGAGGTAGGGTGGTCACACTCAG 

AAACAAGGAAGAAGGCTGGTACTTAGAACTTGGACCAATGCGAATCCCAGAAAGCCACAA 

GCTAATCCACACCTATGTCCAGAAGCTTGGCCTGAAACTGAATAAGTTCAACCAGTATGA 

TAGCAACACCTGGTACCTACTCAATGGACAACGCTATCGTGCCTCRGAAGTCATGGCTAA 

CCCAGGAATCTTGGGCTACCCCCTGAGGCCCTCAGAGAAGAACAAAACTGTCACAGACCT 
20 GTTCTACCAAGCCATCACTAAGATCAAACCRCATAGGAAGACATCCAACTGCAGCCAGCT 

GCTCTCCCTTTATGACTCTTACTCCACCAAGGCTTACCTGATGAAGGAAGGAACGCTGAG 

CAAAAGGGGCCATOSAGATGATCGGGGATATAATGAATGAGAATGCTGGATATTATAAGT 

CCCTCCTTGGAGTCTCTGAGGATTGCAAGCATCTTCTCaiAAAGTGCCCAATTTTCAGAG 

ATCACCGGTGGCTTTGCCCAACTCCCCAATGGCCTCAGTGCTAGCCTGAAGCCTGGCACC 
25 ATCCGTCTGTGGTCXSVAAGTAGAAAGAGl'GGTGAGAGACGGGCCCAAGGTTAAGGTTATG 

TACCGCACAGATGGGCCCACTTCTGCACTGCACAAACTCACTGCGGATTACGCCATCATC 

ACTGCCTCAGCCAAGGCCACTCGCCTCATCACCTTCCAGCCACCTCTGTCCCGAGAGAAA 

ACACATGCCCTGCGCTCCGTTCATTACACCAGTGCCACCAAGGTGGTTTTAGTGTGCAAC 

GAACGCTTCTGGGAACAAGATGGCATCCGGGGCGGCTACTCCATCACTGACCGACCCTCC 
30 CGCTTCATTTACTATCCCAGCCACAGCCTGCCAGGCGGCAAGGGAGTCCTGCTGGCCTCT 

TTCACTGTGGGTGATGATTCCTCCTTCTTTGCTGCCCTGAAGCCCAACCAGGTGGTCGAT 

GTTGTGCTGGATGACCTTGCGGCAGTGCACCGCATACCCAAGGAGGAGCTAAAGCGCATG 

TGCCCAAAGTCAGCGATCAAGCACTGGTCTCTAGACCCCCTCACCATTGGCGCCTTTACA 

GAGTTCACACCCTACCAATTTGTAGACTATTCGAAGCAGCTCTCCCAGCCAGAGGGCCGC 
3 5 ATCTACTTTGCTGGGGAGCATACCTGCCTGCCGCACAGCTGGATAGACACCGCCATCAAG 

TCGGGCATCCGGGCCTCCTGCAACATTCAGGCTGCAGTGGACAAGGAGGCCACTCGAGGA 

Cy^TACGGCTCTTTAGAGGCCCTTTGCCAACAATCAGGATGCCCCACCACCACCACCSiaGA 

ACAATCTGTGGGAGAGTCTAAGAGAATAAATAGGCTAGAAGATGAAAGGAAGCCGAGACC 

40 AAGAGACACCACCCCCTATTCTGTCTCACTCCCTCTCTCTATGGGAAATAGCAGAGCCAG 
GGCATACAAAGGCAGGGAGTAGGGGGTAGCTGTCAAGGCTGGAGAATTCTAGAATCAGCC 
TTTAGCTTGAAGGAAATTGTCTCCTGCTACAAAACAATAACAAGCAAAAAG 

>M_1.0.0_25869 Mus rausculus 10 days lactation, adult female raaramary gland CDNA, RIKEN full-length 

enriched library, clone :D73 00S0C14 :glycosylation dependent cell adhesion molecule 1, full insert 
45 sequence cr; 91-12862225/// /cds= ( 48 , 503) /gb=AK021358 /gi=12862225 /ug=Mra. 219621 /len=626 

[Mouse_jongleur_201102 .19220 .CI] [SEQ ID NO: 30] 

GATTCTACTCTGCTTCCCAGGGAAAGCTGACCTTGTTCCAGTGCCACCATGAAATTCTTC 

ACTGTCCTGCTATTTGTCAGTCTTGCTGCCACCTCTCTTGCTCTCCTGCCTGGGTCCAAA 

GATGAACTTCAAATGAAGACTCAGCCCACAGATGCCATTCCAGCTGCCCAGTCCACTCCC 
50 ACCAGCTACACCAGTGAGGAGAGTACTTCCAGTAAGGACCTTTCCAAGGAGCCTTCCATC 

TTCAGAGAAGAGCTGATTTCCAAAGATAATGTGGTGATAGAATCTACCAAGCCAGAGAAT 

CAAGAGGCCCAGGATGGGCTCAGGAGCGGGTCATCTCAGCTGGAAGAGACCACAAGACCC 

ACCACCTCAGCTGCAACCACCTCAGAGGAAAATCTGACCAAGTCAAGCCAGACAGTGGAG 

GAAGAACTGGGTAAAATAATTGAAGGATTTGTAACTGGTGCAGAAGACATAATCTCTGGT 
5 5 GCC AGTCGTATCRCGAAGTCATGAAGACAAAAACACCTAACCACTAAGTCCCATGCTAGG 

TGGTGCCTTCATCAGCCACATTCTGCTCATCTGACCACCACCTCTCAGTCTGCCCTTTGA 

TGTCTTACATTAAAGTATTGCAACCGN 

>M_1.0.0_4293 Mus rausculus peripheral myelin protein, 22 kDa (Piiip22) , niRNA cr: gi-6S79394/// 
[Mouse_jangleur_201102.1994.Cl] [SEQ id NO: 31] 
60 AACACCGGGAGCCTCCCACTGCCCCCTTGCTTTGCGCGCGCGTGACCCGCAGCACAGCTG 

TCTTTGGGGACGCCAGCAACCCAGTGGACGCACCGGAGTTTGTGCCTGAGGCTAATCTGC 

TCTGAGATAGCTGTCCCTTTGAACTGAAACAGGCACCGCTCCTCTGATCCC6AGCCCAAC 

TCCCAGCCACCATGCTCCTACTCTTGTTGGGGATCCTGTTCCTGCACATCGCGGTGCTAG 

TGTTGCTCTTCGTCTCCACCATCGTCAGCCAATGGCTCGTGGGTAATGGRCACACGACTG 
65 ATCTCTGGCAGAACTGTACCACATCCGCCTTGGGAGCCGTCCAACACTGCTACTCCTCAT 

CAGTGAGCOAATGGCTGCAGTCTGTCCAGGCCACCATGATCCTGTCTGTCATCTTCAGCG 

TCCTGGCTCTGTTCCTGTTCTTCTGCCAGCTCTTCACTCTCACCAAAGGCGGCCGGTTTT 

ACATCACTGGATTCTTCCAAATCCTTGCTGGTCTGTGCGT6ATGAGTGCAGCGGCCATCT 

ACACAGTGAGGCACAGTGAGTGGCATGTCAACACTGACTACTCCTATGGCTTCGCCTACA 
70 TCCTGGCCTGGGTGGCCTTTCCCCTAGCCCTCCTCAGTGGTATCATCTATGTGATCCTGC 

GGAAftCGCGAATGAGGCGCCCGACGACGCACCGTCCGTCTAGGCTCTGAGCGCGCATAGG 
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GTCCACAGGGAGGGAGGAAGGAAACCAGAGAACAAAACCAACCAACCAAAAAAGAGCTAG 

CCCCAAACCCAAACGCAAGCCAAACKAAACAGAACGCAGTTGAGTGGGGATTGCTGTTGA 

TTGAAGATGTATATAATATCTATGGTTTATAAAACCTATTTATAACACTTTTTACATATA 

TGTACATAGGATTGTTTTGCTTTTTATGTTGACCGTCAGCCTCGTGTTGAATCTTAAACA 
5 ACTTTACATCCTAACACTATAACCAAGCTCAGTATCTTTGTTTTGTTTCGTrTTTTTTTT 

TAATCTTTTTGTTTTGCTCAGACATAAAAACTCCACGTGGCCCCCTTTCATCTGAAAGCA 

GATACCTCCCTCCCACTCAACCTCATAGGATAACCAAAGTGTGGGGACAAACCCCAGACA 

GTTGAAGACCTTTACACTATGGGTGACCCAGTGCATTTAGCAGGAGTATCCACTGCCCGA 

ATCCATGTGTGAAGCCCTAAGCACTCACAGACGAAAAGCCCTGACCGGAACCCTCTGCAA 
1 0 AAACAGTAATAGCTGGTGGCTCCTGAACACTTGACCCTGTAGACGGAGTACTGGGGCCAC 

ACGTTTAAATGAGAAGTCAGAGACAAGCAATCTGTGAAATGGTGCTATAGATTTACCATT 

CCTTGTTATTACTAATCGTTTAAACCACTCACTGGAAACTCAATTAACAGTTTTATGCGA 

TACAGCAGAATGGAGACCCGATACAAAGGGTTCATAACTGCTTTCATACCTAGCTAGGCT 

GTTGTTATTACTACAATAAftTAAATCTCAAAGCCTTCGTCAGTCCCACAGTTTTCTCACG 
1 5 GTCGGAGCATCAGGACGAGCATCTAGACCCTTGGGACTAGCGAGTTCCCTGGCTTTCTGG 

GTAGATGTATATACGGTGTCCTTCTGATGCTAAGACTCCAGACCTTTCTTGTTTTTGCTT 
GCTTTCTCTGATTTTATACCAACTGTGTGGACTAAGATGCATCAAAATAAACATCAGAGT 
AACTC 

20 >M_1.0.0_3000 Mus musculus ATP-binding cassette, sub-family B (MDR/TAP) , member IB (Abcblb) , niRNA 

or: gi-6755045/// [Mouse_joilgleur_201102 . 1138 . C3] [SEQ ID NO: 32] 

GAGGCGCTGCTTCCATCTTCTGAGGTTCCGCTCAACTCAGAGCTACTTCCAAATTCTACA 

TCTTGGCTGACTTTGCGAAGGAAACCCGGAGGTGGCACGTGAGGTGGTGATGGAGTTTGA 

AGAGAACCTTAAGGGAAGAGCRGACAAGAACTTCTCGAAGATGGGCAAAAAGAGTAAAAA 
25 GGAGAAGAAAGAAAAGAAACCTGCTGTTGGCGTATTTGGGATGTTTCGCTATGCAGATTG 

GCTGGACAAGCTGTGCATGATTCTGGGAACTCTCGCTGCTATTATCCATGGAACATTACT 

TCCCCTCTTGATGCTGGTGTTTGGAAACATGACAGATAGTTTTACAAAAGCAGAAGCCAG 

TATTCTGCCAAGa^TTACTAATCAAAGTGGACCCAACAGTACTCTGATCATCAGCAACaG 

30 GCTCATAGTTGCCTACATCCAGGTTTCACTTTGGTGCCTGGCAGCTGGAAGACAGATACA 

CAAGATTAGGCAGAAGTTTTTCCATGCTATAATGAATCAGGAGATAGGCTGGTTTGATGT 

GCATGATGTTGGGGAGCTCAACACCCGGCTCACAGATGATGTCTCCAAAATTAATGACGG 

AATTGGTGACAAAATTGGGATGTTTTTTCAGTCCATAACCACATTTTTAGCCGGTTTTAT 

CATAGGATTTATAAGTaQTTGGAAGCTAACCCTTGTCATTTTGGCTGTCAGCCCTCTTAT 
35 TGGATTGTCATCTGCTTTGTGGGCAAAG6TATT6ACTTCATTTACTAATAAGGAACTCCA 

GGCTTATGCAAAAGCTGGAGCAGTTGCTGA7U3AAGTCTTAGCAGCCATCAGAACTGTGAT 

TGCCTTTGGAGGACAACAGAAGGAACTTGAAAGGTACAATAAAAATTTAGAAGAAGCTAA 

AAATGTTGGCATAAAGAAAGCTATCaCAGCCAGCATTTCGATAGGCATTGCCTACCTGTT 

GGTCTATGCATCATATGCACTGGCATTCTGGTATGGGACATCCTTGGTCCTCTCAAATGA 
40 ATATTCTATTGGAGAAGTGCTTACTOTCTTCTTCTCTATTTTGTTGGGGACTTTTAGTAT 

TGGACACTTGGCCCCAAAaVTAGAAGCCOTTGCAAACGCACGAGGGGCAGCCTTTGAAAT 

CTTCAAGATAATTGATAACGAGCCAAGCATTGACAGCTTCTCAACAAAGGGCTACAAACC 

AGACAGTATAATGGGAAACTTAGAGTTTAAAAATGTTCACTTCAACTACCCATCGAGAAG 

CGAAGTTCAGATCTTGAAGGGCCTCAATCTGAAGGTGAAGAGCGGACAGACGGTGGCCTT 
45 GGTTGGCAACAGTGGCTGTGGAAAAAGCACAACTGTCCAGCTGATGCAGAGGCTCTACGA 

CCCCCTGGAGGGCGTGGTCAGTATCGACGGACAAGACATCAGAACCATCAATGTGAGGTA 

TCTGAGGGAGATCATTGGTGTGaTGAGTCAGGAACCTGTGCTGTTTGCCACCACGATCGC 

CGAGAACATTCGCTATGGCCGAGAAGATGTCACCATGGATGAGATTGAGAAAGCTGTCAA 

GGAAGCCAATGCCTATGACTTCATCATGAAACTGCCCCACCAATTTGACACCCTGGTTGG 
50 TGAGAGAGGGGCGCAGCTGAGTQGGGGACAGAAACAGAGAATCGCCATTGCCCGGGCCCT 

GGTCCGCAATCCCAAGATCCTTTTGTTGGACJGAGGCCACCTCAGCCCTGGATACAGAAAG 

TGAAGCTGTGGTGCAGGCCGCACTGGATAAGGCTAGAGAAGGCCGGACCACCATTGTGAT 

AGCTCATCGCTTGTCTACAGTTCGTAATGCTGACGTCATTGCTGGTTTTGATGGTGGTGT 

CATTGTGGAGCAAGGAAATCATGATGAGCTCATGAGAGAAAAGGGCATTTACTTCAAACT 
55 TGTCATGACACAGACTAGAGGAAATGAAATTGAACCAGGAAATAATGCTTATGGATCCCA 

GAGTGACACTGATGCTTCTGAACTGACTTCAGAAGAATCCAAATCACCTTTAATAAGGAG 

ATCAATTTACAGAAGTGTCCACAGAAAGCAAGACCAAGAGAGAAGACTTAGTATGAAAGA 

GGCTGTGGATGAAGATGTGCCTCTGGTTTCCTTTTGGCGGATCCTAAATCTAAATCTAAG 

TGAATGGCCTTATTTACTTGTTGGCGTACTTTGCGCTGTTATAAATGGGTGCATACAACC 
60 AGTGTTTGCCATAGTATTTTCAAGGATTGTAGGGGTTTTTTCAAGAGATGATGACCATGA 

TTTTGTTACATATTTCTTTCAGGGCTTCACATTTGGCAAAGCCGGAGAGATCCTCACCAA 
GCGAGTCCGATACATGGTTTTCAAATCCATGCTGAGACAGGATATAAGCTGGTTCGATGA 
CCATAAGAACAGCACTGGCTCACTGACCACCAGGCTCGCCAGTGATGCTTCTAGTGTTAA 
65 AGGGGCGATGGGCGCCAGGCTTGCTGTAGTTACCCAGAATGTAGCAAACCTCGGGACAGG 
AGTCATCCTCTCCTTAGTCTATGGCTGGCAGCTGACACTTCTACTTGTAGTAATTATACC 
GCTCATTGTATTGGGCGGAATTATTGAAATGAAGCTGTTGTCTGGCCAAGCCTTGAAGGA 
CAAGAAACAGCTTGAGATCTCTGGGAAGATTGCTACAGAAGCAATTGAAAACTTCCGCAC 
TATTGTCTCTTTGACTCGGGAGCAGAAGTTTGAAACCATGTATGCCCAGAGCTTGCAGGT 



70 




GGCCATGATGTATTTTTCTTATGCTGCTTGTTTCCGGTTCGGTGCCTACTTGGTGGCACA 
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ACAACTCATGACTTTTGAAAATGTTATGTTGGTATTTTCTGCTGTTGTCTTTGGTGCCAT 
GGCAGCTGGGAATACTAGTTCATTTGCTCCTGACTATGCGAAAGCCAAAGTATCAGCATC 
TCATATCATCAGGATCATTGAGRAAACCCCTGAGATTGACAGCTACAGCACAGAGGGCTT 
GAAGCCTACTCTGTTAGAAGGAAATGTAAAATTTAATGGAGTCCAGTTTAACTATCCCAC 
CCGACCCAACATCCCAGTGCTTCAGGGGCTGAGCCTCGAGGTGAAGAAGGGCCAGACGTT 
GGCCCTGGTGGGCAGCAGTGGCTGTGGGAAGAGCACAGTTGGTCCAGCTGCTCGAGCGCTT 
CTACGACCCCATGGCTGGATCAGTGTTTCTAGATGGCAAAGAAATAAAGCAACTGAATGT 
CCAGTGGCTCCGAGCTCACCTTGGCATTGTGTCCCAGGAGCCCATTCTCTTTGACTGCAG 



■ (Ebp2), 



\ cr: gi-SS77S8S/// 



GAGGGCAGCCAAGGAGGCCAACATCCACCAGTTCATCGACTCACTGCCTGATAAATACAA 
CACCAGAGTAGGAGACAAAGGCACTCAGCTGTCGGGTGGGCAG?J\GCAGCGCATCGCCAT 

GGATACAGAAAGTGAAAAGGTTGTCCAGGAAGCGCTGGACAAAGCCAGGGAAGGCCGCAC 
CTGCATTGTGATCGCTCACCGCCTGTCCACCATCCAGAACGCGGACTTGATCGTGGTGAT 
TGAGAACGGCAAAGTCAflGGAGCACGGCACCCACCAGCAGCTGCTGGCGCAGAAGGGCAT 
CTACTTCTCAATGGTCCAGGCTGQAGCAAAGCGCTCATGAGCTGTGACTATCTGAGGTGC 
TftAGTATTTTTAATATTGGTGTTTAAACATGGCACCAaACCARAGTTAA/iAGGCAAGGGC 
TGTTAAAGGTAACTCCy^TCAAGATGAGRAGCCrrCCGAGACTTTGTAATTAAATGAACCA 
AAATOSGAAACMACAAACAAACAAACaAACAAGCaiTAGTTAAACAGGGCCATGTTTTT 
AATTGCATTACGTGATTCATAAGAGAACATATAGTTTTTTAAAATATiAATGTATAATTTT 
GTTTCAGTTTTTAATTTCTACCCTACTTTCTTAAATGATTATAAAGATTGTAAftAAGCAC 
TATTTCTTAAATTGCCTATAAAAATTAAATTTTCATAT 

>M_1.0.0_60ao Mus musculus retinol binding protein 2, cellular 
[Mouse_jongleur_201102.2997.Cl] [SEQ ID NO: 33] 
AGCTAAAGACAGGGCCCTTTCTTTGTTTCACTGCTTATTTTGACCTGCGTGCAACTTCAC 
TAAGCAATGGGCCCTCAAGAGACTAGGTTTCCTGTCTGTTTCCCCTTCTTGTCTTATATC 

TAATAGCCCTTCTTATCTTa«3CCCa^CCCCACCAGGCa«3CTTTCCTTATATTCTTGCA 
TGCAAGGCCTGTGAGGTTTGGGGGGACTGTTTTAAAGTGCTTAAATCTGAATGTGGAAGG 
CAAGTGATGAATCCCCAAAGGTCCTTTCTGTCCCATTCTGCTGTCACAGGTCACAGTTCA 
TTTTCCAGGTTCTGTCTTTTACAAGTCACCATTGGGCTTGATCATTTAACTTCCATGAGC 
CTTGCAGACCTGGAGAGAGAGAGAGAGAGAGAGGGGGGGGGGGAGAGAGAGAGAGAGAGA 
GAGAGAGAGAGAGAGAGAGAGAGAGTGAGTCAGGAGGTGGGGAGGGCTGTTAAATATAAC 
CCACAGAGCTTTTGTGAACTGAGACAAAATGAAGTTCAAGTGTGGCTTGGCACAAGAACA 
GTTCCTCAGATGTAAAAACCCACCATGAGCTTCACTGGCCAAATCAATGCTCCTTATGTG 
ATAGGCAGGCCTGGCTCCGGTGTCCTGCAGAACGTGTGGGACAAATACTGAGTGTTTGTT 
TTCCTTAGGAACTGATGGAATGTTCTGTGTGAGGCCAGGACTCTGTGGGAGGCCAGTGAG 
CCTAAAATGAGCTGCTCCAAGGCAGTGTGTCATGGAGATCACAGGGACACGCAGACCTGG 
CAACGGCAGGACTTTGTGCCTGGACTGCCCACAGACCTGTTGAACTTTGCAAAGGCAAGG 
GCAGTTCCTTTGAGCTGGGCTTATGACCTTTGACTCTATTATCTTTATATACCTGGTCCA 
CTAAJXrrATAAAAGO^GTAACATTTAGCaTAGTCTCCCTACAGCKTGTTCCTTCACAGTC 
ACTGAACGTCCATATCAAACCAGAGGCCACCATCATGACGAflGGACCAAAATGGAACCTG 
GGAAATGGAGAGTAATGAGAACTTTGAAGGCTACATGAAGGCCCTAGATATTGATTTTGC 
CACCCGCAAGATCGCAGTGCGTCTGACTCAGACGAAGATCATCACTCAAGACGGTGATAA 
CTTCAAGACGAAAACCAACAGCACGTTCCGCAACTACGACCTGGATTTCACCGTCGGGGT 
GGAGTTTGACGAACACACAAAGGGCCTGGACGGCCGACATGTCAAGACCCTGGTCACCTG 
GGAAGGCAACACCCTCGTGTGTGTGCAGAAAGGGGAGAAGGAGAACCGTGGCTGGAAGCA 
GTGGGTGGAGGGAGACAAGCTGTACCTGGAGCTGACCTGCGGCGACCAGGTGTGCCGACA 
AGTGTTCAAAAAGAAGTGATGGGCACGGGAAAGCCTGGAACATGTGCAGAGTTCTCTGCC 
AGTTCCCCAAAGCAGCATGGGGRCTCCTCCCATTCCTGACAGAGCCCCCTTACATCATCT 
GCCTGGGTTTAAACTGGAGTGTATAAAAGGAACCTA 

>M_1.0.0_10044 MUS musculus RIKEN CDNA 2010003F10 gene (2010003F10Rik) , mRNA cr: gi-213129a9/// 
[Mouse_jongleur_201102.5595.Cl] [SEQ ID NO: 34] 
AAGCCTCXCACCTGTOTAACTCCGGAGCCTGGCACTTCCTTCACTGCTCACGTTCACTCC 
GCTCCTGCCTGTTTGGAAGCCTCAGACATGTGTACTGGRAAGTGTGCGCGCTGCCTGGGG 
CTCTCCCTCATCCCTCTCTCCCTGGTCTGCATCGTGGCCAACGCACTCCTGCTGGTACCT 
GATGGGAAGACCACCTGGACGGACGGCAACCTCAGCTTGCAAGTTTGGCTCATGGGTGGC 
TTCATTGGAGGGGGCCTGATGGTGCTGTGTCCAGGAATTGCAGCGGTCCGGGCAGGGGGA 
AAGGGCTGCTGCGGTGCAGGTTGCTGTGGCAACCGCTGCAGGATGCTGCGCTCCGTCTTC 
TCCTCCGCCTTTGGGGTGCTTGGCGCCATCTACTGCCTGTCAGTGGCGGGAGCTGGGCTC 
CGAATTGGACCCAAATGCTTAATAGACAACAAGTGGGACTACCACTTCCAAGAAACAGAA 
GGCGCTTACTTGCGAAATGACACTCTTTGGAATTTGTGTGAGGCGCCACCTCACGTGGTA 
CCCTGGAATGTGACACTCTTCTCAATCCTGGTGGTCGCATCAAGTCTGGAACTTGTGCTG 
TGTGGAATTCAGCTGGTGAATGCGACCTTTGGTGTGTTGTGTGGCGATTGCAGGAAAAAG 
GAGGGTTTAGCTCACTGAGTACCATAGGCCACCCCTAATACCTCATTTCTGGAAGTCTGA 
GTGGTCACCCACTCCCTGGTTGGCTAGGGAAAAAAAAAAAAAAAACATGCACACTTTTAT 
CGTTO^GGCTCTTCCTTAGTGGAATAAACCACKCTGAGCCECTTCCCCXIAGTTCTGGTTT 
AGCCTTTGGAAAGAGTGTACGTGGGCCTTCAGAGATATGTGTCTAG 



AACATAGTTATTGTTCTGGAAATAAAAATCTOTGCTCTCAAGG 
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>M_1.0.0_27805 Hue inueculus similar to SI:PACKT90.1 (novel protein) [Danio rerio] (riOC223845) , inRNA 
cr: gi-23S21104/// [Mousejoiigleur_201102 . 21254 .CI] [SEQ ID NO: 35] 

AGGCAATCTGGAACftACATACAAGAAGTCTTGCTCCCATGGGTTATGAATCTAATTGGAC 
5 GATATAAAAGAGTCTCGGGATCAQAAAAGATAACCCCACGATGGGAACAGGATTACCATC 
TGCAGCCCATGGGCAAGCTGGGATTGTTCTATGAGTRTCTTGAAATGATTATTCAGTTTG 
GGTTCGTCACTTTATTTGTGGCCTCTTTCCCACTGGCTCCCrTGCTGGCTCTGGTGAACA 
ATATTTTGGAAATAAGAGTGGACGCGTGGAAGCTCACAACCCAGTTTAGGCGCATGGTGC 
CCGAAAAAGCCCAGGATATCGGCGCGTGGCAGCCCATCATGCAAGGAATAGCCATCCTGG 
1 0 CCGTGGTGACCAACGCCATGATCATTGCTTTCACATCAGACATGATCCCCCGCCTGGTGT 



ACATCAACAACACTCTCTCTGTCTTCAACATCACGGACTTCAAGAACACAGACAAAGAAA 

ACCCATACATTGGGCTTGGTAACTATACCTTGTGCAGGTACCGTGACTTCCGAAACCCAC 

CTGGGCACCCACAAGAGTATAAACACAACATCTACTATTGGCACGTGATTGCCGCCAAGC 
1 5 TGGCCTTCATCATTGTCATGGAGCACATCATCTACTCTGTGRAGTTCTTCATTTCCTACG 

CAATTCCAGATGTGTCCAAAATCACGAAAAGCAAGATCAAGRGGGAGAAATACCTCACGC 

AGAAGTTGCTTCACGAGAGTCACCTCAAAGACCTGACCAAAAACATGGGGATCATCGCCG 

AGAGGATAGGAGGAACGGTTGACAACA6CGTGCGGCCAAAACTCGAATGAGCGGGAGCTT 

TAGGCCTGGAGAAGCACTTTAAAGAGAATTAGCTGTCAGACGTGTGTGAAGCACTAGAGA 
20 GGATGGCATTGGAACTCCTAGGCAGGCGGAGTCTTGCCCATGCCCATTTCTGCCTGTGTC 

ATCTTCCAGTTTCAGCAAGCAGTGTGGAAACTGGAGAACAGAAAACTGATCAGGCAGAGC 

CTAAAACCACCTACCTGGAGGTCCTGAACATGCTCCCTCTTTTGATAAATTGGAATTTTA 

GTAACAGGAAAAAAAGCCCTGAGGTGTGCCCAAGTTCTCCCCGGGACTTCGCTTTTCTGA 

CCTCACGTGTGCAGAGCTCCTTTTCTGTGCTTAATTTTGCATTTTGCCAAATCTATCCCA 
25 GACCTATTTTGTCCGGACAGCACCATCACCAAAGACCAGGCAGACCTCAGCCTTAATCGC 

CTCTGTGTTATCAACAATAGCCAGCTCAGGATTGAGTTTGGATGCTGTGTTAGGTCCCAG 

GTAGGCTCAAGAGTTCACAGTATTTCAGTGTCTTACTGTACACTCCAAGGAAGGAGACTC 

CGCTGCGTATGAAACAGCTTCTGTATCATTTCAGCCTGTATTTCCACCTCCAAGAAATAC 

TCGTCTTAGATTGGCATGAAGATGGAGGGTATTGAATGAAGAAGCCTGTCCCTGTTACTC 
3 0 CACGGTGACATTTGCTCTCTAGCAATACTCCCAGCATGCTCTGGGTCTGACCAATGTTGA 

CTGGCTTTCAGATCTTAAGGGTATATAAGATGAAAAGGTAGCAGCCCTTGTTGATCTGAA 

CGGTTAATTTATCTCTTCTTGGTAGATGATAATCAAATGATTGTAACTGTCTCGTCCTCA 

GCATCATGGGCCGGGAAGCCCATCCACTTCATGAGAACGGACTTAGCAGATGCAGAAGGG 

35 CGACACTGGGCGTAGTCAGAGCAACAGCCAGCTACCCAATCACTAGCCATATCCTGTGAT 

CCCTCTGTGGCAGATGTCACTCACTGGGAACCCTACTGACTTCTCTGCTTGCCACGGTGA 

CCAGCTTCCTTGCCCAGCTCCATTCGTTGCCTGCTAACTCGTTTGTAATCACAGCTGGGC 

TGGAGACAAGTCTACCAAGATTGTTGCCCTTTGAGGAAGGAAACCCTGGGTTGAATTTGA 

GCCCCAAGCCTCCTCTCAAGCCATCAGGGGGTTATGGGAAAGGCTGGTTTATCTGCTGGT 
40 GGCTTGCTGCGAAGCCTCAGCTTCCTAGTGCCTTGCCCTCCCTGTTGCTTGGCTGAGCAG 

CTCGCACCCTTGACTGATCACAGAGGTCAGTGCTGGGTGAAGAAGGGAGGACCTGCCTCA 

AACCAAGCCAAGGAAAGTGAGCGGTTTTAGAGACTGCCTTCTCAACACCCGTGGTATTAA 
45 ATGCCCACCACGAATGATTTACTAGAGAATTGAGAATCAACATGATTAATCAAAGCAGTG 

TTCTGGGCTTTTGAGTAGCCCAGGGGGTCAGTGTGGGAGTATTTCCCCTCCTCCCTTGTC 

CTGGGAGTCCAGAGCCCGCCATACAGTGTCTATCTGTGCTGAGATATiAAATGACTACKTT 

CCTCCCTGAGGGATGCTCTCATTGCACAGCTGAAACCAAGTGCCACTCCTTGCCCCTACC 

CCCAGATTGCCCTGGAGTGCCCTGCTCCCTCTGTTACCTCTTTTCCAGAGCCTGTGCTCA 
50 CTTCCTAAGGACAGGPAAGTACTCCCACTCCATACCATAGAAAGAGGAAATTTTCCCTTC 

CTTTCTTTGTAGACACAAAGAAAAATGTCAAATAAAAAGTGCATTTCTTCATCTATATTC 

CCCAGCCAAGAACTCCCTTCACAAAGTAGAAAGTACCACTATGGACAGAAGAAGGAGGAA 

AAAAAAAAAAAAAAAAAAAAAAAAAACTTCCTTTTCTGAAAGGAGCACTCATGGCATCTG 

ATGCTACCAGAATGCTGAATGACaGCAAGGTTGCTGTGAGCTGTAGGTTCCCAATGGCGT 
55 CAGTGTCATTCCTATGAGGCCTGTGCCAAGTTGGTGATGGATAGGAACAGGGGACACCTT 

CGGTGGCAGTGAGGTAGACCCCAGGCCCAGGAAAACCAAGGGCATGACTGTGGCCACCCA 

CCTGTCTAGCATGAGCCACTAGAGAAGTTCCATCCTTTTGTAATGCCTTTGCATTTTAAT 

GGATTAATGTGGTAGACCCAGTACTCAGGGGATTTTTCCTTAAATGCTCCTCGGATGTTI' 

TAGGTATTCCGTTAGAAGTAGAAGACCACAATTTTTCTTGAAATTGAAAGAGGCCGTCTG 
60 GTAATGAGTTTGTCAAGGTTTCCCCTTTGCAGGGCACGTGGGTCTTGAGTTTCATAGGAC 

ATCCGTTTGTGATGGGGCAGAGCGGGGTGAGTTGGTCTCACAGGTCTTGTGTGCTCCTTG 

TGTTCGTTCCTACAATGGTTGAGAAGTGGAGACAGTGCAGAGCTCAGCTGAAAAGGGACT 

CGTGATGCTTCCCATACACTGTGTCCCCGGTGTAATGTTTGTAACTGATGTCTGTTAATT 

TCTATGCATTTTAATATTTTTTAATTAATGAGCATTTTAATAAAATCAGTTTTACAAAC 
65 >M_1.0.0_662 Mus rausculus fatty acid binding protein 2, intestinal (Fabp2) , mENA cr: gi-667973S/// 
[Mouse_jongleur 201102. IS. C571] [SEQ ID NO: 36] 

CCGACCTCTGCTTTCCTAGAGACACACACAGCTGAGATCATGGCATTCGACGGCACGTGG 

AAAGTAGACCGGAACGAGAACTATGAAAAGTTCATGGAGATiAATGGGCATTAATGTGATG 

AAGAGGAAGCTTGGAGCTCATGACAATCTGAAACTGACAATCACACAGGATGGAAATaAA 
70 TTCACAGTCAAAGAATCAAGCAACTTCAGAAACATTGAT6TTGTGTTTGAGCTCGGTGTA 

AACTTTCCCTACAGTCTAGCAGACGGAACGGAGCTCACTGGGGCCTGGACCATTGAGGGA 




25/349 



wo U3/058201 PCT/US02/41825 



3GTTTCTGGTAATGAACTAATCCAGACCTACACATATGAAGGAGTTGAGGCCAAGCGA 
TTCTTTAAGAAGGAATAAGTCAACTTCTCAGAGCCTGGAGCAACGCTGAAGAGCTAAGCT 
GATGTCAGATTTCTTTCTCCATCATGCTAATGCCAGGCTCATTCGTCATCCTATCAGCRC 
TGGTCTCCAGCCTTGTCAAAGCTAAAGAAGTAAAAGCTAATTAAAAGAACTTCATTTGTT 
TTATGGTCCTTAAGCTATACATGAACTAGTCTTTTAAAAGAAAATAAATCCTGTTCTCAC 
AC 

>M_1.0.0_7665 Mus rausculus defensin related cryptdin 6 (Defers), mRNA cr: gi-1393734S/// 
[Mouse_jongleur_201102. 3937. CIO] [SEQ ID NO: 37,38,39,49] 
GAGAGCTGCCTGCTCATCCTAATCCATCCAGGTGACTCGCAGCCATGAAGACACTAGTCC 
TCCTCTCTGCCCTCKTCCTGCTGGCCTTCCAGGTCCAGGCTGATCCTATCCAAAACACAG 
ATGAAGAGACTAAAACTGAGGAGCAGCCAGGGGAAGAGGACCAGGCTGTGTCTGTCTCTT 
TTGGAGACCCAGAAGGCTCTTCTCTTCAAGAGGAATCGTTGAGAGATCTGGTATGCTATT 
GTAGATCAAGAGGCTGCAAAGGAAGAGAACGCATGAATGGGACCTGCAGAAAGGGTCATT 
TATTGTACACGCTCTGCTGTCGCTGAACATGGAGACCACAGAGGACAAGACGACCATGAG 
TACTGAGGCCACTGATGCTGGTGCCTGATGACCACTTCTCAATAAATTGTTCGCAATATG 
AAAAAAA 

>M_1.0.0_7656 Mus musculus defensin related cryptdin, related sequence 10 (Def cr-rslO) , niRNA cr: 

6681162/// [Mouse_jongleur_201102 .3937.C1] [SEQ ID NO: 40,47] 

ACACATTTGAGCCCTGCTCTCCAATCATCTAGGTGACTCGCAGCCATGAAGAAACTTGTC 

CTCCTCTTTGCCCTTGTCCTGCTTGCATTCCAGGTCCAGGCTGATTCTATCCAAAACACA 

GATGAAGAGACTRAAACTGAGGAGCAGCCAGGGGAAGAGGACCAGGCTGTGTCTGTCTCC 

TTTGGAGACCCACAAGGCTCTGCTCTTCAAGATGCAGCCCTAGGATGGGGTCGGCGGTGC 

CCACCATGCCCCAGATGCCCGTCATGCCCATGGTGCCCAAGGTGCCCGAGGTGCCOSAGG 

TGaVAATGCaATCmAAATAAGCCTGCaATTGGCACCMAGATCa«\ATAAACAGCA^ 

ATTCTGCTGCAGCTGAGCATGGflATCTGGGTCAAGATAACCATGTTCTTTGGAACCTCAC 

TATCTGTCAAGACCCTTGTTCTTAGCCTTGRTTGCTCTTGCTTCTCCAATAAACTCCTTG 

CAGA 

>H_1.0.o_S273l Human HASF-A PLA2 gene encoding synovial phospliolipase, exons 2 tlirough 5 sii gi- 
190885/// [Huraan_jongleur_201102,cl. 9676. singlet] [SEQ ID NO: 41] 

TGATATGTATGAGAGGGTGTGTGTGCATGAGTGTGTTGAGTGAGTATGTGAGTGTAGTGT 
AAGAGAGGATGTTGGCACTATCAGGTAATTACGAGAGTGTGTGTATGTGGGCATAGGTGT 
GTTAACATGTATGTGTS-TGGGAACTTGTGTATGTGGAAGGGGTrAGAAGGCCTAGAAGAG 
AGAGGTTGATGCTTTCATTCTGGAGGAAAATACTGAGGCCGAGCCTCCATQGGTGCKTTG 
GAGACTCCAAGCCTTGAATCCAGTGTGGGGATATGCAAGCTATGTCTAGCGAGGGACACA 
TCCTCTGACCTCAGGAACCTCCCAGGTAGTTGGGAGGAACCTGGTTCCAACCTCCCAAGA 
ACTCTCAGTCTGATGACGGTACAGGGGAGGTCTCATTAGTGTATCATGGGGTTCTCCACA 
GGTCTGAGGGCCTGATGTGTGTGAAACCATTCTGCAGAGCTGGGAACGGGTCAGGAGGTG 
GTTGTGTGTGTGTGTGTGTGTGTGTGTGCATTGCTGGAGGGCACTCCTTGTGTGCTCTGA 
GTGTGACAGAGGAAGTCACCCTGGACTTAGGTTGGATaGGAGAGCCATGTCTGTGTGTCT 
CAGAGCCACCAAGGAGGAGCAGGGGAGCGACGGCCGGGGCAGAAGTTGAGACCACCCAGC 
AGAGGAGCTAGGCCAGTCCATCTGCATTTGTCACCCAAGAACTCTTACCATGAAGACCCT 
CCTACTGTTGGCAGTGATCATGATCTTTGGTAAGAGCTGACCCTGACCTCTGAGCATGGG 
GGACAGCCCCAGAAGGGAAGCACTCTTGTCCCTTAGTTTTCTCTCCCATTGCAGTGRTCC 

AGGGAGGGCACAGAACCCCATGCCCCATCACCAGACAACTC C C AAP.TTTC CTT C C AGG C C 
TACTGCAGGCCCATGGGAATTTGGTGAATTTCCACAGAATGATCAAGTTGACGACAGGAA 
AGGAAGCCGCACTCAGTTATGGCTTCTACGGCTGCCACTGTGGCGTGGGTGGCAGAGGAT 
CCCCCAAGGATGCAACGGATCGGTGAGGCCACCTATCCCTCCCTACCCTCCTAGACTCTG 



AGGATGGCCTGGCTGGAAAAGCAGCCGGCATGTTGGAACTTCTGCTCTAGACTGTTGCAA 
AGTCACTGGGTCTCTGCCCAGGGTCCAAGGGGGTGAGACCACAG6CACCAGGCCTCCTGG 
AGCTGTGGGACAAGAGCCCCAACAGGTGTCTCCTCACAGCTGCTGTGTCACTCATGACTG 
TTGCTACAAACGTCTGGAGAAACGTGGATGTGGCACCAAATTTCTGAGCTACAAGTTTAG 
CAACTCGGGGAGCAGAATCACCTGTGGTAAGAGTCCTACCTCACCATCGAGTGGCCCTCA 
TTTGTTTAGACAGTGCTGGGACTGTGCTGGGCACCAAAGATAGACACAGAGGGACACAGT 
TCCTGCTTCaGGAAGCTCACGGTTGAGTGGGAAGCCAGGAAAGTGAAAATCCAATGTAGT 
J««VGACTCCAGTGGGAAGTAAACAAflCAGATAAGGCATTAACACAGCCTGAGGCTTGAGG 
AAGGCTCCTGGAAGGGGTGACCCCTAAGCTGAGTCTGAAAGGCTGTGCAGAGAGTCAGGG 
AAGAGGAGGGAGCATTCCCAGAAGAGGACACAGCATGGTCAAAGGCACTAAAGGGCACTG 
TAAGCCATTCTGTACTGCCCAGCAGAAACATGAGGAAGAGGAGCAGTGCTGAGCCATGAT 
GCTGGAGACATAGGAAGGAGCTAGGTCAATCCGCCCTCCACTCKGGGCTGTATTTAGGTT 
TTGCCCTAAAGCAATAGGATGCTATTAAGCAAAGGAGCTACAGGGTCAGATTTGCATTTT 
AGATGACTCACTGTGGGGACAGGGTCGATGGAGACAAGTGGAAGGGGGCAGAGAAAGCTA 
TTGCCATCATGCAGGCAAGAGGGAGTAACATCTTGACATAAAACAATGGAGGTCAGGATG 
GGAAAGGTGGAGAAAAAATCAAGATGCATTTGAGATGGAATGCAGCTGT^TVCTGGTGACTG 
AGTTGGGAGGGATGGGGAGAGGGAGTTGTTGGATGGATATGTGGCTGCATGGATGGCACA 
ACTGTGATAAAGACCATGGGAGCAGGTCATGGTGGAGGGTGGGGAGGAGCAGTTCTATTT 
CCAGCATGTTGAGTTTAGGGGCCTCCAGCACCCAGGGAGGGGTCCAGCAGGCAGCTGTCT 
ATACAAATGCAGCTCAGGGGAGAATTCAGGACTGGGACACAGATTCAGAAGCCAGCAGCA 
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GAGACCTGAGAGGTGGGTGTGATCACTCATTTGCTGTTTAAAGGCCCAGAAAGGAGACAG 
AGAAGGGATGGACAGAGAGGGAGAAGGGGAACTGAGCGAGAAGGTCAAGGAGTCAGTAAG 
GAAATGGTTAGCAAGGGCCAAGTGAACAGGGAGTCCTCCATGAAAAGGGCCAACAAGGCT 
CCCCTGGATGTTGAGGCAGAAACGCATGAGGGACTCAGGGAAGCTGTTTCCATGGAGTCG 
GGAGGGCAAAGCCAGATTAGACCAGGTGGGGGCTGATGGGAAGGCAAATAAAGACAGGAG 
GCAAAGACAACATTCTGGAGAAAGTTTGGCCTGAAGGGAGGAGAGTGGTGGCACTGGAAG 
GCTTTGCTTCGTCTCCCCAGACAGCTGACTCATGAGTGGGATTTGGAAAAftGCGTGGACT 
CCTGCCEATGGCCTGAGTCCTTTAAGATCAGAAATTATGTCTCCCATCATGGCCTCTCCA 
TAGAGGCATGTATCTTCAGCAGGCGTTAGGTCACAAGCCACATGATGCCAAGCTGACAGT 
GGCTTGCATAATGGGGATATGTGACTGTCGCATAACTAGAATTCTGGAAGAGTGCAGTGC 
CAGGCTTGGGGCAGCTTTCCAGCCATGTCATTAAGAATCCAGCCTTCTCCTGGCCTTCAG 
CTATGCCACGTGGCCAGTGTCTACACCTGGGATGTCAAGAGACAGGCTGCaGGTCCACCC 
TCCTGGCCTCa^TACTATGGAAGAGGCTTTCCTTTTGGGCATCTCrCTTTTTGGAGGGAGG 

AGGTTACATGATACACAAAGACCAATCACTGCAAAGGAAAAAGGGATGACCCTGCCTGGC 
TTACACCAATCACAATCTATTCCCAGACCCCCCGAGGCTAGGGCTTTGCCTCCTGGACAC 
ATCTGTTAGCAAGAGGAAGAGATTATGGCTGTTAGGAAGGCCTTTGAGAAAGTATCCCAG 
TGCCTGGCTGTGTCTCCACa^GGCTGGAGGCCAGCATCCCAAGGGCAAGAATTCTGTCTC 

ACAGGGCTGTGTCTTCTACCCCAGGGTTCCACAAGAAGCCACTGAATATTAATAAAGTCC 
CATCrraTGTTTATTTTCTTATGATTTCAAAACAGGACTCCTGCAGAAGTCAACTGTGTG 

AGTGTGATAAGGCTGCTGCCACCTGTTTTGCTAGAAACAAGACGACCTACAATAAAAAGT 
ACCAGTACTATTCCAATAAACACTGCAGAGGGAGCACCCCTCGTTGCTGA 

>H_1.0.0_11184 Homo sapiens intelecrin (ITLN), raRNA cr: gi-8923027/// 
[Human_jongleur_201102.42S7.C21 [SEQ id NO: 42] 

aggagcgtttttggagaaagctgcactctgttgagctccagggcgcagtggagggaggga 

gtgaagga6ctctctgtacccaaggaaagtgcagctgagactcagacaagattacaatga ■ 

accaactcagcttcctgctgtttctcatagcgaccaccagaggatggagtacagatgagg 

ctaatacttacttcaaggaatggacctgttcttcgtctccatctctgcccagaagctgca 

aggaaatcaaagacgaatgtcctagtgcatttgatggcktgtattttctccgcactgaga 

atggtgttatctaccagaccttctgtgacatgacctctgggggtggcggctggaccctgg 

tggccagcgtgcatgagaatgacatgcgtgggaagtgcacggtgggcgatcgctggtcca 

gtcagcagggcagcaaagcagactacccagagggggacggcaactgggckaactacaaca 

cctttggatctgcagaascggccacgagcgatgactacaagaaccctggctactacgaca 

tccaggccaaggacctgggcatctggcacgtgcccaataagtcccckatgcagcactgga 

gaaacagctccctgctgaggtaccgcacggacactggcttcctccagacactgggacata 

atctgtttggcatctaccagaaatatccagtgaaatatggagaaggaaagtgttggactg 

acaacggcccggtgatccctgtggtctatgattttggcgacgcccagaaaacagcatctt 

attactcaccctatggccagcgggaattcactgcgggatttgttcagttcagggtattta 

ataacgagagagcagccaacgccttgtgtgctggaatgagggtcaccx3gatgtaacactg 

agcaccactgcattggtggaggaggatactttccagagg(3:agtccccagcagtgtggag 

atttttctggttttgattggagtggatatggaactcatgttggttacagcagcagccgtg 

agataactgaggcagctgtgcttctattctatcgttgagagttttgtgggagggaaccca 

gacctctcctcccaaccatgagatcccsiaggatggagaacaacttacccagtagctagaa 

tgttaatggcagaagagaaaacaataaatcatattgactc 

>M_1,0,0 7S58 Mus rausculus defensin related cryptdin 5 (Defers), mRNA cr: gi-6681172/// 
[Mouse_jongleur_201102.3937.C3] (SEQ ID NO: 43] 
ATGAAGACATTTGTCCTCCTCTCTGCCCTTGTCCTGCTGGCCTTCCAGGTCCAGGCTGAT 
CCTATCCACAAAACAGATGAAGAGACTAATACTGAGGAGCAGCCAGGGGAAGAGGACCAG 
GCTGTGTCTATCTCCTTTGGAGGCCAAGAAGGGTCTGCTCTTCATGAAGAATTGTCAAAA 
AAGCTGATATGCTATTGTAGAATAAGAGGCTGCAAAAGAAGAGAACGCGTTTTTGGGACC 
TGCAGAAATCTTTTTTTAACTTTCGTATTCTGCTGTAGCTGA 

>H_1.0.0 23593 Highly similar to NEP_HUMaK Neprilysin (Neutral endopeptidase) (NEP) (Enkephalinase) 
(Common acute lymphocytic leukemia antigen) (CALIiA) (Neutral endopeptidase 24,11) (CDIO) [H.sap cr: 

gi-8169S87/// EST390530 Homo sapiens cDNA /gb=AW978421 /gi-8169e87 /ug=Hs . 3 07734 /len=S7S. 
[Human_ jongleur 201102 .11097. C4] [SEQ ID NO: 44] 

CCCTTTCTAGGACAACCTAATGTTATCTGTATTGT6ATGGTGCCCTCTCTGTTAATCACC 

CTCAAGTCAGTACAGTGACCCCTAGGGCCCATTTTCTTTCGATTAGAGAATTCCCCATTT 

CTGTGGTGTTGGCAAGTCTAGCCAAGGGOTGCAATGCTTCTTTTGAAGATCACCAAACCC 

CTGCAGAGTTCTGCAAAGTCCCAATAATCCTGAAATTGCCTGGACTGTGCACATCTGTTT 
TAATGGAGTTAACCGCATACTCTGGCCTATAGGTTCCACACCACACCIGTGCAAAGTTCA 
AGAAAAATAGTTGTTTGTGATTTAGGTCAAGTCCAGGAAGTAATTTTTCTTCGCCA7TCT 
TTTTAATATAATTCTGATAGGCTCTGTATGCTTGACCAAGACCTCCATTATCAGCAATGT 
TTTCTCCCAGTGTATTAATTCCATTAAGGTGCTGTCCACCTGCCAGGTCCCAGGAAAAGT 
TTCCATACTGATACACCATGCACTGGGATTGCTCCTTAAAGTTACTTGCAGACTGTTGAG 
TCCACCAGTCAACGAGGTCTCCATCTTTGTTAAftGTTTCTGCCATTGTCATCGAAGCCAT 
GGGTGATTTCGTGTCCTATGACCATGCCGATGCCCCCATAGTTCAATGAGTTGGACTGCT 
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AGTATTCATCTTCTTTGTAGTTCAACTCGAGGTACTCATTATTCAGTTTGTTATCATTTG 
AAACAATGTCATCAGGATAGCCGATCCTTTCTTTAATTGCTAAGGCCTTTTCrrCAGCTC 
TCTTTTTTGT 



CATAAAGCCTCCCCACAGCATTTTCCATATTCCCATTGACATAGTTTGCACAACGTCTCC 
'TCTGGACTCCT 

GAAGATCTCTGGCS^GAATATTTGGTAAGAATGGGCTTAAGTTTGGTTAAATATTCTGGAG 
CATAAACAACCACATCTTCCTCATTTGTAATACTAATATTCACAGTTGACATGATTTCAT 
TTGTGAAATTCAACCAGCTGAATGGCTTCCCATTGATCTCTAGTGAAAAGTTATTTTGGA 
TCTGGGCCAATGTCATCTTGTTATACAGAAGCATTGGATCATTTCGATCTTCAGGTTTAG 
CCGTAGCATTGGCAATTTCTT 



AATCCACATATGCTGTACAAGCCTCTTTATAGATTCCAGTGCATTCATAGTAATCTCTAG 
AAGGGAGGCCAAGTCGAGGTTGGTCAATATGAATTACATGATTCACAGAATTCTTATCAT 
CAGTGCCAACAftACAAATTAATAAGGACTTTTTTCCCATATTTAGAATTCAGTTGTGCAA 
TAGCTTTTTCAGCTGTCCAAGAAGCACCATATTTTTGCTCCCAGTTTTCTGTTGCTACTG 
GCCACCCATATATGTCTGGTAACAGTTTGAGTAGAGGTTCrrCCACCTCTGCTATCAATAG 
CAGATTOVTTTATACaAGACCTGTACMTGCTTTTGCTTTCTGa^CTGCTACTATATCTT 
CAGTTTTGGGTTCTTGAAGGACATCTTTCAAAACGACTTCTAGTTCATCTCTTAAAATGT 
CSU^GTTGCCGTAAOSGGAGCTGGTCTCGGGAATGACATTACGTTTCAACCAGCCTCCGC 
AAGCATATTTGAAAAAGTCTGTACAAGGCTCAGTGGTGGCATCCATGTTTTGGATCAGTC 



GTGCGATCATTGTCACAGCTATGATGGTGAGGAGCAGGACAAGGACCGAGAGGCTGATCT 
CCAGTGGAGTCCATCGCTGTTTCTTCTTTGGCTTTGGAGTGTTGATATCAGTTATATCCA 

tctgactttctgacttgcccatcacctaaaattcttcaggtcccagtagcggctccttcc 
cagggcacgcctcctccacggccgcagggtcctgggcgctcggatcgcgctggaccttag 



>H_1,0 0_28S5 Homo sapiens guanine nucleotide binding protein (G protein), alpha 11 (Gq class) 
(GNAll) ,~mRlIA on gi-4S04036/// [Human jongleur_201102.S05.C2] [SEQ ID NO: 45] 
TTCGGCCGGGGCCGGGACGATGACTCTGGAGTCCATGATGGCX3TGTTGCCTGAGa3ATGA 
GGTGAAGGAGTCCAAGCGGATCAACGCCGAGATCGAGAAGCAGCTGCX3GCGGGACAAfiCX3 
CGACGCCCGGCGCGAGCTCAAGCTGCTGCTGCTCGGCACGGGCGAGAGCGGGAAGAGCAC 
GTTCATCAAGCAGATGeSCATCATCCACGGCGCCGGCTACTCGGAGGAGGACAAGCGCGG 
CTTCACCAAGCTCGTCTACCAGAACATCTTCACCGCCATGCAGGCCATGATCCGGGCCAT 
GGAGACGC'TCAAGATCCTCTACAAGTACGAGCAGAACAAGGCCAATGCGCTCCTGATCCG 
GGAGGTGGACGTGGAGAAGGTGACCACCTTCGAGCATCAGTACGTCAGTGCCATCAAGAC 
CCTGTGGGAGGACCCGGGCATCCAGGAATGCTACGACCGCAGGCGCGAGTACCAGCTCTC 
CGACTCTGCCAAGTACTACCTGACCGACGTTGACCGCATCGCCACCTTGGGCTACCTGCC 

3TACCCTTT 



GAAGTGGATCCACTGCTTTGAGAACGTGACA 
ATACGACCAAGTCCTGGTGGAGTCGGAC3«iCGAGAACCGGATGGAGGAGAGCAAAGCCCT 
GTTCCG6ACCATCATCACCTACCCCTGGTTCCAGAACTCCTCCGTCATCCTCTTCCTCAA 



GGAGTACAACCTGGTCTGAGCGCCCCAGGCCCAGGGAGACGGGATGGAGACACGGGGCAG 
GACCTTCCTTCCACGGAGCCTGCGCTGCCGGGCGGGTGGCGCTGCCGAGTCCGGGCCGGG 
GCTCTGCCGCGGGAGGAGATTTTTTTTTTTTCATATTTTTAACAAATGGTTTTTATTTCA 
CAGTTATCAGGGGATGTACATCTCTCCCTCCGTACACTTCGCGCACCTTCTCACCTTTTG 
TCAACG6CAAAGGCAGCCTTTTTCTGGCCTTGACTTATGGCTCGCTTTTTTCTAAAA 

>H_1.0.0_25937 Homo sapiens guanylin raHNA, complete cds cr: gi-183414/// /cds-(8,35S) /gb=M97496 

/gi=1834T4 /ug=Hs.778 /len=571 [Human_jongleur_201102. 12385. CI] [SEQ ID NO: 46] 

TCGCTGCCATGAATGCCTTCCTGCTCTTCGCACTGTGCCTCCTTGGGGCCTGGGCCGCCT 

TGGCAGGAGGGGTCACCGTGCAGGATGGAAATTTCTCCTTTTCTCTGGAGTCAGTGRAGA 

AGCTCAAAGACCTCCAGGAGCCCCAGGAGCCCAGGGTTGGGAAACTCAGGAACTTTGCAC 

CCATCCCTGGTGAACCTGTGGTTCCCATCCTCTGTAGCAACCCGAACTTTCCAGAAGAAC 

TCAAGCCTCTCTGCAAGGAGCCCAATGCCCAGGAGATACTTCAGAGGCTGGAGGAAATCG 

CTGAGGACCCGGGCACATGTGAAATCTGTGCCTACGCTGCCTGTACCGGATGCTAGGGGG 

GCTTGCCCACTGCCTGCCTCCCCTCCGCAGCAGGGAAGCTCTTTTCTCCTGCAGAAAGGG 

CCACCCATGATACTCCACTCCCAGCAGCTCAACCTACCCTGGTCCAGTCGGGAGGAGCAG 

CCCGGGGAGGAACTGGGTGACTGGAGGCCTCGCCCXAACACTGTCCTTCCCTGCCACTTC 

AACCCCCAGCTAATAAACCAGATTCCAGAGT 

>H_1.0.0_15482 Homo sapiens pancreatitis-associated protein (EAP) , traascript variant 2, mRNA cr: 

gi-21070i94/// [Human jongleur_201102 . 6563 .CI] [SEQ ID NO: 48] 

GGGAGGGTCCCTTCCTCAGGGAGCACAGGAACTCTGAGACTCAGCAAGGGTGTCCTGGGA 

GGGCTCGGGGATGGGAGAGTACACAGATTCACAACTCATTCAGAACTGTAGAAGATGATG 

GATGTGACCAAGATCACTTTAGTCCTAGGGGACTAGAGAAGGAAAATGACATGAGGCAGT 

GGGGTATCTGTGTGTTCTCCCACTGACCACGCTTTCTTTAGTGACTCCTGATTGCCTCCT 
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caagtcgcagacactatgct(k:ctcccatggccctgcccagtgtatcttggatgctgctt 
tcctgcctcatgctgctgtctcaggttcaaggtgaagaaccccagagggaactgccctct 
gcacggatccgctgtcccaaaggctccaaggcctatggctcccactgctatgccttgttt 



5 




GGTAACAGCTACTCATACGTCTGGATTGGGCTCCATGACCCCACACAGGGCACCGAGCCC 
AATGGAGAAGGTTGGGAGTGGAGTAGCAGTGATGTGATGAATTACTTTGCATGGGAGAGA 
AATCCCTCCACCATCTCAAGCCCCGGCCACTGTGCGAGCCTGTCGAGAAGCACAGCATTT 
CTGAGGTGGAAAGATTATAACTGTAATGTGAGGTTACCCTATGTCTGCAAGTTCACTGAC 
10 TAGTGCAGGAGGGAAGTCAGCAGCCTGTGTTTGGTGTGCAACTCATCATGGGCATGAGAC 
CAGTGTGAGGACTCACCCTGGAAGAGAATATTCGCTTAATTCCCCCAACCTGACCACCTC 
ATTCTTATCTTTCTTCTGTTTCTTCCTCCCCGCTGTCATTTCAGTCTCTTCATTTTGTCA 
TACGGCCTAAGGCTTTAAAGAGCAATAAAATTTTTAGTCTGCAAAAAAA 

>M_1 . 0 .07660 Mus muaculus 129 defensin-like gene 4C-4, complete cds cr: gi-531850/// 
15 [MousejQngleur_201102.3937.CS] [SEQ ID NO: 50] 

TATAAATGCAGGCTGGGTCCTCACTCTCCACACATTGGACCCCTGCTCACCAATCATCCA 

AGGTCCAGGCTGATTCTATCCAAAACACAGATGAAGAGACTAAAACTGAGGAACAGCCAG 

GAGAAGAGAACCAGGCTGTGTCTGTCTCCTTTGGAGACCCAGAAGGCTCTGCTCTTCAAG 
20 ATGCAGGTTAGTGCTGGTACACAGTGTGAAGAAGGCTTGGTGTCTCCTGAGGGAGAGTTG 

GAGATGAGCCCTGGAATTCTGTAAAGGGCAGTCTGGTTCATATAGTTGTCTCTTCATCTG 

CTAAGATCTTACCTGTCTCACTTATAGAAGTAACAGTGAGTGTAAAACATTTTAAAATTT 

TTTATCTAAAACTTTATCTGTCACAAAACTTTAAAATATAGAACATGTGGATAAGTCCTC 

TTATACCTGATTAATAATATTGTTAAAGAAGAAGAATCTGTTTTGCTTTTAAAAATTGAC 
25 TTAGGTTTCAAATCCCAGCATATGTATGAATGTTTTGGGTCAGGAAAGTACAAAATGTCT 



GTCCATGTGCTGGCTGTGATGTCACCAGTACAACAAACATGCTCTGTACTTTGTACAATA 
CATCTTCATGAAATTGATTACTAACACACTGCTGGCCTCCCTACTTAATAACTGATGCTT 
TTTTGTGTCCTCAGCCATAGGAAGGGCTCGGCGGTGCCCACCATGCCCCAGTTGCCCGTC 
30 ATGTCCATGGTGCCCAAGGTGCCCGAGGTGCCCGAGGTGCAAATGCAATCCAAAATAAAC 
CTGpACTTGGCACCAAAGATCCAAATAAACAGCATAAATTCTGCTGCAGCTGAGCATGGA 
ATCTGGGTCAAGATAATAATCATGTTCTCTGGAACCTCACTATCTGTCSiAGACCCTTGTG 
CTTAGCCTTGATTGCTCTTCCTTCTCCRATAAA 

>H_1.0.0_42458 HOftio sapiens cDNA FI,J33649 fis, clone BRflMY2024497 si: gi-21749233/// 
J5 [Human_jongleur_201102.cl .2005. singlet] [SEQ ID NO: 51] 

CATTGTGTTAAAACCTCACTTGCCAAATTCTGGCTTCACATTTGTATTTAGGGCTATCCT 

TAAAATGATGAGTCTATATTATCTAGCTTTCTATTACCCTAATATAAACTGGTATAAGAA 

GACTTTCCTTTTTTCTTTATGCATGGAAGCATCAATAAATTGTTTAAAAACCATGTATAG 

TAAATTCAGCTTAACCCCTGATCTTCTTAAGTTAAAGGTACTTTTGTTTTATAAAAGCTC 
40 TAGATAAAACTTTCTTTTCTGATCATGAATCAAGTATCTGTGGTTTCATGCCCCTCTCTA 

TACCTTTCAAAGAACTCCTGAAGCAACTTAACCTATGTGTACTTCTGTTTATGATCCATA 

TTGATATTTATGACATGAACACAGAATAGTACCTTACATTTGCTAAACAGACAGTTAATA 

TCAAATCCTTTCAATATTCTGGGAACCCAGGGAAGTTTTTAAAAATGTCATTACTTTCAA 

AGGAACAGAAGTAGTTAACCAAACTAACAAGCAAAACCTGAGGTTTACCTAGTGACACCA 
45 AATTATCGGTATTTTAACTGAATTTACCCATTGACTAAGAATGAACCGGAITTGGTGGTG 

GTTTTGTTTCTATGCAAACTGGACACAAATTACAACAGTAAATTTTTTTATAAGTGCTTC 

TCCCTTCTCCATGATGTGACTTCCGGAGATAAAGGATTCAAAAGATAAAGACAAAGTACG 

CTCAGAGTTGTTAACCAGAAAGTCCTGGCTOTGGTTGCAGAAACACTGTTGGAAGAAAAG 

AGATGACTAAGTCAAGTGTCTGCCTTATCAAAAGAGCAAAAATGCCTCTGGTTTTGTGTT 
50 TGGGAGAAAAATATCTTGGACGCACTGTTTTCCTTGATAAAAGTCATCTTCTCTACTGTG 

TGAAATGAATACTTGGAATTCTAATTGTTTTGTGTGCCAGGGGCAGTAATGTCCCTGCCT 

CTTCTCCCAATCAAGGTTGAGGAGTGGGGCTGGGGAGAGGACTTAACTGACTTAAGRAGT 

AGGAAAACAAAAACCTCTCTCCTCAGCCTTCCACCTCCAAGAGAGGAGGAAAAACT^GTTG 

TCTGCTGTCTGTAATTCAGTTTGCGTGTATTTTATGCTCATGCACCAACCCATACAGAGT 
55 AAATCTTTTATCAACTATATACTGGTGTTTAATAGAGAATGATTGTCTTCCGAGTTTTTT 

GGTTCCTTTTTTAACTGTGTTAAAGTACTTGAAATGTAITGACTGCTGACTATATTTTAA 

AAACAAAATGAAATAATTTGAGTTGTATTACAGAGGTTGACATTGTTCAGGGATGGGACA 

AAGCCTTCTTCAATCCTTTTCATACTACTTAATGATTTTGGTGCAGGAACCTGAGATTTT 

CTGATTTATATTTCATGATATTTCACATTTGCTCTTCACAGCATGAGCATGAAGCCCAGT 
60 GGCACCAAATGGCTGGGTACAATCAAGTGATATTTTGTAGCACCTCACTATCTGAAAGGC 

CATGAGTTTTCAGATGATTTCATTGAGCTTCATTGCAGCCTGAAATTTTAAAAAAGTTGT 

GTAATAOGCrAACCAGTCAAGTTGTGTTTTGGCCAGAGATTTAGATATGTCCAATTTCCT 

GGCTCATTTCATTGTGCTCTATGGGTACGTATAAAAAGCAAGAATTCTGTTTCCTAGGCA 

AACATTGCAACTCAGGGCTAAAGTCATCCAGTGAAACTTTTAGAGCCAGAAGTAACTTTG 
65 TCCCAGTCCTACAATGTGAAAAGAGTGAATAGTTGCCTCTTTTTAGCCATTTTCATGGCT 
; GGTACATATTCGTACGCATTACTTTTCAGAATCAATACGCACTTTCAGATATTCTTATTT 

TTATTCTCTTAAGTCTTTATTAACTTTGGAGAGAGAAATGATGCATCTTTTTATTTTAAA 

TGAAGTAGATCAACATGGTGGAACAAAATGATAAAGAACAGAAAACATTTCAATATATTA 

CTAATAACTTTTTCCAATATAAATCCTAAAATTCCTATAACATAGTATTTTACAGTTTTA 
70 TGAAGCTTTCTATTGTGACTTTTATGGAATTAAGA6ATGAAGAAGATGAGATATTTTAGC 

ATTTATATTTTTCAA2iATTATATGTATACTTAAAAATAAAGTAACTTTATGCATT 




I^TGTTTCAT 
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>H_,1.0,0_22580 Homo sapiens Sushi domain (SCR repeat) containing (BK65AS.2), raHNA cri gi-22095356/// 

[Huraan_jongleur_201102. 10520. CI] (SEQ ID NO: 52] 



TGCCCTGGGCCCTGCTGCTGCTGGCGACAGCCCTCGGCCCGGGCCCCGGACCCACAGCAG 
ATGCCCAAGAGAGCTGCTCCATGCGCTGTGGCGCCCTGGACGGGCCATGTTCCTGCCACC 
CGACGTGCTCTGGCCTTGGCACCTGCTGCTTGGATTTCCGGGACTTCTGCCTGGAGATAT 
TGCCCTACTCAGGATCCATGATGGGCGGCAAGGACTTTGTGGTGCGGCACTTCAAGATGT 
CCAGCCrCACAGACGCCAGTGTGATCTGCAGGTTTAAGGACAGCATCCAGACCCTCGGCC 
ATGTGGACTCCTCCGGGCAAGTGCACTGTGTGTCACCTCTGCTCTATGAGAGCGGCCGCA 
TCCCCrrCACTGTGTCACTGGACAACGGCCACTCCTTCCCTCGTGCGGGCACCTGGCTGG 
CTGTGCaCCCCAACAAAGTGTCAATGATGGAGAAGAGCGAGTTGGTGAACGAGACGCGTT 
GGCAATACTACQGCACCGCCAACACCTCAGGCAACCTCAGCCTGACCTGGCATGTCAAGT 
CGCTGCCCACGCAGACCATCACCATCGAACTGTGGGGCTACGAGGAGACAGGAATGCCCT 
ACTCACAGGAGTGGACTGCAAAGTGGTCGTACCTGTACCCCCTGGCCACACACATCCCCA 



TGGGTGCACTTCGGATCATCGACAGCAAAAATTACGCAGGGCAGAAGGACGTGCAGGCGC 
TCTGGACCAACGACCACGCACTGGCCTGGCACCTGAGOSATGACTTCCGAGAGGACCCI'G 
TGGCCTGGGCACGAACTCAGTGCCAGGCCTGGGAGGAGCTGGAGGATCaGCTGCCCAACT 
TCCTGGAGGAGCTGCCGGACTGCCCCTGCACCCTGACCCAGGCCCGGGCTGACTCCGGCC 
GCTTCTTCACGGACTACEGCTGTGACATGGAGCAGGGCAGCGTGTGCACCTACCACCCCG 
GGGCCGTGCACTGTGTGCGTTCTGTGCAGGCCAGCCTCCGGTACGGCTCAGGTCAGCAGT 
GCTGCTACACAGCGGACGGGACGCAGCTCCTGACAGCTGACTCCAGCGGCGGCAGCACTC 
CCGACCGCGGCCATGACTGGGGCGCACCCCCGTTCCGCACGCCACCCCGAGTGCCCAGCA 
TGTCCCACTGGCTCTACGATGTCCTCAGCTTCTATTACTGCTGCCTCTGGGCACCCGACT 
GCCCCCGCTACATGCAACGGCGGCCCTCCAATGACTGCCGCAACTACCGGCCCCCAAGAC 
TGGCCTCCGCCTTCGGAGACCCACACITTGTGACCTTCGACGGCACCAACTTCACATTCA' 
ATGGGCGCEGAGAGTACGTGCTGCTGGAGGCAGCGCTGACCGACCTGAGGGTGCAGGCGC 
GGGCCCAGCCOSGGACGATGTCCAACGGCACGGAGACCCGTGGCACTGGGCTGACCGCAG 
TGGCCGTrcAGGAGGGCAACTCAGATGTGGTGGAAGTO^GGCTGGCCAACAGGACCGGAG 
GTCTGGAGGTGCTGCTGAACCAGGAGGTGCTGAGCTTCACCGAGCAGAGCTGGATGGACC 
TGAAAGGAATGTTCCTGTOGGTGGCTGCCGGGGACAGGGTCTCCATCATGCTGGCATCAG 
GGGCCGGCCTGGAGGTCAGCGTGCAGGGCCCGTTCCTGAGTGTGTCCGTCCTGCTGCCTG 
AGAAGTTCETCACCCACACCCACGGCCTCCTCGGGACACTCAACAACGACCCCACCGACG 

TGTTTGGGGCCAACTGGACCGTGCACAATGCGTCCTCCCTGCTCACCTACGATTCCTGGT 
TCCTGGTCCACAACTTCCTGTACCAACCCAAGCACGACCCCACCTTCGAGCCCCTCTTCC 
CCAGTCAGACCACCCTCAACCCCAGCCTGGCACAAGAGGCAGCCAAACTATGTGGGGACG 
ATCATTTCTGCAACTTTGATGTGGCAGCCACTGGGAGCCTGAGCACGGGCACTGCCACTC 
GGGTGGCCCACCAGCTGCACCAGCGTCGCATGCAGAGCCTGCAGCCAGTGGTGTCCTGTG 
GCTGGCTGGCCCCACCTCCCAACGGACAAAAGGAGGGCAACAGCTACCTGGCGGGTTCCA 
CCATCTACTTCCACTGTGACAACX3GCTACAGCCTGGCCGGGGCAGAGACCAGCACCTGCC 
AGGCTGACGGCACCTGGTCCTCACCCaCCCCXSAAGTGCCAGCCAGGACGCAGCTACGCGG 
TGCTGTTGGGCATCATCTTTGGGGGCCTCGCGGTGGTGGCGGCGGTTGCGCTCGTCTATG 



AGCTTGGCTGTGAGCACCAGGCCAAGACTCCTGAGAACAGGCAGCCCAGTCCTGCGACTC 
CCGCATCCCCAGGACCAGACACCTGGGACCTGGATACTTGATACCTGGGCATTTAACCCC 
CTACTCTGTCATCTCAGACCCCAGGCAGGAGGCCCAGTGTTCCAACACCCAAGCCCCGTG 
CTAGCAGCGCTCCGTGCTCTTCCCCAAATACTCACGGCTCTAATTCCCCAAACCTGAAAC 
TTCATACCCTGGGATTCTAATACCTATGTCCTGAGCCCTGACACTCCCACACCTGAGCCT 
CAGATTCCAATAGCTCACTCCCTAGAGCCTGACGCCGGGGCCCCTGACCCCTGAGCCTCA 
GATTCCAATACCTCACTCCCCAGAGCCTGATGCCGGGGCCCCTGACCCCTGATCTACGGA 
GGCCTGCTCCCGGACCGTGCGGGCACCAGTGCAGTGCTGCCTTGGrrCCTGGACCCCTGG 
GCCCATCCTGGGACCCCAGATGGGGTAAGGAGAGGCCCCA6AACCCCAAAGCAGACAGCG 
AGACCCCCAGCGGCAGAGACCTCCCTCGGCACTCCAGGCTTATAATTTCBAACTCTTCTG 
GAAGGTCACTCAGGAACACCCTCCCTGCCTGTGCAAAGAGAAAACAAGCGCCTTGTTTCC 



TTC 



amnionless protein (AMN) , mRNA cr: gi-13569914/// [Huiiian_jongleur_201102 . 3017 .CI] 



>H_1,0.0_8885 Homo sap] 
[SEQ ID NO 53] 

GTCTCCTGGTGGGGTGCAAGGAGCCGAGGCGAGATGGGCGTCCTGGGCCGGGTCCTGCTG 
TGGCTGCAGCTCTGCGCACTGACCCAGGCGGTCTCCAAACTCTGGGTCCCCAACACGGAC 
TTCGACGTCGCAGCCAACTGGAGCCAGAACCGGACCCCGTGCGCCGGCGGCGCCGTTGAG 
TTCCCGGCGGACAAGATGGTGTCAGTCCTGGTGCAAGAAGGTCACGCCGTCTCAGACATG 
CTCCTecCGCTGGATGGGGAACTCGTCCTGGCTTCAGGAGCCGGATTCGGCGTCTCAGAC 
GTGGGCTCGCACCTGGACTGTGGCGCGGGCGAACCTGCCGTCTTCCGCGACTCTGACCGC 
TTCTCCTGGCATGACCCGCACCTGTGGCGCTCTGGGGACGAGGCACCTGGCCTCTTCTTC 
GTGGACGCCGAGCGCGTGCCCTGCCX3CCACGA0GACGTCTTCTTTCCGCCTAGTGCCTCC 
TTCCGCGTGGGGCTCGGCCCTGGCGCTJ 
GGCCGGACGTTCACGCGCGACGAGGAC 



GGCTGCGTCTGCGGCAACGCGGAGGCGCAGCCGTGGATCTGCGCGGCCCTGCTCCAGCCC 
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TGTGACCTCTGTG(a^GCa3TTGTGTTGCTGACCCACGGCCCCGCATTTGACCTGGAGCGG 

GCCGTGTCCAAGGTGCCACGCTCGTCCCGGCTCCGTGAGGCCGATACGGAGATCCAGGTG 

5 GCGGACGTCGCCGAGAACGGCGAGGCCCTCGGCGTCCTGGAGGCGACCATGCGGGAGTCG 
GGCGCACACGTCTGGGGCAGCTCCGCGGCTGGGCTGGCGGGCGGCGTGGCGGCTGCCGTG 
CTGCTGGCGCTGCTGGTCCTGCTGGTGGCGCCGCCGCTGCTGCGCCGCGCGGGGAGGCTC 



1 0 AAGGCGGCCGCAGACAGCACCAGCCACAGTTACTTCGTCAACCCTCTGTTCGCCGGGGCC 
GAGGCCGAGGCCTGAGCGGCCGCCTGACCGTCGACCTTGGGGCTCTCCACCCCCTCTGGC 
CCCAGTCGAACTGGGGGCTAGCCACCTCCTCGTCCAGCCCCCAAACCTCCCCTTCCTTTC 
CCCCTCCTCCGGGGGCCAAGGACAGGGTGGCCTTACTCAGTAAAGGTGTTTCCTGCACCT 

1 5 CGCCGCATTCGCACTGGGGGACATGGGAGGGGTCTAGCTGGCCACTGCTGGAGGCAGCGC 
TGGTCGTCACCTGGGCGGCCAGAGGCTGGGATCTGCGAAGTTGAACCCAGAACTAGGAGT 
GGGGCTTCCCCCGCCTTCCGGTGAGGGGAGGGTGAGGAGCTGGAGGGAGGGGCGGGAGAG 

AGGCAAGGGGTGGACGGAGCC2\AAGGCCGTGCCTGGTGGGGCGGACGGAAAAGGGGTGGG 
CATCCCTCCTGGTACCAAGCTGCTGGGTGCGAAGGCAGATCATATGG 
20 >H_1.0.0_18445 Homo Sapiens solute carrier family 22 (organic anion transporter), member 8 
{SIjC22A8), niRNA cr: gi-24497498/// [Human jongleur_201102 . 8140. C2] [SEQ ID NO: 54] 

agcttgttagagctgagctgccctactacagcagctgccggcccctaggacagagcaggg 

acctcaactacactgatcaccagccccatcggatccagacccggccaccagctctggctc 

gtcttgccccagtgccatgaccttctcggagatcctggaccgtgtgggaagcatgggcca 
25 tttccagttcctgcatgt'agccatactgggcctcccgatcctcaacatggccaaccacaa 

cctgctgcagatcttcacagccgccacccctgtccaccactgtcgcccgccccacaatgc 

ctccacagggccttgggtgctcccx:atgggcccaaatgggaagcctgagaggtgcctccg 

ttttgtacatccgcccaatgccagcctgcccaatgacacccagagggccatggagccatg 

cctggatggctgggtctacaacagcaccaaggactccattgtgacagagtgggacttggt 
30 gtgcaactccaacaaactgaaggagatggcccagtctatcttcatggcaggtatactgat 

tggagggctcgtgcttggagacctgtctgacaggtttggccgcaggcccatcctgacctg 

cagctacctgctgctggcagccagcggctccggtgcagccttcagccccaccttccccat 

ctacatggtcttccgcttcctgtgtggctttggcatctcaggcattaccctgagcaccgt 

catcttgaatgtggaa5psggtgcctacccggatgcgggccatcatgtcgacagcactcgg 
35 gtactgctacacctttggccagttcattctgcccggcctggcctacgccatcccccagtg 

gacaccagagtccatacgctggttggtcttgtctggaaagtcctcgaaggccctgaagat 

GGAGCTCAAACTCAACCTGCAGAAGGAGATCTCCTTGGCCAAGGCCAAGTACACCGC3U^G 
40 TGACCTGTTCCGGATACCCATGCTGCGCCGCATGACCTTCTGTCTTTCCCTGGCCTGGTT 

tgctaccggttttgcctactatagtttggctatgggtgtggaagaatttggagtcaacct 
ctacatcctccagatcatctttggtggggtcgatgtcccagccaagttcatcaccatcct 
ctccttaagctacctgggccggcataccactcaggccgctgccctgctcctggcaggagg 
ggccatcttggctctcacctttgtgcccttggacttgcagaccgtgaggacagtattggc 
45 tgtgtttgggaagggatgcctatccagctccttcagctgcctcttcctctacacaagtga 
attataccccacagtcatcaggcaaacaggtatgggcgtaagtaacctgtggacccgcgt 
gggaagcatggtgtccccgctggtgaaaatcacgggtgaggtacagcccttcatccccaa 
tatcatctacgggatcaccgccctcctcgggggcagtgctgccctcttcctgcctgagac- 

50 gaagccaaagcaggagccagaggtggaaaaggcctcccagaggatccctctacagcctca 
cggaccaggcctgggctccagctgaggacaacggaaccccctttccctgccctccagaga 
ctgatcctagccaggcaccttaggagtatagggaggccccatataggtccatcctcctag 

gatgaagccttctgagagcttggtgaaggtgtctccatcaccaccaccagagcctcctgc 
ccagccctggccagttcaaaggttcagccatccctgcccttgttctccctgcaacccagg 



TCTTCCCCTGAGGTCCCCTGATATCCCCTGGCTCAGTCCTAACAAGACTGAGTCTTAACA 
AGATGAGAAGTCCTCCCCTTCTTGCCTCCCACACTTTTCTTTGATGGGAGGTTTCAATAA 
ACAGCGATAAGAACTCT 

sH_1.0.0_552 Homo sapiens glucuronidase, beta (GUSB) , raRNA cr: gi-4504222/// 

60 [Huiiian_jongleur_201l02.56.C168] [SEQ ID NO: 55] 

GGTGGCCGAGCGGGGGACCGGGAAGOiTGGCCCGGGGGTCGGCGGTTGCCTGGGCGGCGC 
TCGGGCCGTTGTTGTGGGGCTGCGCX3CTGGGGCTGCAGGGCGGGATGCTGTACCCCCA6G 
AGAGCCCGTCGCGGGAGTGCSiAGGAGCTGGACGGCCTCTGGAGCTTCCGCGCCGACTTCT 
CTGACAACCGACGCCXKSGGCITCGAGGAGCAGTGGTACCGGCGGCCGCTGTGGGAGTCAG 

65 GCCCCACCGTGGACATGCCMTTCCCTCCAGCTTCAATGACATCAGCCAGGACTGGCGTC 
TGCGGCATTTTGTCGGCTGGGTGTGGTACGAACGGGAGGTGATCCTGCCX3GAGCGATGGA 
CCCAGGACCTGCGCACAAGAGTGGTGCTGAGGATTGGCAGTGCCCATTCCTATGCCATCG 
TGTGGGTGAATGGGGTCGACACGCTAGAGCATGAGGGGGGCTACCTCCCCTTCGAGGCCG 

70 TCAACAACACACTCACCCCCACCACCCTGCCACCAGGGACCATCCAATACCTGACTGACA 
CCTCCAAGTATCCCAAGGGTTACTTIGTCCAGAACAa^TATTTTGACTTTTTCAACTACG 
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CTGGACTGCAGCGGTCTGTACTTCTGTACACGACACCCACCACCTACATCGATGACATCA 
CCGTCACCACCAGCGTGGAGCAAGACAGTGGGCTGGTGAATTACCAGATCTCTC-TCAAGG 
GCAGTAACCTGTTCAAGTTGGAAGTGCGTCTTTTGGATGCAGAAAACAAAGTCGTGGCGA 
ATGGGACTGGGACCCAGGGCCAACTTAAGGTGCCAGGTGTCAGCCTCTGGTGGCCGTACC 
TGATGCACGAACGCCCTGCCTATCTGTATTCATTGGAGGTGCAGCTGACTGCACAGACGT 
CACTGGGGCCTGTGTCTGACTTCTACACACTCCCTGTGGGGATCCGCACTGTGGCTGTCA 
CCaAGAGCCAGTTCX;TmTCaATGCX3AAACCTTTCTATTTCCACGGTGTC3UiCaAGCATG 
AGGATGCGGACATCC6AGGGAAGGGCTTCGACTGGCCX3CTGCTG6TGAAGGACTTCAACC 
TGCTTCGCTGGCTTGGTGCCAACGCTTTCCGTACXaiGCCACTACCCCTATGCAGAGGAAG 
TGATGCAGATGTGTGACCGCTATGGGATTGTGGTCATCGATGAGTGTCCCGGCGTGGGCC 
TGGCX3CTGCCGCAGTTCTTCAACAACGTTTCTCTGCATCACCACATGCAGGTGATGGAAG 
AAGTGGTGCGTAGGGACAAGAACCRCCCCGCGGTCGTGATGTGGTCTGTGGCCAACGAGC 
CTGCGTCCCACCTAGAATCTGCTGGCTACTACTTGMGATGGTGATCGCTCACACCAAAT 
CCTTGGACCCCTCCCGGCCTGTGACCTTTGTGAGCAACTCTAACTATGCAGCAGACAAGG 



GGCACCTGGAGTTGATTCAGCTGCAGCTGGCCACCCAGTTTGAGAACTGGTATAAGAAST 
ATCAGAAGCCCATTATTCAGAGCGAGTATGGAGCAGAAACGATTGCAGGGTTTCACCAGG 
ATCCACCTCTGATGTTCACTGAAGAGTACCAGAAAAGTCTGCTAGAGCAGTACCATCTG6 
GTCTGGATOUWWiCGmGAAAATRTGTGGTTGGAGAGCTCaTTTGGAATTTTGCCGATT 
TCATGACTGAACAGTCACCGACGAGAGTGCTGGGGAATAftAAaGGGGATCTTCACTCGGC 
AGAGACAACCAAAAAGTGCAGCGrrCCTTTTGCGAGAGAGATACTGGAAGATTGCCAATG 
AAACCAGGTATCCCCACTCAGTAGCCAAGTCACAATGTTTGGAAAACAGCKCGTTTACTT 
GAGCSiAGACTGATACCACCTGCGTGTCCCTTCCTCCCaSAGTCAGGGCGACTTCCACAGC 
AGCAGAACAAGTGCCTCCTGGACTGTTCACGGCAGACCAGAACGTTTCTGGCCTGGGTTT 
TGTGGTCATCTATTCTAGCAGGGAACACTAAAGGTGGAAATAAAAGATTITCTATTATGG 
AAATAAAGAGTTGGCATGAAAGTCGCTACTG 

>H_1.0.0_14511 Homo sapiens pre-B-cell colony-enhancing factor (PBEF) , mRNA cx: gi-5031976/// 
[Human_Dongleur 201102. S022. CI] [SEQ ID NO; 56] 
CGCGCGGCCCCTGTCCTCCGGCCCGAGATGAATCCTGCGGCAGAAGCCGAGTTCAACATC 



AAAGTTTATTCCTACTTTGAATGCCGTGAAAAGAAGACAGAAAACTCCAAATTAAGGAAG 
GTGAAATATGAGGAAACAGTATTTTATGGGTTGCAGTACaTTCTTAATAAGTACTTAAAA 
GGTAAAGTAGTAACCAAAGAGAAAATCCAGGAAGCCAAAGATGTCTACAARGTWiCATTTC 
CAAGATGATGTCTTTAJWGAAAAGGGATGGAACTACATTCTTGAGAAGTATGATGGGCAT 
CTTCCAATAGAAATAAAAGCTGTTCCTGAGGGCTTTGTCATTCCCAGAGGAAATGTTCTC 
TTCACGGTGGAAAACACAGATCCAGAGTGTTACTGGCTTACAAATTGGATTGAGACTATT 
CTTGTTCAGTCCTGGTATCCAATCACAGTGGCCACAAATTCTAGAGAGCAGAAGAAAATA 
TTGGCCAAATATTTGTTAGAAACTTCTGGTAACTTAGATGGTCTGGAATACAAGTTACAT 
GATTTTGGCTACAGAGGAGTCTCTTCCCAAGAGACTGCTGGCATAGGAGCATCTGCTCAC 



GGAACGAAAGATCCTGTTCCAGGCTATTCTGTTCCAGCSGCaGAACRCAGTACCATAACA 
GCTTGGGGGAAAGACCATGAAAAAGATGCTTTTGAACATATTGTAACACAGTTTTCATCA 
GTGCCTGTATCTGTGGTCAGCGATAGCTATGACATTTATAATGCGTGTGAGAAAATATGG 
GGTGAAGATCTAAGACATTTAATAGTATCGAGAAGTACaCAGGCACCACTAATAATCAGA 
CCTGATTCTGGAAACCCTCTTGftCACTGTGTTAAAGGTTTTGGAGATTTTAGGTAAGAAG 
TTTCCTGTTACTGAGAACTCAAAGGGTTACAAGTTGCTGCCACCTTATCTTAGAGTTATT 
CAAGGGGATGGAGTAGATATTAATACCTTACAAGAGATTGTAGAAGGCATGAAACAAAAA 
ATGTGGAGTATTGAAAATATTGCCTTCGGTTCTGGTGGAGGTTTGCTACAGAAGTTGACA 
AGAGATCTCTTGAATTGTTCCTTCAAGTGTAGCTATGTTGTAACTAATGGCCTTGGGATT 
AACGTCTTCAAGGACCCAGTTGCTGATCCCAACAAAAGGTCCAAAAAGGGCCGATTATCT 
TTACATAGGACGCCAGCAGGGAATTTTGTTACACTGGAGGAAGGAAAAGGAGACCTTGAG 
GAATATGGTCAGGATCTTCTCCATACTGTCTTCAAGAATGGCAAGGTGACAAAAAGCTAT 
TCATTTGATGAAATAAGAAAAAATGCACAGCTGAATATTGAACTGGAAGCAGCACATCAT 



GTGTGG6GTTTGTGTTTTATGATACATTACAGCCAAAITATTTGTTGGTTTATGGACATA 
CTGCCCTTTCATTTTTTTTCTTTTCCAGTGTTTAGGTGATCTCAAATTAGGAAATGCATT 

TAACCATGTAAAAGATGAGTGCTAARGTAAGCTTTTTAGGGCCCTTTGCCAATAGGTAGT 
CATTCAATCTGGTATTGATCTTTTCRCAAATAACAGAACTGAGAAACTTTTATATATAAC 
TGATGATCACATAAAACAGATTTGCATAAAATTACCATGATTGCTTTATGTTTATATTTA 
ACTTGTATTTTTGTACAAACAAGATTGTGTAAGATATATTTGAAGTTTCAGTGATTTAAC 
AGTCTTTCCAACTTTTCATGATTTTTATGAGCACAGACTTTCAAGAAAATACTTGAAAAT 
AAATTACATTGCCTTTTGTCCATTAATCAGCAAATAAAACATGGCCTTRACAAAGTTGTT 
TGTGTTATTGTACAATTTGAAAATTATGTCGGGACATACCCTATAGAATTACTAACCTTA 
CTGCCCCTTGTAGAATATGTATTAATCATTCTACATTAAAGAAAATAATGGTTCTTACTG 
GAATGTCTAGGCACTGTACAGTTATTATATATCTTGGTTGTTGTATTGTACCAGTGAAAT 
GCCAAATTTGAAAGGCCTGTACTGCAATTTTATATGTCAGAGATTGCCTGTGGCTCTAAT 
ATGCACCTCAAGATTTTAAGGAGATAATGTTTTTAQAGAGAATTTCTGCTTCCACTATAG 
AATATATACATAAATGTAAAATACTTACAAAAGTGG 

>H_1-0.0_14531 Homo sapiens glutathione S-transferase theta 2 (GSTT2) , mRNA cr: gi-7669495/// 
[Human_jongleur_201102.6032.C2] [SEQ ID NO: 57] 
CAGCTGCTGCCCACACCGCGTCGACGCCTTCACTGCCATCCCCGCTGTCCITGCCGCCCC 
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CTTCGCCAAGAAGAATGGCATCCCCTTAGAGCTGCGCACCGTGGRTTTGGTC3WW3GGCA 

GCACAAGAGCAAGGAGTTCTTGCAGATCAACAGCCTGGGGAAACTGCCGACGCTCAAGGA 

TGGTGATTTCRTCTTGACCGAAAGCTCGGCCATCCTGATTTACCTGAGCTGTAAGTACCA 
5 GACGCCGGACCACTGGTATCCATCTGACCTGCAGGCTCGTGCCCGTGTTCATGAGTACCT 

GGGCTGGCATGCCGACTGCATCCGTGGCACCTTTGGTATACCCCTGTGGGTCXaGGTGTT 

GGGGCCACTCATIGGGGTCCAGGTGCCCGAGGAGAAGGTGGAACGCAACRGGACTGCCAT 

GGACCAGGCCCTGC3U^TGGCTGGAGGACAAGTTCCTGGGGGACAGGCCCTTCCTCX3CTGG 

CCAGCAGGTGACACTGGCTGATCTCATGGCCCTGGAGGAGCTGATGCAGCCGGTGGCTCT 
1 0 CGGCTACGAACTGTTTGAGGGACGGCCACGACTGGCAGCATGGCGTGGACGAGTGGAGGC 

TTTCCTGGGTGCTGAGCTATGCCAGGAGGCCCACAGCATCATCTTGAGCSiTCCTGGAACA 

GGCGGCCAAGAAAACCCTCCCAACACCCTCACCAGAGGCCTATCAGGCTATGCTGCTTCG 

AATCGCCAGGATCCCCTGAAGGGTCTGGGATGGGGGCCAGGAGATTAGCAACAAGGATTC 

ATTCTGTTACTTAC?ITGCCCCTTTTTATCTTTCCCTCTTGCCCCAGTCCCTTCTCTCCAG 
1 5 CTTCATGTGAA6CTCTGCACAGACAAGACACTCRGTGTCCTTGGCAGTGCTGCTACTCCT 

CAGGTGCAGCATACATAACCAGTAAGAGACTAAATCTGCAATATATAAAGAGCTCKTACA 

AATCAGTAACaTGAAGAACACTOUiAAATTGGCAAATGTCATCAGTGTTTTAaACASAAT 

AAAGATTCCAAACACTTTGAATAG 

>M_1.0.0_4787S Moderately similar to LI repeat, Tf subfamily, member 18 [Mus rausculus] [M.musculus] 
20 as: gi-14793287/// 602959848F1 Mus musculus CDNA, 5' end /clone=IMAGE : 5125498 /clone_end=5 ' 
/gb=BI247908 /gi=14793287 /ug=Mm. 27508 /len=944. [gnl | UG| MmftS2080B12] [SEQ ID NO: 58] 

AAGAAATTTTATGTTTTTTAGATGTTGTCACCAGCATTTCAATACAGTTAGAGAGTTAGA 
ATTACCAGAGACCCTCAGACTTTAAAGCCACACCAGAGTCCTATTCTGTGCCTCCACCAT 
25 CACTCTCTCTGAGCCAGGAGGCTCTCGGCACCTTCCCACTGTTGAATTAGTATAAAACAG 
ATCGATGTTCATCATTAGAAACCAGTGAGCAATACAGGAAGTTCCCaGGGTTTCAACCTA 
AGGGAAT(3GCAGTACTTTCAGGCRCATATATTCCCGACCACAGTCTGTTCCCTCAATTGC 
ACACTGAGGGTTTATCACaCAGGCAGTAATTGAAGAATftAGAGAGGRGRAACCCTCATTG 
CCCAAGAAATGAGGftAAAGAAAACCCTGATATCTAGGTCCTAGACTGCAAAAG&GATGGA 



CAAGCTCCTTAGACACCTGGGCTGAATCCAGGAAGGATGGAGGGATATAGCTGGGGATCG 
TCAGTACACACAGAGTACATGTGATGTCCCAGTCTCAGGGCAATGCCTAACSGACACATT 
GGGCAACCTGTTGGGCCATTTGATTGTTTCAATAGATGAGTCCT 

>gi|4216190|gb|Ai390183.l|AI390183 mb87e07 .yl Soarea mouse p3NMF19 5 Mus musculus cDNA clone 
35 IMAGE :336420 5', mRNA Sequence [SEQ ID NO: 59) 

CCAGAAACAAACGTTTTAATGCAGAAAACCATAATCTACAAATGAATCACAGTAGGQGCC 

TATACCAGACTCCCTTAGGCCTGTAAGGACTGGGAGGTGGGTACCGAGCTGGCAACACCT 

TCAGTATCTGGCCATGTCCTGGTAACTGTGCTGGCTTCTAGGTGCCTAGGCCCTGCCCCC 

TTGCCTTCCGCCATTCAGTTCCACATGGGAAGATCTTGGTTAAGTTCAGAATAAAAGGAA 
40 GAGAAGTGGAAGAGGATGCTGGCTCTGGTGCCTGCCCTCTGGTACCCAAGGTCATGCTTG 

CTCCAGGTCTACCATCCTCTTCTCTGCAGGGACCTAGCAGGAGCATGGCAGCAGCACAAG 

GGG 

>H_1 . 0 .0_2238 Homo sapiens betaine-homocysteine raethyltranaf erase (BHMT) , mRNA cr: gi-450240S/7/ 

[Humanjongleur_20110 2.2 91.Cl] [SEQ ID NO: 60] 

ACCTGTCTGGACACCACAAAGATGCCACCCGTTGGGGGCAAAAAGGCCAAGAAGGGCATC 

CTAGAACGTTTRAATGCTGGAGAGATTGTGATTGGAGATGGAGGGTTTGTCTTTGCACTG 

GAGAAGAGGGGCTACGTAAAGGCAGGACCCTGGACTCCTGAAGCTGCTGTGGAGCACCCA 

GAAGCAGTTCGCCAGCTTCATCGAGAGTTCCTCAGAGCTGGCTCAAACGTCATGCAGACC 
50 TTCACCTTCTATGCGAGTGAAGACAAGCTGGAGAACAGGGGCAACTATGTCTTAGAGAAG 

ATATCTGGGCAGGAAGTCAATGAAGCTGCTTGCGACATCGCCCGACAAGTGGCTGATGAA 

GGAGATGCTTTGGTAGCAGGAGGAGTGAGTCAGACACCTTCATACCTTAGCTGCAAGAGT 

GAAACTGAAGTCAAAAAAGTATTTCTGCAACAGTTAGAGGTCTTTATGAAGAAGAACGTG 

GACTTCTTGATTGCAGAGTATTTTGAACACGTTGAAGAAGCTGTGTGGGCaGTTGAAACC 
55 TTGATAGCATCEGGTAAACCTGTGGCAGCAACCATGTGCATTG6CCCAGAAGGA6ATTTG 

GGTGTGAACTGCCACTTTGACCCCACCATTAGTirAAAAACAGTGAAGCTCATCaAGGAG 

GGCTTGGAGGCTGCCCAACTGAAAGCTCACCTGATGAGCCAGCCCTTGGCTTACCACACT 

CCTGACTGCAACAAGCAGGGATTCATCGATCTCCCAGAATTCCCATTTGGACTGGAACCC 
60 AGAGTTGCCACCAGATGGGATATTCAAAAATACGCCAGAGAGGCCTACAACCTGGGGGTC 

AGGTACATTGGCGGGTGCTGTGGATTTGAGCCCTACCACATCAGGGCAATTGCaGAGGAG 

CTGGCCCCAGAAAGGGGCTTTTTGCCACCAGCTTCAGAAAAACATGGCAGCTGGGGAAGT 

GGTTTGGACATGCACACCAAACCCTGGGTTAGAGCAAGGGCCAGGA7«3GAATACTGGGAG 

AATCTTCGGATAGCCTCAGGCCGGCCATACAACCCTTCAATGTCAAAGCCAGATGGCTGG 
65 GGAGTGACCAAAGGAACAGCCGAGCTGATGCAGCAGAAAGAAGCCACAACTGAGCAGCAG 

CTGAAAGAGCTCTITGAAAAACAAAAATTCAAATCACAGTAGCCTaSATAGAAGCTATTT 

TTGATGAATTTCTaGGTGTTTGGGTCACAGTTCCTACAAATACGGAAAAGGGGGTTAAAA 

AG(^GTGCTTTCaVTGAATGCCATCCTACACATATTATTGCTATTACCTGftACAAAATAGA 

ATTA(aAATAGCACTTGATAATTTTAAAGTA'reiTTTAGAAATTTTCTTAGGAGCAAAAT 
70 AAGTACAAAGTAAATCTTGAACAGGTTCACTAAGCACCCACCCTGTGAAAAGTATTATGG 

AAATCACTGCAGCACAGGAAAAGTAATTCAGATGTTAATGCCACTTGAAGAAGTTGGTAG 
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GCTAGCAAAGAGGATGAGACATGAACTGTCATAAAGGACTCftGCaACXaGCCAGGGACAG 
ATAAAGCGCTATGGAAAGGGGCTTCCAAGTTCTTTTGAACATGACCCTTAGTAACAAACA 
CAATTTATATAATGACCCAGCAAAACACATCACATCTTACTGTCGAAATTAAATGTGTGA 
TCCATCCTAGTATTTTCTGTTCCATTCCTTTTCATTCTATTTCATTTATAAAACATGCTA 
GTTGAGACTTITCAAATGGAITTTTATGACCCACTACTGGGTTTGGATCCACAGTTTGAA 
AAATATTGCTACAAGACACTTAAGGAGACCATCCTGTTTAAGTTTATTCTTATAAGTAGG 
TCAGTCATATGAGACCTGATCAATAAATATCCAATACCCA6AGTCCTGCTCTCAGAGTTC 
TTCTGTTTCGTGACCCACTTTTCTACCAGTARAAGACATAGACCAATGGGGAGGAGGGGA 
GGAGAGATGGATATTTCAGCCCTCTCCATCCTAGTCAACACTGGATCCACCTAGTGCCTC 
TGGGCCATAAGGCTGAGCAGAGTGAGCTTGTATTAGTTGGTAGCTTTTAAAAAATATAAT 
AAAAAAAAAGTAGAGATTCTCCAAACTCTAGCCTGGTTTCCTAGATTGAGAACTATGATA 
TTTTTCTCTGATAATTTAATATCTACTCTCCTACAAAAGCTCAAGCCTGAAGATACAAGA 
CTATTAGAAGAAACATGACTACCCTCAGTGTATTAGAAAAGAGGTCATGCAGCTTTCTAA 
ACATTATTGAATTGTTTGAGCTGTTTTGAAATTGTAATTCTTTTCAGCTATTAAAAAGAA 
GAGCAATGAG 

,>H_1.0.0 290S3 Homo sapiens, Similar to uridine phosphorylaae, clone MGC:42328 IMAGE: 4818300, mRNA, 
complete~cds cr: gi-23272324/// /cds= (216, 1169) /gb=BC033529 /gi=23272324 /ug=Hs., 128427 /len=2261 
[Huiiian_Dongleur_201102. 15166. CI] [SEQ ID NO: 61] 
GCCGCGCGGCACGGGTGAGTGCCXaGGGACTTCACCAGTGCTGCCATGCTGGCCCCAGGC 
TGTGAGTTGGACCCAGACCAAGAAGTGGTGAGGACAAGGCCTGAAGATGTGCCTGCTTCC 
CATTCAACTTeCACCATGATTGTAAGTGTCCTGAGGCCTCCCAGCCATGCTTCCTGTACA 
GCCTGTGGAACTGTGACTTTTCACATAGTAGAGAGAATGGCTTCAGTTATACCTGCCTCC 
AATAGGTCCATGAGATCTGACAGGAATACATATGTTGGAAAAAGGTTTGTTCACGTTAAA 
AATCCTTACTTGGATTTGATGGATGAAGACATTCTCTATCACTTGGATTTGGGAACAAAA 
ACACACAACCTACCAGCAATGTTTGGAGATGTAAAGTTTGTCTGTGTCGGTGGGAGCCCC 
AACAGAATGAAAGCATTTGCACTGTITATGCACAAGGAGCTCGGGTTTGAGGAAGCTGAA 
GAAGACATAAAAGACATCTGTGCTGGGACAGACAGATACTGTATGTACAAAACCGGGCCT 
GTGCTCGCCATCAGTCACGGCATGGGCATCCCCTCCATTTCTATTATGCTTCATGAACTC 
ATCAAATTACTCCACCATGCACGGTGCTGCGATGTCACCATTATTAGAATCGGTACATCA 
GGGGGAATAGGGATTGCACCAGGGACTGTTGTAATAACGGATATAGCTGTAGACTCCTTC 
TTTAAGCCCCGGTTTGAACAGGTCATTTTGGACAACATTGTCACCCGAAGTACTGAACTG 
GACAAAGAACTGTCTGAAGAACTGTTCAACTGTAGCAAAGAAATCCCCAACTTCCCAACC 
CTCGTTGGACATACAATGTGTACCTATGATTTTTATGAAGGCCAAGGCCGACTAGATGGA 
GCACTGTGCTCCTTTTSeAGAGAAAAAAAGTTAGACTACTTGAAGAGAGCATTTAAAGCT 
GGTGTCAGGAATATTGAAATGGAATCTACAGTGTTTGCAGCTATGTGTGGACTCTGTGGT 
CTAAAAGCTGCTGTGGTCTGTGTGACACTTCTCGACAGACTCGACTGTGATCAGATCAAC 
TTGCCTCATGATGTCCTGGTGGAGTACCAGCAACGGCCTCAGCTCCTAATCTCCAACTTC 
ATCAGACGGCGGCTTGGACTTTGTGACTAGACGTCCTAACTGGGCAGCCCAACCCTCCCC 
TGCAAGTTTGTAGCTCAAGTTGTAATGTGAAAGTCATATTTTATTTGTGGCATTTTTATA 
TAGTTCTCATCCACATGCTAAATGGAAAGACTTTATGAAATCCTTCTCTCTTAAAAAGGA 
ATTTATTGTAAAAGAATACTCACACTAAATTAAATTCAAATTTCATTTTAGAATAAGTTA 
ACTAAATCAGTCTAATAATTAAAATTTTAAAACTCCTGGATTATGACATTTGGAGTTTCA 
TATGCAGCATTAATTAAGCTCACATCAAAATAGACCAGCCATTTGCACATAGTTACCAGT 

TATTGGACAAGTGACAGAAACTGATCATCCATATTCAAAATATTTACAGAAAAAAGTGTC 
AGTGAAATGTAGGTCTATATGGAAAAGTTACCATTAGGAAAATATGGCCATACTGCTTTT 
TTACCCCTGCACTATTTCAGTGCACCACAGAATAGGATTCGAGATTTACATATGCCTGTT 
TGTGATTTTATCTCAGAATATAACAACTCTGGATTACATTTTCCTCTCAACTGAAAACCC 
TCAGTAATGCAAAGAAAGGCCTTCCTTTTTCTTCAGAATCACAACTGACTAAATTGCCTT 
CTAGCCATTTTTTCTTGTAAAAAAAGTGTTTTGAGGAGGCTGTATTTTTTATTCCATTTC 
AATATTAACCAAATAGGCTGAGAAATTCATAGCAATTGAATTAAGACTTGAGTTCAAGAT 
GTTAAAGGAATCCTTTTGTATGACTTGTCCAGACCGGCCTATTGCCCTACCCGTTTGATT 

GGGTTCTTCTCAATTTGACATACTTGGGAGTCGGAATGACTGGATGGGGGATGGGTAGAG 
GATGACTGGCACACTTGTATAGTATGTAATGTTGTGTACATATTATTTATATGGTTGTGG 
CTCAAATAAAGTTTAATTCCAACAC 

>H_1.0.0_17326 Homo sapiens mRNA for MCMIO homolog, complete cds cr; gi-11527601/// 
[Huraan_jongleur_201102.7564.C2] [SEQ ID NO: 62] 
GAACGAAGAAGGCGTCCCGGCATCGGCCAAGATTCTACATTGCTCATCTGGGCATCTGAG 
CCTCCTTCGAAGTTTCCTGTCACAACTGTCCTCTTGACAGCATGGATGAGGAGGAAGACA 
ATCTGTCTCTGCTGACCGCACTGCTGGAAGAAAATGAGTCAGCCTTGGATTGTAATTCAG 
AAGAAAATAACTTCTTGACGCGGGAAAATGGCQAGCCCGACGCATTTGATGAGCTCTTTG 
ATGCCGACGGCGACGGTGAATCTTATACAGAAGAGGCTGATGATGGAGAAACAGGAGAGA 
CAAGAGACGAAAAGGAAAATCTGGCCACTCTCTTTGGAGATATGGASGACTTAACAGATG 
AAGAAGAAGTTCCCGCATCACAGTCAACTGAAAATAGGGTCCTCCCTGCrCCTGCCCCCA 
GGCGAGAGAAAACGAATGAAGAGTTGCAAGAGGAATTAAGGAATTTGCAAGAGCAAATGA 
AGGCCTTACAAGAGCAGCTAAAAGTAACAACAATTAAACAGACAGCAAGCCCAGCCCGTC 
TGCAAAAATCCCCTGTAGAGAAGTCTCCCCGGCCACCTCTTAAGGAGAGGAGAGTTCAGA 
GAATTCAGGAGTCAACATGCTTTTCTGCGGAGCTTGATGTCCCTGCX3CTACCAAGAACCA 
AGAGGGTGGCTCGAACACCAAAGCCrrCACCTCCAGATCCCSiAAAGCTCATCTTCAAGGA 
TGACAAGTGCACCCTCCCAACCCCTACAGACGATTTCTCGGAACAAACCTAGTGGGATAA 
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CTAGAGGTCAAATTGTGGGGACCCCaGGaAGTTCTGGGGAAACGACTCAACCCATCTGTC 

AGAAAATGACCGGCCGAAAACTG&TCAGACTGTCTCAGATCAAGGAAfiAGATGGCCAGAG 
AGAAGCTGGAAGAAATAGATTGGGTGACATTTGGGGTTATATTGAAGAAGGTTACGCCAC 
AGAGTGTGAATAGTGGAAAAACCTTCAGCATATGGAAACTGAATGATCTTCGTGACCTGA 
CACAATGTGTGTCCTTGTTCTTATTTGGAGAAGTTCACAAAGCGCTCTGGAAGACGGAGC 
AGGGGACTGTCGTAGGGATCCTCAATGCCAACCCCATGAAGCCCAAGGATGGTTCAGAGG 
AGGTGTGTTTATCTATCGATCATCCTCAGAAGGTCTTAATTATGGGTGAAGCTCTTGACC 
TGGGAACCTGTAAAGCCAAGAAGAAGAATGGAGAGCCGTGCACGCAGACTGTGAATTTGC 
GTGACTGTGAGTACTGTCAGTACCATGTCCAGGCTCAGTACAAGAAGCTCAGCGCAAAGC 
GTGCGGATCTGCAGTCCACCTTCTCTGGAGGACGAATTCCAAAGAAGTTTGCCCGCAGAG 
GCACCAGCCTCAAAGAACGGCTGTGCCAAGATGGCTTTTACTACGGAGGGGTTTCTTCTG 
CCTCGTATGCAGCTTCAATTGCAGCAGCTGTGGCTCCTAAGAAGAAGATTCAAACCACTC 
TGAGTAATCTGGTTGTTAAGGGCACAAACTTGATCATCCAGGAAACACGGCAAAAACTCG 

CGTGTGGAGCCAGGAACTTAAAACAACATTTAGCCAAAGCCACAGCTTCAGGGATTATGG 
GGAGCCCAAAACCAGCCATCAAGTCCATCTCGGCCTCAGCACTCTTGAAGCAACAqAAGC 
AGCGGATGTTGGAGATGAGGAGAAGGAAATCAGAAGAAATACAGAAGCGRTTTCTGCAGA 
GCTCAAGTGAAGTTGAGAGCCCAGCTGTGCCATCTTCATCAAGACAGCCCCCTGCTCAGC 
CTCCACGGACAGGATCCGAGTTCCCCAGGCTGGAGGGAGCCCCGGCCACAATGACGCCCA 
AGCTGGGGCGAGGTGTCTTGGAAGGAGATGATGTTCTCTTTTATGATGAGTCACCACCAC 
CAAGACCAAAACTGAGTGCTTTAGCAGAAGCCAAAAAGTTAGCTGCTATCACCAAATTAA 
GGGCAAAAGGCCAGGTTCTTACAAAAACAAACCCaAACAGCATTAAGAAGAAACAAAAGG 
ACCCTCAGGACATCCTGGAGGTGAAGGAACGTGTAGAAAAAAACACCATGTTTTCTTCTC 
AAGCTGAGGATGAATTGGAGCCTGCCAGGAAAAAAAGGAGAGAACAACTTGCCTATCTGG 
AATCTGAGGAATTTCAGAAAATCCTAAAAGCaAAATCAAAACACACAGGCATCCTGAAAG 
AGGCCGAGGCTGAGATGCAGGAGCGCTACTTTGAGCCACTGGTGAAAAAAGAACAAATGG 
AAGAAAAGATGAGAAACATCAGAGAAGTGAAGTGCCGTGTCGTGACATGCAAGACGTGCXS 
CCTATACCCACTTCAAGCTGCTGGAGACCTGCGTCAGTGAGCAGCATGAATACCACTGGC 
ATGATGGTGTGAAGAGGTTTTTCAAATGTCCCTGTGGAAACAGAAGCATCTCCTTGGACA 
GACTCCCGAACAAGCACTGCAGTAACTGTGGCCTCTACAAATGGGAACGGGACGGAATGC 

ATGCTAAATTTCTGAACAGCCTTAAATAACCCGAACTTCAGACATTTTCCCACAGACTTC 
CTGGCCTCCTGTGACTSSGGAAAGCAAAGGATTGGCTGTGTATTGTCCATTGATTCCTGA 
TTGACGCCGTCAAAAACAAATGCTTGTTAAGCCCATAAGCTTTGCCTGCTTACTTTCTGC 
CATTGGGTTGGTTTGATACCACATTTAACATTGACATTTAAGTGGAAAACCAAGTTATCA 
TTGTCTTTTCTAAGCTCAGTGTGQATGATTGCATTACTTCATTCACTGAAGTTTTTGCCC 
AAAAATTGGAAGGTAAACAGAGAGCTATGTTTCTGTATCTTTTGGTTATAGAGTGTTCAC 
TTCTTTATCATAACAAAATTCTAGTGTTTATACGAACACCCAGAGGCAAAAGAATTTGGC 
TTAATTCTCACTCCAGGTAAGTAGCTTAACTTCTGGGCTTCAGTTTTCTCATCTGTAAAA 
TCAGGAAGAITGGACTAAGTGATCCTGAAATGTATTTTTTAGCACTGGATTTCTACAAAT 
AATAAAACTTTCCCATCTAGATAATGATGATCACATAGTCTTGATGTACGGACATTAAAA 
G(XAGATTTCTTCATTCAATTCTGTTATCGCTGTTTTACTCTTTGAAATTGATCAAGCCA 
CTGAATCXCTTTGCATTTCAGTTTATATATAGAGAGAGAAAGAAGGCTGTCTGCTCTTAC 
ATTATTGTGGAGCCCTGTGATAGAAATATGTAAAATCTCATATTA 

sH_1.0.o_23529 Homo sapiens cytochrome P450, subfamily IIC (mephenytoin 4 -hydroxylase) , polypeptide 

18 tCYP2C18), itiRWA cr; gi-13S99815/// [HumanJ ongleur_2 01102 . 11077. C7] [SEQ ID NO: 63] 

GGCaiCCGGAAAGAACaAGAAAAAAGAACACCTTATTTTTATCTTCTTCAGTGAGCCAATG 

TTCATTCSiAAAGAGAGATTAAAGTGCTTTTTGCTGACTAGTCACAGTCAGAGTCAGAATC 

ACAGGTGGATTAGTAGGGAGTGTTATAAAAGCCTTGAAGTGAAAGCCCGCAGTTGTCTTA 

CTAA6AAGAGAAGCCTTCAATGGATCCAGCTGTGGCTCTGGTGCTCTGTCTCTCCTGTTT 

GTTTCTCCTTTCACTCTGGAGGCAGAGCTCTGGAAGAGGGAGGCTCCCGTCTGGCCCCAC 

TCCTCTCCCGATTATTGGAAATATCCTGCAGTTAGATGTTAAGGACATGAGCAAATCCTT 

AACCAATTTCTCAAAAGTCTATGGCCCTGTGTTCACTGTGTATTTTGGCCTGAAGCCCAT 

TGTGGTGTTGCATGGATATGAAGCAGTGAAGGAGGCCCTGATTGATCATGGAGAGGAGTT 

TTCTGGAAGAGGAAGTTTTCCAGTGGCTGAAAAAGTTAACAAAGGACTTGGAATCCTTTT 

CAGCAATGGAAAGAGATGGAAGGAGATCCGGCGTTTCTGCCTCATGACTCTGCGGAATTT 

TGGGATGGGGAAGAGGAGCATCGAGGACCGTGTTCAAGAGGAAGCCCGCTGCCTTGTGGA 

GGAGTTGAGAAAAAGCAATGCCTCACCCTGTGATCCCACTTTCATCCTGGGCTGTGCTCC 

CTGCAATGTGATCTGCTCTGTTATTTTCCATGATCGATTTGATTATAAAGATCAGAGGTT 

TCTTAACTTGATGGAAAAATTCAATGAAAACCTCAGGATTCTGAGCTCTCCATGGATCCA 

GGTCTGCAATAATTTCCCTGCTCTCATCGATTATCTCCCAGGAAGTCATAATAAAATAGC 

TGAAAATTTTGCTTACATTAAAAGTTATGTATTGGAGAGAATAAAAGAACATCAAGAATC 

CCTGGACATGAACA6TGCTCGGGACTTTATTGATTGTTTCCTGATCAAAATGGAACAGGA 

AAAGCACAATCAACAGTCTGAATTTACTGTTGAAAGCTTGATAGCCACTGTAACTGATAT 



GAAGTACCCAGAGGTCACAGCTAAAGTCCAGGAAGAGATTGAATGTGTAGTTGGCAGAAA 
CCGGAGCCCCTGTATGCAGGACAGGAGTCACATGCCCTACACAGATGCTGTGGTGCACGA 
GATCCAGAGATACATTGACCTCCTCCCCACCAACCTGCCCCATGCAGTGACCTGTGATGT 
TAAATTCAAAAACTACCTCATCCCCAAGGGCACGACCATAATAACATCCCTGACTTCTGT 
GCTGCACAATGACAAAGAATTCCCCAACCCAGAGATGTTTGACCCTGGCCACITTCTGGA 
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TAAGAGTGGCAACTTTAAGMJVAGTGACTACTTCATGCCTTTCTCAGCAGGAAAACGGAT 
GTGTATGGGAGAGGGCCTGGCCXIGCaTGGAGCTGTTTTTATTCCTGACCACXaTTTTGCA 
GRACTTTAACCTGAAATCTCAGGTTGACCCAAAGGATATTGACATCACCCCCATTGCCAA 
TGCATTTGGTCGTGTGCCACCCTTGTACCAGCTCTGCTTCATTCCTGTCTGAAGAAGGGC 
AGATAGTTTGGCTGCTCCTGTGCTGTCACCTGC3UVTTCTCCCTTATCAGGGCCATTAGCC 
rATTTTCTCTGACTTGTCAATCCACATCTTCCCATTCC 



TATATCTGCTATTCTCCATACTCTGTATCACTTGTATTGACCACCACATATGCTAATACC 
TATCTACTGCTGAGTTGTCAGTATGTTATCACTAGAAAACAAAGAAAAATGATTAATAAA 
TGACAATTCAGAGCCATTTATTCTCTGCATGCTCTAGATAAAAATGATTATTATTTACTG 
GGTCAGTTCTTAGATTTCTTTCTTTTGAGTAAAATGAAAGTAAGAAATGAAAGAAAATAG 

GGGTAGGAAAGCTGTTTTAGCTAAATGCCACCTAGAGTTATTGGAGGTCTGAATTTGGAA 
AAAAAAACTATGTCCAGGAGCAGCTGTAACCTGTAGGGAAATACTGGAACAATCATCCAT 
AAGAG6GATGAACATTAAGTGTTTGAATTCATGCTCTGCTTTTGTGTTACTGTAAACACA 
AGATCAAGATTTGGATAATCTTTTTCCTTTGTGTTTCCAACTTAGATCATGTCTAAATAT 
ATGCTTTCATATGGCTAATCATGTGTTAATGACTGTTATTTTTCTCTTCCA7UVCAAGAGC 
AAAATCTCCAGAAATCCTCACCAGGCTTTATTTTTTTTCTAT 

>H_1.0.0_23524 Homo sapiens cytochrome P4S0, subfamily IIC (mephenytoin 4 -hydroxylase) , polypeptide 
19 (CYP2C19;, mRNA cr : gi-45032ia/// [Human_j ongl eur_201 102 . 11077 .C2] [SEQ ID NO: 64] 
CTTCAATGGATCCTTTTGTGGTCCTTGTGCTCTGTCTCTCATGTTTGCTTCTCCTTTCAA 

TTGGAAATATCCTACAGATAGATATTAAGGATGTCAGC3UU\TCCTTAACCAATCTCTCAA 
AAATCTATGGCCCTGTGTTCACTCTGTATTTTGGCCTGGAACGCATGGTGGTGCTGCATG 

gatatg7w^gtggtgaaggaagccx:tgattgatcttggagaggagttttctggaagaggcc 



CCAAGGCTTCACCCTGTGATCCCACTTTCATCCTGGGCTGTGCTCCCTGCAATGTGATCT 
GCTCCATTATTTTCCAGAAACGTTTCGATTATAAAGATCAGCAATTl'CTTAACTTGATGG 
AAAAATTGAATGAAAACATCAGGATTGTAAGCACCCCCTGGATCCAGATATGCAATAATT 
TTCCCACTATCATTGATTATTTCCCGGGAACCCATAACAAATTACTTAAAAACCTTGCTT 
TTATGGAAAGTGATATTTTGGAGAAAGTAAAAGAACACCAAGAATCGATGGACATCAACA 
ACCCTCGGGACTTTATTGATTGCTTCCTGATCAAAATGGAGAAGGAAAAGCAAAACCAAC 
AGTCTGAATTOiCTATTGAAAACTTGGTAATCACTGCAGCTGACTTACTTGGAGCTGGGA 
CAGAGACAACAAGCACAACCCTGAGATATGCTCTCCTTCTCCTGCTGAAGCACCCAGAGG 
TCACAGCTAAAGTCCAGGAAGAGATTGAACX3TGTCATTGGCAGAAACCGGAGCCCCTGCA 
TGCAGGACAGGGGCCACATGCCCTACACAGATGCTGTGGTGCACGAGGTCCAGAGATACA 
TCGACCTCaTCCCCaCCAGCCTGCCCCATGCAGTGACCTGTGACGTTAAATTCAGAAACT 
ACCTCATTCCCAAGGGCACAACCATATTAACTTCCCTCACTTCTGTGCTACATGACAACA 
AAGAATTTCCCAACCCAGAGATGTTTGACCCTCGTCACTTTCTGGATGAAGGTGGAAATT 
TTAAGAAAAGTAACTACTTCATGCCTTTCTCAGCAGGAAAACGGATTTGTGTGGGAGAGG 
GCCTGGCCCGCATGGAGCTGTTTTTATTCCTGACCTTCATTTTACAGAACTTTAACCTGA 
AATCTCTGATTGACCCAAAGGACCTTGACACAACTCCTGTTGTCAATGGATT'TGCTTCTG 
TCCCGCCCTTCTATCAGCTGTGCTTCATTCCTGTCTGAAGAAGCACAGATGGTCTGGCTG 
CTCCTGTGCTGTCCCTGCAGCTCTCTTTCCTCTGGTCCAAATTTCACTATCTGTGATGCT 
TCTTCTGACCCGTCATCTCACATTTTCCCTTCCCCCAAGATCTAGTGAACATTCAGCCTC 
CATTAAAAAAGTTTCACTGTGCAAATATATCTGCTATTCCCCATACTCTATAATAGTTAC 
ATTGAGTGCCACATAATGCTGATACTTGTCTAATGTTGAGTTATTAACATATTATTATTA 
AATAGGGAATTC 

>H_1 . 0 , 0_11755 Homo sapiens solute carrier family 27 (fatty acid transporter), i 

mRNA cr:~gi -13325056/// [Human_jongleur_201102 .4565 .CI] [SEQ ID NO: 65] 

ATGAGCTGCAGGTACGGTCCGGAATCCCGGGTCGACCCACCCGTCCGGCTCCTAGGGAGG 

AGCTGGTACCATGGGTGTCAGGCAACAGTTGGCCTTGCTGCTGCTGCTGCTGOTCKTGCT 

CTGGGGCCTGGGGCAGCCAGTGTGGCCAGTCGCTGTGGCCTTGACCCTGCGCTGGCTCCT 

GGGGGATCCCACATGTTGCGTGC.TACTTGGGCTGGCCATGTTAGCACGGCCCTGGCTCGG 

CCCCTGGGTGCCCCATGGGCTGAGCCTGGCAGCTGCGGCCCTGGCACTAACCCTCCTGCC 

AGCACGGCTGCCCCCAGGACTACGCTGGCTGCCGGCTGATGTGATCTTCTTGGCCAAGAT 

CCTCCACCTGGGCCTGAAGATCAGGGGATGCTTGAGCCGGCAGCCGCCTGACACCTTTGT 

AGATGCCTTCGAGCGGCGAGCACGAGCGCAGCCTGGCAGGGCACTCTTGGTGTGGACGGG 

GCCTGGGGCCGGCTCAGTCACCTTTGGTGAGCTGGATGCCCGGGCCTGCCAGGCGGCATG 

GGCCCTGAA6GCTGAGCTGGGTGACCCT6CGAGCCTGTGTGCCGGGGAGCCTACTGCCCT 

CCTTGTGCTGGCTTCCCAGGCCGTTCXaGCCCTGTGTATGTGGCTGGGGCTGGCCAAGCT 



GCTGAGCTCTGGGGCCCGG6TGCTGGTGGTGGACCCAGACCTCCGGGAGAGCCTGGAGGA 
GATCCTTCCCAAGCTGCAGGCTGAGAACATCCGCTGCTTCTACCTCAGCCATACCTCCCC 
TACACCAGGGGTGGGGGCTCTGGGGGCTGCCCTGGATGCAGCGCCCTCCCACCCAGTGCC 
TGCTGACCTGCGTGCTGGGATCACATGGAGAAGCCCTGCCCTCTTCATCTATACCTCGGG 
GACCACTGGCCTCCCGAAGCCAGCCATCCTCACGCATGAGCGGGTACTGCAGATGAGCAA 
GATGCTGTCCTTATCT6GGGCCACAGCTGATQATGTGGTTTACACGGTCCTGCCTCTGTA 
3ATCCTCGGCTGCTTAGATCTCGGAGCCACCTGTGT 
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TCTGGCCCCCAAGTTCTCTACTTCCTGCTTCTGGGRTGRCTGTCGGCAGCATGGCGTGAC 




GGACCGGACACATACAGTCCGCCTGGCAATGGGCAATGGACTACGGGCT6AT6TGTGGGA 



5 




GAAGCTGGTGCGCAACGTGCGGCAATCGGGCGACGTTTACTACAACACCGGGGACGTACT 
1 0 GGCCATGGACCGCGAAGGCTTCCTCTACTTCCGCGACCGCCTCGGGGACACCTTCCGATG 

GCAACAGGTTAACGTGTATGGCGTGTGCGTGCCAGGTTGTGAGGGTAAGGTGGGCATGGC 
TGCTGTGCAGCTAGCCCCCGGCCAGACTTTCGACGGGGAGAAGTTGTACCAGCaCGTTCG 



CGTGGTTGACCCTCTGTTTGTACTGGACAACCGGGCCCAGTCCTTCOSGCCCCTGACGGC 
AGAAATGTACCAGGCTGTGTGTGAGGGAACCTGGAGGCTCTGATCACCTGGCCAACCCAC 

TGGGGTAGGGGTAGGGATCAAAGCCAGCCACCCCCACCCCAACACACTCGGTGTCCCTTT 
CATCCTGGGCCTGTGTGAATCCCAGCCTGGCCATACCCTCAACCTCAGTGGGCTGGAAAT 
20 GACAGTGGGCCCTGTAGCAGTGGCAGAATAAACTCAGATGTGTTC 

>M_1.0.0_2 54 91 AV209Sas Mus musculus cDNA, 3' end cr: gi-6150394/// /clone=1700120N04 /clone_end=3 ' 
/gb=AV209Sa6 /gi=S150394 /ug=Mm. 140823 /len=167 [Mouse_jongleur_201102 . 18799 .CI] [SEQ ID NO: 66] 

GCAGGACAGCAGACAGCGTGGACTTCTACCACCTTTCCCCGAGCCTCTGAATAAAGTGTT 
25 TAAAT 

>gi|374333l|gb|AI192122.1|AI192122 qc95h03.xl Soares_pregnant_uterus_NbHPU Homo sapiens cDNA clone 

IMAGES1722005 3', mENA sequence [SEQ ID NO: 67] 

TTTTTTTTTGAAAAATATAAAATTTTAATAAAGGCTACATCTCTTAATTACAATAATTAT 

TGTACCAAGTAGTTTTCTTTAAATGAACTCTTTATAATGCATAATTTACAGTCTAAAGTA 
30 GAACAAACT6CCATGACAAAAGTCATTGAGTAACAA6ACTTGTAATAAAAAGGCATAAAA 

TATATTTATACATAAACCCCTTTOWWiACCARGGGAGAGCTGGAQCCCTCAATATAGGG 

CGGCGCACGGACGGAGCGGGTCCCCGTGCCTGTACAGGTACTGTCCTGATTCCCAAGTCA 

AGCACTAGCCAGTGGGTAAACGCTCTGCCCTACACTATACACAGGCCTATAGTACAGGGA 

ACGCTGGCAGACAGGAflATACAGATTAACTTAACACAAACCCGAGCGATOSCCTiAGGTQA 
35 AGGTAACAGAGGAGAGGTGCTGCTGGGTG 

>H_1 . 0 . 0_6007 Homo sapiens selenoprotein P, plasma, 1 (SEPPl) , mKNA cr: gi-4885590/// 
[Human_jongleur 201102 .1857 .C3.] [SEQ ID NO: 58,79] 

GGGGGTGGAGCTGCCAGAGTAAAGCAAAGAGAAAGGAAGCAGGCCCGTTGGAAGTGGTTG 

40 CGGGAGGAACAGAGAGCCAGGACCAAAGCTCCTTATGTAAGCAACCCCCAGCCTGGAGCA 

TAAGAGATCAAGATCCAATGCTAAACTCCAATGGTTCAGTGACTGTGGTTGCTCTTCTTC 

AAGCCAGCTGATACCTGTGCATACTGCAGGCaTCTAAATTAGAAGACCTGCGAGTAAAAC 

TGAAGAAAGAAGGATATTCTAATATTTCTTATATTGTTGTTAATCATCAAGGAATCTCTT 

CTCGATTAAAATACACACATCTTAAGAATAAGGTTTCAGAGCATATTCCTGTTTATCAAC 
45 AAGAAGAAAACCAAACAGATGTCTGGACTCTTTTAAATGGAAGCAAAGATGACTTCCTCA 

TATATGATAGATGTGGCCGTCTTGTATATCATCTTGGTTTGCCTTTTTCCTTCCTAACTT 

TCCCATATGTAGAAGAAGCCATTAAGATTGCTTACTGTGAAAAGAAATGTGGAAACTGCT 

CTCTCACGACTCTCAAAGATGAAGACTTTTGTAAACGTGTATCTTTGGCTACTGTGGATA 

AAACAGTTGAAACTCCATCGCCTCATTACCATCATGAGCATCATCACAATCATGGACATC 
50 AGCACCTTGGCAGCAGTGAGCTTTCAGAGAATCAGCTWiCCAGGAGCACCAAATGCTCCTA 

CTCATCCTGCTCCTCCAGGCCTTCATCACCACCATAAGCACAAGGGTCAGCATAGGCAGG 

GTCACCCAGAGAACCGAGATATGCCAGCAAGTGAAGATTTACAAGATTTACAAAAGAAGC 

TCTGTCGASAGAGATGTATAAATCAATTACTCTCTAAATTGCCCACAGATTCAGAGTTGG 

CTCCTAGGAGCTGATGCTGCCATTGTCGACATCTGATATTTGAAAAAACAGGGTCTGCAA 
55 TCACCTGACAGTGTAAAGAAAACCTCCCATCTTTATGTAGCTGACAGGGACTTCGGGCAG / 

AGGAGAACATAACTGAATCTTGTCAGTGACGTTTGCCTCCAGCTGCCTGACAAATAAGTC 

AGCAGCTTATACCCACAGAAGCCAGTGCCAGTTGACGCTGAAAGAATCAGGCAAAAAAGT 

GAGAATGACCTTCAAACTAAATATTTAAAATAGGACATACTCCCCAATTTAGTCTAGACA 

CAATTTCATTTCCAGCATTTTTATAAACTACCAAATTAGTGAACCAAAAATAGAAATTAG 
60 ATTTGTGCAAACATGGAGAAATCTACTGAATTGGCTTCCAGATTTTAAATTTTATGTCAT 

AGAAATATTGACTCAAACCATATTTTTTATGATGGAGCAACTGAAAGGTGATTGCAGCTT 

TTGGTTAATATGTCTTTTTTTTTCTTTTTCCAGTGTTCTATTTGCTTTAATGAGRATAGA 

AACGTAAACTATGACCT.i\GGGGTTTCTGTTGGATAATTAGCAGTTTAGAATGGAGGAAGA 

ACAACAAAGACATGCTTTCCATTTTTTTCTITACTTATCTCTCAAAACAATATTACTTTG 
65 TCTTTTCAATCTTCTACTTTTAACTAATAAAATAAGTGGATTTTGTATTTTAAGATCCAG 

AAATACTTAACACGTGAATATTTTGCTAAAAAAGCATATATAACTATTTTAAATATCCAT 

TTATCTTTTGTATATCTAAGACTCATCCTGATTTTTACTATCACACATGAATAAAGCCTT 

TGTATCTTTCTTTCTCTAATGTTGTATCATACTCTTCTAAAACTTGAGTGGCTGTCTTAA 

AAGATATAAGGGGAAAGATAATATTGTCTGTCTCTATATTGCTTAGTAAGTATTTCCATA 
70 GTCAATGATGGTTTAATAGGTAAACCAAACCCTATAAACCTGACCTCCTTTATGGTTAAT 

ACTATTAAGCAAGAATGCAGTACAGAATTGGATACAGTAOSGATTTGTCCAAATAAATTC 
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AATAAAAACCTTAAAGCTG 

>H_1.0.0_25343 Homo sapiens selenium binding protein 1 (SELENBPl), mRNA cr: gi-16306549/// 
[Human_jongleur_201102. 12047. CI] [SEQ ID NO: S9] 
CACCAGCACAGCAAACCCGCCGGGATCAAAGTGTACCAGTCGGCAGCATGGCTACGAAAT 
5 GTGGGAATTGTGGACCCGGCTACTCCACCCCTCTGGAGGCCATGAAAGGACCCAGGGAAG 
AGATCGTCTACCTGCCCTGCATTTACCGAAACACAGGCACTGAGGCKCCAGATTATCTGG 
CCACTGTGGATGTTGACCCCAAGTCTCCCCAGTATTGCCAGGTCaTCCACCGGCTGCCCA 
TGC(XAACCTGAAGGACGAGCTGCATCACTCAGGATGGAACACCTGCAGCAGCTGCTTCG 
GTGATAGCACCAAGTCGCGCACCAAGCTGGTGCTGCCCAGTCTCATCTCCTCTCGCATCT 
1 0 ATGTGGTGGACGTGGGCTCTGAGCCCCGGGCCCCAAAGCTGCACAflGGTCAITGAGCCCa 
AGGACATCCATGCCAAGTGCGAACTGGCCTTTCTCCACACCAGCCACTGCCIGGCCAGCG 
GGGAAGTGATGATCAGCTCCCTGGGAGACGTCAAGGGCAATGGCSU«GGGGGTTTTGTGC 




1 5 CAGCTCCCAATGTCTTACGAGATGGCTTCAACCCCGCTGATGTGGAGGCTGGACTGTACG 
GGAGCCACTTATATGTATGGGACTGGCAGCGCCATGAGATTGTGCAGACCCTGTCTCTAA 
AAGATGGGCTTATTCCCTTGGAGATCCGCTTCCTGCACAACCCAGACGCTGCCCAAGGCT 
TTGTGGGCTGCGCACTCAGCTCCACCATCCAGCGCTTCTACAAGAACGAGGGAGGTACAT 



GCAACTGGCTGCATGGGGACCTGAGGCAGTATGACATCTCTSACCCACAGAGACCCCGCC 
TCACAGGACAGCTCTTCCTCGGAGGCAGCATTGTTAAGGGAGGCCCTGTGCaAGTGCTGG 

AGGACGAGGAACTAAAGTCCCAGCCAGAGCCCCTAGTGGTCAAGGGAAAACGGGTGGCTG 
GAGGCCCTCAGATGATCCAGCTCAGCCTGGATGGGAAGCGCCTCTACATCACCACGTCGC 
25 TGTACAGTGCCTGGGACAAGCAGTTTTACCCTGATCTCATCAGGGAAGGCTCTGTGATGC 
TGCAGGTTGATGTAGACACAGTAAAAGGAGGGCTGAAGTTGAACCCCAACTTCCTGGTGG 

ATTGTAGCTCTGACATCTGGATTTGAACTCCACCCTCATCACCCACACTCCCTATTTTGG 
6CCCTCACTTCCTTGGGGACCTGGCTTCATTCTGCTCTCTCTTGGCACCCGACCCTTGGC 
3 0 AGCATGTACCACACAGCCAAGCTGAGACTGTGGCAATGTGTTGAGTCATATACATTTACT 
GACCACTGTTGCTTGTTGCTCACTGTGCTGCTTTTCCATGAGCrCTTGGAGGCACCAAGA 

sH_1.0,0_24583 Homo sapiens acetyl-Coenzyme A acyltransferase 2 (mitochDndrlal 3 -oxoacyl- Coenzyme A 

thiolase) (ACAA2t^- nuclear gene encoding mitochondrial protein, mRNA cr: gi-5174428/// 
35 [Human_jongleur_2 01102,11645.01] [SEQ ID NOi 70) 

gtgtttagggtgttggcggagacaaaggggaagagtcatcgcctgtcggggctaggatat 

gatgggtgagaggtgtcaaaccaaattctctcggtttggaaacggagaaa.'^tcta.'^aaat 

gaggatgtgaggaaagagtccgctctcaaggcgcgttgtggtctatccgagccccgtccc 

ctgggctccctcgggctggcSgtgaggcgggcagcgctacgcgtggggtaggaccatctta 
40 cgctgggaccccgccaaggagccccaggaagtaggtgaaagggcaggggcgtggctctcg 

gggcgccacccacgctcttgaaatctgggtgattgcgagcggccgctcagcgtcccccac 

accacagacccgcgccgccgacgacccagcagccgccatgcgtctgctccgaggtgtgtt 

tgtagttgctgctaaficgaacgccctttggagcttacggaggccttctgaaagacttcac 

tgctactgacttgtctgaatttgctgccaaggctgccttgtctgctggcaaagtctcacc 
45 tgaaacagttgacagtgtgattatgggcaatgtcctgcagagttcttcagatgctatata 

tttggcaaggcatgttggtttgcgtgtgggaatcccaaaggagaccccagctctcacgat 

taataggctctgtggttctggttitcagtccattgtgaatggatgtcaggaaatttgtgt 

taaagaagctgaagttgttttatgtggaggaaccgaaagcatgagccaagctccctactg 

tgtcagaaatgtgcgttttggaaccaagcttggatcagatatca-^gctggaagattcttt 
50 atgggtatcattaacagatcagcatgtccagctccccatggcaatgactgcagagaatct 

tactgtaaaacacaaaataagcagagaagaatgtgacaaatatgccctgcagtcacagca 

gagatggaaagctgctaatgatgctggctactttaatgatgaaatggcaccaattgaagt 

gaagacaaagaaaggaaaacagaraatgcaggtagacgagcatgctcggccccaaaccac 

cctggaacagitacagaaacttcctccagtattcaagaaagatggaactgttactgcagg 
55 gaatgcatcgggtgtagctgatggtgctggagctgttatcatagctagtgaagatgctgt 

TAAGAAACATAACTTCACACCACTGGCAAGAATTGTGGGCTACTTTGTATCTGGATGTGA 

TCCCTCTATCATGGGTATTGGTCCTGTCCCTGCTATCAGTGGGGCACTGAAGAAAGCAGG 

ACTGAGTCTTAAGGACATGGATTTGGTAGAGGTGAATGAAGCTTTTGCTCrCCAGTACTT 

GGCTGTTGAGAGGAGTTTGGATCTTGACATAAGTAAAACCAATGTGAATGGAGGAGCCAT 
60 TGCTTTGGGTCACCCACTGGGAGGATCTGGATCAAGAATTACTGCACACCTGGTTCACGA 

ATTAAGGCGTCGAGGTGGAAAATATGCCGTTGGATCAGCTTGCATTGGAGGTGGCCAAGG 

TATTGCTGTCATCATTCAGAGCACAGCCTGAAGAGACCAGTGAGCTCSiCTGTGACCCATC 

CTTACTCTACTTGGCCAGGCCACAGTAAAACAAGTGACCTTCAGAGCAGCTGCCACAACT 

GGCCATGCCCTGCCATTGAAACAGTGATTAAGTTTGATCAAGCCATGGTGACACAAAAAT 
65 GCATTGATCATGAATAGGAGCCCATGCTAGAAGTACATTCTCTCAGATTTGAACCAGTGA 

AATATCATGTATTTCTGAGCTAAAACTCAACTATAGAAGACAT'IAAAAGAAATCGTATTC 

TTGCCAAGTAACCACCACTTCTGCCTTAGATAATATGATTATAflGGAAATCAAATAAATG 

TTGCCTTAACTTCCN 

sH_1.0.0_2171 Homo sapiens apolipoprotein A-I (APOAl) , mRNA cr: gi-4557320/// 
70 [Human_jongleur_201102.2S3.C2] [SEQ ID NO: 71] 

NGAGAGACTGCGAGAAGGAGGTCCCCCACGGCCCTTCAGGATGAAAGCTGCGGTGCTGAC 
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CTTGGCCGTGCTCTTCCTGACGGGGRGCCAGGCTCX3GCATTTCTGGCAGCAAGATGAACC 
CCCCCAGAGCCCCTGGGATCGAGTGAAGGACCTGGCCACTGTGTACX3TGGATGTGCTCAA 
AGACAGCGGCAGAGACTATGTGTCCCAGTTTGAAGGCTCCGCCTTGGGAAaaCftGCTAAA 
CCTAAAGCTCCTTGACAACTGGGACRGCGTGACXITCCACCTTCaGCAAGCTGCGCGAACA 
5 GCTCGGCCCTGTGACCCAGGAGTTCTGGGATAACCTGGAARAGGAGACAGAGGGCCTGAG 
GCAGGAGATGAGCAAGGATCTGGAGGAGGTGAAGGCCAAGGTGCAGCCCTACCTGGACGA 
CTTCCAGAAGAAGTGGCAGGAGGAGATGGAGCTCTACCXSCCAGAAGGTGGAGCCGCTGCG 
CGCAGAGCTCCAAGAGGGCGCGCGCCAGAAGCTGCAC6AGCTGCAAGAGAAGCTGAGCCC 
ACTGGGCGAGGAGATGCECGACCGCGCGCGCGCCCATGTGGACGCGCTGCGCACGCATCT 
1 0 GGCCCCCTACAGCGACGAGCTGCGCCAGCGCTTGGCCGCGCGCCTTGAGGCTCTCAAGGA 
GAACGGCGGCGCCAGACTGGCCGAGTACCACGCCAAGGCCACCGAGCATCTGAGCACGCT 



15 sH_l.o.O_15335 Homo sapiens L-kynurenine/alpha-aminoadipate aminotransferase (KATII) , mRNA cr: gi- 
13S18236/// [Huinan_jongleur_201102.6487.Cl] [SEQ ID NO: 72] 
CTTTaw^TATTTTTTATTGAAATGACAATAAAATAAAAAAAGAACAGTGATCACTTTAA 
CCAAACTTACTTTACAAATATAAAAAATATAACCAAAACTTGGGAATTCCAGGCCACGGC 
GCGGGGCGGGAGGGGGCGCGGCGAGGCCCGCCGGCGGGGCAAAACCGGCCTGGGCCCTGG 
20 CGGCCGCAGGAGCGCGTGCGGCGTGGACTTTGCCGGGCTCGCCACACAGCCCCAGACCCG 
TTTAGGACCGGGAGACCGAACGCAGCGTCCAGCCGGGGAGTTTCGGCGGCGTTCTCCGGG 
CACCGCGCGCGGGAAGCCAGACGCAGCGGGGGGACACATCTCGCGGTGGCGTTGCCAGAG 
TGAGGAGITAGCAGGCAGGACTTGACGAGGCTCTTTGGTTTTTCTAGTCCTCAACCACTG 
AAGAAGAAGCTTGATGCTTGGCTGTCAGAAGACATGAATTACGCACGGTTCATCACGGCA 
25 GCGAGCGCAGCCAGAAACCCTTCTCCCATCCGGACCATGACTGACATATTGAGCAGAGGA 
COUUWTCGATGATCTCCTTGGCTGGTGGCTTACCAAATCCAAACATGTTTCCTTTTAAG 
ACTGCCGTAATCACTGTAGAftAATGGAAAGACCATCCAATTTGGAGAAGAGATGATGAAG 
AGAGCavCTTCAGTATTCTCCGAGTGCTGGAATTCCAGAGCTTTIOTCCTGGCrAAAACAG 
TTACAAATAAAATTGCATAATCCTCCTACCATCCATTACCCACCCAGTCAAGGACAAATG 
30 GATCTATGTGTCACATCTGGCAGCCAACAAGGTCTTTGTAAGGTGTTTGAAATGATCATT 
AATCCTGGAGATAATGTCCTCCTAGATGAACCTGCTTATTCAGGAACTCTTCAAAGTCTG 
CACCCACTGGGCTGCAACATTATTAATGTTGCCAGTGATGAAAGTGGGATTGTTCCAGAT 
TCCCTAAGAGACATACTTTCCAGATGGAAACCAGAAGATGCAAAGAATCCCCAGAAAAAC 
ACCCCCAAATTTCTTTftJFACTGTTCCAAATGGCAACAACCCTACTGGAAACTCATTAACC 
35 AGTGAACGCAAAAAGGAAATCTATGAGCTTGCAAGAAAATATGATTTCCTCATAATAGAA 
GATGATCCTTACTATTTTCTCCaGTTTAACAAGTTOiGGGTACCSiACaTTTCTTTCCATG 
GATGTTGATGGACGTGTCATCAGAGCTQACTCTTTTTCAAAAATCATTTCCTCTGGGTTG 
AGAATAGGATTTTTAACTGGTCC3\AAACCCTTAATAGAGAGAGTTATTTTACACATACAA 
GTTTCAACATTGCACCCCAGCACTTTTAACCAGCTCATGATATCACAGCTTCTACACGAA 
40 TGGGGAGAAGAAGGTTTCATGGCTCATGTAGACAGGGTTATTGATTTCTATAGTAACCAG 
AAGGATGCAATACTGGCAGCTGCAGACAAGTGGTTAACTGGTTTGGCAGAATGGCATGTT 
CCTGCTGCTGGAATGTTTTTATGGATTAAAGTTAAAGGCATTAATGATGTAAAAGAACTG 

ATTGAAGAAAAGGCCGTTAAGATGGGGGTATTAAT6CTCCCTGGAAATGCTTTCTACGTC I 

GATAGCTCAGCTCCTAGCCCTTACTTGAGAGCATCCTTCTCTTCAGCTTCTCCAGAACAG 
45 ATGGATGTGGCCTTCCAGGTATTAGCACAACTTATAAAAGAATCTTTATGAAGAAATTAA 

ACTAGGTTGGGCATGGTGCGTCACACCTATAATCCCAGCACTTTGGGAGGCAGAGGAGGG 

AQGATCACTTGAACCCAGGAATTCAGGCTGCAGTAAGCTACGATCACACCACTGCACTCT 

GGCCTGCATGCACTCTGGCCTGCATGGCAGAACAA6ACCCTGTCTCTAAAAAAAGAGAAA 

GAAATO^CTAATCaTGCTGCTCATGGATTTTTCOATAAATTTCTTGTTTTGGCAGGA 
50 AGAAATGAACACTGGTATTAGACTTAAAOATTAAATTTCCTCAAACATGTCCTATCTGTA 

GTAGTTCAACTAGAmCCnTTTAAAGTGCCTCTAAATTCATCAGATGGCCSUiACTGTATT 

TATAATCCACTTAGGCATTTTGAAAAACTTTCAACCTGTAAAAAGTTACTTTTATCTTGG 

ATTTATTATGAAGAACTTTGTAGTTGCTTTGTAATTTCCCATAAATTGTCTTTGAAACTA 

ACATTTTACACTGAATTATTTTGAGATTTTAAAGAAGTAATTAAGTGCAAAATGGTATAT 
55 AATGTGTACTTTTTCTACTTTTAGGAAAATTTAATGAGAGCTTATTGCAASAATTGTTAT 

AATTTGGTCATTATAAGTGACTTTTAGTAAAAGTACCATAAACCTTATGTTATGCCACAG 

AAATTCCTTTAAAATAAAATTCTTAAACTTiAACATAAAA 

>H_l.o.O_ 12049 Homo sapiens cytochrome P450, subfamily IIA (phenobarbital- inducible) , polypeptide 13 
(CYP2A13), mRNA cr: gi-19743563/// [Human_jongleur_201102.470S.ClJ [SEQ ID NO: 73,74] 
50 ACTGCCACCATGCTGGCCTCAGGGCTGCTTCTGGTGACCTTGCTGGCCTGCCTGACTGTG 
ATGGTCTTGATGTCAGTCTGGCGGCAGAGGAAGAGCAGGGGGAAGCTGCCTCCGGGACCC 
ACCCCATTGCCCTTCATTGGAAACTACCTGCAGCTGAACacAGAGCAGATGTACAACTCC 

GTCGTGGTGCTGTGCGGACATGATGCCGTCAAGGAGGCTCTGGTGGACCAGGCTGAGGAG 
65 TTCAGCGGGCGAGGCGAGCAGGCCaCCTTCGACTGGCTCTTCAAAGGCTATGGCGTGGCG 
TTCAGCAACGGGGAGCGCGCCAAGCAGCTCCGGCGCTTCTCCATCGCCACCCTAAGGGGT 

GACXSCCCTCCGGGGCACGCACGGCGCCAATATCGATCCCacCTTCTTCCTGAGCCGCACA 
GTCTCCAATGTCATCAGCTCCftTTGTCTTTGGGGACCGCTTTGACTATGAGGACAAAGAG 
70 TTCCTGTCACTGTTGCGCATGATGCTGGGAAGCTTCCAGTTCACGGCAACCTCCACGGGG 
CAGCTCTATGAGATGTTCTCTTCGGTGATGAAACACCTGCCAGGACCACAGCAACAGGCC 




GAGCTTCAAGGTCAGCTTCCTGAGCGCTCTCGAGGAGTACACTAAGAAGCTCAACACCCA 
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TTTAAGGAGCTGCAAGGGCTGGAGGACTTCATCGCXaflGAAGGTGGAGCACaACCAGCGC 
ACGCTGGATCCCAATTCCCCACGGGACTTCATCGACTCCTTTCTCATCCGCATGCAG6AG 
GAGGAGAAGAACCCCAACACAGRGTTCTACTTGAAGAACCTGGTGATGACCACCCTGAAC 
CTCTTCTTTGCGGGCACTGAGACCGTGAGCAC!CACCCTGCGCTACGGTTTCCTGCTGCTC 



AACCGGCAGCCCAAGTTTGAGGACCGGGCCAAGATGCCCTACACAGAGGCAGTGATCCAC 
GAGATCCAAAGATTTGGAGACATGCTCCCCATGGGTTTGGCCCACAGGGTCAACAAGGAC 
ACCAAGTTTCGGGATTTCTTCCTCCCTAAGGGCACTGAAGTGTTCCCTATGCTGGGCTCC 
GTGCTGAGAGACCCCAGGTTCTTCTCCAACCCX:CGGGACTTCAATCCCCAGCACTTCCTG 
GATAAGAAGGGGCAGTTTAAGAAGAGTGATGCTTTTGTGCCCTTTTCCATCGGAAAGCGG 
TACTGTTTTGGAGAAGGCCTGGCCAGAATGGAGCTCTTTCTCTTCTTCACCACCATCATG 
CAGAACTTTCGCTTCAAGTCCCCTCAGTCGCCTAAGGATATCGACGTGTCCCCCAAACAC 
GTGGGCTTTGCCACGATCCCaCGAAACTACACXaiTGAGCTTCCTGCCCCGCTGAGCGAGG 



SCTAAGAATGGGGGCAGTGGGGGAAGGAAGGGGAGAGGTGGTTA 
GAGGGAACAGAAGAAACAGAAGGGQCTCAGTTCACXITTGATGATGTCCTTCAGAGCTGTG 

TTCCTGA 

>H_1.0.0_21557 Moderately similar to HEM1_HUMAN 5-aniinolevulinic acid synthase, nonspecific, 
mitochondrial precursor (Delta-arainolevulinate synthase) (D cr. gi-SBSOaiS/// ws61h08.xl Homo 
sapiens cDNA 3' end /clone=IMAGE ; 2501727 /clone_end=3 ' /gb=AW003903 /gi=5850819 /ug=Hs.40703S 
/len=678, [Human_jongleur_201102.9B85.C2] [SEQ ID NO: 75] 
CACCATTTAAGCAAGAATTTATTTCCAGGACTATGTTTTTACTATAGATTAAAATTTAAT 
ATAACTTAATTCACATATAAAGACAACTCTGAAGACCRTCTGGATATGATAATGGCCTGG 
GGTTAAGTGAAATAATTGAGGTCATGCTCAGGCCTGAGCAGATACCAACTTGCTCAAGCC 
TGAGAAATAGGACTTCTCTCTTTCACTCATCACTTCAAAATGCaGTGGCCTCCTGCAGAA 
GTTGCACTCAGCTGAGGAATGAGGCTTCAGTTCCAGCCCCACTTGCTTCCATGTGACTAG 



GAGTTTGACGTTGCGCTGGTGCTGGCGGCGAAGCACCCGTCCCTCAGCGCTCTTCAGGAT 
CCGCACAGACTCCAGGGCTCCAGCCAGCAGCATGGGTGGCAGAGAGGTGGTGAAGATGAA 
GCCAGCAGCATAGGACeGTACGGTGTCAATCAGAGAACTCGTGCTGGCGATGTACCCTCC 
AACACAACCAAAGGCTTTGCCAAGTGTTCCAGAAATGATGTCCATTTTTGGCATGACTCC 
ATCCCGATCCCCAATCCCTCCGCCTCGAGCCCCATAAAGCCCCACTGCGTGGACCTCATC 
CACGAAGGTGATTGCTCCAAACTCATGGGCCACATCACACAGCTCTTCCAGTGGGCACAC 
CGCCCCATCCATTGAATGGACAGTTTCAAATGCCaCAATCTTGGGGACTGAGGGGTCAGA 
TCTTTGCAGCAGTTCTCTGAGGTGGCTGACATCATTGTGGCGGAAGATGTACTTTGGCAC 
TCGGCTGTTTCGAATCCCTTGGATCATG'GAGGCATGGTTCCCAGAATCAGAGTAAATCTC 
ACAGCCTGGCATCATCTTAGCCAGGGTGAAGAGGGTTGAGTCATTGGCCACAAAGCACGA 
GGAAAACAAGAGTGCGGCATCTTTCCCATGGAGGTCTGCCAGCTCCCGCTCTAAGTCCAC 
ATGGAATTTACTAGTTCCAGAAATATTTCTAGTACCACCTGCCCCAGCACCATGTTGTTT 
CAAAGTGTCCATAACTGCCCCACACACCCGTGGGTGGCGACTCATTCCTAGGTAGTCATT 
ACTGCACCAGACTGACACTTGCTTTTTGGTGATGAGGGAGTCTGAATAGTCATCTGCCAT 
GGGGAAGATGTGTGCTCGCCGGTTCACAGTTTTAAAAACTCGATAGGTGTGGTCATTCTT 
TTTCTCATCAATTTTTTTCTCAAAGAAACGATCATACTGAAAAGTGGAAACAGATTTTGG 
CAAGTTATCTTGAAGAAGATGAGACACTCTTTCTGGTCTTT6CTTTTGCATAATGTCCTG 
GAAGTTCTTCAGCAGTCCACTGGGATCCCCTCCATCGGTTTTCACACTAACCACACTGGG 
GCCTGCTGAGGTTTCAGOiACCTCTTTCCTCACGGCATTCATTTCCTGCaCATCCTCCTG 
AAGCTCAAGACTGGCTTTGCftGAAGACACTGCTGCCTCTCTGATTCATCTGTGCTGCCAG 
GAAAGGGCATTTGCTTGCAGTGCCCTGGCTTGTGGCAGGCAAGGGGTGTCCAGACGGAAG 
CTGTGTGCCATCTGGACTCTGCTGGGATCCATCAG6AGTCTGTTGGACCTTGGCCTTAGC 
AGTTTTGTCTTTCTCACTGGCCGGAGGGGTTTCTTTGATCTGTTGGTAGTGTACTGCTGC 



GGCATAGAACAACAGAGATTTGCCTGCTTTCTGCAGAAAGGCCTGGGGGACTCGGGATAA 
GAATGGGCAGCGGCGAACAACACTCTCCATGTTCAGGAAGTATGCTGGCTCCTGTGGAAA 
GACTGCGCTGAGGACTGCAGAGGCGGCGGCGAAGGAGGCGGGCACTCAAGTCGAGAAGTC 
CAAACGAAACGCTCGTTGCCCTTGTCCGGGAGCAGCCTCAGGCCGCGATCGCCGCCCACG 
CGTCCG 

>H 1.0.0_55a7 Homo sapiens carboxylesterase 3 (brain) (CES3) , mRNA cr: gi-6912297/// 
[Human_jongleur_201102.1S74.Cl] [SEQ ID NO: 76] 
TCaCAATGCGCCTCTACCCTCTGATATGGCTTTCTCTTGCTGCGTGCACaGCTTGGGGGT 
ACCCATCCTCACCACCTGTGGTAAACACTGTTAAAGGCAAAGTCCTGGGGAAGTATGTCa 
ATTTGGAAGGATTCT^CACAGCCTGTGGCTTTTTTCCTGGGAGTCCCCTTTGCCAAGCCCC 
CTCTTGGCTCCTTGAGATTTGCTCCACCACAGCCTGCAGAGCCCTGGAGCTTCGTGAAGA 

AGCTCTTCACCAACAGGAAGGAGAACATTCCTTTACAGTTTTCTGAAGACTGCCTCTACC 
TGAATATTTACACTCCTGCTGACTTGACAAAGAACAGCAGACTACCAGTGATGGTGTGGA 
TCCATGGAGGTGGACTGGTGGTGGGCGGAGCATCCACCTATGATGGACTGGCCCTCTCTG 
CCXa^TGAAAATGTGGTGGTGGTGACCATTCAGTATCGCCTTGGCATCTGGGGATTCTTCA 
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GCACTOGGGATGAACACAGTCGGGGAAACTGGGGTCACTTGGACCAGGTGGCTGCACTAC 
GCTGGGTCCMGACAaCRTTGCCAACTTTGGGGGCAACCCAGGCTCGGTGACCATCTTTG 
GaGAGTCMCAGGAGGTTTCAGTGTCTCTGTTCTTGTCTTGTCTCCTTTGGCCAAGAACC 
TCTTCCACAGGGCCATTTCTGAGAGTGGTGTGTCCCTCaCTGCTGCTCTGATTACAACAG 
5 ATGTAAAGCCCATTGCTGGTCTGGTTGCTACTCTTTCTGGGTGTAAAACTACCACATCAG 
CTGITATGGTTCATTGCCTGCGCCAGAAGACAGAGGATGAACTACTGGRGACTTCACTAA 

CTACTGTGATTGATGGAGTAGTTCTGCCAAAGGCACCAGAAGAGATCCTGGCTGAGAAGA 

GTTTCAGCACTGTCCCCTACATAGTGGGCATCAACAAGCAAGAGTTTGGCTGGATCATTC 
1 0 CAACGCTTATGGGCTATCCACTCGCTGAAGGCAAACTGGACCAGAAGACAGCCAATTCTC 
TCTTGTGGAAGTCCTACCCAACACTTAAAATCTCTGAGAATATGATTCCAGTGGTCGCTG 
AGAAGTATTTAGGAGGGACAGATGACCTCACCAAAAAGAAAGACCTGTTCCAGGACTTGA 

GAGCCTCCACCTATATGTATGAGTTTGAGTATCGCCCAAGCTTTGTATCGCGCCATGAAG 
1 5 ACCC3\AAGGC7«3TAATAGGAGACCATGGTGATGftGATCTTCTCRGTftTTTGGATCTCCAT 

TTTTAAAAGATGGTGCCTCAGAAGAGGAGACCAACCTCAGCAAGATGGTGATGARATTCT 

GGGCCAACTTTGCTCG6AATGGGAACCCCAATGGTGGAGGGCTGCCX:CACTGGCCAAGAA 

ATATGACCAAGAAGGAAGGGTATCTGAAGATTGGTGCCTCAACTCAGGCAGCCCAGAGGC 

TGAAGGACAAAGAAGTGAGTTTrrGGGCTGAGCTCAGGGCCTVAGGAGTCAGCCCAGAGGC 
20 CATCCCACAGGGAACATGTTGAGCTTTGAATGGGCGGCTCCA 

>H_1.0.0_19636 Homo sapiens hydroxysteroid (11-beta) dehydrogenase 1 (HSDllBl) , niRNA cr: gi- 

5031754/// [Huinan_jongleur_201102.a752.Cl] [SEQ ID NO: 77] 

GGGGACAATTCAGAGGCTGCTGCCTGCTTAGGAGGTTGTAGAAAGCTCTGTAGGTTCTCT 



25 ATCTCCTCCCCATTCTGGGGCTCTTCATGGCCTACTACTACTATTCTGCAAACGAGGAAT 
TCAGACCAGAGATGCTCCAAGGAAAGAAAGTGATTGTCACAGGGGCCAGCAAAGGGATCG 
GAAGAGAGATGGCTTATCATCTGGCGAAGATGGGAGCCCATGTGGTGGTOACAGCGAGGT 
CAAAAGAAACTCTACAGAAGGTGGTATCCCACTGCCTGGAGCTTGGAGCAGCCTCAGCAC 
ACTACATTGCTGGCACCATGGAAGACATGACCTTCGCAGAGCAATTTGTTGCCCAAGCAG 

30 GAAAGCTCATGGGAGGACTAGACATGCTCATTCTCAACCACATCACCAACACTTCTTTGft 
ATCTTTTTCATGATGATATTCACCATGTGCGCAAARGCATGGAAGTCAACTTCCTCAGTT 
ACGTGGTCCTGACTGTAGCTGCCTTGCCCATGCTGAAGCAGAGCAATGGAAGCATTGTTG 
TCQTCTCCTCTCTGGCTGGGAAAGTGGCTTATCCAATGGTTGCTGCCTATTCTGCAAGCA 

35 ATGTATCAATCACTCTCTGTGTTCTTGGCCTCATAGACACAGAAACAGCCATGAAGGCAG 
TTTCTGGGATAGTCCATATGCAAGCAGCTCCAAAGGAGGAATGTGCCCTGGftGATCATCA 
AAGGGGGAGCTCTGCGCCAAGAAGAAGTGTATTATGACAGCTCaCTCTGGACCACTCTTC 
TGATCAGAAATCCATGCAGGAAGATCCTGGAATTTCTCTACTCAACGAGCTATAATATGG 
ACAGATTCATAAACAAGTAGGAACTCCCTGAGGGCTGGGCATGCTGAGGGATTTTGGGAC 

40 TGTTCTGTCTCATGTTTATCTGAGCTCTTATCTATGAAGACATCTTCCCAGMTGTCCCC 
AGAGACATGCAAGTCATGGGTCACACCTGACAAATGGAAGGAQTTCCTCTAACATTTGCa 
AAATGGAAATGTAATAATAATGAATGTCATGCACCGCTGCAGCCAGCAGTTGTAAAATTG 
TTAGTAAACATAGGTATAATTACCAGATAGTTATATTAAATTTATATCTTATATATAATA 
ATATGTGATGATTAATACAATATTAATTATAATAAAGGTCACATAAACTTTATAAATTCA 

45 TAACTGGTAGCTATAACTTGAGCTTATTCAGGATGGTTCTTTAAACCATAAACTGTACAA 
TG 

>H_1.0.0_25158 Homo Sapiens necdin homolog (mouse) (NDN) , mENA or; gi-10800414/// 
[Human_jongleur_201102. 11950. CI] [SEQ ID NO: 781 
AAGCTTAAGAGTCCTGTTGGAGGGACTGGTGTGGTAATGGCTCTGCCAAAAGTGTTATGT 

50 GCGTGCAAACCCAAAGAGAGAAAGCACAGAAAACCTTTCAACATCAACCTGCTTGAGGAA 
AAATAAAGTGGGAAARGATACATACTCACAGTGAGGACTCTAGACATGTCAAGACAATTT 
TTAAATATGCTTTTGGCTTCGAGTGGCAATAACTAGATTCAAGACAGCATATTTAAGAAG 
CTGCTGATGAGAAGAAACCCGGGAAGAGCTGAAGGACCACATCAGCCCAGACCAAGGATG 
CTGAAGCAGCATTAftGGTCCCTGGTTTCAGATGCTCAGGCAATGACCCTTTTTTTCATGG 

55 AGAGCCTGTAGGAGTGACAGTTTTGTCTTTGCCCACTGGGAATCTGTTTTCCATACCTGG 
AAAACAGGGTTACCTATGTTTCCCCTGCTACCCTTTGGTCATCTCAGAGACACTACCAGA 
TATTACCCATGGGACCTATTTTTTTTTTAAATCTCAGGAAAGACTTGGGTGTGGCTTCCA 
ACGTGGftGGACTCAGTAGCTTCAGAGAGGGTCCTGAGAGAAGGTGAATTGAaGAATGAGG 

60 TTCTGCTATGGACTAAGTATGGAAAAAAATAAAATGGAATCAAAGTTACCCAAiiGGAATT 
GTAAAACCCAAATTTATGCCCGTTAAAGCATTARTGATGCTCTAAGTCCACTGCCTACTT 
AAAAAGTTCATAGTTCACATGGGTTTGATAGGAAATTACGTTTAACGACACACTGCATTT 
CCCCTTTTCTTATAGCCTATCTGATTTGGTAGGGAGTCGATCATTTTTTATTGGAATTTC 
TCAGGATTCCAACCTCAGACATCCACTTTACAGTTTACACATTTTCTTGGACAAGCCCGA 

65 CTGTTCCTCTCACTGGTTCGCATAAAGCTCATGTTTACAAAGCCGCCCAGACCTTTCTCT 
GGGACTCTCATATTTAACTTAATTCTGGATATACCCAGGTAAGCGTTTCCCAAGAAACTT 
GACCCCAACATCCCAAAAACTTftAGGTATCTTTCCCTTOAACTGGCCCCTTCTCCAGTAC 
GCATCCATCTCACTTCTCTCCTGCCCTAGATCTTCTCAGCCCAAACAGGAAACCCCGGGA 
TCGCTCTCCCAGCAGGTGAAGCCTCGCCATGGACCCTCCCCGTCGGGGCCCCGCGCTGCC 

70 CCGCCCGCCCCCAGCCGCTGGCCAAGGCCGCGGTCGCGCAGGCGCRGTGCOSCGTCCCGC 
CGCCGCCCOSCCCTGCCCGTCGCTGCGGAAGGCGCTGCGCGCAGCAACGCGCACTTCCTC 




FTTTATGAAAAAAT 
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tccaggaatccgcx3gagggagcgca(3gctcgftagagctcctggacgcagaggccctgccc 

ttgccagacggcgcagacatgtcagaacaaftgtaaggatctgagcgaccctaactttgca 

gccgaggcccccarctccgaggtgcacagcagccx;tggggtttcggagggggttcctccg 

tccgcgaccctggcagagccgcagagccctcctctaggcccgacggccgctccx3caggcc 
5 gcgccgcctccccaggccccgaacgacgagggcgacccgaaggccctgcagcaggctgcg 

gaggagggccgcecccaccaggccccgagcgcggcccagccgggcccggcaccgccagcc 

ccggcgcagctggtgcagaaggcgcacgagctcatgtggtacgtgctggtcaaggaccag 

aagaagatgatcatctggtttccagacatggtgraagatgtcatcggcagctacaagaag 

tggtgcaggagcatcctccggcgcaccagcctcatcctcgcccgggtgttcgggctgcac 
1 0 ctgaggctaaccagcctgcacaccatggagtttgcgctggtcaaagcgctggagcccgag 

gagctggacagggtggcgctgagcaaccgcatgcccatgacaggcctcctgctcatgatc 

ctgagcctcatctacgtgaagggccgcggcgccagagagagcgccgtctggaacgtgctg 

cgcatcctggggctgcggccctggaagaagcactccaccttcggggacgtgcggaagctc 

atcactgaggagttcgtccaaatgaattacctgaagtaccagcgcgtcccatacgtggag 
1 5 ccgcccgaatacx3agttcttttggggctcca3ggccagccgcgaaatcaccaagatgcaa 

atcatggagttcx;tggccagggtctttaagaaagacccccaggcctggccctcccgatac 

agagaagctctggaggaggctagagctctgcxsggaggctaatcccactgcccactaccct 

cgcagcagtgtctctgaggactagcsu^tctggaggcagatgaatggn'tctgaccctc 

accagggctgtggaagggtgggggtgggtcattatagtattcaggatttacagtgcagta 
20 ttcacgtgtaacttttaagttttcagtacagtgcttttatacctttaatgcaatgttgta 

ttcatttgggtactattgtgtagtatttaggatgtatgcatgtttgtttatatgtaagct 

tggttggtgctttcgcttttgtgctacctttcttggatttttgtaccagagatgtgctaa 

actgatgaaatacattgagaaagtttccatcttattcttttatatgggactgatgatgtg 

tgttggggtagactgctcctgcagagtttggaagaagtcaccagcaaagccggcctaacc 
25 aagaaaagtcaaggcccttcatgaccttgctgggcacagaaaacaccctcgtggagtaca 

ctaatttgaactggactggtctcagtgtgagcacttggcacactttactaaacacatata 

caaccccaccgtgagtcaactttaaagtaaacattaaagattcttgtgatacaatcattt 

ttggaaaagtgtactttatc^ttttaacaaagcagtatggttgggaatgagacaattctc 

tattttacagtgtatacagatacaactatttcccctaatagggtoggaaaaatcgctact 
30 catgattactcctaaatttgtgaagtttatagttctattgtctttaaatgtaactcatgt 

ttatttcaaaaacattcacaaatatagaaaagtatacaaaacaaaacagtaagattgtct 

gtaatcacatcatatgggaataaaaaacaaaaataatttccttccx:ttaagtttctacat 

TTTAT 

>M 1,0.0_7S16 Mu9'-musculus demilune cell and parotid protein (Depp), mRNA cr: gi-9910187/// 
35 [MouseJongleur_201102.3917.Cl] [SEQ ID NO: 80] 

gaacaagacacccaaggcgaatcctctcagccagactttgagatgttccagctggaggcc 

atgctgcccttactgattcttgccttcttggggacccccacggttttgacacaagattat 

catggtccagaagttggaaaacattcctgcactagtgcacctgaaggaaaaaatataaca 

agtatccgggtatttcttcagggtagatcgattgttggaattcagtttaactataatgca 
40 acaaggacggtcaagtgtatggctcarctgccgggaaggaaatggtagccagactgtcta 

aggaagagcacatcattgosgtcgagggcacatactctccttcggctttaactcagataa 

tctttacgaccaaccagcctcgccagctaatggtggggtattatgtgggcagttctgagt 

actctagcttccctgacgatcccagccatgtgctcaagggagcttgtgtctcttggaggg 

caggtggcataaagagtatcttgtttttgtggggaactgaaaacagttcatgtgtgaaat 
45 atggccactcaggctgaagtggtctgtgtcaggtacttccaaactgaacccatgaataaa 

tacarcatctgcatg 

>M_1.0.0_4827 Mus musculus submaxillary gland androgen regulated protein 1 (Smrl) , mRNA cr: gi- 
1438S424//7 [Mouse_jongleur_201102.2306.C2] [SEQ ID NO: 81] 

accctcaaaaataactgaccagaccgcttctgaccagcacattcaccagctaagaagtgt 
50 ctccaagaggctgaaaaaagatgaagccactcaatttggtcttaggcctctgcattcttg 

taggatgcttcctgtcctgtgagtgtcacagaggccctagaagacatgatcctagaggac 

cattccctcctcctccccctccccatggtccaggaattggtagaccacaccctccaccct 

ttggtccaggaattggtagaccaccccctccaccctttggtccaggaattggtcgaccac 

cccctccacctccttgtccaccagttcctccacatcctagacctccaagcaatccgtctc 
55 ctccacctactccaagcattcctcctaccggacttcctaccacagtacaagcaactacaa 

tgccagctgccagtatctccataactactcctactgctagagattccactgatatttttt 

ggaggttgtgggarttaataaattcccttttgcagcaagaataaaatcaaccaaagcact 

gtggaattttgggagaaataacctttaaaggcttaagaaacagtctttacctaagcatta 

ttcaaaatgaaaataaagagctgagcagcattataaagc 

60 >H_1.0.0_38894 Homo sapiens carbonic anhydrase VI gene, exon S si: gi-6S52972/// 
[Human_jongleur_201102.cl. 310. singlet] [SEQ ID NO: 82] 

actgttgtctacccacttctcaatgagcccaaaccaaggcattttggtctttcttcaagg 

gcacttacccagaagtctccaggggccatatttatttcttttcattgatcataaaatgt& 

tcctctgcctagccatgataatggtgaccgcagcagttacacttaggagtacttccctat 
65 gtagtggttcaatgccagctgctttccagacgttattccttcttaccctacaacaatcct 

gctgattattccctttctacagatgagaaaatggccgcagggtgagcacccggccaagag 

(yictcagccaggaggacctctctgagtgcgtctatccccaaagtctctcctctcaatcct 

ccaggaagaagtaactgggaaattgtttcttaatcatcagcttctatgttctctgaactc 

aagagattggaacctggcgaggcctgggcctcagctgacctcccgaggggcagcgctggt 
70 ccctgacattctgttaccttctgtcatcttggtcaggact^aagaacaaccctgactggcc 

ttgacgttcaggacatgctgcccaggaacctccagcactactacacctaccatggctcac 
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TCACCACGCCTCCCTGCACTGAGARCGTCCACTGGTTTGTGCTGGCAGATTTTGTCAAGC 
TCTCCAGGACACAGGTAATGTATGGTATCACTTTGCOSAAGTCTTCCCATTCGATTGCCT 
GGTTAACAAGGGTTCTCCCCAGCATCTCAACGAACGTCAACAACTAAGGGGTCCTACAGT 
ATTTTCTGTGTGCAGGGCTACTGTGCCTCGTCTAGCCAACCTTTTTTTTTTTTTTTTTTT 
5 TGTGAGACAGAATCTCGCTCTGTCACCTGGGCTGGAGTGCAGTGGCACGATCTCAGCTCA 
CTGCAACCTCCGCCTCCCAGGTTCAAGTTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGAC 
TCCAAGAGTGTGCCACCACGCCCGGCTAGTTTTTATTTTTAGTAGGACAGGGTTTTATTA 
TGTTCCCAAGCAGGTCTCAAACTAGGTTCAAGCAATCTGCCTGCTCAGCCTCCCAAA 

>M_1.0.0_4721S mz99f09.rl Mus musculus cDNA, 5' end as: gi-1904410/// /clone=IMAGE: 721577 
10 /clone_end=5 ' /gb=AR2S7S73 /gi=1904410 ./ug=Mra. 24323 /len=13S [gnl|UG|^tai^S161770] [SBQ ID NO: 831 

TATGTCACAATTGCCAATGTCGGCAGTGGGAAAGAACAAGGTCAGGGGTTAGGGAGGAAG 
GAGAGGCAGTCAGATC 

sH_1.0.0_3950 Homo sapiens asparaginase-like 1 protein (AIiP) , mRNA cr: gi-2330856S/// 
15 [HuraanJongleur_201102.942.C2] [SEQ ID NO: 84] 

GACCAGAGCGGTGGCGGGCTGAGCGGTTTCGAGCCGGCGTCGGGGAGOSGCGGTACCGGG 

CGGCTGCGGGGCTGGCTCGACCCAGCTTGAGGTCTCGGCGTCCGCGTCCTGCGGTGCCCT. 

GGGATCCGCCGACATGAATCCCATCGTAGTGGTCCACGGCGGCGGAGCCGGTCCCATCTC 

CAAGGATCGGAAGGAGCGAGTGCACCAGGGCATGGTCAGAGCCGCCACXX3TGGGCTACGG 
20 CATCCTCCGGGAGGGCGGGAGCGCCGTGGATGCCGTAGAGGGAGCTGTCGTCGCCCTGGA 

AGACGATCCCGAGTTCAACGCAGGTTGTGGGTCTGTCTTGAACACAAATGGTGAGGTTGA 

AATGGATGCTAGTATCATGGATGGAAAAGACCTGTCTGCAGGAGCAGTGTCCGCAGTCCA 

GTGTATAGCAAATCCCATTAAACTTGCTCGGCTTGTCATGGftAAAGACACCTCATTGCTT 

TCTGACTGACCAAGGCGCAGCGCAGTTTGCAGCAGCTATGGGGGTTCCAGAGATTCCTGG 
25 AGAAAAACTGGTGACAGAGAGAAACAAAAAGCGCCTGGAAAAAGAGAAGCATGAAAAAGG 

CAAAGGGAATGTAGCCTACGCAACCTCCACAGGCGGTATCGTTAATAAAATGGTCGGCCG 
CGTTGGGGACTCACCGTGTCTAGGAGCTGGAGGTTATGCCGACAATGACATCGGAGCCXT 
CTCAACCACAGGGCATGGGGAAAGCATCCTGAAGGTGAACCTGGCTAGACTCACCCTGTT 
30 CCACATAGAACAAGGAAAGACGGTAGAAGAGGCTGCGGACCTATCSSTTGGGTTATATGAA 
GTCAAGGGTTAAAGGTTTAGGTGGCCTCATCGTGGTTAGCAARACAGGAGACTGGGTGGC 
JlAAGTGGACCTCCACCTCCATGCCCTGGGCAGCCGCCAAGGACGGCAAGCTGCACTTTGG 

aattgatcctgacgatactactatcaccgaccttccctaagccgctggaagattgtattc 
cagatgctagcttagasgtcaagtacagtctcctcatgagacatagcctaatcaattaga 
35 tctagaattggaaaaattgtcccgtctgtcacttgttttgttgccttaataagcatctga 
atgtttggttgtggggcgggttttgaagcgatgagagaaatgcccgtattaggaggatta 
cttgagccctggaggtcaaagctgaggtgagccatgattactccactgcactccagcctg 
ggcaacagagccaggccctgtatcaaaaaaaaaaaaaaaaagaaaagggaaaaaagaaag 
aaagcagcagcatgatcctgacatgacagatgtgggagacccacagcctgcagacactgt 

40 GGGCTGGAAGGTGGGAAGGGAGGGGCCGGTGGAGGTGGAGCTGTTTGAAAGTGACACAGC 

agcagtagaagcagtggtgggcgaagcccaggtgaccctcagaacgttgtacaagaacat 
cagggaaaagaaccagaatcctttaaggaaaatgttcttcatgtatgagagactaaagtg 
atttttctaagaaagttcagcccttctctgacttacctggacatttctagatacttccaa 
aggaccctctgggaatccatagcttcctaatctggagatgggaggtcataagggagacgc 
45 tgtggggttccttgaagtttcttgggttcacagaggagccccctcacttggtgttctccc 
gtgagccagcctccacctgccaaagacactctggtcctcgtatagtgagtaatggggctc 

AGGGCCTCTCCAACAACAGAGAGGAGCTGATGCTGTAGGGCTGACCCCGTGACTTCCTGA 
GTCCTCACCCTGTCCAGTGCTTTGAGATTCTTCCCACCTCCCCATCCTCACCAGCCGGAT 
CGGGOGCTGTGCAGTGTGGTCAGCATGGTGAAGftAAGTCATTTCCTCGGTGGGCAGTATT 
50 CCTCTTTATCTCTCATTACACTGGAAATGTTATTTCTGCTGTATCATCCGTGCTCAACGT 
TTTAGTCTGTCAGGCTCACCTTCrCTCTGGAAAGAATTTGCTTAACTTGACATTCCATGT 
GCCGCTAATAAAATATATTTTGAAAGN 

>H_1.0 .0_145 70 Homo sapiens signal sequence receptor, gamma (treuislocon-associated protein gamma) 
55 (SSR3), mRNA cr: gi-6005883/// [Human_jongleur_201102 . 6056 .CI] [SEQ ID NO: 85] 

cctttgcccgcttggcggccggctctacgttccctgttctcgcctgcagctccgccatgg 

ctcctaaaggcagctccaaacagcagtctgaggaggacctgctcctgcaggatttcagcc 

gcaatctctcggccaagtcctccgcgctcttcttcggaaacgcgttcatcgtgtctgcca 

tccccatctggttatactggcgaatatggcatatggatcttattcagtctgctgttttgt 
60 atagtgtgatgaccctagtaagcacatatttggtagcctttgcatacaagaatgtgaaat 

ttgttctcaagcacaaagtagcacagaagagggaggatgctgtttccaragaagtgactc 

gaaaactttctgaagctgataatagaaagatgtctcggaaggagaaagatgaaagaatct 

tgtggaagaagaatgaagttgctgattatgaagctacaacattttccatcttctataaca 

acactctgttcctggtcgtggtcattgttgcttccttcttcatattgaagaacttcaacc 
65 ccacagtgaactacatattgtccataagtgcttcatcaggactcatcx3ccctcctgtcta 

ctcgctccaaatagaccatgtcagcttcaccccctggctttgtgtctatgggtggcctgt 

ggtatatggaraagtagcagggtggtcagggtgggagacacaagatgtttttatagtcta 

gagcctttaaaaaacccagcagaatgtaattcagtatttgtttattggctgttttttgac 

agattgttgaaattaaatgaattgaaagggaaactcagagtactaggacgtttattaaaa 
70 ggaaaaaaatgtcttgcaatgtgctgtaatcacaagaggagaaaataacttgtttccttg 

atctgtcagaggtcacagtaacctgggccgagctgttattatttattatataatagtagt 
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AGGAAGTTARTAACreGTTCTCTGTGTTCCAAGCACAATATTACAACTTCTTTTGAACCG 

TAAATATCAGAATGAATCCTCTTCCCAGGGGATTGAACAGARGCTTAATGTTTACAAGTG 

TTTGAATTTGTGATCTGRAATAACACAAAATTAAAAACATGATTTCTCTAATTTTCCAAC 

TAGAGGAGAGAGACnTGTGGAAaAGTTCTTTTTTTCTCTTTTTTTTrTCTTAAAGAAGGG 
5 CAGCCAAGGTAGTAACCTRAAAATAGTGCCCAGGCATATGAGAGTTGTCCTACGAGGTTA 

AAGAACACACTGTTCCACTGTATGGCTTTGGCCTGAGTGGCCAGGGAGGTCAACTTGACC 

CTGCCATGTTCGTTTGACTTACTAAGACACAGGAATCATTGTTTTCCTTGACCAGGGTCT 

CACACCCTGGAGGAATGTTAAGTAAGAGAAAGAACCTCTTTCCTGAATATTGACATGTAA 

AAGACCAAAGTAATTTTTCTBAACTTCTGCAATTCTGAGAACTCTCCAAGGAATTTACAG 
1 0 TGATTTTAGTGCTTGTCAGCATTTTTCCATGAGGACTTTCATACATTTGACTCTTTAGTT 

CACAGGTTCCCATTGATTGTGAGCAAGATATTTATCTCTTTAGCCCTTGGGATCCAGCTG 

AGAGCAATCTCTTGCATTTTTTTACCCGTGTATGTACAGATATCATTTCTTGTGTATGCC 

ATGACTTGAAAAAGTTTGGGAAGCTCTTTAGCARTATCAGCTAAAAGGATATGAAATCAC 

AGGTGATAGO^GTTGTCaTTCAGTAATTTCCTACAAGCAGCACCCCAAAGGAAATATAGT 
1 5 CCTAATCTTTACTATCCACTTCTRAATTTAATGTGAATTTCATACATGTTATTAGTTGTT 

TTCTTTATAATTTTATAAAAATTATTCATCGGQAGTTTAACTTCCACTTCCATGCTATCG 

GATGTGTTGGGCTCCATGCAAGAACTTGGAAGAAAAACAGGCAGGAATGCATTTGCATAA 

TGACCCAGATCATCATTTTCTGCAACTGAGAATTATATTTCATCATTGCTTCTAGAAGTC 

TGCAATTCTTTACTTTTCTTTGGTGCATTATTATCTAGGTGCCATCACTGGATAATGTGG 
20 AGTGACTAGAGAAGTCATATATCACTGTAAGGTACAGTTAGGGTAACACTTTAGAGGTTT 

ATTATTTTTAAAAAACTTTTCTTGAACTCCTGGCCAACATGGTGAAACCCCGTCTCTACT 

AAAAATACCAAAATTAGCCAGGCGTGATGGTGGGTGCCTGTAATCTCAGCTACTTGGGAG 

GCTGAAGCAGGAGAACTGCCTGAACCCAGGAGGCAGAGGTTGCAGTGAGTCGAGATCGTG 

CTACTACTGCCTGGGTGGCAAGGGTGAGACTCCATCTCAAAAAAGAAACAAAAAAACCCA 
25 AAAAGTTTTCTTTACTGTTGGTTAAAAAAAAAAGCCAGACCATAGTTTGACTGGTGGCAT 

GGAATTTGTGTATCAAATAAATGCATTTGCTTATTTGACAAACCATCAGTGTCCACTATT 

TGTTACCAGAGTTGGGCCACTATCTTTTAAAATTGCTGGTGAAAACTTGCCACTAGATGG 

AGTGCTGTATAGATGGGGAAAAAATTGCCACCATTCTTGGTATAATACAGTGTAGCTTAG 

ATGAGGTGGTGAAATAGGGGTATCAGCCGAATATTCCTAATATAGTTTCTCTTGAATTAA 
3 0 TAAACTGAAGATTTGTAGGAAAATGAGTGAGCAAAATTTGTTTACTGTTGTGAATTTTTC 

CTACAGCACTGTTTTTAATCTTGGTGTTTTCCAACTTTCTGTACTAATAGATACATTTCT 

GTGCATAAGATTATAAAGCATATACTCACAGTTCAGTAGTTTTCGTTAAGGATTTACTGT 

GTGAGTACTTTACTGTGAGGAATTGCAGAACCTTTTCCCCTCTACTCTTGTCTAAAAGTT 

CTGTGTGGCACACAGAaATGCGACCTACTCAATCTGACTTAGTAAAACCATGCTGTAGAA 
3 5 TTTTTGTCTTAAAAAGACCACATACCCAGCACCCATGAAATAAAAGATTCATCTGTAAAA 

A 

>H_1.0.0_3371 Homo sapiens raENA for KIAA0097 protein, partial cds cr: gi-S03950/// /cdG= (29, S145) 

/gb=D439'48 /gi=S03950 /ug=Hs. 76989 /len=6628 [Human_jongleur_201102 . S8S .CI] [SKQ ID NO: 8S] 

GGCGGCCCAAGCGGTTTCAAAOSGCTTAGAGCAGGCCGCTTGGTTCTGACCCAGCTGAGG 
40 AAATACTCTTAATTCTAAGGAAAACCTGGAAGCACAATGGGAGATGACAGTGAGTGGTTG 

AAACTGCCAGTTGATCAGAAATGTGAACACAAGCTGTGGAAAGCAAGGTTAAGTGGGTAT 

GAAGAGGCCCTGAAGATCrrCCAGAAAATAAAGGATGAAAAGAGCCCAGAGTGGTCCAAA 

TTTTTAGGATTGATCAAAAAATTTGTCACTGATTCCAATGCAGTGGTTCAATTGAAAGGA 

TTAeAAGCTGCACTTGTTTATGTTGAAAATGCCCATGTAGCAGGAAAAACCACAGGAGAA 
45 GTTGTGTCAGGTGTTGTAAGTAAGGTGTTCAATCAACCTAAAGCTAAAGCCAAGGAGCTG 

GGCATAGAGATCTGTCTTATGTACATAGAGATTGAGAAAGGAGAGGCTGTTCAAGAAGAG 

CTCCTGAAAGGCTTGGACAATAAGAATCCCAAGATCATAGTGGCCTGTATAGAGACACTG 

AGGAAAGCCTTAAGTGAATTTGGTTCCAAAATCATCTTGCTTAAGCCAATTATCAAAGTG 

TTGCCAAAACTCTTTGAGTCTCGAGAGAAGGCTGTTCGAGATGAAGCCAAACTAATTGCT 
50 GTGGAGATTTACAGATGGATTCGGGATGCTCTGAGACCCCCATTACAAAATATAAACTCT 

GTTCAGTTGAAAGAACTAGAAGAAGAATGGGTCAAACTGCCAACAAGTGCTCCTAGACCT 

ACTCGATTTCTTCGTTCCCAACAAGAACTAGAAGCTAAArrGGAACAACAACAGTCTGCT 

GGTGGAGATGCTGAAGGAGGTGGTGATGATGGTGATGAGGTGCCACAAATAGATGCTTAT 

GAGCTTTTAGAAGCTGTAGAAATCCTTTCCAAACTTCCCAAAGACTTTTATGACAAAATT 
55 GAGGCAAAAAAATGGCAAGAGAGAAAAGAGGCCCTGGAGTCTGTAGAAGTACTAATAAAA 

AACCCCAAACTGGAAGCTGGCGATTATGCAGATTTAGTAAAAGCATTAAAGAAGGTTGTT 

GGAAAGGACACCAATGTCATGTTGGTGGCTTTGGCAGCAAAATGTCTTACTGGCCTGGCT 

GTTGGGCTAAGGAAGAAATTTGGACAATATGCAGGACATGTTGTGCCAACCATCTTGGAG 

AAATTCAAAGAGAAGAAACCTCAAGTGGTACAAGCCCTGCAGGAGGCAATTGATGCAATC 
60 TTCCTTACTACCACACTACAGAACATCAGTGAGGATGTTTTAGCAGTAATGGATAATAAA 

AATCCAACCATCAAGCAGCAGACATCTCTTTTTATTGCAAGAAGTTTCCGCCACTGCACT 

AATGATTCTGCTCCTGAAGTCAGAGATGCCGCATTTGAAGCATTGGGTACTGCTTTGAAG 

GTGGTTGGCGAGAAAGCAGTAAAACCATTCCTAGCTGATGTGGACAAACTCAAGCTTGAT 
65 AAGATCAAAGAATGTTCAGAAAAGGTAGAACTGATACATGGTAAGAAAGCTGGACTAGCT 

GCTGATAAGAAGGAATTCAAACCTCTGCCTGGAAGGACTGCTGCTTCAGGGGCTGCAGGA 

GATAAGGACACAAAGGACATTTCTGCACCCAAACCAGGACCTCTAAAAAAGGCACCTGCT 

GCTAAGGCTGGTGGGCCACCAAAAAAGGGGAAACCAGCTGCACCAGGAGGCGCAGGGAAT 

ACTGGAACCAAGAACAAGAAAGGACTGGAGACTAAAGAAATAGTGGAGCCTGAGCTCTCG 
70 ATAGAAGTATGTGAAGAAAAAGCTTCAGCTGTTCTTCCCCCTACCTGTATACAGCTTCTT 

GACAGCAGTAACTGGAAAQAAAGGCTGGCTTGTATGGAAGAGTTCCAGAAGGCTGTTGAG 



44/349 



1 [fjje>'/^:/yv'GG30S8201.s^] 



WO U3/058201 PCT/US02/41825 



CTAATGGACCGAACTGAAATGCCATGCCAGGCATTAGTGAGGATGCTAGCCARGAAACCT 
GGATGGAAAGAAACTAATTTTCAGGTGATGCAAATGAAGCTTCATATAGTTGCTTTGATT 
GCCCAGAAGGGAAATTTTTCCAATU^CGTCAGCTCAGGTTGTATTAGATGGCCTTGTGGAC 
AAGATTGGAGATGTGAAATGTGGGAACAATGCAAAAGAAGCTATGACAGCAATAGCCQAA 
5 GCCTGTATGTTACCATGGACTGCTGRACAGGTTGTGTCAATGGCTTTCTCACAAAAGAAT 
CCCAAAAATCAGTCAGAAACTCTGARTK3GCTATCAAATGCCATAAAAGAATTTGGTTTT 
TCTGGGTTGAATGTCAAAGCTTTCATTAGCAATGTGAAGACAGCTCTTGCTGCAACAAAC 
CCAGCTGTGAGGACTGCTGCCATAACCCTGCTTGGCGTGATGTATCTGTATGTTGGTCCC 
TCTTTGCGAATGTTCTTTGAGGATGAGAAGCCTGCCCTCCTATCCCAGATAGATGCAGAA 

1 0 TTTGAGAAGATGCAGGGACAAAGTCCACCTGCTCCAACCAGAGGAATTTCCAaGCATAGC 
ACAAGTGGTACAGATGAAGGAGAAGATGGAGATGAACCAGATGACGGGAGCARTGATGTC 
GTTGATCTTTTGCCGAGGACGGAGATCAGTGATAAAATCACTTCAGAGTTGGTATCTAAG 
ATTGGTGATAAGAATTGGAAGATTAGGAAAGAAGGCCTAGATGAAGTGGCAGGTATTATT 
AATGACGCAAAATTTATCCAACCGAATATAGGTGAACTTCCAACTGCCTTGAAGGGTCGA 

15 CTCAATGATTCAAATAAAATCTTGGTACAGCAAACGCTGAATATCCTGCAACAACTGGCA 
GTAGCCATGGGCCCAAATATTAAGCAACATGTAAAAAATTTAGGCATCCCTATCATCACA . 
GTCCTTGGAGACAGCAAGAACAATGTTCGAGCTGCTGCCCTAGCGACTGTGAATGCTTGG 
GCAGAACAGACTGGCATGAAGGAATGGCTGGRAQGAGAAGATCTTTCTGARGAGCTCAAA 
AAGGAAAATCCTTTCTTGAGGCARGAGCTTCTGGGCTGGCTGGCTGAGAAACTACCTACT 

20 CTTCGTTCCACCCCTACAGACCTTATCCTTTGTGTTCCTCATCTCTACTCCTGCCTAGAA 
GATCGAAATGGAGATGTGCGAAAGAAGGCCCAAGATGCCTTGCCATTCTTCATGATGCAT 
TTAGGATATGAAAAAATGGCCAAGGCTACTGGGAAACTAAAGCCAACTTCTAAAGATCAG 
6TATTGGCCATGCTAGAGAAAGCCAAAGTTAACATGCCAGCCAAGCCTGCTCCACCCACT 
AAAGCAACTTCTAAACCAATGGGAGGGTCCGCTCCAGCCSiAATTCCAGCCTGCATCAGCA 

25 CCTGCTGARGATTGTATTTCCAGCAGTACAGAACCCAAACCTGATCCAAAAAAGGCCAAA 
GCTCCAGGATTATCCTCTAAAGCAAAGAGTGCACAAGGGAAGAAGATGCCAAGCAAAACC 
AGCTTAAAGGAGGATGAAGACAAATCCGGGCCTATTTTTATTGTTGTTCCAAATGGAAAA 
GAGCAAAGGATGAAAGATGAAAARGGATTGAAGGTGCTAAAGTGGAATTTTACTACCCCA 
CGGGATGAATACATTGAGCAACT2U\AGACTCAAATGTCTAGCTGTGTGGCTAAATGGTTA 

30 CAAGATGAGATGTTTCACTCAGACTTTCAGCATCATARCAAAGCCCTTGCTGTTATGGTT 
GATCACTTGGAGAGTGAAAAAGAAGGAGTTATTGGTTGCCTGGATCTTATCTTAAAGTGG 
CTTACCCTGAGGTTTTTTGACACCARTACAfiGCGTCCTGATG2U\AGCACTflGAATATTTA 
AAATTGCTCTTCACCTTGCTAAGTGAAGAAGAATATCATCTTACTGAGAATGAAGCATCT 
TCCTTCATCCCCTATCTTGTCGTCAAGGTTGGAGAACCAAAGGATGTCATTCGTAAAGAT 

35 GTTCGTGCCATCCTGAACCGGATGTGCCTTGTCTACCCAGCTAGCAAGATGTTTCCCTTT 
ATCATGGAAGGAACCAAATCCAAAAACTCTAAGCAGAGAGCAGAGTGCCTGGAAGAGCTG 
GGATGTCTGGTTGAGTCCTATGGCATGAATGTTTGCCAACCAACCCCAGGAAAAGCCTTA 
AAGGAAATAGCTGTTCACATAGGAGACCGTGACAATGCTGTACGCAATGCTGCACTCAAC 
ACCATTGTAACGGTGTACAATGTACATGGGGATCAGGTGTTCAAACTGATTGGAAATCTT 

40 TCTGAAAAGGATATGAGCATGCTCGAGGAGAGGATTAAGCGGTCAGCAAAGAGACX;CTCT 
GCTGCACCAATAAAACAGGTGGAAGAGAAACCTCAGOSTGCACAGAACATAAGCTCCAAT 
GCCAACATGTTACGCAAGGGACCAGCTGAGGACATGTCTTCCAAACTCAACCAAGCCCGA 

GATGAGATTGAGARTGACAATGGTACAGTCCGATGTGAAATGCCAGAACTTGTTCAGCAC 

CCACACTTCGATGACATGCACAGTAATACAGCATCCRCAATCAATTTCATTATCTCCCAA 
GTAGCCAGTGGTGACATCAACACAAGTATCCAAGCTCTGACACAGATCGATGAGGTCCTG 
AGACAGGAAGACAAAGCTGAAGCCATGTCCGGCCATATTGATCAGTTTCTGATAGCCACT 
TTTATGCAGCTAAGACTCATCTACAACACACACATGGCAGATGAGAAATTGGAGAAGGAC 
50 GAGATCATCAAGTTGTATAGCTGTATCATTGGCAACATGATTTCGCTGTTTCAGATAGAG 
AGCCTTGCCCGGGAGGCCTCCACTGGAGTACTARAAGACCTAATGCATGGCCTCATCACC 
TTAATGCTGGATTCTCGGATTGAAGATCTTGAGGAAGGACAACAGGTCATCCGCTCTGTG 
AACCTCTTGGTGGTGAAGGTTCTGGAGAAGTCAGACCAGACCAACATCCTGAGTGCCCTA 

55 GTTATGAAGTGTCTCTGGAGAATGGTTCGACTGTTGCCTGATACCATCAATAGCATTAAC 
CTAGACAGAATTCTTCTGGATATCCACATTTTCATGAAGGTCTTCCCCAAAGAGAAACTG 
AAGCAATGCAAAAGTGAATTTCCCATAAGGACCCTAAAGACCCTGCTACACACCTTATGC 
AAATTAAAAGGGCCCAAGATCCTGGACCACCTAACGATGATCGACAACAAAAAOSAGTCT 
GAGCTGGAGGCCCATCTCTGCCGGATGATGAAGCACAGTATGGACCAGACTGGGAGCAAG 

60 TCTGATAAGGAAACAGAAAAGGGAGCATCTCXSAATAGATGAAAAATCATCAAAGGCCAAA 
GTGAATGATTTCTTAGCTGAGATTTTTAAGAAGATTGGCTCTAAAGAAAACACTAAAGAG 
GGACTAGCAGAGTTATATGAATATAAGAAGAAATACTCAGATGCTGACATTGAACCATTT 
CTGAAAAATTCCTCACAGTTCTTCCAGAGCTATGTCGAAAGAGGCCTTCGGGTGATTGAG 
ATGGAGAGGGAGGGCAAAGGTCGTATTTCCACTTCAACAGGCATCTCCCCTCAGATGGAA 

65 GTCACATGTGTGCCCACGCCCACAAGCACAGTGTCCTCCATAGGTAACAC3\AATGGGGAA 
GAAGTGGGGCCATCTGTCTACTTGGAAAGGCTAAAGATCCTCCGACAGCGATGTGGTCTG 
GACAACACAAAGCAAGATGACCGACCTCCTTTGACCTCTTTGCTCTCCAAACCAGCAGTT 
CCTACTGTCGCCTCTTCCACAGACATGCTCCACAGCAAACTCTCTCAGCTCCGGGAGTCA 
CGGGAGCAGCACCAGCATTCAGACCTGGATTCTAACCAGACTCACTCTTCAGGAACTGTG 

70 ACCTCCTCCTCCTCCACAGCTAACATAGACGACTTGAAAAAAAGACTGGAGAGAATAAAG 
AGCAGTCGCAAATGAAGCTGCCCCACTCCCCCGGCACCCTGCAGCTTTAGTTTACTAAAC 
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TAGAAGTCCTCATAGTTTAAAATGGCCTCAGCAGGCCTAGTGTATACAAACTGGTTGTAT 
GTATC^TGCCETGGAGCTAGGGGGAGGAGTCATTGTGGCACAflGTATTTGTACATACTCT 
GCTTCTCTCTGTCAGCGTCCTGCTGCTCTAGAAGACTGTCCX3TGGATGAGTTTAGTGTAC 

ATTGCTCATTTGTAAAATTGTCCTAATCTTTCCTAGCTTTTTAATflGTTAATATTAGZiAA 
CTCTTTAATAGTTTTCCTTTCAGTTTGTGAGCTCTTCTCTGTCX3CCCTGAAGGGTCACTG 
TATTCTGTATGAATGCATGGCATGATACAACTAATTTAAGAGTCTTTTATAAATRAAGTT 
TGCATTAACTATACCTG 

>H_1.0.0_134944 Horao sapiens. Similar to KIAAlOOl protein, clone MGC:B99S IMAGE:38821S; 
complete cds as; gi-15214501/// [gi | 15214501 |gb|BC012375 . l| BC012375] [SBQ ID NO: 871 
GCCGTCGCTCCAGACAATCGGAATCCTGCCTTCACCACCATGGGCTGGCTTTTTCTAAAG 

AGTGGGAAAACAAGAGGACAGAAGCC»AACTTTGTGATTATTITGGCCX3ATGACATGGGG 
TGGGGTGACCTGGGAGCAAACTGGGa^GAAAaU\AGGACACTGCCAACCTTGATAAGATG 
GCTTCGGAGGGAATGAGGTTTGTGGATTTCCATGCAGCTGCCTCCACCTGCTCACCCTCC 

GTCACTTCTGTGGGAGGCCTTCCGCTCAACGAGACCACCTTGGCAGAGGTGCTGCAGCAG 
GCGGGTTACGTCACTGGGATAATAGGCAAATGGCATCTTGGACACCaCGGCTCTTATCAC 



ACCCAGTTCATCCAGCGTGCAAGCACCAGCGGGAGGCCCTTCCTGCTCTATGTGGCTCTG 



CTGTATGGTGCAGGGCTCTGGGAGATGGACAGTCTGGTGGGCCAGATCAAGGACAAAGTT 
GACCACACAGTGAAGGAAAACACATTCCTCTGGTTTACAGGAGACAATGGCCCGTGGGCT 
CAGAAGTGTGAGCTAGCGGGCAGTGTGGGTCCCTTCACTGGATTTTGGCAAACTCGTCAA 



TACIGGCCTGGCAGAGTTCCAGTTAATGTCACCAGCACTGCCTTGTTAAGCGTGCTGGAC 
ATTTTTCCARCTGTGGTAGCCCTGGCCCAGGCCAGCTTACCTCAAGGACGGCGCTTTGAT 
GGTGTGGACGTCTCCGAGGTGCTCTTTGGCCGGTCACAGCCTGGGCACAGGGTGCTGTTC 
CACCCCAACAGCGGGGCAGCTGGAGAGTTTGGAGCCCTGCAGACTGTCCGCCTGGAGCGT 
TACAAGGCCTTCTACATTACCGGTGGAGCCAGGGCGTGTGATGGGAGCACGGGGCCTGAG 
CTGCAGCATAAGTTTCOTCTGATTTTCAACCTGGAAGACGATACCGCAGAAGCTGTGCCC 
CTAGAAAGAGGTGGTGCGGAGTACCAGGCTGTGCTGCCCGAGGTCAGAAAGGTTCTTGCA 
GACGTCCTCCAAGACATTGCCAACGACAACATCTCCAGCGCAGATTACaCTCAGGACCCT 
TCAGTAACTCCCTGCTGTAATCCCTACCAAATTGCCTGCCGCTGTCAAGCCX3CATAACAG 
ACCAAITTTTATTCCACGAGGAGGAGTACCTGGAAATTAGGCAAGTTTGCTTCCAAATTT 
CATTTTTACCCTCTTTACAAACACACGCTTTAGTTTAGTCTTGGAGTTTAGTTTTGGAGT 

GCTGCGCTGGCTCTGGGCAGGGAGTGTGCCTTAATGGGAAGCACACGGGCTTTGGAGTCA 
GGCACaGGTGCCAGCTCCAGCTTTTGAACTTGGGCAATTGTTTAACCTAACCTGCAAGTT 
GATTTTGAGGGTTAAATAAAGGCATACATGAAAATGCCTGGCAAATTACCTGACACAGAG 
CAGACATTCAATACATTTTAGTTTCCTTGTTTCNNNNNNNNNNNNNNN 

sH_1.0.0_146S0 Homo sapiens KIAA0102 gene product (KIAA0102) , mRNA cr; gi-7SS1907/// 
[Human__jongleur_201102.S112.Cll [SEQ ID NO: 88] 
GGGGCACACATTTTATATACAGACCTCTGAGAAACCTCTCAGCAGAAAACCTGCAGGAAG 
GAAGTCTTCAGTTAACTAAAGAAGAGTTAATGTCCTAGAAGAGTATTCTAGGCAGAGATT 
ACAGCAAATGCAAAAGCTCTCAAGTGGGAGAGTACTTGGGGTGTTTGAGGACTATCAAGG 
ATTGAAGAGGCTGTTGTGGCTGGAGGGACCAGGGCGRGTGAGGATTGCTGAGAGGTGAGG 
TCAGAGTGCAAAGGGCCTTAGGGCTGGGCGAGGTGCTCACGCCTGTAATCCCAGCACTTT 
NAGACGCAGAGGCGGACAAGATGGCGGCGGCAGCTGTACAGGGCGGGAGAAGCGGTGGTA 
GCGGAGGCTGTAGTGGGGCTGGTGGTGCTTCCAACTGCGGGACAGGAAGTGGCCGTAGCG 
GCTTGTTGGATAAGTGGAAGATAGATGATAAGCCTGTAAAAATTGACAAGTGGGATGGAT 
CAGCTGTGAAAAACTCTTTGGATGATTCTGCCAAAAAGGTACTTCTGGAAAAATACAAAT 
ATGTGGAGAATTTTGGTCTAATTGATGGTCGCCTCACCATCTGTACAATCTCCTGTTTCT 
TTGCCATAGTGGCTTTGAITTGGGATTATATGCACCCCTTTCCAGAGTCCAAACCCGTTT 
TGGCTTTGTGTGTCATATCCTATTTTGTGATGATGGGGATTCTGACCATTTATACCTCAT 
ATAAGGAGAAGAGCATCTTTCTCGTGGCCCACAGGAAAGATCCTACAGGAATGGATCCTG 
ATGATATTTGGCAGCTGTCCTCCAGTCTTAAAAGGTTTGATGACAAATACACCTTGAAGC 
TGACCTTCATCAGTGGGAGAACAAAGCAGCAGCGGGAAGCCGAGTTCACAAAGTCCATTG 
CTAAGTTTTTTGACCACAGTGGGACACTGGTCATGGATGCATATGAGCCTGAAATATCCA 
GGCTCCATGACAGTCTTGCCATAGAAAGAAAAATAAAGTAGCCAATTCTAAAAGTAGCCC 
TCTTTCTCCTGGATCTTGCTGAATTAGTGGCTTGGGGGGTGGGGGAGATAAAAAGAACTT 
AAAATGGGTAAAGTAAGAAATGTTAAAAAGTCCCTGTTTTGTCCTGAAATTTTAGTCTAT 
TCTGQGTAAATAGGATTTTCTGACACAGATATGAGAAGTTGTAGCTCTGATGTCTAGCTG 
TAGTCTCCTTGATCTGCTGATTGCATTATTTTAATTTGCTTTTCTGGGAAAGCAGTTTTG 
CTAAAAGCTGTACAGACTTTTTCTTTTGTACCTAGCAGTACTTTATATAGTATAGCTTTG 
GGCCATGTAGCATTTTAAGACTCAATTTTAAAAAATTATTARTCTGTTGCTGACTCTTAA 
TTCCTATTTCAATATGTGTTTCCTTGAAGAATTCAGGATACAACTTCTTGTGTATGACAG 
CTTTCCTTCACACACTATTTTTGTGGGTGTGTATATATCTGATTTGGGAAGAATTTAAAA 
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AACACATAGCTTTTTAATTTGTTTGAAACAGACTTTCTGCCTGTTACATTTTTGCTTTTA 
ACCAATTAAAGAAGCCAATGGCATTTTAGTTTTATATTGTGTTTTCCACTAGTATATCCC 
TGTTGATTTGTTTGTGCCTTTTATTAACTGCCATTTTCTAAAATTTTTTTCAATAAAAGG 
AAGGAAGATGTG 

sgi|4505154|ref |nm|002402.1| Homo sapiens mesoderm specific transcript homolog (mouse) (MEST) , 
[SBQ ID HO: 89] 

CGGCCAGCACACCCCGGCACCTCCTCIGCGGCAGCTGCGCCTCGCAAGCGCAGTGCCECA 

CTGCGGGCTGCGCCCCCGCTGCTGGCCAGCTCTGCACGGCTGCGGGCTCTGCGGCGCCCG 
GTGCTCTGCAACGCTGCGGCGGGCGGCATGGGATAACGCGGCCATGGTGCGCCGAGATCG 
CCTCCGCAGGATGAGGGAGTGGTGGGTCCAGGTGGGGCTGCTGGCCGTGCCCCTGCTTGC 
TGCGTACCTGCACATCCCACCCCCTCAGCTCTCCCCTGCCCTTCACTCATGGAAGTCTTC 

TGGAAGTCCAGAGATAGTTGTGCTTTTACACGGTTTTCCB^ACATCCAGCTACGACTGGTA 
CAAGATTTGGAAGGGTCTGACCTTGAGGTTTCATCGGGTGATTGCCCTTGATTTCTTAGG 
CTTTGGCTTCAGTGACAAACCGAGACCACATCACTATTCCATATTTGAGCAGGCCAGCAT 

TGACTATGGAGATATTGTTGCTCAGGAGCTTCTCTACAGGTACAAGCAGAATCGATCTGG 
TCGGCATACCATAAAGAGTCTCTGTCTGTCAAATGGAGGTATCTTTCCTGAGACTCACCG 
TCCACTCCTTCTCCAAAAGCTACTCAAAGATGGAGGTGTGCTGTCACCCATCCTCACACG 
ACTGATGAACTTCTTTGTATTCTCTCGAGGTCTCACCCCAGTCTTTGGGCCGTATACTCG 
GCCCTCTGAGAGTGAGCTGTGGGACATGTGGGCAGGGATCCGCAACAATGACGGGAACTT 
AGTCATTGACAGTCTCTTACAGTACATCAATCAGAGGAAGAAGTTCAGAAGGCGCTGGGT 
GGGAGCTCTTGCCTCTGTAACTATCCCCATTCATTTTATCTATGGGCCATTGGATCCTGT 
AAATCCCTATCCAGAGTTTTTGGAGCTGTACAGGAAAACGCTGCCGCGGTCCACAGTGTC 
GATTCTGGATGACCACATTAGCCACTATCCACAGCTAGAGGATCCCATGGGCTTCTTGAA 
TGCATATATGGGCTTCATCAACTCCTTCTGAGCTGGAAAGAGTAGCTTCCCTGTATTACC 
TCCCCTACTCCCTTATGTGTTGTGTATTCCACTTAGGAAGAAATGCCCRAAAGAGGTCCT 
GGCCATCAAACATAATTCTCTCACAAAGTCCACTTTACTCAAATTGGTGAACAGTGTATA 
GGAAGAAGCCAGCAGGAGCTCTGACTAAGGTTGACATAATAGTCCACCTCCCATTACTTT 
GATATCTGATCAAATGTATAGACTTGGCTTTGTTTTTTGTGCTATTAGGAAATTCTGATG 
AGCATTACTATTCACTGATGCAGAAAGACGTTCTTTTGCATAAAAGACTTTTTTTTAACA 
CTTTGGACTTCTCTGAAATATTTAGAAGTGCTAATTTCTGGCCCACCCXCAACAGGAATT 
CTATAGTAAGGAGGAG®iGAAGGGGGGCTCCTTCCCTCTCCTCGAATGACGTTATGGGCA 
CATGCCTTTTAAAAGTTCTTTAAGCAACACAGAGCTGAGTCCTCTTTGTCATACCTTTGG 
ATTTAGTGTTTCATCAGCTGTTTTTAGTTATAAACATTTTGTTAAAATAGATATTGGTTT 



TAAGGACCAATAGCATCTGTGCCAGAGATGTACTGTTATTAGCTGGGAAGACCAATTCTA 
ACAGCAAATAACAGTCTGAGACTCCTCATACCTCAGTGGTTAGAAGCATGTCTCTCTTGA 
GCTACAGTAGAGGGGAAGGGATTGTTGTGTAGTCAAGTCACCATGCTGAATGTACACTGA 
TTCCTTTATGATGACTGCTTAACTCCCCACTGCCTGTCCCAGAGAGGCTTTCCAATGTAG 
CTCAGTAATTCCTGTTACTTTACAGACAGGAAAGTTCCAGAAACTTTAAGAACAAACTCT 
GAAAGACCTATGAGCAAATGGTGCTGAATACTTTTTTTTTAAAGCCACATTTCATTGTCT 
TAGTCAAAGCAGGATTATTAAGTGATTATTTAAAATTCGTTTTTTTAAATTAGCAACTTC 
AAGTATAACAACTTTGAAACTGGAATAAGTGTTTATTTTCTATTAATAAAAATG7\ATTGT 
GACAAAARAAAAACCG 

>M_1.0 ,0 5828 Mus rausculus 11 kDa secreted protein precursor, niENA, complete cds cr: gi-892S323/// 
/cds=(23,361) /gb=AF272844 /gi=8926323 /ug=Mm. 71887 /len=524 [Mouse_jongleur_201102 .2852 .C4] [SEQ'ID 

NO: 90] 

GAATGCATTTAGCACTCTTCACCATGAAGGGGACACTTCTTCTGCTGGGCTTGCTGGTGA 
CTGGAGAACTGAGCTTCCAGACAACAGAAGCATGTGTTCCTTTCTTCGAAGGCTATGCAA 

CAGAGGAAAAGGTGGCCTTGGAAAAAATCCAGGACTGCTACAGAGAGGAAAGATTAAGAA 
CCGTATTTCTGGAACCCAAAATTATGGAAGCCATGGTCTCCAGCCAAGAATGCCTGGCAT 

TTTATACTACTGAAAACATATTGAACATTTTCGACCTTTTAGCTGGTTAATTAGAAGAAT 
AGATATTAATGTGTTTTGGGCAACCCATCTTTGCAACATGTGTGATCCAAGTACTATCTT 
GCTGTCCTTCTTTTTCTCTCCTGAAGATGAATTCCTGATCCTGTTTATTCGTCATTCAGT 

>gi 1 16442925 |gb|BB513945.2|BB513945 BB5i3945 RIKEN full-length enriched, 10 days lactation, adult 

female mammary gland Mus musculus cDNA clone D73C048K19, mRMA sequence [SEQ ID NO: 91] 

TTCGACTTTGGCATGATTTTAAAAGGCATCACCAAAGTGCAGGCTTAAATGCCAAAGAAA 

GCAACACTGGATTTAAAATTGTAGTAAATCCAATAAATAAGATCAAAGCAAGTCACAGAT 

TTTAAATTTGTCCTGATGGTCATGCTGAAAAGTTAAAAGGAAAACCAAAACATTGATCTT 

TGAGCATTTTAATTGATCATTTGAATCAGATAAATGTTTTTGTTTTATTTCTGCTTATAA 

CACATCATCCATAATTTGATACAATTTGGAGTTGATATAATTGACAGAATTTTGTACGCT 

ATATTTTAAAAACTGGCTGCTATGGTTTGGGTAAGTGTCCTCAACGGCCTGTGTATTGAA 

GTCTTCCCTTCAGGGTGTGTCCTGTCTTTGTTTCACACCACCAAGAAGCAAGCAGCTTCC 
TTGGTCTCATATTTCCACCACAAAATATTCIGTCTGCCACAGGCCCAGTGGTAATGGATC 
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ACAGGCTGAAACTTCTAAAATCGAGAGCCAAAATAAACCTTTCTGCTTTTTAAGTTGATT 
TGTCTCAAGTACTTGTTACAGAAACGGAGGATGAaTGCAAAGATTTTATTGTAATGTAAA 
TAGCTARTGAGATT 

>M 1.0.0 6038 Mus musculus retinoic acid early transcript 1, alpha (Raetla) , niRNA cr: gi-6679616/// 
[Mciuse_jongleur_20ll02.2973 .CI] [SEQ ID NO: 92] 
GCGCCGCTTGCXJCGGGCCGCTGTAGTCAGTTACCTGCTCCGCGGGGCGAACACGTGCGGG 

CAGCTGGACCCACAGACCAAATGACACATAAGCAACTACTTGAAAACAGCTGGGAGCACT 
CTAGCAAGAAGCTCAAAGGACAGAGAAGTGTGTGCAGAGGTCAGAAACCTGCCTGGAATC 
CCCTGGAGCAGCAGTCACAGAAGGTTGTGAGCTGCTCGATTTCAGAGGCTGCAGTTCAAG 
ACACCAACTTTTTTCTTTCTTCACCTTTCCTGACACTATTGCCAATAGTCCCTGAGGGCG 
CAGCTGTTGCCACAGTCACATCTGTCAGAAGAAACCATGGCCAAGGCAGCAGTGACCAAG 
CGCCATCATTTTATGATTCAGAAGCTGTTAATTCTACTGAGCTATGGATACACCAACGGG 
CTGGATGATGCACACTCTCTTAGGTGCAACTTGACCATC3VAGGATCCTACCCCAGCAGAT 
CCTCTCTGGTATGAAGCGAAGTGCTTAGTGGATGAAATACTTATCCTCCATTTAAGTAAC 
ATAAACAAGACCATGACTTCAGGTGACCCAGGGGAGACAGCAAATGCCACTGAAGTGGGG 
GAATGTTTGACACAACCTCTGAAAGATTTGTGCCAGAAGTTGAGGGACAAGGTGTCTAAC 
ACCAAAGTGGACACTCACAAGACCAATGGTTACCCACATTTACAAGTCACCATGATTTAT 
CCGCAAAGCCAGGGCCAAACTCCTAGTGCCACCTGGGAATTCAACATCAGTGACAGTTAC 
TTCTTCACCTTCTACACAGAGAATATGAGCTGGAGATCAGCTAATGATGAATCAGGGGTT 
ATCATGAATAAATGGAAAGATGATGGGGAATTTGTGAAACAATTGAAATTCTTGATACCC 
GAATGCAGACAGAAAATTGATGAATTCTTAAAGCAGTCCAAGGAAAAGCCAAGATCAACC 
TCAAGGTCCCCCAGTATCACCCAGCTTACATCAACTTCCCCGCTTCCACCTCCCAGCCAC 
TCIACTTCTAAGAAAGGATTTATCTCTGTGGGACTCATCTTCATATCTTTATTATTTGCA 
TTTGCATTTGCGATGTGAAGAGGAAATATTATACCCAAGGAGAGGCCAGAGGAGGGCATC 
GSRTCCTGTGGAACTGGAGTTACAGTTGGTTTCCAATACTGGGAACTGAATCCAGGACCT 
CTCCAAGAACAGCAAGTGCTCTTTGCTACTGAGCCTTATCTCCCTCCTCTAATACATTTC 
TTAATAAGAGAATATAGTTTGAATATTATTAAACCCAGGGCAAGTCCCACAGTAAGCTTC 
ACAATAAAGTTGATTGTTTCAGAATCAAAAAGGAAAACACATTTTAAAATGACTGTCATG 
GCCAGTTATCACATCGTTTGTAGCAATGTATGATGGAGGACGTCCAGGTCCGTCTAAAAA 
AATGCCAGGCAATACAGCAACATCTAAGAAAACTGGTAAATTTAAA 

>M_1.0.0_4198 Mus musculus peroxisomal biogenesis factor lla (Pexlla) , mRNR cr: gi-6755033/// 
[Mouse jongleur_201102.192S.Cl] (SEQ ID NO: 93) 
GGCGACGTCCCAGGGGSeCCACGAGGGAGCGGGCGCAACGCGTGGCTGTGGGTGGGAGCC 
ATGGACGCCTTCATCCGAGTCGCCS^CCAAAGCCAGGGCCGGGACCGACTTTTCAGAGCC 
ACTCAGCACGCATGCATGTTGCTTAGATATTTGTTAGAGTCTAAAGCTGACAAAGAGGCC 
GTGGTACTGAAGCTCAAGAGGCTGGAGACCAGTGTGAGCACTGGCCGTAAATGGTTCAGA 
CTGGGCAACGTGTTCCATGCCATCCAGGCAACTGAGCAGAGCATCCAAGCCGCTGACCTC 
GCGCCCTGCTTATGCCTGACATTAGCCAACCTCAACCGCGTGGTTTATTACATCTGTGAC 
ACTGTCCTCTGGGCGAAGAGTGTGGGTCTTACCTCTGGAGTCAACAGAGAGAAATGGCAA 
AGGTGGGCGGCTCGCCATTACTACTACTTCCTCTTGCTGAGCCTGGTCCGGGATCTGTAT 
GAGATCTTGCTGCAGATGGGACAAGTTGCACGTGACAGAGCAAAGAGAGAGAAATCCTCT 
CGGGACCCTCCTAAGTACAGCGTGGCTAATGAAGAGACTGAATGGCTCCAGTCCTTCCTC 
CTCCTCCTATTCCAGTCTCTAAAGCGACATCCTCCCTTGCTCCTGGACACCGTGAAGAAC 
TTCTGTGACATCCTGATCCCTCTGAACCRGCTTGGGATCTACAAGTCCAATCTCGGCGTG 

CTGAAACTGAAGGCCCGCTAGGGTGTTTGGAGGCTTTAAGGCTAGCAGTTCAGTGGAACA 
AACATTTGGTTTTGTCCCAATGTTTACTGTGCTTAATTT 

>M 1.0.0_15194 Mus musculus ATP-binding cassette, sub-family A (ABCl) , member 8b (Abca8b) , niRNA cr: 

gi-2395S075/// [Mouse jongleur_201102.9242.C5] [SEQ ID NO: 94] 

GGTGTTTGGCAAGACOiACCCAGAGCTGAGATCATAAACTCCCGCTGAGAGCAGCTTTCA 

CCAGTCGCGTTCACGGACAGCGAACAGTTAAACTCTAGAAAGGTGCTGGAGAATAGGGGG 

AGGGGAAGGTGTCTCACTTTATTATTCTAAACAGAGCCCGTGATTAAATGGTGCGGCTGG 

AGTCCCTGCTTGGCATTTCCCGAAAGGCAACATGATCAAGAGAGAGATAAGTGTGCGCCA 

ACAAACTTGTGCTTTATTACAGAAGAACCTTCTTAAGAAATGGAGACTGAAAAGGGAGTC 

CTTGATGGAGTGGGTGAGCTCCTTGCTCCTTCTGCTTTTCTTGTATTGGTATCCCCATGG 

TCATGGAGCTACTGACCTGTCTTCAGTGCCCACCAAGGATCTGGGACGAGTCGATTCTTT 

CAGACAATCTGGGTTCATGATAGGGTACACGCCTGTCACCAGCATGACACAACAGATAAT 

GGAGAAGGTAGCTGCAACCCCTTTCATGGCAGATAAAAAAGTCTTGGGACTGTTGGATGA 

AGRAAATATCAAGGAATTAACAGAAAGTCATGCAGAAATAATAAGAGTCATTTTTTCTGA 

CACATTCTCATACCATCTGAAATTCCAGTTTGATCAGAGAATCCCAACGTCGAGGGAACT 

CAGAGACCATAATGCTCATTGTGATGGACTGTATGAAGATGTCAACTGTCTGATAGCCAT 

ATTCTGGAAGGAAGGATTTGTGGCTCTTCAAGCTGCCATCAATGCTGCCATCATAGAAAC 

CACAACAAACCATTCAGTGATGGAGGAACTGCTATCAGTGTCAGGGAAATTCATGAAGAT 

CCATCCTTTTGTCCGTCAAGAAGGAATTCTGACTGATTTCTTTATTTTCACCTGCATCAT 

TTCCTTCTCCCCAATCACCTATTATGTGTCAATCAATGTTGCAAGAGAGAGGAAAAGGAT 

GAAGGGCTTGATGATGATGATGGGCCTTCGAGATCCAGCATTCTGGCTATCTTGGGGTCT 

GCTCTATGCTGGCTTTGTCTTCATTATGGCTCTATCCCTGGCACTTGTTATCAAATCTGT 

CCAGTTTTTTATTCTAACCAGCTTCATGGTGGTCTTTAGCCTCTTCCTCCTTTATGGATT 

ATCTATGATCACTTTGGCTTTCCTAATGAGTGCCTTGGTGAGGAAGTCTGTCCTCACTSG 

CCTGTCTGTGTTTCTTCTCaCCATCTTCTGGGGAAGTCTAGGCTTCACATCCCTGTACAG 
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ATACCTCrCTGCACCTGTGGAATGGACTCTCAGTCTCTTTAGCECCTTTGCCTTCACACT 
AGGAATGGCCCAGCTCTTACBTGTGGATTATGATTTAAATTCrAATGCaCCKCCTGATCC 
AGCCAGTGGCTOU^TCTGATTATAGCMCCAATTTCATGCTGGTATTTGATGCHTTTTT 
GTATCTGGCCCTGATGATGTACTTCGAARAAGTTCTGCCAAATGAATACGGACATCAGCA 
5 CTCTCCCCTGTTTTTCCTGAAATCTTCATTTTGGCTACAAACACGAAAGCCTGCTCAT6T 



CCCAGAATTCCAOSGGAAAGAATCCATCAGAATCAGAAATATTTCAAAAGAATACAAAGG 
AAAGCCCAATAAAATAGAAGCCTTAAAAGACCTGACGTTGGACATATATGAAGGCCAAAT 
CACAGCAGTACTTGGTCACAGTGGAGCTGGGAAATCAACACTGTTAAATATTCTTAGCGG 

1 0 ATTATCTGTTCCTACTAAAGGTTCTGTCACCATCTATAATAATAACTTATCAGAAATGGC 
TGACCTTGAAAACATCTTGAGGATTGCTGGAGTTTGTCCACAAGCCAATGTTCAATTTGA 
CTTCCTTACTGTGAGAGAAAACCTCAGGCTTTTTGCTAAAAT7VAGAGGAATTCCACCCCA 
AGATGTGGAGAAAGAGGTGCAAAGGGTTTTGCTAGAATTGGAAATGAAAAATATCCAAAA 
TATCCTTGCTCA?^CCTAAGTGGGGGACaGAAGAGAAAGCrroACTrmX5GAATCGCXa^T 

1 5 TTTAGGAGATTCTCSMaTTTTCCTACTGGATGAGCKCACCGCTGGCKTGGATCCCTTTTC 
AAGGCACCGGGTGTGGAATCTCCTGAAGGAGCGCAGAGCAGACCGTGTGGTCCTCTTCAG 
CACGCAGTTCaTGGATGAGGCTGACATCCTGGCTGATAGGAAAGTGTTCATCTCCAATGG 
GAGGCTGAAGTGTGCS«3GATCATCGCTCTTTCTGAAGAAGAAATGGGGAGTTGGGTATCA 
CTTAAGTTTGCAGCTGAAAGAAGTCTGTGTTCCAGAAAACATCACATCGCTTGTTAAACA 

20 GCACATCCCTGCaM3CCAAGCTATCAGCTGAAGGGGAAGGAAAGCTTCTCTATACATTACC 
CTTAGAAAO^CITATAGATTTCCAGAGCTTTGCCAGAGTCTTGACAGCTGTCCTGGACT 
GGGAATTGAAAACTATGGTGTTTCCATGACAACTTTGAATGAGGTGTTCCTGAAGCTAGA 
AGGAAAAGCATCAATTGATGAACCAGAGGTTGACATCGTGGGAGAAGGACAAACAGAGAG 
ATCTGGGGACACAGAAAGGCTTATGGAGATGGAGCAAACTCTCTCTTCACTTAGGGAAAC 

25 AGAGAAGACAGAOSGCATGGCACTCTGGAGGCAGCAAACCTGTGCGATCGCAAAGGTTCG 
CCTGTTGAAGTTAAAGCACGAAAGGAAAACACTTTTATCTGTGCTCTTGATACTGGTAGT 
CGGCATCTGTCCmTCrTTTTGAAAATATCrCAACGAAAATACGTCAAAGCTCTTACAC 

CACTCaGTTATTGATCATTAATAAGACAGAGGCAAGCATTGACGACTTTATCCATTCTGT 
3 0 GGAACGCCAGAACaTAGCTTTGGAACTCGATGCTTCTGGAACCAGAGATGGTACAGATGA 
CCCATCCTACAATGGAGCCCTTATAGTGTCTGGCAATGAGAAGAACCT^CAGCTTTTCGTT 
TGCATGCAACaOaAGAGACTGAACTGCTTCCCAGTTCTGATGGGCATCCTGAGCAACGG 
GCTACTTGGAATGGTTAAACCGTCAGCCCGCATCCAAACCGACAGAAGCACATATCTCAT 
GGATGTUUiCTATTCATeeTTTAGAAGACCTATGGAAGACTGCATTCTGGCTGATTCTGAC 
35 CTCCGCTTGCECTCCTTATATTGCCATGAGCAGTGTCACAGATTATAAGAACAGAGCTTG 



GTCCaCTCrnKTTGGATGCTTGATCTTGTCTTTGCATCTTTTO^TAGGTaUUiTCOTTGA 

AGAAGGACAAGTTATAGAGCCaTTCCTGGTATTCCTCATTCCTTTa^TTO^TGTTTTCAT 

TTTTATTTTTACCCTTCX3ATGTCTGGAATGGAAGTTTGGAAAGAAAACAATGAGGAAAGA 
45 TCCCATCTTTAGAATTTCTCCAAGAAACAATGATGTGTATCAAAACCCAGAAGAGCCAGA 

AGATGAGGATGAAGATGTTCAAATGGA6AGAATGAGAACAGCGAATGCCTTGGTATCCAC 

CAGTTTTGATGAGAAGCCAGTCATCATTGCCAGCTGCCTACBCAAAGAATATGCAGGGAA 

GCAGAAGCATTGCCTTTCCAAGAAGAAGGCCAAGATAGCCACTAGGAATGTCTCGTTTTG 

TGTCAGGAAAGGTGAGATTCTAGGATTGTTGGGACACAATGGAGCTGGCAAAAGTACaTC 
50 TCTTAAAATGATARGTGGAGACACAAAAGTCACAGCTGGGCAGGTGTTACTGAAAGGGAG 

CAGAGAAGGGGACACCCCGGGGTTCCTGGGGTACTGTCCTCAGGAGAATGCTCTGTGGCC 

TCACGCTGCAGTCGCCATCACAAGGTTGGCAGATGCGCTCAAGCTGCAGGACCAGCTGAA 

55 CCTGGGGAACCCATCTATATTGCTTCTAGATGAGCCGTCCACTGGGCTGGATCCTGAGGG 

GCAGCAGCAAATATGGC&AGCAATCAGGGCCATCATAAAAAATACAGACAGGGGTGCCCT 

GCTGACCACCCATTACATGGCAGAGGCTGAGGCTCTGTGTGACCGAGTGGCCATCCTGGT 

GTCTGGAAGGCTGAGGTGTATTGGATCCATCCAACATCTCAAAAGCRAATTTGGCAAAGA 

TTACCTGCTGGAGATGAAGGTGAAGACCCTCGAGCAGGTG6AGCCCCTCAATACGGAGAT 
60 CCTCAGGCTTTTTCCCCAGGCTTCTAGGCAGGAACGGTACTCTTCTCTGATGGCTTACAA 

ATTACCAGTGGAAGCTGTACAGCCTTTATCCCAAGCTTTCTTCAAGTTAGAGAAAGTTAA 

GCAGACCTTTGACCTGGAGGAGTACAGCCTCTCTCAGTCTACCCTGGAGCAGGTCTTCCT 

AGAGCTCTCCAAGGAGCAGGAGCTGGATGGCCTTGAATTAGAAGAATTAGACTCCTCCAT 

AAAGTGGAAGCTCCTCCCACAGGAA6AGGCTTAAGCCAAAAATATCTCTCCTCTTCCTTC 
65 ATAAGACTGTGTTGTTCCTTAAAGACATCTATTTTTATGAAATATTTTAGTACCTATATT 

ATAAATACTATGATGTTCCTCGGGGATTGGAGAACAGGGGTGAGTACCGTATAGAGGCTG 

GACCACAGGGAACCTTGTCTAGCCTTTTCCACATCCCTTTAGGACACTTATAGCCATAGT 

TCTGTAGAATGTTGAATAAACAGTTACTTTT 

>gi|892383l|ref |NM|018SB5.i| Homo sapiens anillin, actin binding protein (scraps homolog, 
70 Drosophila) (AHIU) , mRNA [SEQ ID NO: 95] 

GCTGGAAGCCGAGAGGAGAAGACAGCTGGTTGTGGGAGAGTTCCCCCGCCTCAGACTCCT 




WCAGGTGACTCGTTTGAACCEGTGTC 
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TCRGCCATAGTTTCTCTTATCCAGGTGTTGAAATTTAAAACTCTGGTGTAGATACCCGGC 
ACATTGGGTTTACCGCAAGGCTAGGGCCCATGATGTGATACCTTGGAGAACaCCATCACA 
GATCAGTGGGCCTCCTGAGTCACCCGCACAAGTGTCTTTGCCTCCATCCATATCTCCTGC 
ACACAACATGTCATCTGTCACCTTCTCTATGTGGGCTTTGGCACAGTCCTCATTAGGCAG 
GAGCTTGAGGTTCACACACTGGAGCTCATCTGGGTATTCATATTTGACGGGTGTAATGCT 
GCCCCAGCCTGAGGCTAGGCATGTGCTCCCCAGCTTGGGCTCCTCAGTGGGCAGGTCGAT 
GGGCTTCACAACATCTGTGATGTCAGCAGGCTTTTTGAGGCGGANAGCATCAGGTCATTG 
CTGTAGTCATCCTCAGGTTGTGGGGTGTGCTCATTCAGGAG 

>M_1.0.0_20499 Mus ttiusculus 13 days embryo forelimb cDNA, RIKEN full-length enriched library, 

clone :5930412E23:unclassifiable transcript, full insert sequence cr; gi-1286048S/// /cds=DNKNOWN 

/gb=AK020029 /gi-1286048S /ug»Mm. 45194 /len=1349 [Mouse_jongleur_201102. 13747. CI] [SEQ ID NO: 97] 

CTTCAGCCATCCCCAGGTCTAATGGCATGCTGACCAAGTGATTTGCTARCCTGCTCCCTG 

TGTTCCATCTGTTACTTATATGATGTCATATCy«3TATGTTACCTGCTGGCCCTTTCTCAA 

GTGTCTTTCCTGTATGGTGACAAATAGCCTTCATGTGAATAGCTAAGAATTATGTCATTT 

GTAGTCAGATTTGGGTTTGAGTTACAACTTGTGACTTAATAGTTACACAAGTGTAGTCAG 

ATTAATCTTAACAAGCCTCAGTTTCCTTATCTGTAATTGGAAATAACTTCATTTTTTAAA 

AAGATGAGGTGAGAATGTGAGCCATGGTTAGCAAATGCATGGAGGTGATGAAGGTGCTAG 

GATGGATGAACTGCTGGTCTCTGCTCAGCTTCCAGGAGTATGGGTCCACGGGCGCTGCCC 

ACGCCGACAGTGAGTATGAGAGAAGAATGATGTCCGTGTACAGTCGCGTCCTAGAGGAGG 

TGGAGTCGCTTAACCGGAAGTATGCCCCAGTTTCCTACATGCACACAGCATGCCTCTGCA 

ATGCCATCATCGCTCTGCTGAAAGTTCCTCTTTCATTTCAGAGATACTTTTTCCAGAAAC 

TACAGTCTACCAGCATCAAGCTTGCTCTGTCACCTTCTCCCCGGAGCCCTGCAGAGCCCA 

TTGCTGTGCAGAATAACCAGCAGCTGGCACTAAAGGTAGAAGGCGTTGTTCAGCACGGAT 

CraaACCAGGCCTCTTCCGCAGAGTTCAGTCTGTGTGTCTGAATGTTTCCTCCACACTGC 

AGAGTAaATCTGGCCAAGACTACAAGATTCCCATTGATAGCATGACCAATGAGATGGAGC 

AGAGGGTTGAGCCACATAATGATTACTTCAGCACCCAGTTCCTGTTGAACTTTGCTGTCC 

TTGGAACGCACAGCATCACAGTGGAGTCATCGGTGAGAGATGCCAATGGCATCGTCTGGA 

AGACTGGCCCCAGAACTACTATGTTTGTCAAATCCCTGGAA6ACCCCTACTCCCAGCAGA 

TTCGCCTACAGCAGCAGGCCCAGCaGCCTTTGCAGCCACAGCCACAGCCGCAGCCECAGC 

CTCGCAGTGCCTACACCCGGTTTTAGCTGTGCTACAAGCATACTACTGCCACACTGCACA 

GCCATCAGACTACAAGAAGAGTCTTCCGCATGTGCATTAAGTGTCAATGTTACAGTGTGA 

AATCCAGTATTCACTGATAGCTGTAATGTAACATTCTGGTGAAGTTGTTTTTGTTGTTGT 

TGTTGTTGTTTTCTTAAAAATTTAGTGTAAGAAATAACCTGGCTCTCAGCCAAAATAAAA 

GTGCTTTTTTTTTTTT¥rTTTTTTCGAGACAGGGTTTCTCTGGGTAGCCCTGGCTGTCCT 

GGAACTCACTCTGTAGACCAGGCTAGCCTCAAACTCAGAAATTCACCTGCCTCTGCCTCC 

CAAGTGCTGGGATTAAAGGCGTGCGCCCMATTTCTTAAACCCAGTCTTCTGTCTCACAC 

CCGACCTGGGGTTTTGAGGCAGGCUVGGGAGTACTGTTGAGTCGTGCAGTGCTTGTCCTGG 

GCTGGAGAATGAGGCCTTCACA6AGGCCGCACCTGCCTTCTGGTCTGTGGGAGCCTGTGG 

GCCACAGGCTCAGCGGCCTGCTGCATTGGCACCTCTTACCCACCTTCTGTCCTGAAGCAA 

TGTTAGTTTATTGTTTTGGTCTTTGATTGACCCAAAAAACAGCTCCAGCTAGAAAGGTTG ■ 

GAAATGAATGTGTTGTTTTTTCTGGTATGTGACTAGTGTGGACTTCTGATATTTTTTTTC 

TACAAATGGTVATGTGGTTCACATATGTCTTCCTGTTTGATGTAAAGGGAACAGATCCTTC 

CCCGCTCTGGTTTCTACTAGATGACGTATTACTCTACACCTGATGTCTAGACAGCTATCT 

CCGAGACGTAACCTCAGCTGGGATGCTCAGGGAACAGACTCTGGCTAGCCAGAAAAGCCC 

TTTTTCTACTTGAGTCATGGTCAGAAACTACATGACAACACACTGATTCTAGGTTTGATT 

TAACAGTTGACTATGGCTGCTCAGTGCTTTTGGACCACGGTTAATATGATGAGCTGAGCC 

TGGATTTCCCTGTGTAAATAAATCTCCTAATTTCTTTGCTTGTGTTTTACCTTTTTTTTC 
TCTTCAAAGTCATACTGATTCATAAGAGGACTTGACTTTTTTTAAATGGAGTTTGGTTTT 

GAGGTCACTTTGCTTTGTGAGATGTTACCTCTGCATAGCCCATTCTGCTTGTCATAGTCT 
GTGCAAGTCTACTGTATCCACTGTAAGTGACCTCCCCCCCCAGCCACCTCAGTGCACATG 
GTGCACAGTCGGCACTTGTTCAGCGTCTGGGGACTGATGCCAAAATGCGAGGGAAGACCC 

CTCAGCAGTGAGTCGCGTGTCTCTGTAGAGTCAGCCTCTTAGCAAATGACTGAATTAGGC 
TAGGTCTCTCCACTCTAACTCAGCTTTATCAGGCAACTGGATTAAAAAAAAAAAAGATA6 
TGGTGARGAAAATTGGGGAAAATGCCAGAGATTGAACTTGGTTGAGGACCCAAGTCCCAC 
TTACTCTGTCACCGGCCTGACTTAGCACCCAGAGGAAGACCCTTTTTTTCTTTCTTTCTT 
TCTTTTTTTTTTTGGAAGACGGGATCCAGGATCTCTCTGTGTAGCCCTGGCTGTCCAACC 
ACTTGCTTATAGACCAGACTAACCTCTAACTCAGACTGCCTCTGCCTCCTGAGTGCTGGG 
ATTAAAGGCGTGTGCCACCACGfcCCAGCCTGTCCTTTTTCaCTCTTAAGTAGCTGATATT 
GTAGAGTGAGTTGCAGGTCTCTGGCACTGTTACACA6TAGATTCCAGAAAGAATGTAAAT 
CTAGTAAGACACTCATITCTTTTGTGGCCCTCACATTTTATGTTATTAAGATGTTTTGAT 
ACTTGTGGTTATAAACTCTTGGATTCCATGTACTGTGGTGACCCCCAGACCCCAACAGAC 
TTAGAAAACAAATAAAAGCAGGTCCCG 

>M_1.0.0_8300 Mus musculus cardiac responsive adriaraycin protein (Crap), mENA cr: gi-7304882/// 
[Mouse_iongleur_201102,4328.Cl] [SEQ ID NO: 98] 
TCAGTCAAGAGGAGGTGAACCTGAGGATGGTCCAGAGGAGGTGAGCCTGAGGGTGGTCCA 
GGGGAGGTGAGTCTGAGGGTGGCCCAGAGGAGGTGGAGTCTGAGGGTGGTCTTGAGGAGA 
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TGAGCCACTGGCCCCTGTAACTVGCAGAGTGTTTATCCTCCGftGGftGGCBCTGGGCTTGAC 
TAGGCACATCCTTCCTGGAGGCCATTGGCCTGCCAGCTGCTCAGCATCGGTGATGGGCTC 
CATCACACCAGAGCAAGACGCACTGAGGGTGGGGTAAGGGAGGAGGGAATCTCTCTCCCT 
CTTGAGATCCTTGGCTAGGTGAGGAAGAAAGAGGAGGCAGGCTCTCGTAGGAGGGAGACA 
CATAACCTGGCAGCCTTCTCCGCGGGAACCTGAGCTGTTTCCCTGGGTTCTGGCGTCAGA 
CTGTCCTAGTTGCTCACCCTGATTAGATTGTCCATGACCaTCAGGTGATTCTGATGAGGA 



CTGGGGCTCACCACAGTTCACCCCCTCTCCAGGGAGCACAATGGCCTTTCCAGTGAGTGC 
GGAGAGCTGAAGGGGGCTTCCCTGAGCTCTTCCCaCTGCaCTGCCACTGATAAAAGCAGC 
TGTAGGTTTTGTTTTTGTTTGTGCTAAATATAAACACAACAAGGAAAGACCCATTCGAAG 
GGCTTCCCCGGGGTCATATCCTTGGCTGTCATGTCTGCAGATGGCAGACATGAGTTCCCT 
TTGAGTGCCAAAATGTCTCTCAGTGTTGGTGCCTGTCCTTGCCTGCTTGGCACTGCCAGG 
GAGGCTGTGATGACAGAGCCTTTCAAGGACTGCAAGTAGCAGGCTCCTTTTGCAGAGGTC 
ATGTTCTCTTGGGTGACCCrrCCCGATGGACAATTTGGAAAGGCCCCTGAGAGAGCCXrCTG 
AGTAGTTTCCATAGCCCTGTTGCTACACGaSTTTGAATTGTTTTGGCCTGGTTTTCTGGG 
ATCCrC3«:a3TACTCTGGTTGATGAACTAAGCraAGACa^TAGACaTCAGGCTTTCTTTG 
CAAATAGTGCAGGGTTGGGAGTATTGGAACAATTCTTGCCECTATGGTCTCTAAAGTCTT 
GCACAGAGTGTATGTGTGCAGAAAGCCTATGGAGGCTCTGAAGAAGGTAAGCAGGTGACA 
TTTGTTGCCAGTTTTATCTCTAGCTTCGTTCAGGGTGGGGAGTTTAGGTGAGCTATGTAA 
TCTGCTTGTCCTCTTGAGAGGAGGCAAGTGGCCGGCCATTGGGTGAAGCACATCCGGGCG 
GACTGTGGTGGGCCTTGGAATTCCTAGATAAGGAAGTGCTAAACGGTCTGAGGGCTTCTG 
CTGCTGGAGGAGAGGCAGAAGCGCGGTGGCTGTGAGGGCCACCAAATAAGGAAGGCCGTC 
CTTTTTCTCCACCTTATCTGTGTGCATGCCaGTGAGCAGAGCAATTTCCTCATTCTCCGC 
AGCATCCCCAAACATGGTTTGGAAGAGACTGTAGGTGCCGCGTGGAGCAGGAGAGTCTGT 
GCCCaCAAACAGGCTCTTCCCTTTCTTGGGGGAATTCAGTTTAGAAGGCTTGGGCGAGCT 
arTTCTOTGGGAAATCaTCCTGATTTCaCTCTTGCAGATTTTCCTGACTTCTCTTTGGTG 
TTTCCCAATGATGTTTTCCAATGAGTCATTCTTGGCTGTGAGGATGATTGGATCTGGGGG 
TGTTTGTATTTCTTCCTGATTCGCATACGCCGCGGCCAGCTTGTCATCTCCCTCTTGGGC 
TTCCCAGACACTAAGTCTGGAATGAAAATTCACCTGCCTCTGAATTGGCCACTGGTQGGG 
GCAGGGGTGTGACTTGGCTTCCCAGGCTGGAAGATTATCTCACCCAGCCCTAGCTATATA 
ACGGGCTGGTGTGGAGGGGCTCCACAGGGCCAGTTCCAGGGGTTCATCCACAAGAGAGAA 
AAACATAGACTCACGGCTGCCAACATGATGGTACTGAGAGTAGAGGAGCTGGTAACAGGC 
AAAAAGAACAGCAATGGGGCCGCAGGGGAATTCCTTCCTGGGGAGTTCAGAAATGGAGAA 



GTGAAGCAGGGGGAGGAACAACGGAAAAGCGAGAAACTGCGAGAGGCAGAGCTCAAAAAG 
AAAAAACrAGAACAAAGATCAAAGCTTGAAAACTTAGAAGACCTTGAAATAATTGTTCAR 
CTGAAGAAAAGGAAAAAATACAAGAAAACCAAAGTTCCAGTTGTGAAGGAGCCAGARCCT 
GAAATTATGACTGAACCTGTGGATGTGCCGAGGTTTCTGAAAGCTGOGCTGGAGAACAAA 
CTGCCAGTTGTAGAGAAATTGGTGTCAGACAAGAACAGCCCCX3Aa3TCTGCGATGAGTAT 
AAACX3GACX3GCACTCCACCGAGCATGCTTAGAAGGACACTTGGCGATCGTGGAGAAGTTA 
ATGGAGGCTGGAGCCCAGATTGAATTCCXSAGATATGCTTGAATCKACAGCCA^CCACTGG 
GCATGTCGTGGAGGAAACGCAGATGTCCTGAAACTGTTGCTGAACAAAGGAGCCAAAATC 
AGTGCCAGAGACAAGCTTCTCAGCACAGCX3CTGCATGTGGCGGTGAGGACTGGTCATTAC 
GAGTGCGCTGAGCACCTCATCGCCTGCGAGGCTGATCTCAATGCCAAGGACAGAGAAGGA 
GACACCCCACTGCATGATGCTGTGAGGCTGARCCGCTATAAGATGATTCGACTCTTGATG 
ACCTTCGGTGCGGACCTCAAGGTCAAGARCTGTGCTGGGAAGACCCCCATGGATCTGGTG 
TTGCACTGGCAGAGTGGAACCAAAGCAATATTCGACAGCCTCAAGGAGAATGCCTACAAG 
AACTCTCGCATAGCTACATTCTGAGAAAAGAGACTCAACAGGAGCTGTTCX3CAGGCATTT 
TTTAAAGCATTTCCCAACAGAAGAGCAACTAGCAATRAAATCCAGCTTTTGTTTGCCAGC 
CAAATAGGGAGAGATGCTCAAAGAAGCTTCAAGAAAGCACTGGGTTCTAGGTGTTAAAAT 
ATCCTCTAGTGATGTTCACCACTTTTATTTATTCCTACCTATTTATTTATTTCATAGCAC 
CAGTATTCAGGCTTTCATGAACATCATTTTGGGGGAGCAAGACTTCATCTGTATGTACAT 
TCAGAGTCTTCrCATAGCTCTTAAACCGTGTGGGTGAATGGTGTCTAATTGCACCCCTTT 
GTGTTCTCACTTGCATAAAGCTATTCAAGGTACTTTTTAAAAGGCAAGGGTTGATCCCCG 
CAGCCCTTCTCTGAATTCTCACTGCTGATATCTGAATGAAGCAAC»GAAGGCACGCAGTA 
ACGCAGACGGGAACGGAAGCAGTTCCGCAGGACTGGCGCGGAGGCTCGCCACCCACCCAC 
AGATTTGGTTCGGTTTGGTTGTTTACCAGATCACATGATGTCGATGTCCCAAGGTGAAGG 
CAACGTCAGGAGTGCCGCATGTAGGGAGATGGAGGGAGTAGGCAATCGGGCCARGGAAAA 
CTGAGTTCGATGAAAGAAGAAATCAAAAGGACACGCGCTGTAAATGTATAAATGTATATT 
GTGTTGTATGTATATTTTATATTTATAATAAATGCAAACTAATTCTCGG 

>M_1,0.0_11385 Mus rausculus choline kinase (Chk) , mEMA cr: gi-7304958/// 
[Mouse_jongleur_201102.6600.Cl] [SEQ ID MO: 99] 

GCCATTCCCCGCGCCGGCCCCCAGAGGCGGGCATCCAECCXSGflCCCTGAGTGTGGCCCTC 



CCCCCGCCGCCATCACCGCCGCTAGCGGACGAACAACCCGAGCCCCGGACCAGGCGCAGG 
GCCTACCTGTGGTGTAAGGAATTCCTGCCCGGAGCCTGGCGAGGCCTTCGCGAGGACCAG 
TTCCACATCAGTGTCATCAGGGGTGGTCTCAGTAACATGCTGTTCCAGTGCTCCCTGCCA 
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GACTCCATAGCCaGCGTTGGCGATGAGCXITCGGAAAGTGCTCTTGCGGCTCTATGGGGCA 
ATCTTAAAGATGGGGGCTGAGGCXSATGGTTCTGGAGAGTGTTATGTTTGCCATTCTTGCA 
GAGAGGTCACTTGGGCCAAAACTCTATGGCRTCTTTCCCCAAGGCCXSACTGGAGCAGTTT 
ATCCCGAGCCGGCGATTGGACACTGRAGAGTTACGTTTACCAGATATTTCTGCAGAAATA 
GCTGAGAAAATGGCCACATITCATGGTATGAAAATGCCATTCAATAAGGAACCAAAATGG 
CTTTTTGGAACARTGGAAAAATACCTGAATCAAGTACTAAGACTCAAATTCAGCAGGGAG 
GCCAGAGTTCAGCAACTGCACAAGATCCTCTCTTACAACCTGCCTCTTGAGCTCGAGAAC 
CTGAGGTCATTGCTGCAGTATACTAGATCTCCAGTTGTATTTTGTCATAATGACTGTCAA 
GAAGGTAATATCTTATTGTTGGAAGGCCAGGAGAACTCTGAAAGGCXK3AAGCTGATGCTT 
ATTGACTTTGAGTACAGCAGTTACAATTACAGGGGATTTGACATTGGAAATCATTTCTGT 
GAATGGATGTATGATTATACCTATGAGAAGTATCCTTTCTTCAGAGCGAACATTCAGTIAG 
TATCCTTCCCGAAAACAACAGCTCCATTTTATTTCCAGTTACTTGACTACATTCCAAAAT 
GATTTTGAAAGCCTCAGTAGTGAAGAGCAGTTTGCTACAAAAGAAGACATGTTGCTTGAA 
GTCAACAGATTTGCTCTTGCCTCTmTTTCCTCTGGGGACTTTGGTCCATTGTACAGGCC 
AAGATCTCATCCATTGAATTTGGGTACATGGAATATGCCCAAGCCAGATTOSAGGCCTAC 



GAAGGCCTGGATGTCTCACTACTGAGCACCX3ATGTGTATGATACTACAGACTATATTAAA 
GTGGAGTAACATTTCTTTCATCTTTGTTTACACTCTCaCTAGGACTCTGAACCATGATTG 
GAAGCAGAAATATAGTACGATAGTGCAATAGCTCAGAACCrGCCTAAACTGAAGaCCTTT 
TGGCTGCATGGCTACAGCTTTCAGCCACTTACGGCCCCAGCTGGACAGAGCAGTGCTGTG 
TGGGTACTCCAAGTGCTGACTTAGGATATTAATGTGCTGCAACACATTTGTCACCAGGCT 
TTGAA6GTGACAGCCTGACAATGTGTTGGAGACACTTCTGAAGGGCAAGTGAACAGACAT 
ACTGTGAAGTGGCTCAACAGGAGGAGCCTGAGTTGTGGGGTCTATGGATGGCAACCAGCT 
GATTCTGTACAG6GTACACTTGACTGTGGGTATGCAGGTGGCAGCTGCAGCCCTCCTGTG 
CTTGTGTACGCaTGACTGCATGGACCAGCACCACTGCCTGGCCATAACTTCAGTGTCTCC 
TAACTGGGTGTGCTTTATAGCTCa«3CrrTCCTGGGAGGAGCAGTGGAGCCaGCTCCCTCa 



AGCTGCTTCCCATCTGATGTCACTGGGAGACAGCAGCTGTCTGTGGGGTATTGGGGTGCA 
GGTAGATTAGAGCTGTGAAATCCSVTGTAOVTTAATACCCAATGGGATAAACTTAGATTTT 
TTTTTTACTCTGAACTCTGAATTGTTTGTGCACATATTTCTGCTACCaCCAAGACTGTAT 
TATACAGATAAATAAACAACTTGAAACCTG 

>H_1.0.0 45987 Homo sapiens mutant guEinine nucleotide-binding protein G(s), alpha subunit mHNA, 

complete~ods si!-^i-314263S/// [Human_jongleur_201102 .cl .4319 .singlet] [SEQ ID NO; 100] 

ATGGGCTGCCTCGGGAACAGTAAGACCGAG6ACCAGCGCAACGAGGAGAAGGCGCAGCGT 

GAGGCCAGCAGCAGCTACAACCAGACCAACCGCCTGCAGGAGGCTCTGAACCTCTTCAAG 

AGCATCTGGAACAACAGATGGCTGCGCACCATCTCTGT6ATCCTGTTCCTCAACAAGCAA 

GATCTGCTCGCTGAGAAAGTCCTTGCTGGGAAATCGAAGATTGAGGACTACTTTCCAGAA 

TTTGCTCGCTACACTACTCCTGAGGATGCTACTCCCGAGCCCGGAGAGGACCCACX3CGTG 

ACCCGGGCCAAGTACTTCATTCS3AGATGAGTTTCTGAGGATCAGCACTGCCAGTGGAGAT 

GGGCGTCACTACTGCTACCCTCATTTOM^CTGCGCTGTGGAavCTGAGAACATCaSCCGT 

GTGTTCAACGACTGCrGTGACATCATTCAGCGCATGCACCTTCGTCAGTACGAGCTGCTC 

TAA 

>M 1.0.0_S32S2 AV304517 Mus rausculus cDNA, 3" end as: gi-lS393fill/// /clone=5730521N16 /clone_end=3 ' 

/gb=AV304517 /gi=16393Sll /ug=Mm. 73963 /len=6S3 [gnl | UG | Mra#S839272] [SEQ ID NOi 101] 

AATCCAAAAATCAAATTGAGGGGAAAAGGGGACAGAGAGATAGCTCAATGGTTAAAAGCA 

CTTGTTGCTCTTCCAAAGAACTTGAGCTAGATTCCCAGCACCCTCAAAGTGGTTCATAAA 

ACTGACTTCAGTGTCAGTCATACACAAGTGCAGACACAATATAAATTAACTACAACTTTA 

AAAAGTCAAATACAAGAAACTTCCACGGTATTTTTGTATGTCACTTAACTGTACAATGCA 

TTTTCTAAGGACTATiAATATTGAATTAATACAAAAGTTATAGATACCTAAAGTACCTAAG 

ATGACATGTCAGGAGGGGCGACCTGAAGCCaGCAACAATAGCTGTTCCTTACACCAACGC 

AGTTTCTACTACCAACATCTCTACTGTTCTTTCAAATATGCACTGTGGTGCAAGTTTCAA 

CTTTACTGCTCTATAATAATACCACTAGCTAAGTACCTACTTCKTCACACAAAACAGTTT 

CACCTTTTTGGCTACCGCCaiTAaiCAATGTTACa\AACrTGCTTCAATTGATAAACTAG 

GCATCCCTTAATCCGCTGGGTAATTTTCTTTGCTACACXITGTAGCAAATCAAGTTATTCT 

GGCAGTCAACCAACAACAGAAAACTGCATATTTATCTTGCAATACCATGTATT 

>H_1 .0 .0_13522 Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP) , member 10 (ABCCIO) , raRNA 

cri gi-21541819/// [Human_jongleur_201102 . 5425 . Cl] [SEQ ID NO: 102] 

TTCTAATGATCCCATCACCAAAGTAGCAAACGTAGTACCCAGGATTTTTTTTTCCTAGTT 

AGTCTTCATGTTAAGTACAATCTTACCTCAAAATTGTTAATGTCTGTGGTTTAAAAAAAA 

ACATGAATCAGAAATGGTGTGGGTAGTTTAGAAAATGAGTTAGGTTCAGGTGGCCGGTTA 

GCTCAGTTGGTCAGAAAATGAGTTAGGTTCATCTGGGAAGACTTCCTGGGAGAAAAGACC 

CTGGGTTCTGAGGTAAAGTGGAGTAGGGATAAGATGTGCAAGGCAGGAAGGGAGTTGATT 

CCTTAGGTAAGTGAATTATTGGAGGTGAGGGGTATGTCTGGCTCCTGGGTCAGCCACGAT 

GTGCCTCCTTGTCTTCCCCCTTGTCCCCAGGAGTCCAGATTACATCCTACCCTGCAGTCC ' I 

TGGATGGCGCCTCCGACTTGCAGCTTCCTTCCTGCTTTCCGTCTTCCCGCTGCTAGACCT 

TCTTCCAGTTGCTTTGCCACCAGGGGCAGGCCCAGGACCCATAGGGCTAGAGGTGTTGGC 



TTCCCCTCATGGCCACTCCCGGGGTCCCTTGGCCTTGGCCCTGGTAGCCTTGCTGCCAGC 
TCCAGCCCTAGTGCTGACCGTGTTGTGGCATTGCCAGC6AGGCACACTTCTGCCCCCACT 
TCTCCCAGGGCCCATGGCCCGCCTATGCTTGCTCATCC?rGCAGCTGGCTGCACTCTTGGC 
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CTATGCACTGGGATGGGCS^GCTCCTGGGGGACCaCGaGaACCCTGGGCTCAGGAGCCCCT 
CCTGCCaSAGGAGCAaCJUlCCTGAGGTGGCTGAAGATGGGGAGAGTCTGTCACGCTTTTC 

GGA(:aTTTGCCGCCTCCCCCACAGACTGC3M5CCAACCrACCTGGCTCGTGTCTTCC3«3GC 
5 ACaCTGGCAGGAGGGGGCACGGCTGTGGAGGGCCTTGTATGGGGCCTTTGGACGGTGCTA 

tctggc3vcttggactgctgaagctggtggggaccatgttgggattctcagggcccctgtt 
gctctccctactggtgggcttcctggaagaggggcaggagckactaagccacggcctgct 

gtatgaggtatataaggtaacacttcaggcacggggggctgtgctgaacatcctgtactg 
10 caaggctttacagctggggcccagccgccctcctactggggaggccctgaacctactagg 
cactgactctgaacggctgcttaactttgctgggagcttccatgaagcctggggcctg cc 
cctgcaactggccatcaccctctacctgctgtaccagcaggtaggcgtggcx;ttcgtggg 
tggtctcatcttggcactgctgctggtaccx^gtcaacaaagtgattgccackcgcatcat 
ggccagcaaccaggaaatgctacagcacaaggatgcgcgggttaagcttgtgacagagct 



AGAGGCCTGCCGGGCTCGAGAGCTGGGGCGACTCCGGGTCATC3UVATACCTGGATGCGGC 
CTGTGTATACCTGTGGGCTGCCCTACCGGTTGTCATCTCCATCGTTATCTTCATCACCTA 

tgtcctcatggggcaccagctcactgccaccaaggtgttcacggccctggcactggtgcxj 

20 agtgtccttggaccggatccagcttttcctcgaccttccaaaccacaacccccaggccta 
ctacagcccagattgtggtagattaggagcccaaatcaagtggcttctctgttcagatcc 

tggaaccagcctggagaccttcatcagtcatctcgaagtgaaaaagggtatgctggtggg 
caccgtggggaaggtcggctgtgggaagagctccctgctggctgccatcgctggagagct 

CCAGGAACCCTGGATCCAGTTTGCCACCATCCGA6ACAACATCCTCTTTGGGAAGACATT 
TGATGCACAGCTGTACAAGGAGGTGCTAGAAGCCTGCX3CCCTC3iATGATGACCTCAGTAT 
CCTGCCTGCTGGAGACC3«3ACAGAGGTGGGGGAGAaGGGTGTCaCCCTTAGCGGAGGACa 
GCGTGCCCGGATTGCCCTTGCTCGTGCTGTCTACCMGaAAAGGAGCTCTATCTCCTCGA 
30 TGACCCTCTGGCCGCTGTGGATGCAGATGTGGCCAACCACCCGCTGCACAGGTGCATCCT 
GGGCATGCTGAGCTACACCACACGGCTGCTCTGCACCCACCGCACTGAGTACCTGGAGAG 

ggctgacgcggtgctgctgatggaggccgggcgcctcatccgggctggacctccccctga 
gattctgccactggtacaagctgtccccaaagcctgggctgagaatggacaagagtctga 
ctcagccacagcccagw3agtacagaacccagagaaaacaaaggaggggctggaggagga 
35 gcagagcacatctggtcgcctgctgcaggaagaaagcaagaaggagggcgccgtggcctt 
gcacgtgtaccaagcttactggaaggccgtgggccagggcttggccttagccaccctctt 
ctctctgcttctcatgcaagccacgcggaacgctgctgactggtggctctcccactggat 
ctctcagctgaaggctgagaatagctcccaggaggcgcaaccctccaccagcccagcttc 

TATGGGGCTCTTCTCTCCGCAGCTGCTCCTCTTTTCCCCTGGAAACCTCTACATCCCAGT 
40 GTTCCCACTGCCCAAAGCTGCCCCCAATGGCTCGTCAGACATCCGTTTCTRCCTCRCCGT 



AGC»GGCACCCTTCAAGCaGCTGCCACTCTGCATCGCCGCCTGCTGCATCGAGTCX:TTAT 
GGmCCMTGACTTTCTTCAATGCCACACCCACGGGCrGGATCCTaAACCGCTTCTCCTT 
TGATGTGGCCTGTGCX3GATGACAGCCTGCCCTTCATCCTCAACATCCTCCTGGCCAACGC 

45 GGCAGGCCTGCTGGGGCTCCTGGCCGTGCTGGGCTCTGGCCTGCCCTGGCTGCTGCTCCT 
GCTGCCGCCTTTGAGCaTCATGTACTATCACGTGCAGCGCCACTACAGGGCCTCCTCACG 
GGAGCTGCGGCGCCTGGGCAGCCTCACCCTGTCTCCACTGTATAGCCATCTGGCCX3ATAC 
CTTGGCT6GCCTCTCTGTGCTCCGG6CCACAGGGGCCACCTACAGGTTTGAGGAGGAGAA 
CCTGCGACTCCTTGAGCTAAACCAGAGGTGCCAGTTTGCCACCAGTGCCACAATGCAGTG 

50 GCTGGACATTCGGCTACAGCTCATGGGGGCGGCTGTGGTCAGCGCTATCGCAGGCATCGC 
TCTGGTGCAGCACCAGCAGGGCCTCGCTAACCCAGGGCTGGTGGGCTTGTCGCTGTCTTA 
TGCCCTGTCCCTGACGGGCCTGCTCTCGGGCCTGGTGAGCAGCTTCACACAGACAGAGGC 
CATGCTGGTGAGCGTOSAGCGGCTGGAAGAGTACACCTGTGACCTGCCCCAGGAACCCCA 
GGGCCAGCCACTGCAGCTGGGCACCGGCTGGCTGACCCAGGGGGGCXSTGGAGTTCXaGGA 

55 CGTGGTGTTGGCGTACX;GGCCaGGGCTGCCGAaTGCCCTGGATGGAGTGACCTTCTGCGT 
GCAGCCTGGAGAGAAGGTCGGCATCGTGGGACGGACCGGCTCCGGCAAGTCTTCCKTGTT 
GTTGGTGCTCTTCCGGCTGCTAGAGCCCAGTTCAGGGCGAGTGCTGCTGGACGGOGTGGA 
CACCAGCCAGCTGGAGCTGGCCCAGCTCAGATCCrAGTTGGCTATCATCCCCCaGGAGCC 
CTTTTTGTTCAGTGGGACTGTTCGGGAAAACCTGGACX:CCCAGGGCCTACATAAGGACAG 

60 GGCCTTGTGGCAGGCCCTGAAGCAGTGCCACCTGAGTGAGGTGATTACATCCATGGGTGG 
TCTGGATGGTGAGCTGGGTGAGGGGGGCCGGAGCTTATCTCTTGGGCAGAGGCAGCTGTT 

gtgtttggccagggctctcctcacagatgccaagatcktgtgtatcgatgaggccacagc 
aagtgtggaccagaagacagaccagctgctccagcagaccatctgcaaacgctttgccaa 
caagacagtgctgaccattgcccataggctcaacacgatcctgaactcagaccgggtgct 
65 ggtgctacaagcggagagagtggtagagctggactccccggccaccctgcgcaaccagcc 

CCACTCCCTGTTCCAGCAGCTGCTGCAGAGCTGCCAGCAGGGAGTCCCTGCCICACTCAG 
AGGTCCCTGAGCCCAATCCCACACCCTGCAGAGTTCTCCCCTCTCTCTGATCCAGGCCGG 




70 AGCATCCTGAGGCTTCCCCAGAACCAGGCCTCTGCTCTGGCCCTCT'IGCATCTGGAACGC 
CaGGTGGGTTTTTCTGGCATAGGAGCCCACTTGCATTTTCATAGTTTTATTTGATAAAAT 



15 





;CC?rCTGCACCCTTCTCCGGGCAGTGCTCTTTGC 
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TCCATCTTACATTCTGTGTATTAAAAAAATAATATTTCTGGTGT 

>H_1.0.0_1S0S3 Homo sapiens hypothetical protein FLJ10815 (FLJ10815) , mRNA cr: gi-8922691/// 
[Human_jongleur_201102 .S327.C1] [SEQ ID NO: 103] 
ATGTGATGCATGCTCACGTGTCTCCGCA6CCGGCTCGGGAAAGAATCCCCCAAGCTCCAT 
TTCATGAGTAAGCGTGAGAGCCXSCTCAGTTTCCTCCAGCTCTGCTCAAGCCAGCACAGAA 
6TAGCCa\ftACTCrrTCarrCrrGCTGACAGCaARTTTTAGGCy«iAGTCTTGAGAAAGAAG 
AATTGGGTCC3«3AAAGGGAAGTGAGGAGAATCAGATCCCAGACCTrTGGGGAGaAGGAGC 
AACCGCCTCTGGCACAGCCCaTCAGGGAGAAAGAGCAGGTTGAGAaGAGTCCTaAGCTftA 
CAGCCCCAAACAGCTGGGTGTTGCTCAGCTCCCTGAGGCATGTGGTTGTAAGGCAGAACC 

TACAGOSAGTGGGACTTGAGCACGGATGCCGGGGAGCGGGCTCGGCTGCTGCaGAGTCCC 
TGTGTGGACACAGCCCCCAAGAGTGAGTGGGAAGCCTCTCCTGGGGGTCTGGACAGAGGC 
ACCACTTCCACACTTGGGGCCATCTTCftTCGTCGTCAACGCGTGCCTGGGTGCAGGGTTA 
CTCAACTTCCCAGCAGCCTTCAGCACTGCGGGGGGCGTGGCAGCAGGCATCGCACTGCAG 
ATGGGTATGCTGGTTTTCATCATCAGTGGCCTTGTCATCCTGGCCTACTGCTCCCAGGCC 
AGCAATGAGAGGACCTACCAGGAGGTGGTATGGGCTGTGTGTGGCAAGCTGACAGGTGTG 
CTATGTGAGGTGGCCATCGCTGTCTACACCTTTGGCACCTGCATTGCCTTCCTAATCATC 
ATTGGa3ACCAGC3«3GACAftGATTATAGCTGTGATGGCGAAAGAGCCGGAGGGGGCCAGC 

CCCCTCTCCaTCCCCAGGGAGATTGGTTTCCAGAAATATGCCAGCTTCCTGAGCGTCGTG 
GGTACCTGGTACGTCAC7iGCCATCGTTATC3VTCAaGTACATCTGGCCaGATAAAGAGATG 
ACCCCAGGGAACATCCTGACCAGGCCGGCTTCCTGGATGGCTGTGTTCAATGCCATGCCC 
ACCaTCTGCTTCGGATTTCAGTGCCACGTCAGCAGTGTGCCCXSTCTTCAACAGCATGCAG 



GTCTACATGGGGACAGGCATCTGTGGCTTCCTGACCTTTGGAGCTGCTGTGGATCCTGAC 
GTGCTCCTGTCCTATCCCTCGGAGGACATGGCCGTGGCCGTTGCCCGAGCCTTCATCATC 
CTGAGCGTGCTCACCTCCTACCCTATCCTGCACTTCTGTGGGCGGGCGGTGGTGGAAGGC 



CGAGTGCTGCAGACBCTGGTCTGGTTCCTGCTCACCCTGCTGCTGGCGCTCTTCATCCCT 



CCAGGGCTGTGCCTCATTCAAGCCAAACTCTCTGAGATGGAAGAGGTCAAACCaGCCAGC 
TGGTGGGTGCTGGTCAGCTACGGAGTCCTCTTGGTCACCCTGGGAGCCTTCATCTTCGGC 
CS«3ACa^C3«3(X3^GCa^TCTTTGTGGATCTCTTGGCATAACCM?rGCCTCCXU^GGGAA 

GTCCACGATCATTCCAACTGGTGGGATGACATCCGGACATCCTCTTCCAGGGACTGGGGC 
AAACTCAGGCCCCACACCTCTGGACAGCTCAAATCCAGTCCCCTTCCTGCTCCCCAGTCC 
TGGCAGTGCCGTGGATGGCGGCAGGAAGTCTCACATCATAGAGGACCCCTCCTCCTCTCC 
CAGTTCTCAACTTCTCCATGCCTGGAATCCACGGGTGAAGAGAGTCGGTAGATCTCATAA 
GAAAGAATCCAGTCTGACTTCCCTCTGGAGAATGACTATGGACMSAAGGCCACCATCCTC 
CACAGAGCACCCTGTCCTGAGTAGGGGTTGTGCTCATTACCCCAGGCCAGTGGTAGCrrC 
CTCAGGAGCCTGGCCACTTCCAAAGGTAGCACTGAAGTCGTGCAAATACATAGTCAGGTA 
GATTCAGACCTTGTCCACACCTTCCTGGGCAACCCCCACCAXGAACCTGTCAGCCrCTTT 
CCCATAGCTAATAGAa^TTTCCCAGGCCTTGAGGGGCCCCACCCTGTCTCTTTCATCAAA 
CCTGATGGTCCAGGCTGGGCATCCCTCTCCTCCTCCATCCCCAGACaTCACCAGGTCTAA 
TGTTTAaWWX3GIGCXa«3CCCGGCTCTGAAGCCau«3GGCCGTCX;CGTGCC3«:GGTGCTG 
TGAGTATTCCTCCGTTAGCTTTCCCCATAAGGTTGGGAGTATCTGCTTTTGTGTCTGAGA 
TGGGCCCCTCTTTTCAGAGGCCGCAGGGTGGGTGATGGAGAAGGCTGAGAACCTTTCAGA 

AGTGATGTTTTCTCTTCTCCCTGCCTTTCCTCTGCCTCCTCCCCTGCCAGCCCTAGCGTG 
ACTACCCAGAGAC 

>gi|4483340|gblAIS50977.l|AlsS0977 vjisdos.yl Barstead mouse irradiated colon MPLRB7 Mus rausculus 

cDNA clone IMAGB:922185 5', mRNA sequence [SEQ ID NO: 104] 

AATTCGTCGACATGCAGTGGCACCAAGAAACCAAACTTGGGCTGGTGACGTGGTTCAGCA 

GAGCTTGTCMCAAGTCTGATGACCTCAGTCCAATCCCTGGGACCCACaCAGATGGAGAG 

AGAGAGAACTGACBCCCaaW«3TTGTTCTCTGACCTCCACATGTACACCACTGTGCTCAC 

CCCAAATACACAAATAAATGTAAATTAGTCATA 

>H_1.0.0_37455 Homo sapiens mRNA for putative 40-6-3 protein sii gi-15216167/// 
[Human_jangleur_201102 .ol. 56. singlet] [SEQ ID NO i 105] 



CAGCTCCGGCGGCAGCAACAGCGACTACGAGGGATGGCGGCX3GCTGCAGCAGGAACTGCA 
ACATCCCAGAGGTTTTTCCAGAGCTTCTCGGATGCCCTAATCGACGAGGACCCCCAGGCG 
GCGTTAGAGGAGCTGACTAAGGCTTTGGAACAGAAACCAGATGATGCACAGTATTATTGT 
CAAAGAGCTTATTGTCACATTCTTCTTGGGAATTACTGTGTTGCTGTTGCTGATGCAAAG 
AAGTCTCTAGAACTCAATCCAAATAATTCCACTGCTATGCTGAGAAAAGGAATATGTGAA 
TACCATGAAAAAAACTATGCTGCTGCCCTAGAAACTTTTACAGAAGGACAAAAATTAGAT 
AGTGCAGATGCTAATTTCAGTGTCTGGATTAAAAGGTGTCAAGAAGCTCAGAATGGCTCA 
GAATCTGAGGTGTGGACTCATCAGTCAAAAATCAAGTATGACTGGTATCAAACAGAATCT 
CAAGTAGTCaTTACACTTATGATCAAGAATGTTCAGAAGAATGATGTAAATGTGGAATTT 
TCAGAAAAAGAGTTGTCTGCTTTGGTTAAACTTCCTTCTGGAGAGGATTACAATTTGAAA 
CTGGAACTTCTTCATCCTATAATACCAGAACAGAGCACGTTTAAAGTACTTTCAACAAAG 
ATTGAAATTAAACTGAAAAAGCCAGAGGCTGTGAGATGGGAAAAGCTAGAGGGGCAAGGA 
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GATGTGCCTACGCCAAAACAATTCGTAGCAGATGTAAAGAACCTATATCCATCATCATCT 
CCTTATACAAGAAATTGGGATAAATTGGTTGGTGAGATCAAAGAAGAAGAAAAGAATGAA 
AAGTTGGAGGGAGATGCAGCTTTAAACAGATTATTTCAGCAGATCTATTCAGATGGTTCT 
GATGAAGTGAAACGTGCCATGAACAAATCCTTTATGGAGTCGGGTGGTACAGTTTTGAGT 
ACCAACTGGTCTGATGTAGGTAAAAGGAflAGTTGAAftTCAATCCTCCTGATGATATGGAA 
TGGAaaAAGTACTAAATAAATTAATTTGCTCTCATCGTATTGTGTATATrCACCTAATGC 
CCATTGTGTATTGATATTGCaTTCTTGAATTTTGAACACTGAATATCTTTTTGAAAGATT 
ATACTTCTTTACCTCTTTGTGCTTTAGAAATTATTTTCCTTCAAGTGTTCAAGTCTAATG 

AATAAAGCATGTCATTTGCTCCTAGATAGATTCATTCTATCTAGTTGTGGGGATGGAGAA 
ATCTTTAATGGTATAGTTGTGGGGATGGAGAAATCTTTAATGGTATATTTTCGGTTATTG 
CCTTATTTTTGATACSVGTATTCTGTCaGTAATTTATTAGACCTGGCAGCTTTGGGTGAGC 

TTAGATTTTTCACCTTCAGTGTTACATTGTGTTTGCTTTTAAAAACTGCTTTTGA 

>M_1 .0 .0_15014 Mus musculus zinc finger protein 101 (ZfplOl) , raENA cr: gi-6S78628/// 
[Mouse_jongleur_2 01102. 9115. C3] [SEQ ID NO: 106] 
GAATCCCGTGTAGCTTTTGTGAGGTGTTGTGACAGCTGGTTTCAGTCAGTGCCACCTATT 
TTGTCGGCAGGCTCTTCCGAAGACCCCGCATGCGTCCGAAGCTGGAAATGGAACCAGTGA 
CCTTTGAGGATGTGGCTGTGAACTTCACCTCAGGAGAGTGGACTTTGTTGGATTCCAGTC 
AAAAGAAGCTCTACAGAGATGTGATGAAGGAAAACTTTTTGAACCTGATCTCCATAGAGA 

AAGATGGTGAATGTGAACGTGGTTGTCAATGTGAACAAACCCAGGCACAGAGTCCGGAGT 
ATATTGTTAATGAGGACATGCCTCCTGCAGCAACAGGATGTGGAAGCAGTTTGTATGTGA 
GAAACGTCATTGGTAATTCACCCTGGGATGTACACCTCAGTGGTCAAACTCAAGAGAAAC 
CATTTGAGTGTAAGGAACCTGTGGAGAAGGCTTTTAAACCTGAGGAATGCTGGGAAGATA 
TGGGTCATTCTAAGGCATTTCAGGTTCATGGAAGTTCTCGAGAGAAATCCTATGAAAATC 
AGCAATGTGATGCAGCTCATAGAAACCTCCATTGTGATCCGCATCATGAGAGAACGCATG 
ATGGAAATAAAAACAATGA6AATACCTTTATGAAGTGTACATCTGACCAGATCGATGAAA 
AACTCCACAGTGAAGTAAAGCCATTTGTGTGTAAGCAGTGTGGAGAAGCCTTTGTTAATT 
CCAGTCACCTTATCAGTCATGAGCGAATrCATATTGTAGAAAAfiTGTTATATTTGCAAAC 
AGTGTGGGAAAACATTTAGATATTTGTCaTGCTTCCAAAAACATGAAAGAATTCACAGTG 
GAGAGAGGCCTTATGTGTGTGAGCAATGTGGGAAAGGATTTATTCAGTTGAAATACCTTC 
TCATGCACCAAAGGAGTCATGGAGAGAATTCTTATGAATGTAAACATTGTGAAAAAGTCT 
TCACTATITCCAGTGTCCATAATGTTCATGAAGATATTCAAGATGGAGACAAGCCATATT 
CATGCACACATTGTGGSAAAGCTTTCTCrAGTCCCAGTGACTATAATAGTTGTGAAAGAA 
TTCACACTGGAGAGAATCCCTTTGTATGTAAGAAATGTGGGAAAGCCTTCAAACGTTTGG 

GTGGAAAAGCCTTCACCAGTTCCAGTGACCGGAACAGTCATGAAAGAATTCACACTGGAG 
AGAAACCCTTTGTCTGTAAAACCTCTGGGAAAGCCTTCAGTCGTTCTGATTATCTTATCA 
ATCATAAAAGGATTCATACCGGAGAGAAGCCTTATCC6TGTAAGTATTGTGGGAAAGCCT 
TTGCCACTTCCAGTGACAGAAACAGTCATGAAAGAATTCATACTGGTGAGAGATCCTTTC 
TGTGTAAAAAATGTGGGAAAGTGTTCATTCTTTCTGGTGATCTAATCAAGCaCGAGAGGA 
TTCAOVCTGGAGAGAAGCCTTATGCCTGCAAACaTTGTGGAAAAGCTTTCACTACTTCaA 
GTGCCCGCAACMTCATGAAAGAATTCACACTGGAGAGAAGCCGTATACATGTAAGCATT 
GCACAAAAACTTTTACCaCTTCXaGTACCCGTAACAGTCATGAAAAaACTCaCACTGCAG 
AGAAGCATTTTGCGTGTAACCTTTGTGGGAaAACCTTCAACAGTCAGAGTTCCTATTACA 
CTCATAAAAAAATACACTCTATGAAAGAGAAACTTTATGTATGTAAACaCTGTGGGAAAG 
AATTCACTTACTGTGGTAATTTCCTTAAGCATGAAAGAAGTCACACCaTGGAAACATTAT 
CCATATGAACAATAGGTAAAAGCATTTCTGGGTCCTACATCCCATTAGAAACCTATATAA 
AAATCTCACAGTACAGAACTTGTATAACTATAAACTGTGTGGTCAACTTGCCTTTATTGT 
GAGGTATGGAAAAAGTTTGGGTGGGCCACGCGAGATAGCTTAGCTAGTCaTGGTTCTTTA 
GGATAGCCTGATTTTGATTTTAACCCTGAAACTCACATGGAGTTCCCAAAAGTTGTCTTC 
TGAGTTCCACATGTACAACATTGAATGTATTTGTGTATGTCCACMATAAAGTAAATAAA 



AAAATGTAATTTTAGCCCTAAAATACCAGCATATGTAGGATGAAATCCTGTTCCCATACA 
TATTTTGATGTCTATCTGCTTTCCTTACAGGTAGGGTAGGAGGCTAGCSUWUiTACAGTAT 
CTAATCCAGGACATTTGAATAGCACTTAGGACTTTTAAGGTGAGCCTGTTCCAACCAAAT 
GTAAATTTTAAAGAGAAAATAAAGCTGTGTGATTGAAATAGAATGTTTTCATGTAGTTAA 
ATCATATAAGGAGAATTTAAGTTTGTATATTTTAGAAATAACCTGAAAGAAGAACAATAA 
AATTTTAGCATTTTGATCTTTGGTTCATTCCCACACAAGACTGATTTTTGCTTTTTTGTT 
TGTAATCTTGGAGTTGAGATTTGCTTAATA 

>H_1.0.0_44847 Homo sapiens cDNA FLJ90669 fis, clone PLACE100SS19, moderately similar to Homo 
sapiens STE20-like kinase 3 (mst-3) mRNA si: gi-22761052/// [Humem_joiigleur_2011C2 .cl .3539 . singlet] 

[SEQ ID NO: 107] 

ATCACTCGAGCCCAGGTCCCAGCCACCACCACTCACAGCGCTCGGCGTTCAGGAAGAGGA 
GCAGCAGCGGAGGCGGCTGCTTC3VGCGGCGGGCGGGCGCCAGAAAGGCCCCGATCGAAAA 



CCGCCGCAGAAGCGGAGCGAGGCAGCATTCGCCTCCATGGCCCACTCGCCGGTGGCTGTC 
CAAGTGCCTGGGATGCaGAATAACATAGCTGATCCaGAAGAACTGTTCACaAAATTAGAG 
CGCATTGGGAAAGGCTCATTTGGGGAAGTTTTCAAAGGAATTGATAACCGTACCCAGCAA 
GTCGTTGCTATTAAAATCATAGACCTTGAGGAAGCrGAAGATGAAATAGAAGACATTCAG 
CAAGAAATAACTGTCTTGAGTCAATGTGACAGCTCATATGTAACAAAATACTATGGGTCA 
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GATCTTCTTCGAGCTGGTCCATTTGATGAGTTCCAGATTGCTACCATGCTAAAGGaARTT 
TTftAAAGGTCTGGACTATCTGCATTCAGaAAAGAAAATTCacaSAGACATAAAAGCTGCC 
AATGTCITGCTCTCAGAACAAGGAGATGTTAAACTTGCTGATTTTGGAGTTGCTGGTCAG 
5 CTGACAGATACAOUSATTAAAAGAAATACCTTTGTGGGAACICXaTTTTGGATGGCTCCT 
GAAGTTATTCAACAGTCAGCTTATGACTCAAAAGCTGACATTTCGTCATTGGGAATTACT 
GCTATTGAACTAGCCAAGGGAGAGCCACCTAACTCCGATATGCATCCAATGAGAGTTCTG 
TTTCTTATTCCCABAAACAATCCICaUlCTCTTGTTGGAGACTTTACTAAGTCTTTTAAG 
GAGTTTATTGATGCTTGCCTGAACAAAGATCCATCATTTCGTCCTACAGCAaAAGAACTT 
1 0 CTGAAACACAAATTCATTGTAAAAAATTCAAAGAAGACTTCTTATCTGACTGAACTGATA 
GATCGTTTTAAGAGATGGAAGGCAGAAGGACACAGTGATCATGAATCTGATTCCGAGGGC 
TCTGATTCGGAATCTACCAGCAGGGAAAACAATACTCATCCTGAATGGAGCTTTACCACC 
GTACGAAAGAAGCCTGATCCAAAGAAAGTACAGAATGGGGCACAGGACGAGAATAACGCT 



1 5 CCOSGCATCACAGATAAAATGGTGAAGAAACTAATTGAAAAATTTCaAAAGTGTTCaGCA 
GACGAATCCCCCTAAGAAACTTATTATTGGCTTCTGTTTCATATGGACCCAGAGAGCCCC 
ACCSUVACCTACGTCAAGATTAACAATGCTTAACCCATGAGCTCCATGTGCCTTTTGGATC 
TTTGCAACACTGAAGATTTGGAAGAAGCTATTAAACTATTTTGTGATGGCGTTTATCATT 
TTATATTTTGAAAGGATTATTTTGTAAGGTATAACTTTTAATACTATAGTTTCACCTGTA 

20 TTCTAGTAAATGTTGAGACACCGTTTTGCTTTTAAGTATCCCTATTTCTTAAGTTACGAG 
GATGAATACCTTTCACATTTTGATCTTTAGTTGACTCTACAGTCATGAAACATACAGGTC 
TTTCAAAGTCATTCTCAATATTCAGCTTTT6TAAATTATCAAGCTTCAAAAAGCTTTTTT 
TTTAAAAAAAAAACATGCATATTCTAAAAATGACTATTGGTGGGGAGGTGTAAATAAGTC 
ATACCTTCTTAAAACAGAAAATTTAAGTAAAGTCTTTTAAATGAAACCTGTAAAAGTATT 

2 5 GACTCTTCTACCAAGTTGGTATGATATTCCAGGCAGCTCAATGATTATCACATTTGAGAC 
CCTGTGTTTGAAGCATTTACAGGCAATGTACAGCAACAGAGGTACCTCTTGGTGTATAGT 
ATTTACATTCTCTTTTAGGTAGAAGAGGCAATTTTACCCTTATTTCACATGGTTAGAAAT 
TTAAAGCAAGATCATTTACCCAAGGATAGGTGTTTGGTAATGTTGAAGGAGTTAGTCTGG 
CTTCATGTTTTACATCTTCAACTAAAATCCCATACTATCTGCTTGGATTTGGAGAGCCAA 

30 AAAATAAAGCTGATTGTCATGTGATTAAATATCTGATCAAC3«3GTATGAATATAACTTAA 
ATCAGCATATTTTTGCCATGGTAATTiAATTGTCCTATAAACTATTTATATATTTTTGTTC 
TTCATAATTATCACTAATAAGCATCAGTTTGTTGTTTTTAAAAGGATATTTAAGTGAGCA 
TTTTCTAGTTCATATGAAAATAACCATAGTACAGGATGATTTCTGTCCaCACAAAGGTTA 
AATTAGATTGCACAGTTftATTTTCACTTATATTTATGGTACTATTATGTGGGTGATGCCT 

35 TTTTCTTTTAAGCCCAGTACATATATTATGCCTGCCTAAGTTCTGAACTGGGGCTGTATT 
TCAGTAGTTGTAGAATTATTGATATTTAGTTTT6ATAGCTAATGTTTAATTGTTTGGATC 
TGCaC3\GTTTGGTTTTTGCACAAAAGTCATTTAAAAAAATCTGA6TAATTGTCAAATATT 
AAAAGAAAGATATTCTTCCTGTAAGGAATACAGTTTTTAGTCAAAGTGGCCATTACATCC 
TCTTTTTAATTTACATAATACAGATACTTGAGAAA6TTGTTGTGGTGTTGTATGCCAAGA 

40 AAATTCTTTTTATTGGTGCCTATATTGTAAOU^TTATTTTTAATGCATTGTATTTTGAAG 
TAACGGTTCAGTTAAATTTTTCACCTGCTGTGTAACTGAAACaCAATTACAGTTTATAAT 
CATCTGTAGAAGTCTGGAGATAATTTTGCAACTCaTGTTATGGGTTAAATGAATATTTTT 
GTAAAAGTAAAAGCAACAAATTTATAAATTGATTATTTGAAACTTTACAACACAATTGCA 



45 GGTGAAGCATACTCCAGTGTTTTAGGGGTTTTGAAAATAAATATTTAAATTTCaCAGTC 

s-H_1.0.0_3 04 79 Homo sapiens raRNAj ODNA DKFZpS67B083 (from clone DKF2!pSS7B083) cr: gi-19584391/// 
/gb=AL713S8S /gi=19584391 /ug=Hs . 184492 /len=34S0 [Human_jongleur_201102 .16601. CI] [SEQ ID NOi 108] 
GGCGTTTATAAATAACTAGTTTACAGAGAGAATCACAAACAGGATAACTTAGTACCAGCA 
GTTTTTAACCTTGAC6TGAGACTAAAACGTGACCGTAGGCTGTTTTTTAGTTATTGCTCT 
50 CATGAGATGATGGCTGTATTTATCTGTTTATTTATACCTATTTATGTATTTATTTATTGA 
AGTGTGAAATTGAGCAATAGGCAGGCACCACCGTCCCCAGAGCAGGTCAGCGTCTCGAGA 
GGCCCCTGGACAATTGAG6ATGCCCATCCCCTCCCCTTTCCCTGATCTTTTACTGAGGGG 
CTGTGTGCGCGATCCTTGCAAATTGATGATGTTGCCATCCX3TACCCAGGCTGTGTCTCAT 
AAAAGTCGGCCTGGTGCCAGAGAGGACCTCCTTTCTCCCACAGAATCCCAGATCCTCAGG 

GCCCGAGAGCAGTCTGCATCCTGGGACCAGAATGCTTTCCTGGAAAAAGAAGCCTTTCAG 

GTTTCCCTGGGCCAGCATCTTCTGATGGAAGGTGGGAGCCAACACCCTTCTGATGGAAGG 

TGGGAGCCAACACCCTTCTGATGGAAGGTGGGAGCCAACACCCTTCTGATGGAAGGTGGG 

AGCCAACACCCTTCTGATGGAAGGTGGGAGCCAACACCCTICTCATGGAAGGCGGGATTC 
60 CCGCTTCTGAAACTCCCCCTGGAGTCTCACTCCCACACATGCCCATAGCTAGCATTCAAC 

AGAGAACTCTGTCTTAAGCTTCAACTGTGAAAATGATGACGGGCTTGTAGCACCTCAGCT 

TCTTTCCTCGCCCCCTTTTATCTGAATCCTATCAATTATTCTGATGCTGGGACAGGTGAG 

AAGAAACTGTGAAGTATATGAGCCTTTGAAAGTTCCCTGAAGTTTCTCAGTTCAGGAACA 

TTCTCATTGTATGTGGTCTCCGCTGTTTGAACAGCCTTCTAGCTAAAAAATTCCAAAGCC 
6 5 TTTATTTGGG AGTCTTAGCTTGCAAGCTTGTGGAAGGATTTAGCTTAACAACTGTCACTC 

CTGAAAAGCAATCTCTGTTCCATCAAGGTTCTAGTTGCTGGCCCTGTGTCCTCAAAGTTC 

ATTACATCTTATCAAGGCCTGTTTGCAAAGGGGAGATCCCETTTCTTAAAAAAGGCTCAA 

CCCAAAAGAAACCATTTCTTAAAAAATTTTACATAGATCAGTTCTATTTCTATTTAGCAA 

AAATGAGTGCTCTGCTTTTATTTGGGAATTTCGATGAAAAAGCGTTCAGAGTAGATAATG 
70 TTCATTTATCAAAAATCTGGTTTGGGAAATACCAAAGAGGCTTTGATTGAATTCCCTTTT 

GACCCGTGTGTAACTTCCTCTGGTAGTTAGACCCC3^GGCAGCTCCGAATTTGTGAACCTG 
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CTTa:TGATC3AATrCrrCCCTTGTTCCCCX:TTGGCTCTGCCATTATTTCGTTTTC3\GTGTA 
ATTTGCCAAGCCKC3«3TTTTCTGTGCTGGCTGTGCCTCTAGTCGCAGCTCTGTGACTGAT 
TCCCTCCCGGGTGCTGAGTCCCCTCCCCGGCCACCATCCTGCGTGAATATCCTGAAATTC 
ATGGGCTTCCTCGGGGGCCCGCCCGCAGGTGGTGCTGGGTGGGTTCCGCCACCTrCTCCT 
GGAAGGTGAGCCTTTTCCTGGCCaAGGGCAGCTGCCTTAACCTCTGAGAGTCTGCGCTTG 
GCCTTAGTCCTGGAGACCCAGCCTCCAGGGACTGAACCGTGCTGCTGTTGGGAGCCAAGA 
CCGGCCCTTTGGAGCCGGCAGCCCAGGGGTCCCTGCTGGATCAGAGAAATAGAAGCACCC 
GAAGACGGTTAGTGGCAATTCCTTGACCCGGTTTGCTTCCAAATGAAGGCCATTTGTCCA 
CCAGGCATTGAAAAGACATGACTTACCCAGTCCGGCATCGGACTTGAAAAATCGAAATTG 
ACATCACTCAGCTGTTACATTTCACATCCGATTCAGCCCCCTTTTATTTCC3^TGTGCTTT 
TCGCAGCCTTCCTGTGTTGGATGAAAGAGAATAAGAATTCAGCTGACAGGAGGCCTCTAT 
CCTGTCCCTCCACCCCACCCTCCACCTCAATCCCCTCCCATCTTCCCCAGACCTACCTCA 
CCTACTAGGACCTGAGGCAGCTCCTTAGCAGAGACCCCTGGGGTTTAGCTGACTCTGGGG 
GTCAGGGGTTCCrraTCCCCMACTTCGCAAGAC3«3CCCTGAAGTCACAAGTGCTrrCTTT 
TAAGTGGCaTTGGCaATTGGCGTGTAATGATGGCAGTAGAATCTGAATCTCXSGATCCCAG 
GCAGGGTTCACaTTTCCAAMCTTTTTGATTTCCCCTGACCTCTAATGGCTGGATCCTAT 



3TCACCGCCAGTACCTAAGTTAGGCTAACGGAGACTTT 
GACAGGACTGGATTTTTCTTCCACCAGAAGAGAAGCCTTTTCCGTTGGTTTGGGGCCACC 
TCTTTGACCaTGACCATGTGATGTTCCGTTTACAGTGACTTGCTTTGGGGGAGGGGAGGC 
TCTCTTAACCGATTCCCATGTTGTACAGTAGATGGTTAGACCTTTTGTATATTAGTGTGT 
TTTAAGTTATTGATTTGTTTTATATAAAATAATTTRTTTTTCAGGTGCCATTTTTCATTT 
TAACTTTGTTTTTACATGGGTTTGTTTTCAATAAAGTCTGACACTGGTGTCCA.!^GTCA 
ACAATAAAATGAATCCCATTGTGTTCTTTTGAAGATGCCTATGTAACTTTTAAGCTTTTT 
AAATTATTTTCAGAftAAAAAAAAAGAAAAGCCCTTATCAGITTTCCATCAGCCCATTGCC 
TTTTTATTTTTTTTTTTAATCCTTGTGAATAAATGTTCTTTAGTGTTTTAGGAGGAAAAA 
GCAaACCTAGATTTrGATAACCCAGaAGACTTCAGATTflATAAAGAAGCTTTGAAAGAAG 
ACCATTTTTCAAAATTTTAGTGAAGTGTGAATATTTTTTGTOUiTGGCTTTCTCAAAGAG 
AATGAAACTTTTGCaCCaTTTTCaVGAGTTTTTATAGAGATGCCaUiATTGATATATTTACR 
TGTAATGGAAACATGAAAAAGTTTTATTAAACAATTGTTCATAGCTGTGTAGACATTTTA 
ATTCAGTTTCCAAAGCTCTCAAAAAATCGTATTTTTGAAGTACGGAGTGATGCGGTTTGG 
GGCGTGGCTTACAGTTCCAACGACTCAATTGTCCCGATACTCAGTTCTTTCTACAGGTAT 



AAATGAAGTGGGGTCCmPTCGGN 

>H_1.0.0_27933 Homo sapiens, clone MGC;33211 IMAGE:4329800, mRNA, complete cds cr.- gi-23271237/// 
/ods=(319,1599) /gb=BC034999 /gi=23271237 /ug=Hs. 88276 /len=1901 [Huiiian_jongleur_201102 .14048. CI] 
[SEQ ID NO: 109] 

AGCGGAGTAACTGACTACTTTTCTCCCTTCTCTAGGGTCCTAGCACAGTGTCIGATGGAG 
CTTTCCTACCAGACCCTGAAATTCACGCATCAGGCGCX3GGAAGCGGTATATCGATAC3«3C 
AAAT6CTTTGGAGCAAGAAACTAAACTGGGGTTACGACGGTTTGAAGTTTGTGACAACAT 
TGATCTTGAAACTATTTTGATGGAATATGAGAGTTATTATTTTGTAAAATTTCAGAAATA 

AGGGAAGACCAGAAGGATGATGAACGACAGTTGTCAAAATCTTCCCAAGATCAATC3U3CA 
GAGGCCCCGGTCCAAAACCACAGCGGGGAAGACAGGGGACACCAAATCGCTCAATAAGGA 
GCATCCTAATCAGGAGGTAGTTGATAfiCACTCGCCTGGAAAATGCCAACTTCGGCCTACA 
TATATCAAGAATCCGTAAAGACAGTGGAGAGGAAAATGCCCACCCACX3AAGAGGCCAAAT 
CATTGACTTCCAAGGGCTGCTCACAGATGCCATCAAGGGAGCAACCAGTGAACTTGCOTT 
GAACACCTTCGACCATAATCCAGACCCCTCAGAACGACTGCTGAAACCTCTGAGTGCATT 
TATTGGCATGAACAfiTGAGATGCGAGAATTGGCAGCCGTGGTGAGCCX3GGACaTTTATCT 
CCATAATCCAAACATAAAGTGGAATGACATTATTGGACTIGATGCAGCCAAGCAGTTAGT 
CAAAGAAGCTGTTGTGTATCCTATAAGGTATCCaCAGCTATTTACAGGAATTCTTrCTCC 
CTGGAAAGGACTACTGCTGTACGGCCCTCCAGGTACAGGAAAGACTTTACTGGCC3U«GC 
TGTGGCCACTGAATGTAAAAOiACCTTCTTTAACATTTCIGCATCCACCATTGTCaGCAA 
ATGGAGAGGGGATTCAGAAAARCTCGTTCXSGGTGTTATTIGAGCTTGCCCGCrACCaCGC 
CCCATCCftCGATCrrCCTGGACGAGCTGGAGTCGGTGATGAGTCAGAGAGGCaCAGCTTC 
TGGGGGAGAACATGAAGGAAGCCTGCGGATGAAGACAGAGTTACTGGTGCAGATGGATGG 

GGACTGTGCCATGTTACGCCGCCTGGAGAAGAGGATTCTGGTCGATCTCCCC3^GCCGGGA 
GGCCAGGCAGGCCATGATCTACCACTGGCTGCCTCCTGTGAGCAAGAGCAGGGCCTTGGA 
GCTGCACACAGAGCTGGAGTACAGTGTGCTGAGCCAGGAGACTGAGGGCTACTCAGGCTC 
AGATATTAAGCTCGTCTGCAGGGAAGCAGCCATGCGGCCCGTGAGGAAGATCTTTGATGC 
ACTTGAAAATCACCAGTCAGAAAGCAGCGACTTACCCAGGATCC3«3TTGGATATAGTAAC 
CACTGCCGACTTTCTGGATGTGCTAACTCaCaCCAAGCCCTCCGCAAAGAATCTGGCTCa 
GAGATACTCAGACTGGCAAAGAGRGTTCGAGTCTGTCTGAAACCaCATTTACCCTGACCT 
GGCCACAAAGGCAACCACAAAGACCTCCTA6TTTATTAATGTCCGTGGGAGAACAAAATG 
ATTGGAATGGAAAAGRGAAAATTATTTTTGAAGACTGGATTAACTTGAGCCACTGTATTG 
TTTTGGATAGCTGAGATATATTTATTAACTTACCATTATCGATGTCAGCAAAATATTGAG 
AGTTTCAGTTACATACATATATGTGCTATTGGGTCATACAATGGAGATTTTTCTGACAAT 
TAGACTCCATAAAATTTTAATGAAC 

>H_1.0.0 19700 Homo sapiens neurofilament, light polypeptide 68kDa (NEFL) , mRNA cr: gi-S4S3761/// 
[Human jongleur_201102 .8785 .03] [SEQ ID NO; 110] 
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GGTTTTTTCCAGGAGACACACTGAGCTGAGACT 
CCGTTTCCATCGTCTCGTAGTCCGACGCCTGGGGCGATGGATCCGTTTACGGAGAAACTG 
CTGGAGCGAACCCGTGCCAGGCGAGAGAATCTTCAGAGflAAAATGGCTGAGAGGCCCACA 
GCAGCTCCAAGGTCTATGACTCATGCTAAGCGAGCTAGACAGCCACTTTCAGAAGCflAGT 
AACCAGCAGCCCTTCTCTGGTGGTGAAGAGAAATCTTGTTCAAAACCATCGCCATCAAAR 
AJUlCGCTGTTCTGAOU^CACTGaAGTAGAAGTTTCTAACTTGGAaAATAaACAACCAGTI 
GAGTCGACATCTGCaAARTCTTGTTCTCC 



GGGCTGARCTaiRGATTGGAaGCaACTGC3«3CCTCCTCAGTTAAAACACX3TATGCAflftAR 
CTTGCAGAGCAACGGCGCCGTTGGGATAATGATGATATGACAGATGACATTCCTGAAAGC 
TCACTCTTCTa\CCRATGCa^Ta«3AGGAAftAGGCrreCTTCCCCT(XCMACCTCTGCTI 

ATTTGCTCCTGGGAAGATGATGTAAATCACTCATTTGCAAARCAAARCAGTGTACAAGAR 
CAGCCTGGTACCGCTTGTTTATCCAAATTTTCCTCTGCAAGTGGAGCATCTGCTAGGATC 
AATAGCAGCAGTGTTAAGCAGGAAGCTACATTCTGTTCCCAAAGGGATGGCGATGCCTCT 
TTGAATAAAGCCCTGTCCTCAAGTGCTGATGATGCGTCTTTGGTTAATGCCTCAATTTCC 
AGCTCTGTGAAAGCTACTTCTTCTCCAGTGAAATCTACTACATCTATCACTGATGCTAAR 
AGTTGTGAGGGACAAAATCCTGAGCTACTTCCftAAARCTCCTATTAGTCCTCTGAAAACG 
GGGGTATCGAAACCAATTGTGAAGTCAACTTTATCCXIAQACAGTTCCATCCAAGGGAGAA 
TTAAGTAGAGAAATTTGTCTGCaUlTCrrCAATCrrAAAGACAAATCTACffiACACCAGGAGGA 
. ACAGGAATTAAGCCTTTCCTGGAACGCTTTGGAGAGCGTTGTCAAGAACATAGCAAAGAA 
AGTCCAGCTCGTAGCACACCCCACAGAACCCCCATTATTACTCCAAATACAAAGGCCATC 
CAAGAAAGATTATTCAAGCAAGACACATCTTCATCTACTACCCATTTAGCACAACAGCTC 
AAGCAGGAACGTCAAAAAGAACTAGCATGTCTTCGTGGCCGATTTGACAAGGGCAATATA 



rTTCAAAAACTCAGTCACTTCCA 
GTAACAGAAAAGGTGACCGAAAACCAGATACCAGCCAAAAATTCCAGTACAGAACCIAAA 
GGTTTCACTGAATGCGAAATGACGAAATCTAGCCCTTTGAAAATAACATTGTTTTTAGAA 
GAGGACAAATCCTTAAflAGTAACATCSWSACKCAaAGGTTGAGCAGAAAATTGAAGTGATA 
CGTGAARTTGAGATGAGTGTGGATGATGATGATATCAATAGTTCGAAAGTAATTAATGAC 
CTCTTCAGTGATGTCCTAGAGGAAGGTGAACTAGATATGGAGAAGAGCCAAGAGGAGATG 
GATCAAGCATTAGCAGAAAGCAGCGAAGAACAGGAAGATGCACTGAATATCTCCTCAATG 
TCTTTACTTGaVCaVTTGGCACAAAO^GTTGGTGTGGTAAGTCCAGAGAGTTTAGTGTCC 
ACACCTAGACTGGAAT?EQAAAGACaCCaGCaGAAGTGATGAAAGTCCAAAACCAGGAAAA 
TTCCAAAGAACTCGTGICCCTCGAGCTGAATCTGGTGATAGCCTTGGTTCTCAAGATCGT 
GATCTTCTTTACAGCATTGATGCATATAGATCTCAAAGATTCAAAGAAACAGAACGTCCA 
TCAATAAAGCAGGTGATTGTTCGGAAGGAAGATGTTACTTCAAAACTGGATGAAAAAAAT 
AATGCCTTTCCTTGTCAAGTTAATATCAAACAGAAAATGCAGGAACTCAATAACGAAATA 



GAACATGGAAAAGGGTCCCTAGAAGAflGCTGAAGCSWSAAAGACTTCTTCTAATTGCAACT 
GGGAAGAGAACACTTTTGATTGATGAATTGAATAAATTGAAGAACGAAGGACCTCAGAGG 
AAGAATAAGGCTAGTCCCCaAAGTGAATTTATGCCaTCCAaAGGATCAGTTACTTTGTCA 
6AAATCCGCTTGCCTCTAAAAG(»GATTTTGTCTGCAGTACGGTTCAGAAACCAGATGCA 
GCAAATTACTATTACTTAATTATACTAAAAGC3«3GAGCTGAAAATATGGTAGCCACACX:A 



tattgaagtttacagcttggtgcaaaag 
aaagatccctcaggccttgataagaagaaaaaaacatccaagtccaaggctattactcca 

aagcgactcctcacatctataaccacaaaaagcaacattcattcttcagtcatggccagt 
ccaggaggtcttagtgctgtgcgaaccagcaacttcgcccttgttggatcttacacatta 

TCATTGTCTTCAGTAGGAAATACTAAGTTTGTTCTGGACAAGGTCCCCTTTTTATCTTCT 

ttggaaggtcatatttatttaaaaataaaatgtcaagtgaattccagtgttgaagaaaga 
ggttttctaaccatatttgaagatgttagtggttttggtgcctggcatcgaagatggtgt 
gttctttctggaaactctatatcttattggacttatccagatgatgagaaacgctiagaat 

CCCATAGGaAGGATARATCTGGCTAATTGTACCAGTCGTCAGATAGAACC3«3CCAACAGA 
GAATTTTGTGCAAGACGCAACaCTTTTGAATTAATTACTGTCCGACCACAAAGAGAAGAT 
GACCGAGAGACTCTTGTCAGCCAATGCAGGGACACACTCTGTGTTACCAAGAACTGGCTG 
TCTGCAGATACTAAAGAAGAGCGGGATCTCTGGATGCAAAAACTCAATCAAGTTCTTGTT 
GATATTCGCCTCTGGCAACCTGATGCTTGCTACAAACCTATTGGAAAGCCTTAAACTGGG 
AAATTTCCATGCTATCTAGAGGTTTTTGATGTCATCTTAAGAAACACRCTTAAGAGCATC 
AGATTTACTGATTGCATTTTATGCTTTAAGTACGAAAGGGTTTGTGCCAATATTCACTAC 
GTATTATGCAGTATTTATATCTTTTGTATGTAAAACTTTAACTGATTTCTGTCATTCATC 
AATGAGTAGAAGTAAATACATTATAGTTGATTTTGCTAAATCTTAATTTAAAAGCCTCAT 
TTTCCTAGAAATCTAATTATTCAGTTATTCATGACAATATTTTTTTAAAAGTAAGAAATT 
CTGAGTTGTCTTCTTGGAGCTGTAGGTCTTGAAGCAGCAACGTCTTTCAGGGGTTGGAGA 
CAGAAACCCATTCTCCAATCTCAGTAGTTTTTTCGAAAGGCTGTGATCATTTATTGATCG 
TGATATGACTTGTTACTAGGGTACTGAAAAAAATGTCTAAGGCCTTTACAGAAACATTTT 
TAGTAATGAGGATGAGAACTTTTTCAAATA 

>H_1-0.0_124S98 zra73a01.sl Homo sapiens cDNA 3' end as: gi-157a801/// /clone=IMAGE ; 531240 
/clone_end=3 ' /gb=AA071438 /gl=157a801 /ug=Hs . 394289 /len=S21 .Weakly similar to preprokallikrein 
(AA -24 to 238) [Homo sapiens] [H. sapiens] [gnl|UG|Hs#S481014] [SBQ ID NO.- 96,111] 
TTCATTTGCTGCATGGTGGGCTTTATTGAGAACATGGGACAATGTGATACTCAGTCATTT 
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5 



CGTACTACTCGRCCTCCTACARGCGGCGCTACGTGGAGACGCKCaSGGTGCATATCTCCA 
GCGTGCGC3«3C3GGCTACAGCACCGCACGCTCAGCTTACTCC3«3CraCTCGGCGCCGGTGT 
CTTCCraSCTGTCCGTGCGCCGCAGCTACTCCTCCAGCTCTGGATCGTTGATGCCCRGTC 
TGGAGRACCTa3ACCTGAGCC3«3GTAGCCGCCATCAGCAACGACCTCAAGTCCATCCGCA 




TGCAC3GAGCTGGAGCAGCAGAACAAGGTCCTGGAAGCCGAGCTGCTGGTGCTGCGCCAGA 
AGCACTCCGAGCCATCCCGCTTCCGGGCGCTGTACGAGCAGGAGATCCGCGACCTGCGCC 
TGGCGGCGGAAGATGCCACCACCAACGAGAAGCAGGCGCTCCGGGGCGAGCGCGAAGAAG 
1 0 GGCTGGAGGAGACCCTGCGCAACCTGCAGGCGCGCTATGAAGAGGAGGTGCTGAGCCGCG 
AGGACGCCGAGGGCCGGCTGATGGAACGCGCGCAAAGGCGCCGACGAGGCGGCGCTCGCT 
CGCGCCGAGCTCGAGAAGCGCATCGACAGCTTGATGGACGAAATCTCTTTTCTGAAGAAA 
GTGCACGAAGAGGAGATCGCCGAACTGCAGGCGCAGATCCAGTACGCGCAGATCTCCGTG 

15 GAGAflGCrrGGCCGCa«^GaA(aTGCMAACGCTGAGGAATGGTTCaAGAGCCX3CTTCACC 
GTGCTGACCGAGAGCGCCGCCAAGAACACCGACGCCGTGCGCGCCGCCAAGGACGAGGTG 

AATGAAGCGCTGGAGAAGCAGCTGCAGGAGCTGGAGGACAAGCAGAACGCCGACATCAGC 
GCTATGCAGGACACGATCAACAAATTAGAAAATGAATTGAGGACCACAAAGAGTGAAATG 
20 GCACGATACCTAAAAGAATACCAAGACCTCCTCAACGTGAAGATGGCTTTGGATATTGAG 
ATTGCAGCTTACAGGAAACTCTTGGAAGGCGAGGAGACCCGACTCAGTTTCACCAGCGTG 
GGAAGCATAACCAGTGGCTACTCCCAGAGCTCCCAGGTCTTTGGCCGATCTGCCTACGGC 
GGTTTACAGACCAGCTCCTATCTGATGTCCACCCGCTCCTTCCCGTCCTACTACACCAGC 
CATGTCCAAGAGGAGCAGATCGAAGTGGAGGAAACCATTGAGGCTGCCAAGGCTGAGGAA 
25 GCCAAGGATGAGCCCCCCTCTGAAGGAGAAGCCGAGGAGGAGGAGAAGGACARGGAAGAG 
GCCGAGGAAGAGGAGGCAGCTGAAGAGGTVAGAAGCTGCCAAGGAAGAGTCTGAAGAAGCA 
AAA6AA6AAGAAQAAGGAGGTGAAGGT6AAQAAGGAGAGGAAACCAAAGAAGCTGAAGAG 
GAGGAGAAGAAAGTTGAAGGTGCTGGGGAGGAACAAGCAGCTAAGAAGAAAGATTGAACC 
CCCATTTCCTTAATTATTTCaGGAATAATTCTCCCGAAATCaGGTCftACCCCaTCACCAA 
30 CCAACCAACCAGTTGAGTTCCAGATTCTATGTGaATTAAAAAfiTCAATATATGTATAATT 
CTGAGATGACTTAG6TTGGACATTCAATGTTGTGCTATGAATTTCCTCTTTATGCAGAGT 
ATCTGTTTGCTTGCAGAGTGGCTTTCTGGCTTGCTGCC3«3CCTGTGCATGGTCCACGCTT 
ATGAGTTCAGGATCTACGGCAATGTGAATCATTCAGATGTTTACAATAAAAAACACCaCA 
TGAGTAAATGAATTCAefAATGTTAATGTTAAACTTCATGGAAAAATAGTCCTTTGAACC 
3 5 TTCGGTGGTTAGCAATTAAAGACCCTGAGTTATGTGCAATAAATAGTAAATAAAGTTATA 
CCGAATGATGTATTTTTTGCTGTGGTTGTTACTTAATTAAAATACCTTAAAGATGGCACC 
AATATAaAGTATATACCAGTGGACTATTGACCTCCAATTTTTTAAAAAGTTGAAATTTTA 
ACAATTACCAATACTTTTTTTTCTTCCTTCAATTGGAAATTCTGAGGGATACAGTTATGT 
CATGATTACTTCTGAAATCTCTCCCCACAAAAATTTTACTGATAATAAACATGAGTAAAT 
40 GAGAAAGTCTATAAATAACAATACACTTTGCCTCATAACACGTGTTGTGTTAGGTTTTGG 
GATGGCTTTCTAGGGAGOUlTTCTGAAATTACTTGACAGATACaCTCTTTATGGTAAACA 
GGTCaTTTCAGAGTCTAGAGTGCTAACCATTACACTATGGAACCATGATAAATAGGTCAT 
TTCAAACTGATATGTCACAATGCAATATGGATAGAATATGAATCCCATACATTCATCCCT 
ATAACTGCATTTTAAARTATAGTCTAAATATCaTGGGAGGAGGTTAAAACCTGAGAACAT 
45 GGTACAATAAGAAGGARTAATTTTTTATCTATATATAATTTCRGGAGAAGGGATTAAAAC 
TACayU«MTTATTTGCCaCrrCCACTGCy«iACaTGTTGCCTGC»ATCCTGAGCTCATGAT 
TTAGTGTGTTGTTAAGCGTAATTCTGTTGCCTCAAGTAAATACCACTTAATGCTACACAT 
TTTTAAACCTTTAAAAGCTACAGACACAAGTAATGAAATTATGA6TCACTTAAGGGGGGA 
GGTAATATGCTTGTATGTTACATTGACATTGCTCTGCATGTCTCTACTGGGAAATATTTG 
50 GATTTCAATGATAGCTTGACTGGTTGGACATTGCATCAAATACACGCCCCATGTATCCTT 
TCTGTCGTAAAGTTAAGAACGCTCTTGCATTTGATGTGGAATAAATATAGATGATATTAC 
TATCTGCTATTCTGCCTTTGTTCTGAAACAATTGCTTTGTCAGCTAATTTCATTCAATAT 
TTGTTTTTTAGACGATCTCTATAAGTTATTAATTTAACCTGAAACCAAAGTGGTCTCCAT 
TTAAAGTTAOTAATCCCTTTGTACCaCCTATTTCTAGTTAAATATATGTTGCTATGCaA 
5 5 ATAGGTAAAGTGCTTCCTTGCCATGATGGTAATGGATTGGAACTATGAAGGCTCTCAGTG 
TATTGGCTTCTGTAAAGATGAGGCGTCTCCTCAGRAACAAAACTTTTCACATTTCTGCTT 
ACTAGACCTGGGTTGATGTACATGGTAAGTCTCTUiACAGATGCAAGCTATGTGCAAAAAG 
TAACTTTAGCCAAATGGAAATAGCTGGATGCTTTGAGAATTACTTGGTTGAAGTAAGAAA 
ACTGTACCATCCTCTATCCTGTGTGCCATAATAAAATAGTAAAAAACCT 
60 >H_1.0.0_2 864 8 Homo sapiens E3 ubiquitin ligase SMURFl (SMURFl) , mRNA cr; gi-20S39202/// 
[Human_jongleur_201102. 14736. 01] [SEQ ID NO; 112] 
GGCAGCGGCGGAAGCGGCGAGGGCGGCGGGCGTCCGGCTCTGAGGTGGTGGAGGCGGCGG 
AGGCGGCGGCGGCTCGGGACTGGGCTCGGCTGGAAGCAGCGAGGGTCAGAGCGCCGCAGC 
AAGCGCCGATCTCCCGGCTCGACCATCCGCCTGCCGCCCGGACGCCTGGGCCGCGGAGTT 
65 TGTGTCCCGGCTCGGACCCCGGCGCCCAGCCCGGAGCCGTAACCTTGAGGCGGCGGCGGC 
GGGGCCGGGCCGGGCCGGGCTGGGGGGOSGTGGCGCTGGATCCGCGGCTGCCCGATCGTT 
GGCGGGAGATQTCGAACCCCGGGACACGCAGGARCGGCTCCAGCaTCAAGATCCGTCTGA 
CAGTGTTATGTGCCAAGAACCTTGCAAAGAAAGACTTCTTCAfiGCTCCCTGACCCTTTTG 
CAAAGATTGTCGTGGATGGGTCTGGGCAGTGCCACTCAACCGACaCTGTGAAAAACACAT 
70 TGGACCCAAAGTGGAACCAGCACTATGATCTATATGTTGGGAAAACGGATTCGATAACCA 
TTAGCGTGTGGAACCATAAGAAAATTCACAAGAAACAGGGAGCTGGCTTCCTGGGCTGTG 
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TGCGGCTGCTCTCCAATGCCATCAGCAGATTAAAAGATACCGGATACCAGCGTTTGGATC 



TATGCAAACTAAACCCCTC3«3ATACTGATGCAGTTCGTGGCC7«3ATAGTGGTCAGITTAC 
AGACACGAGACAGAATAGGAACCGGCGGCTCGGTGGTGGACTGCAGAGGACTGTTAGAAA 
ATGAAGGAACGGTGTATGAAGACTCCGGGCKTGGGAGGCCGCTCAGCTGCTTCATGGAGG 
5 AACCAGCCCCTTACAC3«3ATAGCACCGGTGCTGCTGCTGGAGGAGGGAATTGCAGGTTCG 
TGGAGTCCCCAAGTCAAGATCy«AGACTTC3^GGCACAGCGGCTTCGAAACX:CTGATGTGC 
GAGGTTCACTACAGACGCCCCAGAACCGACCACACGGCCACCAGTCCCCGGAACTGCCCG 
AAGGCTACGAACAAAGAAa\AC3«3TCa^GGGCCAAGTTTACTTTTTGCATAra,aVGACTG 
GAGTTAGCACGTGGCACGACCCCAGGATACCAAGTCCCTCGGGGACCATTCCTGGGGGAG 

1 0 ATGCAGCTTTTCTATACGAATTCCTTCTACAAGGCCATACATCTGAGCCCAGAGACCTTA 
ACAGTGTGAACTGTGATGAACTTGGACCACTGCCGCCAGGCTGGGAAGTCAGAAGTACAG 
TTTCTGGGAGGATATATTTTGTAGATCATAATAACCGAACAACCCAGTTTACAGACCCAA 
GGTTACACCACATCATGAATCACCAGTGCCAACTCAAGGAGCCCAGCCAGCCGCTGCCAC 
TGCCCAGTGAGGGCTCTCTGGAGGACGAGGAGCTTCCTGCCCaGAGATACGAAAGAGATC 

1 5 TAGTCCAGAAGCTGAAAGTCCTCAGACaCGAACTGTCGCTTCAGCAGCCCCAAGCTGGTC 
ATTGCCGCATCGAAGTGTCCAGAGAAGAAATCTTTGAGGAGTCTTACCGCEAGATAATGA 

TGGATTACGGTGGTGTGGCCAGGGAGTGGCTTTACTTGCTGTGCCaTGAAATGCTGAATC 
CTTATTACGGGCTCTTCCAGTATTCTACGGACAATATTTACATGTTGCAAATAAATCCGG 
20 ATTCTTCAATCAACCCCGACCACTTGTCTTATTTCCACTTTGTGGGGCGGATCATGGGGC 
TGGCTGTGTTCCATGGACACTACATCAACGGGGGCTTCACAGTGCCCTTCTACAAGC3«3C 
TGCTGGGGAAGCCCATCCAGCTCTCAGATCTGGAATCTGTGGACCCAGAGCTGCATAAGA 
GCTTGGTGTGGATCCTAGAGAACGACATCACGCCTGTACTGGACCACACCTTCTGCGTGG 
AACACAACGCCTTCGGGCGGATCCTGCAGCATGAACTGAAACCCAATGGCAGAAATGTGC 

GAGGAATCGAAGCCCAGTTCTTAGCTCTGCAGAAGGGGTTCAATGAGCTCATCCCTCAAC 
ATCTGCTGAAGCCriTTTGACCAGAAGGaACTGGAGCTGATCATAGGCGGCCTGGATAAAA 
TAGACTTGAACGACTGGAAGTCGAACACGCGGCTGAAGCACTGTGTGGCCGACAGCAACA 
TCGTGCGGTGGTTCTGGCAAGCGGTGGAGACGTTCGATGAAGAAAGGAGGGCCAGGCTCC 

30 TGCAGTTTGTGACTGGGTCCACGCGAGTCCCGCTCCAAGGCTTCAAGGCTTTGCAAGGTT 
CTACAGGCGCGGCAGGGCCCCGGCTGTTCACCATCCACCTGATAGACGCGAACACAGACA 
ACCTTCCGAAGGCCCATACCTGCTTTAACCGGATCGACATTCCACCATATCAGTCCTATG 
AGAAGCTCTACGAGAAGCTGCTGACAGCCGTGGAGGAGACCTGCGGGTTTGCTGTGGAGT 
GAAAAGCAACCAAAGGeAACAGAGTCTAGCTCATGGCCACCAGACCAAAAGCATCCAGCT 

35 TCTGTGCACCTCCTGCAAAGCTGGCAGAGGCCCTGGARTTCCAGATCACCTGAGGGGAAA 
GGGTTGTCTCTCTCCTTTCTGTTGGGGGAGGGGGATGGGGGACTTTTGTTGGTGGCTCCC 
ACCCATATATCCCTCCTTTACCATAGTACTCCCACCCACTTCCATCACCCATCCAATAAA 
ATGCAGCCAGGTTTAGCCTTTGGCTTTGGTCACACAGGATATTCTGCTGTGrrGCAACCC 
ATGTGGTGATAAGGCTCACAGCCCTGAGCTCTTTACGGGAGCATCAACTCACAGTTAGGG 

40 GACTGGGCGTGGCTGATTGAGGGTTTGGAACTGGTGGCTATGCCAGCTATTCCATCTCAA 
aACaGCCTrGAGGCCCCTTTTCAATTTGAGaVGCTGCTAGATATCrrTATCAGAGCTC3«3A 
TTCa«3ATTTCACATCCa«3C3«3CX;GGTTCrGGGTAGCMATCAATTTCX:AACTGGAAAA 
TAACTATATAATGTATGCITATTGGAATTCTGCCaCAGCaGGAAGCTTGAGTCAAAATGT 
GTTTCCCCTTTGAAAGGAGAAGGAATTGGAGCAGCTTTTCCTGGAGGCCCAGGATATTTC 

45 TTTTCTGGGTATCTTGGCTGAAAATTTTGTTTTACATAGAGRAAAACGATCTTTTAAGGG 
TCCCTTTTGCTGCATTATCTGTCCAGTTTGACTTTTTTTTCAGTGAAAACACCATGTCAT 

GTGACCTCTGTGCCACTGTTGTCCATAGAAGAGCATCGACTGTGTCACTTAAAATATTAG 
TAAACCATGATGCAGCAACTGCTAAGAGCTAAACTAACAAAATTGTGTCATCATAGCTGC 

50 TGGCTTGGTGTGAACTCGCTTAAAAGCAATGGTGAAAGGATAACCTCGATGATGTAAATC 
CACCCAAAGATACTGTTCTACAAAAAGTAGGGTGTGGACGCAAACCTGTGACAGCAGAGG 
GGGACGACTTCACACTCACTGCCTCATGTGGCCCCTTTCCCAGTGGCAGCTGGTGACaCT 
AACGATTGCTACTCBGTTCSMirrTGCCaVGATGTCTTCATATGATGAGCAAGGCCAGAAGC 
AAGGCTAGATTCGAAGTTTCTGACACCATTTCCAGTTTGCACAAAAGTCMTATTTTATC 

5 5 TTAAAGTGGCTTGATTTCCAATAGCTGAACTTGGGCAGAAAACAGCAGGCCAATGTTCCT 
ATGTGGTTTCTTTGTTGTTGTTTTTGTTTGGGGTGGGGGCAAGTACAGGGTAATTCATGA 
GCAAGACATTTCACTGCTGTCX3AAGTCTCTGGGATCCCGCTGTGGGTCTGAGATGGCX:rrG 
GGAAGGACCTTGTGGACAATGGTTTTATCTGTTCTTTTTGTCACTGTTAATTTCTGGGCT 
GCTGAGGTTCTAGAATAGAAGGGCTGCCAAATGAGGTTTGCTGCAGGAGGAAAGTTTAAT 

60 CCCCCATTCCAAAAGTCCAGGCCAAATGGTGGGCTTAGCCTCTTTGAAAAGTTCTGCCTT 
GCCCCCACAGGTGGGCACATCCTGTGTCTCATTCACCATGATGCTTCCTGAGGGTGTTCT 
AGAAGCCCGTTCCCCAGTGGCTGTATCCAGCCTTTCCTTGCATCATCTTCCTCTTGAAGG 
TGAGGAAGTGAAAACTACAGACCTCCCCCGGACAGCCCACTCTCTATCACGAGCCTAACC 
CGCGGGAGGCGGAAGAGACATCCATTCGAGAACTGAAGCGGCCTCCGGGATGAGGTCAGA 

65 GGCCCCACCTGATTTTCCTGGTGGTGGTATCCAAAATCTTCAGTAACTAGGAAGGAftACC 
AGGGTCTCATGGTTTAAAAGACTTTGAAGCAGGAATGTTGCATTTGACGCCTTTAAAACT 
ACCTTTTTGCTGTTGGGAGGAGTCGGGGGCGAGCCTTAGCAGCTGCaCCGCCATCCCCaT 

TGGGTCCCGGGTCCTCCACAGGTGACCCCGGTGGACACACGCGTTCCCATCCTGGCCTCC 
70 GTCTCTGCTTTTCCACTTCTACCTGCGTGTGG6TTTGCCGCCTTGTCATCGGTTGTGTGA 
GTGTCGCAGACCTTTCCAGAGCTCCGGTTCACTCTTTCCAAACAGGCCTCCCTGTCGGTG 





60/349 



1 [l!je>'/^:/yv'GG30S8201.s^] 



WO U3/058201 



PCT/US02/41825 



GCACTGCACTCCTAGAACCTTCAGTTTCTACGATGGTTTGTTTGGTCCTTTTGAACCACC 
CCAAAGAACTCAACATGGCAAAGCAAATGGTAAAAGCTTCCCGACTGTTCTACTTTGGGT 
CCGCGCGAAGCCCACTCACGTGTGATCTGTGTTGCCCCTCTCGGTGGTCCCAGGCGATCC 
AGCCATGCCCCCTGCCCCTCTGCCCAGATGCTTCAGGGGCCCGGCTTTTCAGGCTTGCCC 
5 TCACCAGCGGCCGTCAGCCGACACTCAGGGATGTAGCTAACACCACTCCGCCAGTGCTTT 
C3«3TA6GAAGAGCTGAGGCTGCCTGGGAGGCCCGGGGCGACCGGAAAAGGGCTCTCTCAA 
PTTCTGAAARGAGARTCTGCCACC3W3ATCGAATTTCX3ACCCCTGAGCTTGTTCGGACGTA 
TGGTCCAAATTCAGATTAAGGTGGTCACCCAACCCGAGATGTCAGGAAAGGCCTTCTGCA 
GAGAAAATGTCCCCCCACCCGCCATCTGCRGCCaGGTGTGTGCCRCaCGGCAGCCTTCCC 

ATTTTTTAATTTATTTTGTAATGTCTTGTTTTGAAGTATTGCTGCTATCCTTGTTATCCT 
TCCCACTGTTTTTATCACTGATTTATTTTGTGAAAGTTGTACaCTAATGTTCTATGTCAA 
AATCAAAAGTATTTAATGAAATACTAGTTCTATTTAATGTGGTTATGGAACCRGCTGGAA 

15 ACATATGCAATAAACTCACGACTTTAAAAA 

>H_1.0.0_4315 Homo sapiens nescient helix loop helix 1 (NHLHl) , mGNA crs gi-19923328/// 
[HuraaiiJoiigleur_201102,1103.C21 [SEQ ID NO: 113] 

CCCTACaCCCCXaC^TGTGTACCCCTCTrATCTGCCCTGGAGCCTGTACAGCCATGCCA 
20 CGCTACCCCTGAGAGTCTAGAAAGCTGGTCACTAACTTTGCAGACGGATGAGCCTTGAGC 

ACCCAGAGGAGACTGGGGCTGTCAACGCTGCCCCTTGTCCTGCCGGCTTGGATCCCCTGA 

CAGGGTCCTTCTAGGCTTCAGACTGGCACCCTGACCATGGAACCCTGAAGTGGCAGTGAC 

TTCTAGAGCTCAGTGGCAGACCCCACGACCCTTCCTCCCCCTTCCTCCCCCTCCCACCAC 

CAGCTTTCAAGCTCCCAGAGGGAGGGGTGGGGAGGGGATCCTGATCTCACAGGGCAGGGG 
25 GCTTCCATCATGATGCTCAACTCAGACACCATGGAGCTGGACCTGCCGCCCACCCACTCA 

GAGACTGAGTCGGGCTTCAGTGACTGTGGGGGCGGGGCGGGCCCTGATGGTGCCGGGCCT 

GGQGGTCCGGGAGGGGGCCAQGCrCGAGGCCCAGAGCCGGGAGAGCCTGGCCGGAAAGAC 

CrGa«3a^TCTGAGCCGCraAGGAGCGCCGGC3GCCGGCGCCGCGCCftCAGCCAAGTACCGC 

ACMGCrmCGCaVCBCGAGAACGCATCCGaSTGGAAGCCTTCAACCTGGCCTTCGCCGAG 
30 CTGCGCAAGCTGCTGCCTACGCTGCCCCCCGACAAGAAGCTCTCCAAGATTGAGATTCTG 

CGCCTGGCCATCTGCTATATCTCCTACCTGAACCACX3TGCTGGACGTCTGAACTCAGCCT 

GTCTCCa\CCrCCCGGGCCTCTCTGGGGCCCCTTTCCACCGCTCACTGCTTAGAAAGGCC 

GCATCCTCCCCGAGCCCTTATACCTTGGCATGGAGTCCCAAAGGCCCTGGGCACAGGCAG 

35 TATTCTCCTGGGTTCCTTCCGGGGTTTATTGCTGAGGCCCAGCTGTGCAGAATTGTTTGC 
TAGTGTGGTTGGTATGGRATCCTTGCTGGCTTTACTAAGCCAGCCACACTTGGAGTCTGC 
CCCCAAGCTCTCTCACTGAATGCTGCCTCTTCTACCCCTATGTCCAAATTTTCAGCCACC 



TGTCAGAATTGCAAGGGAGGAAGGCTGGGGTTAGAGTGGGGAGTGGGCTTCTTCCTCCAA 
40 GATCTCAGTCTCTCS^GTGCTTGGCAGAGGGGTGAGGCCCTGGGGAGGCAGGGGTTGGTGC 

TGTCCATCTTGTTCCTGTGGCTTAGCACATACAGACCTCAGATCTTACTTGGTAGTGAGT 
GCCTTGCCCTCTTTGAGCTATTTGGCTACTTCCCTGTCCCTCTGACTCCTACTGTCCCAA 

45 AGGGGATGACATCCCAAACaGCCCGGAGTATTTGCAGAAGGCTCAGGCAACGAGTGGGCC 

TTCCTCCCCCCAACGCAAGGAGGATGCCCAATTGTTGCCCTCTAAAAATGCACAGTTCTC 

CTGGCCCTAGGACTTACTTATTACATTTTTTTCTCTTTCCTTGAGCTGCCTTTGGCAAGG 

GAAGAGACCCCCAACTCTGCGCCCCTACTCCATGCTGCTGATCCCCACCTGCGCACTATA 
50 GCGCAGGGTCAGCAGTGGAATGAAGGGCCTTAGAACCTGCATAGAAGAAATGAACTCACT 

GCATTTCTGTGCTCCCTCCTCCCTCGCACCAAACTCCTAGCTCTACAAGTATATTTATTT 

ATTTATTTATTTATTCATCTATTTATTTACTTATTTATTTATTTATTTATAAATATTGCT 

ATTTATTGCCGAGTTGTGCACTTTGGGGTAGAGTGAGGGGCTCCCAGCAGCTCTAGCTGG 

GTCTCTCTTGCTTCCTCCCTGCTTACGCCTTTCCTTTTCTTGCTCCTTCTTCAACTCCTG 
55 GT6TGTGTGAGCATGCCCTTTGCTTGCCACACCATATCCTTTCCCCAGATCCACCTGTCC 

TGACACTCTAGTCCTCCAGGATAGT6CTCCTCCCCCAGCTCCAGGGCTCCTGGATGTCCT 

TCCTCAACTCCCTCCACCCCTAGACAATCCTACCTGGTCCCATCTGCCTCTTTTCTCTCC 

CCAGCCTGCCCTGTGACCCTTGCCTCTTCCTGATACTCCCAAGAGCAGGCCCCAGGGGTC 

TGTGTCACATATCTCTGTGTGATTCCTTCTGGTTGCATCCCCAATTTCATACRAAAAGAA 
60 AAATAAAAGTGACCTCGTTCTAGCACCAGG 

>H_1 . 0. 0_23668 Homo sapiens BCL2/adenovirus ElB ISkDa interacting protein 1 (BNIPl) , transcript 

variant BNIPl, raRNA cr : gi-4502440/// [Human_jongleur_201102 . 11130 .C4] [SEQ ID NOi 114] 

GGGGGCTGCCCGTAGCCGGCGTCCCCAACATGGCGGCTCCCCAAGACGTCCACGTCCGGA 

TCTGTAACCAAGAGATTGTCAAAITTGACCTGGAGGTGAAGGCGCTTATTCAGGATATCC 
65 GTGATTGTTCAGGACCCTTAAGTGCTCTTACTGAACTGAATACTAAAGTAAAAGAGAAAT 

TTCAACAGTTGCGTCACAGAATACAGGACCTGGAGCAGTTGGCTAAAGAGCAAGACAAAG 

AATCAGAGAAACAACTTCTACTCCAGGAAGTGGAGAATCACAAAAAGCAGATGCTCAGCA 

ATCAGGCCTCaTGGAGGAAAGCTAATCTCACCTGCAAAATTGCAATCGACAATCTAGAGA 

AAGCAGAACTTCTTCAGGGAGGAGATCTCTTAAGGCAAAGGAAARCCACCARAGAGAGCC 
70 TGGCCCAGACATCCAGTACCATCACTGAGAGCCTCATGGGGATCAGCAGGATGATGGCCC 

AGCAGGTCCAGCAGAGCGAGGAGGCCATGCAGTCTCTAGTCaCTTCTTCACGAACGATCC 




61/349 



1 [l!je>'/^:/yv'GG30S8201.s^] 



WO 03/058201 PCT/LS02/41825 



TGGATGCAAATGARGAATTTftAGTCCATGTOSGGCACCATCCAGCTGGGCCGGAAGCTTA 
TCAaU\AATAaU\TCGCa3GGAGCrGACGGACSW3CTTCTC3\TCTTCCTTGCX3CTACCCC 
TGTTTCTTGCTACGGTCCTCTATATTGTGAAAAAGCGGCTCTTTCCATTTTTGTGAGATC 
CCAAAGGTGCCAGTTCTGGCCCTTTCAGCTCCTGTTTCAGGATCTGTCCTGGTTCCTGAG 
5 CTCTAGGCTGCTAAGCTGAGCCACACACCCCTCCGTTTTGCACCAGTTGCCTGCAGGTTG 
GATGGAACACAGTGCCCCACTTTTCTGCAAGTAGCTGGCTTGTAAAGGGTGAACAGAGCC 
ATGGGAGGAAGGTCTGGCATTGGGATGCCGCCCTGGGGACATACGAACCGCCTCCTTCCA 
CCATTGTGCACTATGGGAGGCCGCTGCTGCGTGGAGCACTTAAAGTCCAGCCTCCAGGAC 
CGGATGCCCCTCCTGTCTCCCGCTCCCATCGTGCCCTTAAATGCCAGATCTGGTGGAGGG 
10 AAGAGAGAAGAGGTAGGAAGAAAGGTGATGAAAACTCCTGGTCATTCCTTGAATAAACTT 
GATTTTATTTAATAGAATAAAATGTATTTGATTTTGC 

>H_1 .0 . 0_12581 Homo sapiens nucleophosmin (nucleolar phosphoprotein B23, numatrin) (NPMl) , mRMA cr! 
gi-20070168/// [Human_jongleur_201102.4957.CB3] [SEQ ID NO: 115) 

1 5 CGTCCGCCTTCTCTCCTACCTAAGTGCGTGCCGCXaCCCGATGGAAGATTCGATGGACAT 

GGACATGAGCCCCTTGAGGCCCCMAACTATCTTTTCGGITGTGAACTAAaGGCCGACAA 

AGATTATCACTTTAAGGTGGATAATGATGAAftATGAGCACC3«3TTATCTTTAAGAACGGT 

CAGTTTAGGGGCTGGTGOWWkGGATGAGTTGCACATTGTTGAAGCAGAGGCAATGAATTA 

CGAAGGCAGTCCAATTAAAGTAACACTGGCAACTTTGAAftATGTCTGTACAGCCAACGGT 
20 TTCCCTTGGGGGCTTTGAAATAACACCACCAGTGGTCTTAAGGTTGAAGTGTGGTTCAGG 

GCCAGTGCATATTAGTGGACAGCaCTTAGTAGCTGTGGAGGAAGATGCAGAGTCAGAAGA 

TGAAGAGGAGGAGGATGTGAAACTCTTAAGTATATCTGGAAAGCGGTCTGCCCCTGGAGG 

TGGTAGCAAGGTTCCRCAGAAAAAAGTAAAACTTGCTGCTGATGAAGATGATGACGATGA 

TGATGAAGAGGATGATGATGAAGATGATGATGATGATGATTTTGATGATGAGGAAGCTGA 
25 AGAAAAAGCGCCAGTGAAGAAATCTATACGAGATACTCCAGCCAAAAATGCACAAAAGTC 

AAATCaGAATGGAAAAGACTCAAAACCATCATCAACACC3\AGATCAAAAGGACAAGAATC 

CTTCAAGAAACAGGAAAAAACTCCTAAAACaCCAAAAGGACCTAGTTCTGTAGAAGACAT 

TAAAGCaAAAATGCaAGCAAGTATAGAAAAAGGTGGTTCTCTTCCCARAGTGGAAGCCAA 

ATTO^TOiATIATGTGAAGAATTGCTTCCBGATGACTGACC^AGAGGCTATTCAAGATCT 
3 0 CTGGCAGTGGAGGAAGTCTCTTTAAGAAAATAGTTTAAACAATTTGTTAAAAAATTTTCC 

GTCTTATTTCATTTCTGTAACAGTTGATATCTGGCTGTCKTTTTTATAATGCAGAGTGAG 

AACTTTCCCTACCGTGTTTGATAAATGTTGTCCaGGTTCTATTGCCAAGAATGTGTTGTC 

CAAAATGCCTGTTTAGTTTTTAAAGATGGAACTCCACCCTTTGCTTGGTTTTAAGTATGT 

ATGGAATGTTATGATASGACATAGTAGTAGCBGTGGTCAGACATGGAAATGGTGGGGAGA 
3 5 CARAAATATACATGTGAAATAAAACTCAGTATTTTAATAAAGTAAAAAAAGTTAATTCAC 

CATGAT(»AGTAGGCTTTATTCCTTAGATGC!AAATTTGGTTCAACATATGTGAATCAATA 

AATGTGATTaiCTA(aTAAATAATTAAAGACAAAAACCATATATTATCTCAGTAGACaCA 

GAAAAATCTTTCATAAATCCACATGCACTTCATGATAAAACCCCCAGAGACTGGCATCAA 

40 5.H_1.0.0_37314 Homo sapiens cDNA FLJ38286 fis, clone FCBBF3008153, highly similar to ALPHA-AMYLASE 

2B PRECURSOR (EC 3.2.1.1) si: gi-21754898/// [Huraan_ j ongleur 201102 .cl .SS . singlet] [SEQ ID NO: llfi] 

AGTGAATCrCTTTTGACATAGATAGCAATAGAAGTATCTTTCTTCTTTCKCCTTTCTTTT ~ 

TCTAAACAAGAGAAGAAAAGCGTAATAGAGGGGAGAACACATAATGCCCaCTAAGGGTAG 

TGCATTAAGGAAAAACAGTCTTGGCAGGTATATAGGAATAGTGGTTTCCAGACTGGTTGA 
45 TGACCGTAATCACCAAGAACAGTGGTTCTCAGTCTTGGCTGCACATTGCAGTGATCTGGA 

ACTTAAATACTAATTCTAAAAGGGTGCAGTGGCTCATACCTGTAATCCCAGCACTTTGCA 

AGTCCGAGATGGGAGAATCACTTGAGCCCAGGAGTTTGAGACCAGCCTGGGCAATGTAGG 

GAGACCCTGTCCCTACAAAAAATACAAAAATTAGCCAAGTGTGGTAGCTTGCACCTCTGG 

TCTCAGCTACTTGGGATGCTAAGGCAGGAGGATTACTTGAGCCCCAGAGGTTGAGGTTGC 
50 AGTGAACCATGATCACACCACTGCATTCTAGCCTGGGTGACAGAGTGAGACCCTCTCCCT 

CCTAAAAAAATCCTTAAGAAATATATTGATGCTTGGTTCCTTTGGTCAGAATTTTGATTT 

AAGGTGTTGGGAGTGTAGCACAGATGTTGGAATAAACCTCTCAAACTGATTTTAATATAC 

AAACAAGGTCGAGAACCACCAAGGAAGAGTTTTTTATGCATAAAGATTCCTGTACTCTAC 

CCTAGAACTAATACATCTGAATCTCTGGGAATGGAGTATAACAATCAGATTTGAAAAGGT 
55 TTCTTTAGTAATTTTAAGGACTGACCAGTTTAGACACTGCTTT6TTAGAGTAAAATGATT 

AGGTACCTAGTATCAACCTAGCCATCCAACCTTATATTAATAACTAGGAAAATAAAGGGT 

TGGAGCCTCTGTGTTTCTTTGTTGAAAAATCTGCTACTATTATTAGATCTGTGAAAACAA 

TTGAAAATTCGGTTATTATCACCTTAAAAGTACAAAACCTATAGATTTTGAAAATGTAAT 

TATTTTTCTGTAGGCATAGTTAAAAAGATTTTGTAAATGTTATAAATCAGTTTCTTTATA 
60 AGCGGTTTATTTAGATAAATTTTGTTATACTGACATGATTCACTAATTTTCTAAATATAA 

ATGGTTCAGCTCTTAGTTATTTTTAAACTAATGACCTGTGTTATACTTCCTATTTTTAAT 

GGGCTTTTATGATGTTTTAGGTTTTTTTGAATCCCGTGTCCTTCAAGTGCTTTCTAACTT 

TGAGAGGAAGAAATTGACCACCTGGACTATGGAACTGAATATAAATAGTTTCTGGAAAGG 

ACaCrGACaACTTCAAAGCMAATGAAGTTCTTTC?rGTTGCTTTTCACCATTGGGTTCTG 
65 CTGGGCTCAGTATTCCCCaAATACACAACASGGACGGACATCTATTGTTCATCTGTTTGA 

ATGGCGATGGGTTGATATTGCTCTTGAATGTGAGCGATATTTAGCTCCCAAGGGATTTGG 

AGGGGTTCAGGTCTCTCCACCAAATGAAAATGTTGCAATTCACAACCCTTTCAGACCTTG 

GTGGGAAAGATACCAACCAGTTAGCTATAAATTATGCACAAGATCTGGAAATGAAGATGA 

ATTTAGAAACATGGTGACTAGATGTAACAATGTTGGGGTTCGTATTTATGTGGATGCTGT 
70 AATTAATCATATGTCTGGTAATGCTGTGAGTGCAGGAACAAGCAGTACCTGTGGAAGTTA 

CTTCAACCCTGGAAGTAGGGACTTTCCAGCAGTCCCATATTCTGGATGGGATTTTAATGA 
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GATTGCCBARTATATGAATCATCTCaVTTGACATTGGTGTTGCAGGGTTCAGACTTGATGC 

TTCCAAGCACATGTGGCCTGGAGACATAAAGGCAATTTTGGACAAACTGCaTAATCTAAA 
5 CAGTAACTGGTTCCCTGCAGGAAGTAAACCTTTCATTTACTAGGAGGTAATTGATCTGGG 

TGGTGAGCCAATTAAAAGCAGTGACTACTTTGGAAATGGCCGGGTGACAGAATTOyvGTA 

TGGTGCAAAACTCGGCACAGTTATTCGCAAGTGGAATGGAGAGAAGATGTCTTACCTAAA 

GAACTGGGGAGAAGGTTGGGGTTTCATGCCTTCTGACAGAGCACTTGTCTTTGTGGATAA 

CCATGACAATCAACGAGGACATGGGGCTGGAGGAGCCTCTATTCTTACCTTCTGGGATGC 
1 0 TAGGCTGTATAAAATGGCAGTTGGATTTATGCTTGCTCATCCTTATGGTTTTACACGAGT 

AATGTCAAGCTACCGTIGGCCAAGACAGTITCAAAATGGAAACXSAACATGGTTAATTTCC 

GCAATGTAGTGGATGGCCAGCCTTTTACAAACTGGTATGATAATGGGAGCAACCAAGTGG 

CTTTTGGGAGAGGAAACSWSAGGATTCaTTGTTTraiACAATGATGACTGGACaTTTTCTT 

TAACTTTGCAAACTGGTCTTCCTGCTGGCacaTACTGTGATGTCATTTCTGGAGATAAAA 
15 TTAATGGC3«iTrGCAC3VGGCATTA7iAATCTACGTTTCTGACGATGGCAAAGCTCATTTTT 

CTATTAGTAACTCTGCTGAGGATCCATTTATTCCAATTCATGCTGAATCTAAATTATAAA 

ATTTAAAATTAAATGCATATCCT CAAAAC 

>H_1. 0.0_71201 Moderately similar to TRY1_HUMAN Trypsin I precursor (Cationic trypsinogen) 
EH. sapiens] as: gi-2SSa3a7/// af07g07.sl Homo sapiens cDNA 3' end /clcoiesIMAGB : 1031004 /clone_end=3 ' 
20 /gb=AA63S173 /gi=25sa387 /ug=Hs. 136626 /len=370. [gnl | UG | Hs#S831001] [SBQ ID NO: 117] 
NNN^mNNNNNOTNNNNNNNNN^MN^nINroWNNGGTAAAAA 

AGTGGTTTAGGGCATAGAAGGAAGGTGGATTIGACAACAAAGAGAGGGCTTATGAAGAGC 
TAAAGGCATTTAGTTGGCaGCGATGGTCTGCTGAATCX3«3TTCACaTACPrGaV<aCCTT 
GGTGTAGACaa:aGGTTTTCCTCTCTGAGa«3iGOT^TAACCCCAGGAAACftACACCCTG 
25 GAGTTGTCKATTGCAEACTACGGGGCCACCAGAGTCaCCCTGGCAGGAGTCCTTTCCGCC 
CTCCaGGAAGCCCAGACAGAACATGTTGCTAGTGATCTTGCCTGGGTAAGAACTTGTGCA 
AGAACTGTCA 

>H_1.0.0_14S37 Homo sapiens pancreatic lipase-related protein 1 (PNLIPRPl) , mRNA cr: gi-54S3919/// 

[Human_jongleur 201102 . 6035 .CI] [SEQ ID NO: 113) 
30 GAGGGAACATCTGGAACATTAGACAGGATGCTGATCTTCTGGACAATCACACTTTTCCTG 

CTGGGAGCAGCCAAAGGAAAAGAAGTTTGCTATGAGGACCTCGGGTGCTTTTCTGACACT 

GAGCCCTGGGGCGGGACAGCAATCAGGCCCCTGAAAATTCTCCCCTGGAGCCCTGAGAAG 

ATCGGCACCCGCTTCCTGCTGTACACCAATGAAAACCCAAACAACTTTCAAATTCTCCTC 

CTCTCTGATCCATCAAeftATTGAGGCATCAAATTTTCAAATGGACAGAAAGACCCGGTTC 
35 ATCATCCATGGCTTCATAGACAAA6GAGATGA6AGCTGGGTGACAGACATGTGCAAGAAA 

CTGTTCGAGGTGGAGGAGGTGAACTGCATCTGCGTGGACTGGAAGAAGGGCTCCCAAGCC 

ACCTACACACaGGCTGCCAACAACGTGCGAGTGGTGGGCBCCCAGGTGGCCCAGATGCTC 

GACATCCTCTTGACAGAGTATAGCTACCCCCCTTCC3WK3TTCACCTCATTGGCCaCAGC 

CTGGGAGCCCACGTGGCTGGAGAGGCAGGAAGCAAGACTCCAGGCCTGAGCAGGATTACA 
40 GGGTTGGATCCTGTAGAAGCAAGTTTCGAGAGTACTCCTGAAGAGGTGCGACTTGATCCC 

TCTGATGCTGACTTTGTTGATGTGATTCACACGGATGCAGCTCCCCTGATCCCATTCTTG 

GGTTTTGGAACGAACCAACAGATGGGTCATCTTGACTTCTTCCCCAATGGAGGAGAGAGC 

ATGCCGGGATGCAAGAAGAATGCCCTGTCTCAGATCGTGGATCTAGATGGCATCTGGGCG 

GGAACCCGGGACTTTGTGGCTTGCAATCACCTAAGAAGCTACAAGTATTACTTGGAAAGC 
45 ATCCTCAATCCCGATGGGTTTGCTGCATATCCCTGCACTTCCTACAA6TCCTTTGAGTCT 

GACAAGTGCTTCCCGTGTCCAGATCAAGGATGCCCACAGATGGGTCACTATGCTGATAAA 

TTTGCTGGCAGGACAAGTGAAGAGCAGCAGTW^TTCTTCTTGAACACAGGAGAGGCTAGC 

AATTTCGCTCGCTGGAGATATGGGGTTTCCATCACACTGTCTGGAAGAACAGCCACTGGT 

CAGATCAAAGTTGCTTTGTTTGGAAATAAGGGAAACACTCACCAGTACAGCATCTTCAGG 
50 GGGATTCTCAAACCAQGCTCa^CCCATTCCTATGAGTTrGATGCAAAGCTGGATGTrGGA 

AOkATTGAGAAAGTCUiAGTTTCTTTGGAATAACAATGTGATAAATCCAACCCTCCCCAAA 

GTGGGTGCCACCAAGATCACTGTGCAAAAGGGAGAAGAGAAGACAGTGTACAACTTCTGT 

AGCGAAGACACAGTGCGGGAAGACACGCTGCTCACCCTCACX3CCCTGCTAAGCTCCCGGG 

GCGACGAGGCTGCTGCGTTCACACTAATAAAATCCACTGGTGCATCTGT 
55 >gi|l82057|gb|Mie652.l|HUMBLAP2A Human pancreatic elastase IIA mRNA, complete cds [SEQ ID NOs 119] 

CTGGAGCCCTCAGTTGTGGGGACCCCACTTACCC7«:CTTATGTGACTAGGGTGGTTGGCG 
GTGAAGAAGCGAGGCCCAACAGCTGGCCCTGGCAGGTCTCCCTGCAGTACAGCTCCAATG 

60 CCCACTGCATCAGCTCCTCCAGGACCTACCGCGTGGGGCTGGGCCGGCACAACCTCTACG 

TTGCGGAGTCCGGCTCGCTGGCAGTCAGTGTCTCTAAGATTGTGGTGCACAAGGACTGGA 

ACTCCAACCAAATCTCCAAAGGGAACGACATTGCCCTGCTCAAACTGGCTAACCCCGTCT 

CrCra^CCGACAAGATCCAGCTGGCCTGCCTCKCTCCTGCCGGCACCATTCTACCCAACA 

ACTACCCCTGCTACGTCACGGGCTGGGGAAGGCTGCAGACCAACGGGGCTGTTCCTGATG 
65 TCCTGCAGCAGGGCCGGTTGCTGGTTGTGGACTATGCCACCTGCTCCAGCTCTGCCTGGT 

GGGGCAGCAGCGTGAAAACCAGTATGATCTGTGCTGGGGGTGAT6GCGTGATCTCCAGCT 

GCAACGGAGACTCTGGCGGGCCACTGAACTGTCAGGCGTCTGACGGCCGGTGGCAG6TGC 

TCACGCGGGTCTCCAATTACATCGACTGGATCAATTCGGTGATTGCAAATAACTAACCAA 
70 AAGAAGTCCCTGGGACTGTTTCAGACTTGGAAAGGTCACAGAAGGAAAATAATATAATAA 
AGTGACAACTATGC 
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>H_a.0.0_10016 Homo sapiens hypothetical protein FLJ105e3 (FLJ10SS3) , mEMA cr: gi-89225ia/// 
[Human_jongleur_201102.3657.Cl] [SBQ ID NO: 120] 

GAGGCCAOSATACXITGCGTGGCTGGGGCTGCGGGCTCrGGGGTCaCCACCrTGGGCGACC 
5 CGGACSGTGGCGCCTCCGCCGGCCGCAGCTGGAGAGGAGCGTGTCCCCAAGCCGGGGGAGC 

AGGACTTGAGCAGGCACGCGGGGTCACCGCCGGGCAGCGTGGAGGRGCCATCTCCTGGAG 

GAGAAAACTCACCTGGTGGCGGAGGCTCCCCTTGTTTGTCCTCCCGGAGCCTGGCGTGGG 

GTTCTTCTGCGGGAAGAGAGAGTGCGCGCGGAGATAGCAGTGTGGAAACACGCGAGGAGT 

CGGAGGGCACGGGCGGCCAGCGCTCAGCCTGCGCCATGGGTGGTCCCGGGACCAAGAGCG 
1 0 GGGAGCCTTTGTGTCCTCCGTTACTGTGTAATCAGGACAAAGAAACCTTGACTCTGCTCA 

TTCAGGTGCCTCGGATCCAGCCGCAAAGTCTTCAAGGAGATTTGAATCCCCTCTGGTACA 

AATTACGCTTCTCCGCACAAGACTTAGTTTATTCCTTCTTTTTGCAATTTGCTCCAGAGA 

ATAAATTGAGTACCACAGAACCTGTGATTAGCATTTCTTCAAACAATGCAGTGATAGAAC 

TGGCAAAATCTCCAGAGAGCCaTGGACATTGGAGAGAGTGGTATTATGGTGTAAACAACG 
1 5 ATTCTTTGGAGGAAAGGTTATrTGTCAATGAAGAAAATGTTAATGAGTTTCTTGAAGAGG 

TCCTGAGCTCTCCATTCAAACAGTCTATGTCCTTGACKCCaCCATrAATTGAAGTTCTTC 

AAGTTACrGATAATAAGATTC3UUiTTAATGCy«W3TTGCAAGAATGTAGTAACTCTGATC 

AGCTACAAG6AAAGGAG6AAAGAGTAAATGAAGAAAGTCATCTAACTGAAAAGGAATATA 

TAGAACATTGTAACACCCCTACAACTGATTCTGATTCaTCTATAGCAGTTAAAGCACTAC 
20 AAATAGATAGCTTTGGTTTACTTACATGCTTTCaAOiAGAGTCTCrrTGaTGTTTCTCAAA 

TGATACTTGGAAAATCTCAGCSUVCCTGAGTCAAAAATGCAATCTGAATTTATAAARGAAA 

AAAGTGCTACTTGTTCAAATGAGGAAAAAGATAACTTAAACGAGTCAGTAATAACTGAAG 

AGAAAGAAACAGATGGAGATCACCTATCTTCATTACTGAACAAAACTACGGTTCACAATA 

TACCTGGATTCGACAGCATAAAAGAAACCAATATGCAGGATGGTAGTGTGCAGGTCATTA 
25 AAGATCATGTGACCAATTGTGCATTCAGTTTTCAGAATTCTTTGCTATATGATTTGGATT 

AATTCTATATAATTTTGGACTTTTAAATATTAAGGTTAAAAAATACCTGTATCTAAAATT 

TTTTTTTAAAAAAATTGCAATTTTGATTCTCATGGGGGAftATTGGAGRTAATTTTTTTTT 
TTTTTGCCTCTGGAGTTTAAAGTTTCCTTATGGAGATAAGTTTTGTGATTCCTGTAATAG 
30 ATGTGTATGTTTTCTATTTGAGAGTTAAAACATTT6AGAGTTAAAACATTTAGTTTTAAT 
ACAACCTATGTATATATACTTCTGTGTTAAATTTTGCTTTGTCATTAATAAAATTTAAAA 
ATATTCACT 

?H_1.0,0_72SS8 qo96g0a.xl Homo sapiens cDNA 3' end as: gi-3743449/// /clone=IMAGE:1722110 

/olone_end=3 ' /gBaAI192240 /gi=3743449 /ug=Hs . 147175 /len=410 [gnl |UG|Hs#Sai240a8] [SBQ ID NO: 121] 
35 NMNNNNNNNNNGTAGAAAGGTTATTTATTAGCCTTTGCTTAGTAGGACATCTTGTCCTTT 

TAAAATCCTATTOAGTACAAATGCITGTGTTTACAAAGTATTTACAATTTCAGTCCTGT 

TTCTTACATTTTTAAAAAAACAC3UICAGCTATCTGGTTGAAAAATAAACAAAAGC3VACTG 

CCAAAAATGAAGACTCTGCTTCTCACATTGCCTTTTGGGTCCCACCAAACATGGCTTGGG 

CACACTGAACa\AGGCrrGCCMa\aM3TGAGAAGGATGGAGAAAAACGTATGCTGTTCACA 
40 AAGGAGCCa^TGGATCTACyuiGGAAaVGGAGCrGCTSCrrGGGAGCCAGATACCAGGTACC 

TAGGAACCTCaWiAGCrTCCXy\ACACAGCACaa\CC3\AGACy«UMlTGATG 

i>H_l . 0 . 0_177S1 Homo sapiens KIAA157S protein (KIAA157S) , mRNA ors gi-2430a256/// 
tHuman_jongleur_201102.7803.Cl] [SEQ ID NO: 122] 

45 GCCACCGCAGCCCGTGCGCCCCGCGCCCTCGAGCGCCATGGCCARGGAAGGCGTGGAGAA 

GGCGGAGGAGACGGAGCAAATGATCGAGAAGGAGGCAGGCAAGGAGCCGGCGGAGGGCGG 

CGGCGGCGACGGCTCGCACCGCCTCGGGGACGCCCAGGAGATGCGCGCGGTGGTGCTGGC 

TGGCTTCGGGGGGCTCAACAAGCT6CGGCTCTTCA6GAAGGCCAT6CCCGAGCCTCAGGA 

CGGCGAGCTCAAGATCCGCGTCAAAGCCTGTGGATTAAACTTCATTGACTTGATGGTGCG 
50 ACAAGGGAATATTGACAACCCTCCCAAGACTCCCCTGGTGCCAGGATTTGAGTGTTCTGG 

GATTGTTGAAGCTCTGGGGGACAGCGTGAAAGGATATGAGATTGGAGACCGTGTCATGGC 

ATTTGTCAATTACAATGCCTGGGCAGAGGTGGTCTGCACaCCAGTGGAGTTTGTCTACAA 

GATCCCGGATGACATGAGCTTCTCGGAGGCTGCTGCaTrCCCCATGAACTTCGTCACaGC 

CTATGTGATGCTGTTTGAAGTTGCCAACCTCCGGGAAGGGATGTCTGTGCTCXSTGCACTC 
55 AGCTGGTGGGGGCGTGGGTCAAGCTGTGGCTCAGCTGTGTTCCACTGTCCCCAACGTGAC 

TGTCTTTGGAACAGCCTCTACTTTCAAGCATGAAGCAATCAAAGACTCTGTGACCCACCT 

CTTTGACAGAAATGCAGACTACGTGCAAGAAGTTAAAAGAATCTCTGCTGAAGGTGTGGA 

CATCGTTTTGGATTGCCTCTGTGGGGACAACACTGGAAAAGGTCTCAGTCTTCTCAAACC 

CCTGGGAACCTACATTTTATATGGCTCATCCAACATGGTAACTGGAGAGACCAAGAGCTT 
60 CTTCAGCTTTGCAAAATCATGGTGGCAGGTGGAGAAGGTGAACCCCATCAAGCTGTATGA 

GGAGAACRAAGTCATCGCGGGGTTTTCCCTTTTAAATCTGCTCTTCAAACAAGGCCGGGC 

GGGCCTCATTCGGGGAGTGGTGGAAAAACTCATAGGGCTCTACAACCAGAAGAAGATCAA 

GCCTGTGGTGGACTCCTTGTGGGCTCTGGAGGAGGTGAAGGAGGCCATGCAGCGGATTCA 

CGACCGAGGGAACATTGGCAAGTTAATTCTGGATGTAGAAAAGACCCCAACTCCaCTGAT 
65 GGCCAATGACAGCACA6AGACCAGTGAAGC7«MGGAAGAGGAGGAGGACCACGAGGGAGA 

CAGCGAGAACAAGGAGCGGATGCCCTTTATCCAGTAACTGAGGACCCAGGTGGGAGAATG 

TGAAGGATGGTTTGGAAGATGAGGACCCGGCTGAGAAAACTCTTCTGTGCCCCAGTGAAC 

AAATGCTGTAGTCCAGTGCGTGTCGTGTTTGTCTGCAGTCAGCTGAGCTAAAAAGCTGTT 

GATCACTGTTGTTTTTTGAAGTGCCAATCCCATGCCATGCAGTATTATGTCCCTCTCCTA 
70 TCTGTGTATTACACATTCCCCTCTCCCCTGTATCAAAACCATCCATCTGTGGGTTCTTCT 

TGACAGTTCTAGAACAGCCTTGCAAATTAATACAAGTCCCAGGCCCAATGCCTAAGAGAC 
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CAGACGTGGGCAAAGACAAGTTTGGATGGAAAGGTGTTATCACAGAGCCCTGTCCAGCTC 
CTAGAATTCCTCAGGCCAGTGACACTTTTTTGCTGCTGGCCaCCCATGCCTCTGATGAGA 
ACACTTGCCAATTTGGCCAGCAGAAAGAGAGTAGGCCGGATGTTTTCATGAGCCCACAAA 
TTTAGAAACTCTCCTAGTAGTACTTTTTCTCTCTCCaTTTAAGAGACAACTACGGTCAAA 
5 AGTTTGAGCCATTCTCTTCTACCCCTTCaGTGTCTGACCCTrTCACTGGCTCTTATCTGT 
AAACRCAGGGAGGCAGGTATGGATTTTTCACAGTAGACAATGGGTCSiACAGCATGAGTTT 
GAGGACCTGCTGTGAAGATTTCTCCTCCSUUU^TACATCTCATGGGCaGGATTCTTCCTGC 
TCCATATCTGTTTOUVTTTTAAGAAAGraCCACATAOiAGACyVCATTaXGAAGTCATTCC 
TGAGCATTGCTGGTGTTTGCACACTTGCCACCTGCATTACCSU^TTCTGTAAATTTCAATT 

1 0 CCTGGTGGAAAGTGACCACTTTGACCATGGATTTCCCAAAGAAGAGTTCCTTTGCAGACC 
ATAGGTGGAAAAGTCAATGAGCATCTCCTTCCTTGCCAAAGCATGTCCCAACATGTAACA 
AACTCTAGGGATACAAAAGGTTTATATTCAGCATCTGATGTCAGATGTACAGTTCCTCCC 
CTCCCATATATAAACCCCGGTGTAGAATCTGCAGCGCCCTGCTCTTCGGAAACCAAGGAA 
CAAGCCACCTGCTCACACACCTTGTTCARCTTTTCAGCTCCTARGGAACCCCACCCCCAT 

1 5 GCAATTTGACTGrrGCTTGAGAGGTGAATACAGTTACCTTCGAGAAACAGAGGGAGCTCCT 
CACCCCGTCCTTCCAGTCCTTTTGGCTAAAATGCTTAACTATCACTCACAAaCAAATGTG 
GAGATACCAGGAGCTCATTTGATTCATACCCCAACTTTGTGTTCTGAAAAACATCAGAGG 
GATTTTACATTGCCCAGTTTCTCCACCAACAAGCCTTAGGGTGGACCCAACCCTTTCCGC 
AAGTGGTAGGAACGAATGCATCTTAGCAATTACCTGATTTCCAAAGTCCTTTTGTAGCAA 

20 ATGTCACCTCATTCGTGGTCTTTTTACCTATCCTAAGCTTATGATGATGAGTTATGTATG 
CCAAATATTTATCTGAAGAGTTTCTCCTCATTGTGAATGTGTATGTAAAATATGAAGACA 
AGAAAGGGTGCTTTCATCTGAGGAACCAAGGGGTGAGAGTATCCCAAAGGAGGACACCAG 
CATCATCTTTTCTTCGTACTCCAGGACCCACCAATATTCCAGTTCTGGGTCATTTAGAGA 
GATAATGGGGCGTTTATTCCCCTATTACCTTTGCTAAGTGCTATATTATTGGCTGTTTCT 

25 CCCGTAACCATGCTGAAAAGGGGGTCTTAGGGAGAACTGTCATCCAAGTGGCATTCCTAG 
TRAGTTGGGTAGAAATGACATTTTCCAGAGCTGAAGGAGTGAAGAGCCCTTGGCCATACT 



ACATTGTCTAATGTCTMGTGGCTTTAGAGCTTTTGTTATATTGTGCCTATAAAGCAAAT 
35 TATGTTTACATAAAAATATAAATAAAGTATTCAGCATAGCAAAACCTC 

>H_1 , 0 , 0_11371 Homo sapiens similar to intermediate filament-like protein MGC:2g25, isoform 2; HOM- 

TES-103 tumor antigen- like; similar to CG1S021 gene product (LOC12S917) , mRNA cr: gi-2204188S/// 

[HuTOan_jongleur_201102.4338.C3j [SEQ ID NO: 123] 

CGCAGGTGCGGCGCACGGGCGGCGGCGGCGTGGAGACCGTGCAGGGCCCCGGCGTGTCGT 
40 GGGTGCACCCCGACGGCGTGGGCGTGCAGATCGACACCATCACGCCGGAGATCCGCGOSC 

TCTACAACGTGCTGGCCAAGGTGAAGCGCGAGCGCGACGAGTATAAGCGGAGGTGGGAGG 

AGGAGCTCGCCAAGCGCATGAACCTTCAGACCATGGTGGACACGCTGCAGGAGGCaGCAC 

AGGAGGCTGATGCCATCCAGGAGGAGATGAATGAGAAGATCGAGCGGCTCAAGGCCGAGC 

TGGTGGTGTTTAAGGGGCTTATGAGTGACCCCATGACAGACCTGGACACAAAGATCCAAG 
45 AAAAGGCCATGAAGGTGGACATGGACATCTGCCGCCGAATCGATATCACGGCCAAGCTGT 

GCGATGTCGCACAGCAGCGGAACTCAGAAGACGTGTCCAAGATCTTCCAGGTGGTCCCCA 

AAAAGAAAGAGCGTAAGGTGGCTTCCGATGATGACATCTCTGAGCAGGACGGGGAGGTGA 

ACCGGTTCTCGGACGATGAGGTCGGCTCCATGAACATCACCGATGAGATGAAGCGCATGT 

TTAACCAGCTGCGGGAGACCTTTGACTTTGACGACGACTGTGACAGCCTGACGTGGGAAG 
50 AGAATGAAGACACGCTGCTGCTCTGGGAGGATTTCACCAACTGCAATCGGACCATCGACC 

TGCAGGGCGAGCAAGAGGAAAACTTGGGCAACTTGATCCATGAGACCGAATCCTTCTTCA 

AGACGAGAGACAAGGAGTACCAGGAAACGATAGGTCAGATCGAGCTCGAGCTGGCCACAG 

CCAAAAGTGACATGAACCGACACCTGCACGAGTACATGGA6ATGTGCAGCATGAAGCGAG 

5 5 CACCGTCCCCCAGCTCCGTGGCCAGCAGCGACTCAGGAAGTACAGATGAGATCCAGGATG 
AGTTCGAGCGCGAGGCG6ATGTGGAGCCCATGGTCAGCTGATGACTGAGGCCCTGCGAGC 
CTGGTGGTCTTGGTGATGGGGCCCTGCCACCTCTCCTCATGGGGCCaGGAAGGCCCCTCG 




60 CCACCCACCCAAGGAATGGTGCTGTCAATTTCTATTGTTCTCCACATTACARATGCAGAC 
TTCTGTGCGGACTTTGCAGTGTTAACTGTGCCTTCTCCCTTAAGCTGAGCCACTTTGAGC 
TCCAAAGAATTATTCCTAGCAGGTGTTTTTATACAGAACTCTAAGCTGAGGGCCGGGCCA 
ACCGGCCGTGGTGTAATGTGGTTTCTGCCGTCCGTCCCRCCTGCTCCTCTGATTGGCCAT 
GGGCTATGCCCTCCCTTCCTCCTGAGCCAGCCCAGACTCGGCCTGGAGCTTGGGGTGCTC 

65 TGCCAACCCCCAGGAAGGAGCCGCTTGCCTCTGTGAGCTTTCTAGGCCTGGGTAGGGACC 
ACCCCAATTTTCTCACTCCCTGAAGGAGAGAAAGGTGGAAGGAAGGGAAGGAGGACACAT 
TTTAATTTTTTGGGGGGATCGAGTGGCAAAGTTGAAGGGACAAGGCACTGTGAGGGGAAG 
GCAGAGCCTCACTGTGTTTAAACTACTATGCAA&AAACAAAACAAACAACAAAAGCAGCT 
TGCCTTATATCATTGTGGAAGGCAGGACCTCTCCTGGGCTCCTGGCTTCCCCCTGGAGCT 

7 0 GGGAGAGAGGCCGGGGTTAGGGTGATCTGTGTGGCAGCACTGACTGGGTAGTGTGGGTTT 
GGCCXSAGGTTGGTCATGAGGCTGGGGTTCCC6CAAGGCACTGGCCTCCCTGACCGCTTGC 




30 



GTTATGTCCAGAGGAGAGGCATAAAAAGGCACTCTCCCCCACCACCCCTACCGRATCTGG 
GTTTGGTTTGGTTTTATTTAACTAGCAAAGTT7«iTCCAGTAATCGCAAATTACTCCa,GAT 
GGTTAAAGAAAACCCTTTCAGAATACAGAACGAGAAAACTAGAGTTTGACCAATAAGACC 
AATTTCTGCCATGAAGAACCGGGGGACGCAAGTTAATTGTTTAACGTACTCTCaTTTTAA 
GCACCTTCTTTCCTGTCTCTTGATTGTTTTTTCTGAAGGAAGTGTAAAGAATGTCTCAGT 
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TTCCTTCCGGACCTCTGGGTTCAGGGCGGGGGCGGAGGGATCCTTGATTTCC 
TTGATGTTCTTCCCTCCCTCGCCAGCCAACAATAGAGGCTTAGAGATCTGTAATTTCTCT 
GTGAGAAAGTCTGAAGGGGCCAGGCCTGGTCTCTGCTCCCTTCTACCCGCCTTGGGTTAG 
GACTGTCCGGCAGTTGCCTGCTTTTGGCTGCTGGCAGGAGAGAAGCAGGGTGGGCTGCTG 
GC31GTGCAGGAGCTGGAGTGAGGGCCATCCTCTTTCTGCTCCTCGACACACGCAAGCCGC 
TCTCAGCAGTTCCCTCGACTGGCCAGTCGGGGTATTGATCTGAGCCAGCATCCCCCAAGA 
CTTGAATGGCTTGAGTGGGACTGCGTTGAftGGGCACTGTGTGGCCCCCTTCCAAATCTCA' 
GCTTGGAGCCAGCTGAGOVGGCTTTGCTTTATTATTATTTTTTAAGCCTACTGCAGTGGG 
TCTGTTGCCAATTTTAATTTTTTATTGTCCCAGGAGCTCCCTCTAGTGGTCSiAGGTAGCA 

GCTCT6GGTTTGACT6GGATTGTGGTCCCCAGGGGTCCGTGGCCTTTAAGGCTCTTCTCT 



TAGAGAGAGAGAGAGAGCGTGAGAATGTGTTAGTGACTATGTGTGATGTAATTTATCACG 

CGGGTCCCCTGTGGCAGTCTGGCTGTGACACTTCCATAGTCAGCATCTCTTGTTAGCCAA 
ACAGTTCCCTTTGACAGGTACTTGGAGGGACAATGGTTTTGGAAGAGAGACGGCCCTTCT 
CTCTCCTCACTCACCCTTGTTCTAAAGGTTACAGGGTTCAAACATACCTGATTCTTGTTG 
TTATTGTTGTTGAATTTTTATTTTAACCAAAGGTTATCAGAGCCAGTTGGGCTTGGACCT 
CAGCTGCTAAAAAGATTTTCCGTTTCCTOSAGGGCAGGAAAACATCCACCCTCJGTGGGTC 
TCCTCCGTCCAGGGCCGAGGGAGGCATTGGACAATGTGGTATGGGAGTTTCGTGGGCAGC 



ACTTAAGACTGTAAGGCAGCAGTGTTAGCATGGGAGTAACTAAGGTTACTGTGGTTATCG 
GTGTCCGGCGGTATTATTTTTACTTTCCTCCTTGTATACATAGGTCATTTGTCTTTGAGG 
ACTAGGGTACTCTAGGGAGTTTGAAAACTGCAGGAGCCAGAAAGAGATCCTGGCCTGAGA 

TGGGTAGGAGAGGGAAAGCCAGAGTGTGATGGGCCTGCCTCCTGGGCTGGTTCCTGGGTC 

GGCCCTGCTTGTCCCCTCACCATGAGCCCACAGCTTGCCAAGAAAGACCCCAACGCTCGC 
TGGGGCAGCACCAGTCCTAGCTGGGACGAATTGGTCCATCCTTTGTAAAGCTGTAAATAC 
TTAATTTTGACTTTCTATTTCTAAGCCCAGTGTCATATTGACACTGGTATTTTAGAATTT 
TCTCAGATGGGCTCTCCTGCGCTGCCCTCTGTCTCCTGTTTTTGGGGGTTTTATACAAAC 
AGAGGATTGGGGAGGGATAGGAAGACTAGCATCCTTTTGGCTCCCTGGTTGGTTGTGAAA 
TACACACACACACACACACACACACACACACACTCGCACTCCTCTGAGACTCCGAACAGA 
GAARAAAATTATTGGCJtftATCAACACATTTTTCTTTCTCGTCTTGAGAAAATGTCTTGAG 
GTCCCTGAAGGGCCAAATCCATCGTGGACTAACTCTGTGGGTAGAGCTCAGATGACCTAG 
GGAGAATTAAACCACTTAAGCTTGGAGTGGGAGGAGAGGGGGTGGGGTGGGGGAGAATAT 
AAGATGTAACTTAAGCTAAATGTTIATCTATTTATAARGCAAGAGACTCTCATCTATTTTT 
ATGAAAGGAAGGGTTTTTTAATCTAGGGTAGGCAGTTGTGGTAGCCCAGCATTTTCCTGT 
GGACGAGACATGGTGCATGTTGTTGCTGGATTGAATGGAACCCATTCCTGTCCCCCGGCC 
TCGTCTTCTGTCCTCACTTTTGGTCATCCACACX:CATGAGCAGCTTCAGCAGAGTGTAGG 
TCCCACTTCACCCCATTCTCCTCTCCTCTGACCCCTCAGCTCCTTGGAAGTCTTGGGGTG 

ACAAGGCGCATTAGGGAGGGAACAAGCTGGGCTCTGGGGATAGGCTCTGATTARTTAGTT 



ACTGGGTGGGTGCAGGTAAAGCCAGATTCTCTCTGGAAGGGAATTTTCTATGAATGGATG 
ATTTCCAGGCTCAGGGTGGGCTGTGTGTTAGTTCTGAGCAAATCCCTCACCAAGACCCTT 
CCCTCCCAAGCCCTCAAAGAAAT6AGGC»AAGCCCTTCCCTGCAAGACCCCTTGTGGATG 
TTTTTGCATCTACCTGATTTTTAGCCCCACCCAGGGAGACTTTATACCCCAT6ATCCTGC 
CCCACCGTTGCTGTTGTCTGCCAGCTGGGTCTAGCATCACAGGGAAGGGGGGGATTTATA 
CTCATGGAAAGACTACTGATCCTACCGGAAACCAACCTGTTTACTGTACTGTTGTAAATA 
TCATGCCCTTTATATCCTGTATATTGGCTTCTTTTAAATAAAGTGAAATGTCTTAGAACT 

>H_1.0.0_36e7 Homo sapiens cullin 5 {CUL5), mRNA cr: gi-4503166/// [Huinan_jongleur_201102 . 833 . CI] 
[SEQ ID NO: 124] 

CCCTGGTGGGAGCTCCGGCCTCCGGTCAAGGCCTGGCCGGGAGCGCCACGAATTCTCGCG 
TCGTCTCGCGAGAGTCCAAGTTAAAGAACATGGCGACGTCTAATCTGTTAAAGAATAAAG 
GTTCTCTTCAGTTTGAAGACAAATGGGATTTTATGCGCCCGATTGTTTTGAAGCTTTTAC 
GCCAGGAATCTGTTACAAAACAGCAGTGGTTTGATCTGTTTTCGGATGTGCATGCAGTCT 
GTCTTTGGGATGATAAAGGCCCAGCAAAAATTCATCAGGCTTTAAAAGAAGATATTCTTG 
AGTTTATTAAGCAAGCACAGGCACGAGTACTGAGCCATCAAGATGATACGGCTTTGCTAA 
AAGCATATATTGTTGAATGGCGAAAGTTCTTTACACAATGT6ATATTTTACCAAAACCTT 
TTTGTCAACTAGAGATTACTTTAATGGGTAAACAGGGCAGCAATAAftAAATCAAATGTGG 
AAGACAGTATTGTTCGAAAGCTTATGCTTGATACATGGAATGAGTCAATCTTTTCAAACA 
TAAAAAACAGACTCCAAGATAGTGCAATGAAGCTGGTACATGCTGAGAGATTGGGAGAAG 
CTTTTGATTCTCAGCTG6TTATTGGA6TAAGAGAATCCTATGTTAACCTTT6TTCTAATC 
CTGAGGATAAACTTCAAATTTATAGGGACAATTTTGAGAAGGCATACTTGGATTCAACAG 
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AGA(aTTTTATAGAACAC3«lGCACCCTCGTATTTACAACAAAaTGGTGTACAGAATTATA 
TGAAATATGCAGATGCTAAATTAAAAGAAGARGAAAAACGAGCACTACGTTATTTAGAAA 
CAAGACGAGAATGTAACTCCGTTGAAGCACTCATGGAATGCTGTGTAAATGCCCTGGTGA 
CATCaTTTAAAGAGACTATCTTAGCTGAGTGCCAAGGCATGftTCSUUSAGAAATGAAACTG 
5 iiARAATTACATTTAATGTTTTCATTGATGGACAAAGTTCCTAATGGTATAGAGCCAATGT 
TGAAAGACTTGGAGGAACATATCATTAGTGCTGGCCTGGCAGATATGGTAGCAGCTGCTG 
AAACTATTACTACTGACTCTGAGAAATACGTTGftGCAGTTACTTACACTATTTAATAGAT 
TTAGTAAACTCGTCAAA6AAGCTTTTCAAGATGATCCACGATTTCTTACTGCAAGAGATA 
AGGCGTATAAAGCAGTTGTTAATGATGCTACCATATTTAAACTTGAATTACCTTTGAAGC 

10 AGAAGGGGGTGGGATTAAAAACTCAGCCTGAATCAAAATGCCCTGAGCTGCTTGCCAATT 
ACTGTGACATGTTGCTAAGAAAAACACCATTAAGCAAAAAACTAACCTCTGAAGAGATTG 
AAGCAAAGCTTAAAGAAGTGCTCTTGGTACTTAAGTATGTACAGAACAAAGATGTTTTTA 
TGAGGTATCATAAAGCTCATTT6ACAC6ACGTCTTATATTAGACATCTCTGCCGATA6TG 
AAATTGAAGAAAACAT66TAGA6TG6CTAA6A6AAGTTG6TATGCCAGCGGATTATGTAA 

1 5 ACAAGCTTGCTAGAATGTTTCAGGACATflAAAGTATCTGAAGATTTGRACS:AAGCTTTTA 
AGGAAATGCACAAAAATAATAAATTGGCaTTACCAGCTGATTCAGTTAATATAAAAATTC 



TGGAGGACTTGATACCGGAAGTAGAAGAATTCTACAAAAAAAATCATAGTGGTAGAAAAT 

20 ATGATTTGGAGGTAACCACGTTTCAGCTCGCTGTATTGTTTGCATGGAACCAAAGACCCA 

GAGAGAAAATCAGCTTTGAAAATCTTAAGCTTGCAACTGAACTCCCTGATGCTGAACTTA 

GGAGGACTTTATGGTCTTTAGTAGCTTTCCCAAAACTCAAACGGCAAGTTTTGTTGTATG 

AACCTCAAGTCAACTCACCCAAAGACTTTACAGAAGGTACCCTCTTCTCAGTGAACCAGG 

AGTTCAGTTTAATAAAAAATGCAAAGGTTCAGAAAAGGGGTRAAATCAACTTGATTGGAC 
25 GTTTGCAGCTCACTACAGAAAGGATGAGAGAAGAAGAGAATGAAGGAATAGTTCAACTAC 

GAATACTAAGAACCCAGGAAGCTATCATACAAATAATGAAAATGAGAAAGAAAATTAGTA 

ATGCrCAGCTGCAGACTGAATTAGTAGAAATTTTGAAAAACATGTTCTTGCCACAAAAGA 

AAATGATAAAAGAGCAAATAGAGTGGCTAATAGAGCACaAATACATCAGAAGAGATGAAT 

CTGATATCAACACTTTCATATATATGGCATAATTTTGAATATCATGGACAATATTTAGAA 
3 0 CCCAAATTTTGGAGTGCTTGGGOiGAAAGTTGTAAAGTTTGTGCTGAGAGAAAGGTTTAT 

TTGGACTTTGATTACATAAATATTACCATCTCTGCCTTACCTTACAAAAACAACTATATT 

TTGCCAATCACATTAGTTAGCATGATGGCATTCCCTTCATGTTGCACACTCTTTGACAGC 

ATGCTGTTTTGTGGAGAAACTTGCATTCATGAAGAGCCCATTATCAACTTTTAAAAGTGA 

ATTTGATTTGTACCCA€€AGGAGAAATACAGTTGGGAAGGGTGAGGGTGGGGTTCTTGTT 
35 GCTTTTTTCTCTTTTTTTCCTCTCTTAAAAAATGTACTTGCACAAGGAAGGATCTTCAGA 

AATAGCACTCTTGGTTTCTTTTGATGAAAAGAGTGAGCTGGTCAATGCAACATTGGGAAA 

GGAGGAAACAGGAAAAATTGCCGTCCATTTTAAAAATTTAGGTTTGTTGTTTTAAACCAT 
40 AATTGTTCTOWSAACTTTTTTGGAACTTCCTAATTTTGGGTCATTTAATTTAAGAATGAG 

AGTCATGATGTTTTGATTTATGAAGGTGAATTTAATGCAAAAGTGGGTAACACTACATTC 

ATAGCTWiAGTTTTTTATTAAATTTTATAAATTTTTAATAGCCT^TTATGTCCTAATTGTA 

TTTTGGGGAATGAAOVGCAGCAAATACTGTAAATGTACAGTTTTCTTTTTTTTTTTTTTG 

GTTATGTATACAAAAGTTTTAACTACTTTTTGGTGTTTATGAAAATCATTTAGTT6ACAA 
45 GGTGCCTATGCCATTGTTAAATTTTCTTTAAGTAATTTAACAACAGATTTGCTAATTTAA 

AAAAAAAATGAAAAAAAAAACCTTACCACCATTTTGTAAAGGTCTGAAACCACATTGGGC 

ACCCTTTATCCAGGTCCCTCCCCCCCAACGTACACTTAAAATTGGTGCCGAGCAGGGATA 

TAACCTGCAGTTAAGTGAAAAGAAAAATCCAGCCTCCCCCTCCAAAAAAAAAAAAAAAAA 

TTTAATTTTTAAAAATTAGTGGTATGGCAATAAGACACTTCAGAGGCTATCTTAACCTCT 
50 GAATACCCATCTTCTAGTTTAAAGACAGAGACATCCCATCTGGAAAATGTTAACTTGTGT 

TGCCATCTCGTTGCCGGAGTAAGTAGACATAAGACAGAGTTTAAGAAGTAAAAATATAGA 

AAAATTTTGATGGTCACAATGAGATAAATATTAGAATATTACTATTCCAATGATTAAATG 

AGGATCTTGAAATAAATTCTGAAGTCTTCCAATTTTTACATTTATTGGAGGGGTCCCTGA 

GTTCTGTCAACTTTTTTATTTAAGTCTCTTGCTCTTATTTTGTGCATAAATGTTAAACCT 
55 TCCAAAAATGAAATGTTAGCTTTCTTTCTTTTACTTTTTATTAAATTTAATAGAAAATAT 

GACCTGAGTAGTTAAAAAGTATTTTGCATTATTTGCAGTAAGATGTCTCTAGCACTGCTC 

AAAGGGCAAATTTTAAAACTTCAGTCTGGGTGAAAGATTTGCTAGTTTTACAGAAAGATT 

TGCTATCTTAAACTCAAGCTGGTTTTTCTGTTCTCATGTAAGTGACTGGGATGCTGTCTT 

ATGAATTCTTCCAAGGTCATGTTTGTGAAATAAACATTACATGAGAGCTTTCCTGTCATC 
60 TACACTATATGTTGTCTGGAGTGTTGAACAAATTTATTTTAGTTTCTAAGTTGTAATCTA 

TCCTCATATGGTCTATACGATTTTGAATGTGTGCCACTACATACTGAGATGATAATGCTG 

TACAATTTTAAGTGGTAGCAGTTTCTGTATGCAGTAGGCTGAAA 

>gi|22S70012|gb|BU15S480.l|BU1564B0 AGENCOURT_7941852 NIH_MGC_67 HomO Sapiens CiDNA Clone 
IMAGE;S172385 5', raRNA sequence [SEQ ID NO; 125] 

65 tcactttctagttgtcccatgcaggggttgaaatttgattccaagcggaaagtatattat 

gttttttcaggccttoicatctagagagatggataacttccaatttgatttttcaggtaa 

tagagraagctgctagtaattttaacccctgcctaaagaagacatatacttcatttggga 

gcaaatacttattgccttgaaaagtagcactgtaatagcx:tatgataattagttgtagaa 

taacctttatccctttcaaactatgcaaattattaaataagtgtaaattaggattcaatt 
7 0 aaagatagttgattatattgcaatcagatggcattcacaaacttaactggagcatataca 

aatatattagtctaagttttgtatgctaaca6aaagatataatttagctacctattctaa 




:CTACTGAAC 
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AAATGGTGAATATTATTAATATTGTATAATAGGAGTGGGAAGACTGCCTCTTTTTTTTGA 
AGAGAGAGATTAAGGATTTTTATAATTGTTTTTCATCPAATTTTAATATTTTTGTCAAAT 
TTTTAGGTATTTAATTTGTAAAACAGTT7GCTT7GTAC7GGCATACAGAAAATAGGGTAT 
TGATTTTAAACTTTTTGAAGCCAAGTGATCAAGTACATTTGTAATAAAAGTCAATGGATC 
TATAAtJNNNHNHNMJtWMSlNrojNNNNNNt^^ 



>H_1.0.0_20776 Homo eapiens rhotekin (RTKN) , mRNA cr: gi-1952e470/// 
[Human jongleur_201102 . 9437.C1] [SEQ ID NO! 126] 
GGAAAATTTGTCACAGCAGCCAGAGGG6TTTAACAGGAGTGCAGAGGGATAAGGGCAGCT 
TCTGCCCTCTGCCCAAGAGCTGGCCACCTCTTTAAfljGACTGAGGGAACAGTGGGAGGAGG 
AACTGTGGGACAGTGTGGTACCTATCTGTCCCCCCTCTGGAGGGGTTGACAAGGGAAAGG 
GCACCGGGGGGCACAGAGATGCAGGACAGATTGCACATCCTGGAGGACCTGAATATGCTC 
TACATTCGGCAGATGGCACTCAGCCTGGAGGACACGGAGTTGCAGRGGAAGCTAGACCAT 
GAGATCCGGATGAGGGAAGGGGCCTGTAAGCTGCTGGCAGCCTGCTCCCAGCGAGAGCaG 
GCTCTGGAGGCCACCAAGAGCCTGCTAGTGTGCAACAGCCGCATCCTCAGCTACATGGGC 
GAGCTGCAGCGGCGCAAGGAGGCGCAGGTGCTGGGGAAGACAAGCCGGCGGCCTTCTGAC 
AGTGGCCCGCCCGCTGAGCGCTCCCCCTGCCGCGGCCXSGGTCTGCATCTCTGACCrCCGG 
ATTCCACTCATGTG6AAGGACACAGAATATTTCAAGAACAAAG6TGACTTGCACCGCTGG 
GCTGTGTTCCTGCTGCTGCAGCTGGGGGAACACATCCAGGACACAGAGATGATCCTAGTG 
GACRGGACCCTCACAGACaTCrCCTTTCAGAGCAaTGTGCTCTTCGCTGAGGCGGGGCCA 
GACTTTGAACTGCGGTTAGAGCTGTATGGG6CCTGT6TGGAAGAAGAG6GGGCCCTGACT 
GGCGGCCCCAAGAGGCTTGCCRCCAAACTCAGCAGCTCCCTGGGCCGCTCCTCAGGGAGG 
CGTGTCCGGGCATCGCTGGACAGTGCTGGGGGTTCAGGGAGCAGTCCCATCTTGCTCCCC 
ACCCCAGTTGTTGGTGGTCCTCGTTACCACCTCTTGGCTCACACCACACTCACCCTGGCA 
GCAGTGCAAGATGGATTCCGCACACATGACCTCACCCTTGCCAGTCATGAGGAGAACCCT 
GCCTGGCTGCCCCTTTATG6TAGCX5TGTGTTGCCGTCTGGCAGCTCAGCCTCTCTGCAT6 
ACTCAGCCCACTGCAAGTGGTACCCTCAGGGTGCAGCAAGCTGGGGAGATGCAGAACTGG 
GCACAAGTGCATGGAGTTCTGAAaGGCACAAACCTCTTCTGTTACCGGCAACCTGAGGAT 
GCAGACACTGGGGAAGAGCCGCTGCTTACTATTGCTGTCAACAAGGAGACTCGAGTCCGG 
GCAGGGGAGCTGGACKAGGCTCTAGGACGGCCCTTCACCCTAAGCATCAGTAACCAGTAT 



TCCTTGTACCATGAGATSGCTATTGAGCCGCTGGATGACATCGCAGCGGTGACAGACATC 

GACCAGCCTGCCCTGCCTAACCCCTGCTCGCCTGCCTCAGTGGCCCCAGCCCCAGACTGG 
ACCCACCCCCTGCCCTGGGGGAGACCCCGAACCTTTTCCCTGGATGCTGTCCCCCCAGAC 
CACTCCCCTAGGGCTCGCTCGGTTGCCCCCCTCCCACCTCAGCGATCCCCACGGACCAGA 
GGCCTCTGCAGCAAAGGCCAACCTCGCACTTGGCTCCAGTCACCAGTGTGAGAGASAAAG 

rCCTCTGCTGGACCTGGGGT 
AGGCTGCAGGGGTGGGCAGAAGCCCCTCTTAAATTGTGGTTGCXaTGGTACCGAGGGACT 
CATTCCTGGGGCTCGCTGGGACCTCCCTAARCCCTTCCTGGAAGAAAACTGGAACCSUVCT 
CTGCCCTACCTCCCTGCACTAACCAGCTTTGAGGATGGCACTGAAGAACCCTTGGAGCAA 
ACATACCTCCCTTGTGACTCCCACATCAACCATTAAAGTTATTTAACAGC 

>M_1.0.0_48825 vi20h04.xl Mus musculus cDHA, 3' end as: gi-4375208/// /clone=IMAGE: 904375 

/clone_end=3 ' /gb=AI481982 /gi=4375208 /ug=Min. 33142 /len-253 [gnl | UG|Mra#S442316] [SEQ ID NO: 127] 

CCAGTGTTCCAAAGCa^TTTGGAATTCAAGACCTACTCCTGAGGCTACAAGTTTTTTAGC 

CCAAGCAGCACAGCTTTTCCACCCTAGGGAACCCTCCATTTTCCGTGGTTTTGCAGCCCA 

GTAACTTTCAGGCATGCATAAAAAGCTGATGGCTCAGGGTCCCTAGCCCAGCCTCCCATC 

AAAGCTGACGGGAACTGCCTGGGGTAGACCCAAGTCACAGTTTAAAAGTAAATAAATCAA 

GTGCTTTCCCTTC 

>M_1.0.0_4854 Mus musculus SRY-box containing gene 11 (Soxll) , mRNA cr: gi-6S78064/// 
[Mouse jongleur_201102.2327.Cl] [SEQ ID NO: 128] 



AGCGAGAAATCAAGCGAGTGAGAGAGAGAGCGC6GGTCCCGGGCCGCCGCCGCCTCCTCT 
CCGGTCGCCGCCGCAGCCGCCGACGCAGCAGGGAACGGGGCCGGGGGGGAGGGGGGCGGC 
CGCGGACGCGCGCGGCCAAGGACTTTGCAACTTGCCGGAGAAGGTGGAGGGGCGGGAGGG 
GGAGG6GCGCCCGCGCAG6AGACCGAGCGCCCAGCCCCGCCGCGGACCATGGTGCAGCAG 
GCCGAGAGCTCGGAAGCCGAGAGCAACCTGCCCCGGGACGCGCTGGACACCGAGGAGGGA 
GAGTTCATGGCGTGCAGCCCGGTGGCCCTGGACGAGAGCGACCCGGACTGGTGCAAGACG 
GCGTCGGGCCACATCAAGCGGCCCATGAACGCCTTCATGGTGTGGTCCAAGATCGAGCGC 
AGGAAGATCATGGAGCAGTCGCCCGACATGCACAACGCCGAGATCTCCAAGAGGCTGGGC 
AAGCGCTGGAAGATGCTGAAGGACAGCGAGAAGATCCCGTTCATCCGGGAGGCGGGGCGC 
CTGCGCCTCAAGCACATGGCTGACTACCCCGACTACAAGTACCGGCCGCGCAAAAAGCCC 
AAGACGGACCCGGCGGCGAAGCCCAGCGCG6GCCAGAGCCCCGACAAGAGCGCGGCGGGC 
GCCAAGACGGCCABGGGCCCCGGCAAGAAGTGCGCCAAGCTGAAGGCGCCXSGCGGGCAAG 
GCGGGCGCGGGCAAGGCGGTGCAGCCCGGCGACTGCGGAGCGGGCAAGGCGGCTAAGTGC 
GTCTTCCTGGACGACGACGACGACGAGGAGGACGACGACGACGAGCTGCAGCTGOSGCCC 
AAGCCGGACGCGGACGACGACGACGACGAGCCCGCGCACTCGCACCTGCTGCCGCCGCC6 
GCGCAGCAACAGCKCCCGCAGCTGCTCAGGCGCTACAGCeTGGCCAAGGTACCCGCCAGC 
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AGCAGCX3GCAGCGGCGCCGAGGftCGCCX3ACX3ACCTCATGTTCGACCTGAGCTTG7U^TTTC 
TCCCAGGGCGCGCACAGCGCCTGCGAGCAGCCACTGGGCGCGGGCGC6GC6G6GAACCTA 
TCCCTGTCGCTGGTGGATARGGACCTGGATTCCTTCAGCGAGGGCAGCCTGGGCTCCCAC 
TTCGAGTTCCCCGACTACTGCACGCCGGAGCTGAGCGAGATGATCGCGGGGGACTGGCTG 
GAGGCGAACTTCTCCGACCTGGTGTTCAC6TATT6AGAGGCGCAGGGCTCCTCGGGAGGC 
AGTCGTGGCGGTCAGGATGGCGGGGGGGAGGGGGAGAAGATGCTCACGGTCAGAGATGTG 
GCGCAGAGAAATTGGAAAAAGTGATGAAATGTTGGTGGAGTTAAAGTGAAATTGA6TAGT 
TTAAAAACAGATTTTCCAGGTTTTTTTTTAATTTTTAAAAAAAATTTTTTTTTGGTCTCC 
CCCCACCCTTCCCTTCCTTTATCGTGTCTCAAGGTAGTTGCATACCTAGTGCGGAGTTGT 
GATTTTCCCCACCCCTGAGAAAAACGTGTTTTGTAATTTCTATTTCTTTTTCCTGAAATT 
CGTGATTGCAACAAAGGCGGAGGGGACCGGGCGGGGGAGGGGAGGAGCCCCCGCTCCGGA 
AG6CGCTGTTTGAAGCTTGTGGCTTTTTGARGTCTGAAAGACGTCGGCAGAGGGACCCTT 
TTGGCGGCACAACTGTTACTCTAGGGAGTTGArrTCOTTTTTCCTTAAGAGATCTAAAAA 
AGAACTGGTGATTAAAAAACAACAACARCACAAAAAAAGGGACCATTGCAACCTTTTTTG 
TTTTATTTTACTTTTTTGGAGGGAGAAAGCTGATGTCTTCTATGCATCCAATTTCTCAGG 
CTGCAGGGAGCTTGAAAAAATGCAGTCTGTACAAACGCTTACAAAAAAAATCATAACTGT 
GAACTGACTTAAGAGCAGAGTTTACTTTTTCAGATCAAATTGTTTATGGTTTTACAAATG 
TGATTTCTACTTGGCAACCTTTTTTTGGTAACTCGTTCCCTTATACCTCCTTGATTGAAT 
ACCTTACAGCCTACACCTCAGTACAAAAGGTATTGAAACATTTTTGATACATAACAGACC 
TCAATCTTTTTTAAAAATTAATATATTTTCAGGCGTATTTTTGTACAGTGAAAAGGGAAC 
AATCTTGCTGTGTTTTTTCAGTAAGACTTTCAGGCACTTCTTCCCTTTTGATTTTTCTTT 
TTCGTTTGTTTTTCTTTTTTGTTTGTTTTTTTTAGCATGCAAATATGTTGGTACGTTATG 
TCCTGGTTTAAAGGATTGAAATTTTAAAAGTAATCCTTGCATCTAAAGGCCTTGTGGTTA 
AAAAAAAAAGCAAACTTTTTTGTACAGCTATAGTAGAGATTTGTTCAATATTTGTAGGTA 
AAGATTTATTGAAAATGGTGACATAGACCTCAGAGCTGTTCTTAGTTTAAGACTGTATGT 
ACTGTACCATAGTAGGACCTATGTATCTCATCGCTGTGATGTGTGGACGGGGCrCCAGAC 
SGAAGGTTTGAAACTGGATTCTCGATTTTTAGCAAAAAGAAAAAGGAAAGGCACATAGTT 
TTAAATTTTCTCATTTTGTGCAATATAATCTAAATAAACAGACCATTGCATATTTAGTAG 

>M_1.0.0_43109 mo86f04,xl Mus musculus cDNA, 3' end as: gi-4282215/// /clone=IMAGE: 550479 
/clone_end=3 ' /gba.AI448385 /gi=4282215 /ug=Mm. 30681 /len=277 [gnl|UG|Mn#S431182] [SEQ ID NO: 129] 
TATGGTTTTTAAAGCTTCAGCCTATGGTTGCTTGACCTCATATGGTTAGACAGAATACCA 

TGGGCCCCTCTAAAATCAAAATAAATTACATACTTTAAACTTTCAGTGACACAAAGAAGA 
CATCCTATTCCAAAAGGGAAGAACAGGGCCATAGAAAGAAGAAATGTGGGGAAAAGAAAG 
GAAGAAAGAAAGNNNNNNNNNmJNNNMNN^^ 

>M_1.0.0_48237 vi22a05.rl Mua musculus cDNA, 5' end as: gi-2504317/// /clone=IMAGE : 904496 

/clone_end=5 ' /gb=AA617112 /gi=2504317 /ug=Mra. 31089 /len=352 [gnl|UG|Min#S246802] [SEQ ID NO: 130] 

TTTTATAATATAATAAATAATTTTATTAATCACAGCCACaGAAGACACAGTTTCAAGCAA 

GTTACTAACCTCTGTATTCATTCACATTTATTTTTAAAGGTTCAGAAAATGTCTGGTTGG 

TCTGCTTTCTCCTCTCTCAAAGAAAGAATATTGCATTGAAGTTTTAGATATATGGATGCT 

GAAGTACTCAGTGATGAGATAATTTGTTAATAGAGAAACCATGTCATTTGAAACTTTCAC 

CCAAGTACAAAAGATTATATGTTATATTTACTTGACAGARAAACTCATATAGGCGTTTTT 

CTTAAATATTCATTTCCTTTAAGTAAATAGAGTGTGGCGAAGGATCCGAATT 

>H_1.0.0_1248 7 Homo sapiens hypothetical protein MGC17347 (MGC17347) , mRNA cr: gi-19923876/// 
[Human_jongleur_201102.4395.Cl] [SEQ ID NO; 131] 
GCCCGCTGACAGATTCTCGGTGGCGGCGGCAGCGGCGGCGGCCCTGGACTGCGGGGAATG 
GGAATCCTAGGTCCCTGACTGAGCACCTCCCCCGCCTCCCTGCCCCCGACATGGCTCAGG 
AGAAGATGGAGCTAGACCTGGAGCTGCCTCCGGGTACGGGCGGGAGCCCGGCGGAGGGCG 
GTGGCAGCGGCGGCGGCGGGGGCCTCAGGAGGTCTAACAGCGCCCCCCTGATCCACGGCX: 



CGTTCCCGAGCCGCCACX3GCCTGCTGCTGCX:GGCCTCCCCTGTCCGCATGCACAGCAGCC 

gcttgcaccsigatcaaacaagaagagggcatggacttgatcaaccgagagacggtccacg 
aacgggaggtgcagaccgcaatgcagataagccactcctgggaggaaagtttcagcctga 



cagcaccgtcacccactcggggaattgggaagcagtgtttttcgccatccttgcaaagtt 
ttgtaagtagcaacggattgcctccaagccctattcccagcccaacgacccgatttacca 
cccggagaagccagagccccatcaattgcattagaccaagtgttcttggaccattgaaaa 
gaaaatgtgaaatggaaactgaatatcagccaaagagatttttccagggcatcaccaaca 
tgctttcttctgacgttgcacagctgtcagatcctggtgtgtgtgtatcttcggataccc 
ttgatggaaacagcagcagtgccggatcttcttgtaactcaccagcgaaagtcagcacta 
ccaccgactctcctgtgtcacctgcccaagcggcttctccatttattccactagatgaac 
tttcgtctaagtgattcactcatcctgagactttctttttgcagtggagagagagaataa 
tctagttggggcaaacactgaactttgtcaattaatttgaggctatttcctatttgaccc 
cttttcttttttgaaattccctgaaatgatgttattctagagaacrrctatgtcaggttc 
ctttggatacccttgaattcagtgtagtaatattttcagacgtttccccaataagtgtgt 
tgaagcatacatctttacgctgctaatatgtctaaatacatatgttatcccttgattttt 

TTAAAT 
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>M_1.0.0_18870 Mus musculus 0 day neonate skin cDNA, RIKEN full-length enriched library, 
clone : 4631422C13 :homolog to CDNA PLJ103S2 PIS, CLONE NT2RM2001152, full insert sequence or: gi- 
12852440/// /cds= (332, 2401) /gb=AK014527 /gi=12852440 /ug=Mm. 30857 /len=2S92 
[Mouse_jongleur_2011C2. 12200. CI] [SEQ ID NO: 132] 
5 TACGAGGTGAAGTCATTTCTTCTGGGAGTAAACCTCTGCCACCrCSGGCCTCACTGCTCAG 
ATATTCCACTGATACTGTCCAATAAGCAGTTTCTGACTTGGGGTGGCATCCCTCTCGGCA 
GGACACftGCTCCflGAAACTAGCTTTAAGflAACAGTTCTACAACTACMCrCAAAATTTGC 
GACTATTTATCARAGGAPAAGATCAGGATTGCTTTCAGATTCAGAACACTTTTGGCTCAG 
AAGAGCGGCTGACCAGCAATTGTGAGATCAGGATTTGCCCAGGGGAGGACTTTGTAATCT 
1 0 CTGTGTTATTTGCACCTACTCGATTATCTTGCATGTTGGCTAAACTTGAAATCAAGCAAC 
TTGGAAGTCGATCTCAGCCAGGCATTAAGTTTATGATACCATTGTCTGGATATGGAGGAA 
CAAGTAATCTTATTTTAGAAGATGTTAAGAAATTATCTGACAGTTACTTGATAACAATGA 
ATGACTTAATTCCTGGCAAAGAAAGTAAAGTTGTTTTTTCTATTCGCAACACTGGCTCCA 
GAGCAGCCTTTGTTAGAGCAGTATGTTTTAAAGAGTCTCAAAGAAAAGTTTTGCTGGATC 
1 5 CTAAAGTATTGAGGATTTTTCCAGATAAATTTGTACTTAAGGAAAGAACCCAAGAACATA 
TTACTTTAGTGTACACTCCATCAAGCAGAAAGAATGGCGAAAAACCTGCAACAGAGCTGT 
TAACTGTCTACATGTTTGGTGGTGATGAAATCTCCAGACAGCAGTATC6CAGAGCTCAGA 
TGCATACACCAGGAATCCTAAAGCAGATCCTTCCAGAACACAGTGTGCTACAGCACATCG 
ACTTCACGGAGGCATTTCAGGATGAGCCTCTCATTGATGAAGTGTGTGATCTTCCTCAGC 
20 GGCCTAATGACATTGAGCTCTTCTATGGAAGCATGCXSGAAAATTACCCTGTCAGTAATTG 
GAGAATTCAGAGGTACCATTTGTAGCCGAGAATTTCTTCAGCCTTCCTCCAGTGCTG?«IT 
CCAAAAGTAATTTCTCCAGTGACTCTAAAACTTCTGGAAAACAAAGTGGCAATGTCCTGT 
TGGATGTTTTACCGGTTAAAGGCCCTCAAGGCCCTCCTTTTCTCTCACAGTCTGCCCACC 
CAGCCCAGGACACAGCAGCCTCTGAAGAAGGCTGGGCTGTCCATCCAGAACACTTGATTC 
25 TGGTGGCTCCTTCCTCTTGTGATTTGGCAAAAACTGGATGTTTCCAAATTATAAATAATT 
CTGTTATTTTACTGAAATTTGAGCTGTACTGGCCTGCACATTGCCTGACAGTCACACCAC 
AACATGGATGTATCATGCCAGAGAGTAAAATACAAATTCTCGTGAGTCCTAATTTTTCCG 
TGTCCACAAftAGAGTCAGTGTGCCCATGGACTGGTTTGATCTACATACACTGTGATAACG 
GACAGAAGAAAATTGTAAAAGTTCAAATTCGAGAAGATTTGACTCAAGAACCTTTACrTC 



gtttgacaaaactaataacaaaaccaccttccacaaaagttgaaattagaagcaagacag 

tgatttttcctccaacagaacctggtagaacctcagagaactatctggaactggagaatt 

gtggccccacagatgtaaagtggcacctgtcatcttttgcacccccgtatgtcaftgggag 

ttgatgaaactgaagatqtttttcgagctacctacacaaccttcagatgttctcccattt 
35 ctggcacactagaaggccatggaatccaaaaggtctccatcatatttttgcccagagaca 

aagggaattatgcccagttttgggatgttgagtgccaccctgctaaagaacctcacatga 

aacatacattgagattccagctctctggccagagcatcagagcagagaatgaccctgaag 

actcatgctcctccagagatgccctcattaaagtagataccgcagtcacatcccggaggc 

gcgctgtgtctgagacagctgctcacacgcctg6cag6cagctcaactcgagccatcatg 
40 gagtatatgccccaaaggatgtctacacgttcctgccaaccaaacttggggratccagga 

avctgaaaatcaatttgagaaataattctttttccacrcatgcactgaagtttttgagcc 

ccagag!^cx:tttccacattagacactccaagtacactttgagggcccgacattatatcx: 

acatcccggtgcacttcagaccagag6cagtgggcagatttgaagctttacttgtgatcc 

aaacagatgaaggcaagagtattgctattcjgactaatcggtgaatcccttggaaraagtt 
45 aactagaatacatattgtgtaaatgacctgcttatattttggcaatctcatttttctaca 

CCAAAATTATGCTGTTGTATATATTTTGTACGATAAATTC7\ATGTGTATAARTTATAGAT 
TTGTTTTATAAAGAATTTATTTCTGAAGCCCTCACTAAATATCATGTACCTAGCTCACAG 
TATTAACATTTACAAGGGAGAAGTTCTATTTTTACATTGATTATGACATTCTGAATAAAT 
GTGGCATATGTTTTGATATGGTGTATTTACAAATAAAGTTGATATTTAAATT 
50 >H_1.0.0_242S1 Homo sapiens cDNA: FLJ22323 fis, clone KAIA3974 cr: gi-10439347/// /gb-AK02S476 
/gi=10439347 /ug=Hs . 398258 /len=1902 [Huraan_jongleur_201102 . 11450 . C5] [SEQ ID NO: 133] 
CGGGTCCTCTCAGCGCCCGCCGGCGGCCGCGTCCACCCCCGACGCTCTGAGGTCACCGAC 




55 CGCTTTGGAACCCGAGGTGGGGGGACCCTGGCGGTGGGGCCTGGTCCTGCTATATGCCGG 

CGAGAGCGAGCGGGCGGCGGAGGCGGCGGOSGCGGCGGGGCCGGGATGGAGGACGTTAAC 
TCCAACGTGAACGCGGACCAGGAGGTGCGGAAGCTGCAGGAGCTGGTGAAGAAGCTGGAG 

60 CCCGGCAGCCCGGTTCGGGCCGGCGCGTCCATTCCCTCCTCCGGCGCGGCGTCTCCTCGG 



ACGAGTAGCGAAGAGCTGCGGGACGCCACCTCCTTGCTAGCGGCGGGCGAGGGCGGCTTG 

ctggacgaggtggagccgctgcggcccgacgagctggagcgcctgtcaggctgggaggag 
gaggaggagagctggctgtattcatcaccaaagaaaaaacttacaccaatgcagaaatcg 

65 gttagtccattagtttggtgcaggcaagttttggattacccaagtcctgatgttgagtgt 
gctaaftflaatctcttatccs^caaacttgatcaaactatgtcagctctcaagaggcagaat 
ttatataataatcctttcaactctatgagttacaccagtccttacagtccaaatgcs:agt 
agcccatacftgcagtggcttcaattctccatcctcaaccckagtgcgacctcctatagtc 
aaacagcttatacttcctggaaattcaggtaacttgaaaagctcagacagaaatcctcca 

70 ctcagtcctcagtcctctatagatagtgagttaagt6cttcagaattagatgaa6attca 
attggatcctlattattiagctaaatgatgtaactgatgtacagattctagcccggatgcag 



30 
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GAAGAAAGTCTCCGGCAAGAATATGCAGCCACCACGTCTCG6C6CA6TTCT6GTTCATCT 
TGCAATTCTACAAGACGGGGTACTTTTAGTGATCAGGAACTTGATGCACAAAGTTTAGAT 
GATGAAGATGACAATATGCATCATGCAGTATACCCTGCTGTTAACAGGTTTTCACCATCA 
CCACGCAATTCACCTCGACCGTCACCTAAGCAGTCACCCAGAAATTCaCCTCGTTCACGA 
5 TCTCCTGCTCGGGGAATAGAATATAGTAGflGTGTCCCCACAGCCTATGATTAGCCGCTTA 
CA6CAACCTCGCCTTTCACTTCAflGGCCATCCCACAGATTTACAGAC3«^GCAATGTTflAA 
ARTGAAGAAAAACTAAGACGCaGTCTTCCAAACCTGTCCCGARCATCTAATACACAAGTT 
GACTCAGTGAAAAGCAGC3VGA7U3TGACTCAAATTTTCAAGTGCCAAACGGAGGAATACCT 
CGTATGCAACCTCAGGCTTCAGCCaTACCTTCTCCAGGCAAATTCCGTTCCCCTGCAGCA 

CCTGGTAGCCAAGAAATAACACAGCTCACACAAACCACCTCCTCACCTGGGCCTCCTATG 
GTTCAGAGCACAGTCTCAGCAAATCCTCCCAGCAATATCAACAGCGCTACTCTAACCAGA 

GGCATACCAGTGCCTCGCAGCAAACTTGCACAGCCTGTTCGCAGATCCTTGCCAGCTCCT 
15 AAAACCTATGGTAGCATGAAAGATGACAGTTGGAAAGATGGCTGTTACTGACCAGCAAAG 
ACAAGAATGCAGAAGTCCACGGCTTCATGGATACCCTTCACCAGGCTAAAAAACAACTTT 
TATATGCAGACTGTTCAGATAAGACTCTTGGGATTTATAAAATCCCAGCCCTCTCTGTCT 
TAATTAGCACAAACCGACAGAGATCATCAAACAGCACTTTAATGACATTTAACATCAGAT 
GTGTTTGGTAATa^TAa^TCACTCTCCATAGAATCACTTTTAGTTTTGTTTAATAGAAA 

TGCCAAAGAGAAATGCCCATTTGTAAATGAGAAAAATGCCCATTTGTGCACARGAAAATG 
GTGAATTCAGGCTATCCAAAACTTCACATTCAACCTAATTTACTGTATAAATAGTATCAA 
TAAATATTTGTGTTAATGAGAACTAATATTCTGACTAATTATCTAAAGTGTTTCACTAGT 
ACACCAGGAAACTACAGATTGAGATTAGGGGGTGGGAGGAAAGAAACCTGGGCTAGAGAT 
25 TAAAACATTCCTAAATTTAGCAGAATTTCAGAAATGATTTTTGCAGATTCATTAGAAAAG 
AAAAATTGTCATTTAATCTTAA6TTTTGGATGTAGCTCACATGTCACCACCACCAGATAG 
TGTTACAGCATGTATCCATCATGTTGCaTTGACACATCAAACTTGTGTGTGTTTGTTTTG 
ATTGCCAAAAGGGCTTAATATCAGTTGTACAATCTTTCTGAACTTTATAGTTCCTGGCTC 
AGGAARGATGGCCTTTGCTATTGAAGCCT^CTTCTTCACATGCTGTTATCTTTACAGRAC 
30 TAAGAGATCTTGTTTCTATTAGCAGGTTTTCATGATAGGAAAGARCAAGTAGTGTGTGTC 
TTTATTCTTGATACAACACCACCTOSGTGCTTGCAACCTGGAACAAAACCATACCATGAG 
AGAGAGGGGGAAAAAAATCTATGCACTTAACCTACAAAATCTCTGGTGATGACAGTTGTA 
TTGTTGCTATTACATGGCATAACGGTCTATTATGTGGTAGGaAAATATAGCCTGCTAAAT 
CCTACTTAAGTTGATCeACTTTAAACTGAGTAACTGTATAAAACATCTATTGAAAATTCT 
35 TTTCCTTTTGACTTAGATTCTGCCTTACATCAATTTTTGCATTTTTGGTAAAAAAAAAAC 
CCTACTACGTATGACTCTAACCTGATACTTGCTCTCTAATGGCTCTTRATATATCCTTGA 
AATCGGCTATTTCAATTTTATCAGACTTTTACCAGAGTAAAACTTGCTTCTGTAGCAGGC 
CTCTCATTTTTTATTATGAGGTCTGTTTTTAAATACTTAATTTGAACAGCTCTAAGATAT 
TGTCACTTAGGTCATCTAAAAGCTTTTAGA6ATTT6AACATAAGTTCATTTCCTGTTAAT 
40 CAAAGACATTCCGTAAGTTGGCAAAAGAAATTGGGAGAGAGAAATAGAAGGCTTGATATT 
CTGGACAGCATTAAGGTTGATAGGTTGATGATARAAACTTAAAACCAGGACCTCCATTCT 
GTCATGACTGACaCCATGGTAGTCTGTC3«3CTTGACCAGTGGAGAGTCATTCATTTAGCA 
CARGCAGCTGGAGATTTAAACTGCCflGTACTATGTATTTGGTGTATAATGCAAGGAAGAA 
ACTTTATCCTTGAATTTGAGGGTGATGGGGTGGGTCAGGAAAGGATGGCGCCAGAATTCT 
45 AOiTGATAATGAACTAAZlAaATGTTGCTTTTCAGAGGAAGATAAAGCATCTTCTTTTGGG 
AGGGGGGTATCTCATGTCTAAGTAAGTAAAAGAAAGAAGTAGCTACTGTCTCTTTTAAAA 
ACTACGTACAAAACAGAACaAGTCTCAGTTTTCAGTGCAACATTTCAAAAAATATATATG 
CTGCAATCTAATAATTAAAAGGAATTTTACCTATTATGAAACATATTACATTTTTTAAGT 
TAGATAATCAGTTTCAAAAGGAGTATTCAGGTTATTTAACTTTGTTTTTAAATGGCTGCA 

TTGATCTGAGTTTGGTAAAGTATTATTTTACCTGCTGTTGTACTACCACAGACTGTTGAC 
TTTTAGTTTCTTAAAGAGAAAAATTGCCTTTTTACTA6AAAGCCTTTGTATATTGCAATT 
TTTCTGTTTGGGAAAATCTAAGGATTTACTGTGGTTAGTCTTACAGAAGAAATGTGGATT 
TGATAAACTAGTGCCTATGATTTTAACTTATGTTTGATATATAGTAGTAAGGGTTTTATG 

55 AATGTTGATTATTTTGTGCCAACAGCCCAGAATTGTCACTTATATGTAAGCAGAAAACAA 
TGAGCTCTGCTTCCAAAGTTATTTAATTTTCTCAGTGTTTGAATGTTATTTTTTGTAAGT 
GTGTTAATAAAAGTGTAAAGAATTGGAAAAAATATAAATATTCTTAACTCAAGCATTTGC 
TGGATCATTTTTCTAOkAAACITCTTTGTACAATATAAAACACTCTCTGAAGAGTTGACT 
TTTTTTCAGTTTCGTATCCTGGAAATCACATTTTGTAAAACTGGGGACCATTCATAATTG 

60 TCAGATACTTTTTAAAATTATCTCAATACATCACTTTTATAAAAAAAAAAAGTTTTTTTG 
AAAGAAAATTAGATACATATGTGGCCCCAGATGTTTGTATAACTCTAGAATGATCTAGAC 
TATGTATGTTTAAATTAACTTTTTATTGAATGTACAGGTGTCCATTTTTGACGTTAAGCA 
TGGTCCTTTAAGGTCACATGACGTTTGATTTGCAAACATTTCTATAGCCGAACTTGTATA 
TGTGGTTGCCTCCTTAATRAACAGCCTGACCATAATGTTTATTATTAAATTTATATTCTT 

65 TAAGTGTTTAATTAATCTCTGGATATGGTAAGATTCCTTTTTTTCCTCTCAGTTGCCTAC 
ACTT6GTTTTAATAAATTACTCAGTTGA6TTTTTCTTTAACCACAGAAACCCAAATCATA 
TTGCCCTTTCAGATTTAGTCTTCATGGGGTTGGATTATGTCTTATATTTTCTCTGTCAGA 
GTTATTTCATATATGGATTTTACTTGABGGAAATTTACAGTTTACTCTAAATTGATTTGT 
TCTTGGAACTTTTTTACCTGCTGTGAATTGATACCTAGTTATAAAAAGCTAGCATTTGCC 

70 TAGATCATAACTATGTATGGTATCTAGTTAGAAAAAAACAAGCAAAAAGCTATTATGAGT 
TTCCAAGAGGGACAATTAAT6CATTTTCATACCAAATGCGAATATTTAGGTGATCACGTG 
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CATCTTTTCTTGTATGGATGGAAAAATCAAGAATTGTACACTGTTTAATGAGTTCTCCAT 
ATTCCTTTAGGAGATATTTGCTTTGCAATTACATGTTACAATTAGAATAATTACAATTAA 
AATAATATTACATGTTACAATTAGATTAATAGTGATGAGAGGGAAAAAAGACACCCTTCT 

TACTTGTATTATAARTCAATACATAAGTTTAAACCTGTTATATACTCAGTGCARCAGARA 
AACCCATATGGAGGTTCAACCACTGATGTATTTTGAATGATCCTAAATATAAGTCTTGGG 
TGGCTAAATGGCCCTCTGCTTACCAGTCTGAAAATGAAACCGATTATACTCATCGGCCTT 
ATTTACTGTAATACAAACTGGTTAAAACTATGTTAACTGAATGCTAGTTTGAAACAAATT 
ATCTACATTAAGTCATCTTAATGTTTTCTCTTTAAAAGAAATAAAZiAAATCTGTTTCTTC 

>M_1.0.0_47114 mh7abl2.rl Mus musculus cDNA, 5' end as: gi-1487e35/// /clone=IMaGE! 457055 
/clone_end=5 ' /'gb=AA023720 /gi=14a7635 /ug=Mm. 23708 /len=357 [gnl |UG|Min#S56S79] [SEQ ID NOi 134] 
NNNNNlTONNNNNimNNNNNNNNNNNNNOT 

GCAGCCTGCTTTTGTCTTTATTAGATACCAAGAGTACCAGAAACATTAGTACCTGAATTG 
TGTACTGAGATCTCTTCTTTTAGAATGGGCGTCACCTTTAAACGTGACTGCATTTGTTTA 
ACATAAACTGTGAATTTCATTTTTTCCCTCTGCTTCCAAAACTCACAGTAATACACTACC 
AAATTTAGAATTTGACAACA6ACTAAGTTCTTGGTTAAGAAAAAGCATTTTGTTGCCAGA ' 
ATAGCTGCAAAAGGGATCTTTAGGGCAAGAAGGGTGGGTGGCTACAGGTTCCTGARC 

>M_1.0.0_241S4 Mus musculus 16 days embryo lung cDNA, RIKEN full-length enriched library, 
clone:8430430L24!homolog to HYPOTHETICAL 46.9 KDA PROTEIN, full insert sequence cr; gi-12858160/// 
/cdB=(63,1325) /gb=AK018452 /gi=128581SC /ug=Mm. 182246 /len=2151 [Mouse_jongleur_201102 .17388 .CI] 
[SEQ ID NO: 135] 

GATATGGCGACTTCTCTGGGTTCCAACACCTACAACAGGCAGAACTGGGAGGACGCGGAC 
TTCCCCATTCTGTGTCAGACGTGTCTTGGAGAAAACCCTTATATACGAATGACCAAAGAA 



GGGGTCCGCATGCGCTTCAAGAAGACTGAAGTGTGCCAAACCTGCAGTAAATTGAAGAAT 
GTTTGTCAGACCTGCCTGTTAGACCTTGAATATGGCCTACCCATCCAGGTTCGTGATGCA 
GGATTATCATTTAAAGATGACATGCCTAAGTCAGATGTCAATAAAGAATATTACACCCAA 
AATATGGAAAGAGAAATTTCTAACTCTGATGGAACACGACCAGTTGGGATGCTAGGAAAA 



AATCGGCCCCACATTTGTTCCTTTTGGGTGAAAGGAGAGTGTAAGAGAGGAGAGGAGTGC 



GACCGGTACTATGGAATCAACGACCCCGTGGCTGACAAGCTTCTAAAGCGGGCCTCGACC 
ATGCCCCGCCTGGACCCACCGGAGGATAAGACCATTACCACCCTGTACGTCGGCGGTCTG 
66AGACACCATCACCGAAACAGATCTCAGAAATCATTTCTACCAGTTT6GAGAGATCCGC 

accatcactgttgtgcagaggcagcagtgtgccttcatccagttcgccaccaggcaggct 
gccgaggtagccgctgagaagtcctttaacaagctgatcgtgaatggccggaggctcaat 
gtcaagtggggaagatcccaagcagccagaggcaaagaaaaagagaaggatggaaccaca 
gactctgsgatcaagctagaacctgtgccaggactgcctg6agctctgcctccacctctt 
gcagcagaagaggaggcgtctgccaactacttcaacctgcccccaagtggtcctccagca 
gtggtgaacattgccctgcccccaccccctgggatcgccccaccgccacccccaggtttt 
ggaccacacatgttccaccccatgggaccaccccctcctttcatgagggctccaggacca 
atccactacccttctcaggaccctcagagaatgggtgctcatgcaggaaaacacagcagc 
ccctagcacaacattgccactcaggggctctgaggragaaagggcgctctaaagtcccag 
taaatgaatcctgggataagtaccatttcccttgctttgtagtttccatggtagctgaat 
gtgttcagatgtgggcagagagcacagctatgcttccccacatgtcttcagaggatcggc 
gggcctaaaacaagctgtcatgaacatagctgcttaccactatagca6tactaagagcct 
tatgtctgatcccttcccactctgtggggaacacgcacatgggtgaactggagtgaccaa 
tggagtccccatcagtgtgttcattttgtatctttttgggcgggaggcaaaagttgacct 
gcggtttaaaaaaagtattttgaccatttttatgtctatttggtattttcttttatatca 
tctaaaaaaaatttagtactaatcattgtagtggcataaaagtgatttaactaatttgaa 
atcataccctcagagagggtacctaagatgatatgcttttaaggaacttcctgtgaaata 
:atttgactgggagactgtctgcctgc 



tgggcaggagactgttcagtcttagaargtttggatttaactgaattgtagatggtaagg 
gaaatttgatgttgtattgtattttttgtttttaattaaaacgggtcaattttccaaatg 
ttgctggacttatgtttctttttaccctttggtattaaatgtgaaataagt 

>M_1.0.0_3392 Mus musculus RIKEN cDNA 1110035L05 gene (1110035L05Ri]() , mRNA cr: gi-13385631/// 
[Mouse_jongleur_201102.1384.Cl] [SEQ ID NO: 136] 

ggttgctgtcgagggcaccgagcaggaggataggtcgacagagacgaggagttctggctc 
ctcctgcagacatgcaccagcggctgctgggctcgtccctgggcctcgcccccgcgcggg 
ggctctgaatgcctgccgccgcccccatgagagcaccggcctgggctcccgcccctaagc 
ctctgctcgcggagactgagccatgtgggcctggggctgggccgctgcagcgctcctctg 
gctacagactgcaggagccggggcccggcaggagctcaagaagtctcggcagctgtttgc 
gcgtgtggattcccccaatattaccacgtccaaccgtgagggattcccaggctccgtcaa 
gcccccggaagcctctggacctgagctctcagatgcccacatgacgtggttgaactttgt 



72/349 



1 nii«:WE:/WOOo053^0l.cpc| Pass 



WO U3/058201 PCT/US02/41825 



ACGGCTGGTGGTTGAGGCCTTCTACTGCCGTTTGAAAGGCCCTGTGCTGGTGGACAAGAA 



GGATATOSTCCGTGTTCTCaTCTGTATTGAGTCCTTGTGTCATCGTCATACGTCCCTGGA 
GGCTGTATCAGGTCTGGAG.13CAAC'AGCAGGGTCTTCACaGTGCAGGTTCAGGGGCTGCT 
GCATCTACAGTCTGGACAGTATGTCTCTGTGTTCGTGGACARCAGTTCTGGGGCAGTCCT 
CACCATCCAGAACACTTCCAGCTTCTCGGGAATGCTTTTGGGTACCTAGCGGAGCTGAAG 
AAACGATTGTGGATTGAGGAACCAACACCTTGCTTCTTAGAGGAGCTGAftAAGGACTACT 
CACTCCCCTTTTAATAGTTTTCATAGCAATAAAGAACTCCAAACTTCTTCATCGCT 

>H_1.0.0_3771 Homo sapiens cDNA PLJ202a8 fis, clone HBP04414 cr: gi-7020281/// 
[Human_jongleur_201102.8Sl.C3] [SEQ ID NO: 137] 
TTAAGGCAGGGGCTGATATAGAACTTGGCTGCTCCACACCTCTGATGGAGGCATCTCAGG 
AGGGACACCTGGAATTGGTTAAATATTTGCTGGCTTCTGGCGCTAATGTGCATGCTACAA 
CAGCAACAGGAGACACAGCCTTAACCTATGCTTGTGAAAATGGACATACGGATGTTGC3VG 
ATGTTTTACTTCAAGOVGGGGCTGATTTAGACAAGCAGGAGGACaTGAAGACTATTTTGG 



TGAAAGCTGCAAGAGCIGGTCATTTGTGCACTGTGCAGTTTCTTATTAGCAAAGGTGCCA 



:CCTTTTAGGAGTGCAAAAAGCTGTGAGTACCAGAGTGCCCACTGGTTCCAACAGTTCTT 



CCCAATCGATGCCTCCTGTGTATCCTTCAGTTGACATTGATGCACATACTGA6AGCAATC 
ATGACACAGCATTAACACTAGCTTGTGCAGGTGGTCATGAAGAACTTGTATCTGTGCTCA 
TTGCACGGGATGCCAARATTGAACACAGAGACAAAAAAGGTTTCACACCACTAATCCTGG 
CAGCAACAGCAGGGCATGTTGGAGTTGTTGAAATCCTTTTGGATAAAGGTGGAGATATAG 
AAGCACAGTCTGAACGAACTAAGGATACTCCGCTTTCATTGGCATGTTCTGGTGGACGTC 
AGGAGGTGGTAGACTTGCTGCTGGCTCGAGGTGCAAATAAAGAACATAGGAACGTATCTG 
ATTATACACCACTGAGTCTAGCTGCGTCTGGAGGATATGTTAATATCATTAAGATTCTGC 
TTAATGCTGGGGCAGA35RTTAATTCAAGGACTGGGAGTAAACTAGGTATTTCTCCCCTGA 
TGTTGGCTGCAATGAATGGACATGTTCCTGCAGTAAAATTGCTGCTCGATATGGGTTCAG 
ACATTAATGCCCAAATAGAGACCAATCGGAACACGGCTCTCACCCTGGCCTGTTTCCAGG 

AGACGGGTCTTACCCCCTTGATGGAAGCAGCTTCTGGAGGGTATGCAGAGGTTGGAAGAG 
TTCTTCTTGATAAAGGAGCAGATGTTAATGCTCCCCCTGTGCCTTCCTCAAGAGATACTG 
CTTTAACAATAGCAGC7W3ACAAAGGTCACTACAAATTTTGTGAACTCCTGATTCATAGGG 

GAGGTCATTTTGATGTTGTGCAGTTGCTAGTGCAAGCAGGTGCTGATGTGGATGCAGCAG 
ATAACCGGAAAATCACACCTCTTATGTCAGCATTTCGCAAGGGTCATGTAAAAGTTGTTC 
AATATTTGGTAAAGGAAGTAAATCAGTTCCCTTCTGATATAGAATGCATGAGATACATAG 
CAACAATTACAGATAAGGAACTGTTGAAAAAATGTCATCAATGTGTCGAAACCATTGTGA 
AGGCTAAAGACCAGCAAGCTGCAGAAGCAAATAAGAATGCGAGTATTCTTTTAAAGGAAC 
TTGATCTGGAAAAGTCAAGAGAAGAGAGCAGAAAGCAGGCTCTTGCTGCTAAAAGAGAAA 
AAAG 

>M_1.0.0_26959 Mus musculus 16 days embryo lung cDNA, RIKEN full-length enriched library, 
clone :8430411F12iunclassifiable transcript, full insert sequence cri gi-12858086/// /cds=l~ 
/gb=AK018402 /gi=1285808S /ug=Min. 196522 /'len=1085 [Mouse_jongleur_201102, 20299. CI] [SEQ ID NO: 138] 
ACATCCACCGCAGCTACTACTTCATAATTATGGCGAATACTATCGTCCATTCAAACATAC 
ACTCAAATACACTTCAGrrTTTTTTTTGAAGACTACCAAGAGGGCTTGAATCGATGTGTC 
TCGAGCTTTAAGTCATCCTGCAGATTGGAGACAGGCCCTGAAGGAACATCGACCATCACT 
GAAATCCCTAGGATCTGGGACCAACACCATACCTCCCAAGGGTCTAATTTAAATCTGTCX: 
TACTCACTGGTCAACATATTGGACTCTGGTGTTAATATAATGTTAAAATAGCTGCTTACA 
TGGTTAAAAGAAAAGAAAAGAAAATGTGCTGATTGTTTGAGATGAAAGTAAAAGAAAACC 
TGCTAAATCATTGGGGAACTTGGGAGGAAAATCATTTTAAATAAACAAATCACATCATTA 
CACAGCATTATCCAGTGGCCTGCCTCTTTTATTTTTCTCTTATTTTTGTGATCAATAATC 
ACTGTACATATAGATATTTAGCCACTTTTTTTAGCTCCATCGACTTCAGTGGTTAGGTCA 
GTCCCCATCGAGACACCGGACTTAAAGAACTGAGCATTGATAAGAACTCAGTATGGCTGC 
ATAGGAGACAAGAACAAGCAGTGATCTAGTGATTCACACCTGTCTTGCCTTTACTGTATT 
CACAGGAGCTTTGGATTGAGAAGAATTCAGTCAAGGAGCAGGAGGTAGGCTTAAGGCAGG 
CCTGGATAAAGTATGGTCCTGGAAGATGTCCCAAAGARATTCAAAGATGATTATTTCTTT 
AGTTTTTGCCTTGTCCTCACCAGTAATTGCTCCCATCTAG66AGAG6GAGGGATATT6AT 
GTCTCTCTTTTAAACATATGTTTACTCTTCCAAGGTGACTTATGGGACTAAGAAAGGAAG 
CAAAGCTTTTTACC3W^GTAGACTTAAACTTTGAGTTTTTACGTTGCTGTTTATATCTC 
TAATTCAGCACTCTTATTGCTGTAGCTAAGCCTTTTCGATTCTATATTAAGTAGAGTTGA 
AAGTGGAGATCTTTCTTGAGTTCTTAGTAGTGGAAATGCTGAGCTCTCCOiTAAAAATGA 
TGTGCCTGAATGGTTTGCCATATATAGCCTTTATTATGTGATGATATGATCCTTTTATTC 
TGAATTTCTTCAGGACTTTTAACATAAGGGGATGTTAAATTTTGTCCAAAGCCATTTTTT 
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TTTGC^TTTATAAAGATGATC^TGTTATTCTGTCTTTGAGCCCATTTATGTAATTTCTAR 
TACATACACACACATCCCTGTATCTGGAATAAAGCCAATGTAGTTGTGGCG 

>H_1.0.0_8578 Homo sapiens T-cell activation NPKB-like protein (TA-NPKBH) , mRNA cr: gi-21245099/// 
[Human_jongleur_201102.2906.Cl] [SEQ ID NO: 139] 

AAAATTTGCTGATTAAATGAATGTGGGTGTGTTTGAGAGGGATC 

TCTGGCATGAAACGCTGAGAAGATGGGAGTGTCTGCTGGCAGAGATGAAAGTGAGCAGGG 
GTGAGCGCAGCCACTGCCCAACGCAAACCGTGAAGAAGCTTCTGGAAGAGCAGAGGCGCC 

AGCCCCTGACCCCATCTGTGAATGAGGCTGTGACTGGCCACCCTCCCTTCCCAGCACACT 
CGGAGACTGTGGGTTCTGGACCTAGCAGCCTGGGCTTTCCAGACTGGGACCCCAACACGC 
ATGCTGCCTACACTGACAGCCCCTACTCTTGCCCTGCTTCTGCTGCCGAAAATTTCCTGC 
CTCCTGACTTCTACCCACCCTCGGACCCAGGGCAGCCGTGCCCATTTCCCCAGGGCATGG 
AGGCTGGACCCTGGAGAGTTTCTGCACCCCCTTCAGGACCCCCACAGTTCCCCGCTGTGG 
TCCCTGGACCATCGCTGGAGGTGGCCCGAGCTCACATGCTGGCTTTGGGGCCACAGCAGC 
TGCTG6CCCaGGATGAGGAGGGGGACACGCrCCTTCACCTGTTTGCGGCTCGG<3GGCTGC 
GCTGGGCGGCATATGCTGCGGCTGAGGTGCTCCAGGTGTACCGGCGTCTTGACATTCGTG 
AGCATAAGGGCAAGACCX:CTCTCCTGGTGGCGGCTGCTGCCAACCAGCX:CCTGATTGTGG 
AGGATCTGTTGAACCTGGGAGCAGAGCrCAATGCCGCTGACCATCAGGGACGTTCGGTCT 
TGCACGTGGCCGCTACCTACGGGCTCCCAGGAGTTCTCTTGGCTGTGCTTAACTCTGGGG 
TCCAGGTTGACCTGGAAGCCAGAGACTTCGAGGGCCTCACCCCGCTCCACACGGCCATCC 
TGGCCCTTAACGTTGCTATGCGCCCTTCCGACCTCTGTCCCCGGGTGCTGAGCACACAGG 
CCCGAGACAGGCTGGATTGTGTCCACATGTTGCTGCAAATGGGTGCTAATCACACCAGCC 
AGGAGATCAAGAGCAACAAGACAGTTCTGCACTTGGCCGTGCAGGCTGCCAACCCCACTC 
TGGTTCAGCTGCTGCTGGAGCTGCCCCGGGGAGACCTGCGGACCTTTGTCAACATGAAGG 
CCCACGGGAACACAGCCCTCCACATGGCGGCTGCCCTGCCCCCTGGGCCGGCCCAGGAGG 
CCATCGTGCGGCACCTGTTGGCAGCTGGGGCGGACCCCACACTGCGCAACCTGGAGAATG 
AGCAGCCCGTTCACCTGCTGCGGCCCGGGCCX3GGCCCTGAG6GGCTCCGGCAGCTGTTGA 
AGAGGAGCCGTGTGGCGCCGCCAGGCCTGTCCTCTTAGGACTCAARCCCAGACCCTGGAC 
TGATTTTCCAGTCCCCaCCGTCCTGCGGGACAGCCAGCGTATGCTAATGTTGCAAACCCA 
TGATAATGTATGTGGAATATCCTGCCATTGGGGTTTTACATTAAAACrCCAGAATGGCTG 
CAGAGGGGTGAACAGGCCCCAATATTTGGGGTGCTGTGATACCCCTCTTCTACCCACAAG 
GAGCCCTCTTGATGATTTCTGTGAAATCGAGGCCCCTTGATTGTTTCTGTGAAACACCCT 
GCACCCCTAGTCCTTTCCCCACTGAGATCTTTCGGGTTCTCTCCCCTAACTCAGCTCTTC 
GTTCCCAGAAACCCAGSTGTAATCCCCCTACGTGGTGCTTGGGGCATCCCGATACCATCT 
CAGTAAATCTCCTACAATGGCCTCCTCACCCTCCCCGGGACCCACACCCTTCAGGTCCTC 
ACCCTGAGACAGGAGGGACCCTCTGAGATCAGGGACCCTTAGGTCTCACTGTTCTCTGAT 
TCAGAGCTCAGCTGGGCCCCCAGTTCCAGACCCCAGCATTTCCGGTCACTCCCTCCCTAA 
TCTGAGCATCACTCAAGCTTTTTATTAAACTCAATTTGGCCCAGN 

>H_1.0.0_102185 SP1090 Homo sapiens cDNA 3' end as: gi-8888427/// /clone_end=3 ' /gb=AW064490 

/gi=8888427 /ug-Hs. 330544 /len=325 [gnl |UG | Hs#S2133178] [SEQ ID NO: 140] 

GCAGATGACTGTAGCXITCCTACAGATGTTATAGGCATCAGATACTCATCAATACACAGTA 

CTTAACTGCCAGGCCTATGGGCACAGGTCTTTAACCCCACTACTCAGGAGGAAGAGGCAG 

GCAGATCTCTGAATTTGAGACCAGCCTGGTCTTTGCAGTGATTTCCAG6CTAGAAAAGGC 

TCCACAGAGAGATCTTATCTCAAAAAACCCGAGAAATCCTCTCTCTTTCCTTCTCCTCGC 

TCTCTCTCCGCCCCCCCCCCTCTTCTCTCTCTACCACTTCTTTGTCTCTCTCCCTTCCAA 

TAAAACCTCTTCCAGTTGGAACTGG 

>H_1.0.0_47631 Homo sapiens protein phosphatase 2C alpha 2 mRNA, complete cds si: gi-3372871/// 
[Human_jongleur_201102.cl. 5377. singlet] [SEQ ID NO: 141] 



50 CCCGGACGCAGCCCGGCTCCTCCCCTCCTCCGCCCCTTCCCCAGCCTGACCTGGCCCGCC 

GCTGCCGCCGCCGCCGCCTCG6CCGACCAGGGACCTGCCCGCCTGCGGCTGCTCCGGATT 
TTAAATAAACTTGGAGCCTTTTCTTGAAAGACAGCTGGCTGTCCAGAGCCTTCTACCAAC 
TGCAGTTTTAGATACGTTTTGAAAATTTCATCACCTGAGACCTAGAGGATCAAGACATAA 

55 TGGGAGCATTTTTAGACAAGCCAAAGATGGAAAAGCATAATGCCCAGGGGCAGGGTAATG 
GGTTGCGATATGGGCTAAGCAGCATGCAAGGCTGGCGTGTTGAAATGGAGGATGCACATA 
CGGCTGTGATCGGTTTGCCAAGTGGACTTGAATCGTGGTCATTCTTTGCT6T6TATGATG 
GGCATGCTGGTTCTCAGGTTGCCARATACTGCTGTGAGCATTTGTTAGATCACATCACCA 
ATAACCAGGATTTTRAAGGGTCTGCAGGAGCACCTTCTGTGGAAAATGTAAAGZW^TGGAA 

60 TCAGAACAGGTTTTCTGGAGATTGATGAACACATGAGAGTTATGTCAGAGAAGAAACATG 
GTGCAGATAGAAGTGGGTCAACAGCTGTAGGTGTCTTAATTTCTCCCCAACATACTTATT 
TCATTAACTGTGGAGACTCAAGAGGTTTACTTT6TAG6AACAGGAAAGTTCATTTCTTCA 
CACAAGATCACAAACCAAGTAATCCGCTGGAGAAAGAACGAATTCAGAATGCAGGTGGCT 
CTGTAATGATTCAGCGTGTGAATGGCTCTCTGGCTGTATCGAGGGCCCTTGGGGATTTTG 

65 , ATTACAAATGTGTCCATGGAAAAGGTCCTACTGAGCAGCTTGTCTCACCAGAGCCTGAAG 
TCCATGATATTGAAAGATCTGAAGAAGATGATCAGTTCATTATCCTTGCATGTGATGGTA 
TCTGGGATGTTATGGGAAATGAAGAGCTCTGTGATTTTGTAAGATCCAGACTTGAAGTCA 
CTGATGACCTTGAGAAAGTTTGCAATGAAGTAGTCGACACCTGTTTGTATAAGGGAAGTC 
GAGACAACATGAGTGTGATTTTGATCTGTTTTCCAAATGCaCCCAAAGTATCGCCAGAAG 

70 CAGTGAAGAAGGAGGCAGAGTTGGACAAGTACCTGGAATGCAGAGTAGAAGGTGGATCAT 
TTAACAAAAAATAA6TAGCTTTATTAAA6AAAAATCTTCAACACAATCAAACTTTAACAT 
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TTTAGCTTTTAGATTTTTATGTGTCTTTGACAGCTAGTGTCTAGTGTATGARAGTGGAAA 
AGGACATTTCTGTAGTAGCTGTTAAGATGTATGCAGTTGTCCTATCACAGTTATATTAGA 
jyiTAACAACTAGTGTGGAAAGTAACCCACATTCTGTTCAGGATACTTTTGTTTTAAAAGG 

5 CGGGAAAATCTGATTTGTGGTCTATTTAATTACAAAGAGATTGTGATGGTGATAATTTGA 
ATACCATCTTTCTATGAAAAGCTGTGTATATTftATTTTAATCTCTAGGGCCTTTTTTCAR 
TAACTTGAAAATCACAGCCTCATCATTAGCAACTTTATATACACAGCTTTAAAAAATTTG 

CTTTAARCTGTTTCRGAGCTTCTTCCCTAAGCCATAAACTGTCTCACCTAARCAAGATAG 
ACCTCAATAAAAGACATAATATTTCTCCACCTGGCAGAAAAGTAACTGCCT^iGTAAGATT 

CATGACTTTAATAGTGTTAAAACATGAAAATGCTGGTGAGCTGAGGTAGAAAAACTTTAG 

sgi 1 17757094 I gb I BM2Q276S .1 1 BM2027SS C0244D12-3 NIA Mouse 7.5-dpc Whole Embryo cDNA Library (Long) Mus musculus 

cDNA clone C0244D12 3', mRNA sequence [SEQ ID NO: 142] 
15 GTGTTTCAACAAACTTTAATGGTATTGAAACTAGCAAATGCATGGATATTTTGAGGTCTGTGGAATTTTG 

TGGGTCACTGTTGAAATGACCAATACACTGGCATTACAAAATCATTTTGT6ACTCTAAGATGGGGCAGTG 

GTTTTAACAGTACAGGATGCATGGGTACAGCTGAGGAGCCTACACTGCCTTTAGGAAACTTCCACATACa 

GTACCATACAGTAGTATCTAAGGACAGCCACAGTGATTTGGAAACTCTTCTTTCrCAACCTGAAGTTGAC 

ATGCTCaGCTCftACCATACAAa«SACTGAGCAGACACGCTAACTGGCTTCTCTTAAGCTAGACGTAAAGT 
20 GATTATAACACTOTACCaTGCTACTCTTCTCCCAGGATTTATTTTTCTTAAAATATGTTAATGAAGTTTT 

TTTTTTTAAAAAACAAACTGCCTTAATTTTTAATGTAACAAGTATCAATGAATATAACCTAGGTAATAAA 

CCGAGGGGAAAATGTATCACCTTTCAGCATTATTCATGTTGTTCATGGGGTCCCAGAGAACAGAAAGCAG 
ACATTGAAATACCATGTCTGAGATTGGGATAAGGAGACAAAAGTCGAATCTACCTGGTGTATATTAACCA 
25 CCCCAATGCTGCCTCCTGGGAGGGAAGGCTACAGAATTTTACAACATTAGATCAAGAGGAGCCTCTACCT 
TTTGTTCTCTGGCCAAGATGGGAGTCAGCTCCTGCTATGAGAGAAATTTGAAGAGAAGCTATTTACCATG 
TTTTGCCTTCAAACTAACCCAATAGAGGGCAAGGTTGGTCTTAAGACCCCATAAAAAGGCAGGGCCSIAAA 

>gi|l909339|gb|AA270832.1|AA270832 va85g07.rl Scares mouse NML Mus musculus cDNA clone IMAGE;738204 
30 5', mRHA sequence [SEQ ID NO: 143] 

NCTCCTGGGTCACCAGACTGTGTGTCATCCCGAAGCCAGCAGACTGGGCCATAGTGCTTG 
ACTGATAGGGGCTGAGGATGAATACGGCGGCC3«3AAAGCCCAGCTCTGCCTCCTGTTGTT 
AATGAAGATTTTCTCTGGAATACAGGCAGAA 

>H_1.0.0_24995 Herao sapiens IDN3 protein (IDN3) , transcript variant A, mRNA cr: gi-19718748/// 
35 [Human jongleur_201102 . 118S4 .CI] [SEQ ID NO: 144] 

cattagggaaaacataaaatggctgaatttacaaattattggtatccccaagca,caaaga 

aaggattagaaaacctatttaacaaagtaatgatgaaaactctcaagatctagcaagaca 

taga6acattcagatataggagacacaatgatccctaggaagatacagtgcaaaaaaggt 

cttctcaacaaggcattataatcagactctctaaagtcaaagataagagtgaatcctaaa 
40 aatagcaagaaaaaagcatgtagctacctataaaggaaaccccatcaaactaacagtaga 

tttttcmcagaaaccttacagctcgtgccgaattcggcacga6gtttgtcgcagcaaga 

acaaacagcattccttccagcaaatcaagtgcctgttttacaacagaacacttcagttgc 

tgcaaaacaackccagacttctgtggtacagaatcaacaacagatatcacaacagggacc 

tatatatgatgaagtggaattggatgcattggctgaaattgagcgaatagagagagaatc 
45 agctattgaaagggagcgcttctcaaaagaagttcaagataaagataagcctttgaaaaa 

aagaaaacaagattcttacccacaggaggctgggggtgctacaggaggtaatagaccagc 

ttctcaggagacgggttctacgggaaatgggtcaaggccagcattaatggttagcattga 

tcttcatcaggcaggaagagtggactctcaggcttctataactc7vggattcagactccat 

aaaaaagcctoaagaaatcaaacaatgtaatgatgcacctgtttctgttcttcaggaaga 
50 tattgttggaagtcttaaatctacaccagaaaaccatcctgagacacctaaaaaaaagtc 

tgatcctgagctttcaaagagtgaaatgaaacaaagtgaaagtagattagcagaatctaa 

accaaatgaaaaccgatt66tggagacaaaatcaagtsaaaataagttagaaactaaagt 

tgagaccx:aaacagaagaacttaaacagaatgaqagcagaacaactgaat6Caaacaaaa 

cgagagcaccatagttgagcctaaacaaaatgaaaatagactgtctgacacaaaaccaaa 
55 tgacaacaaacaaaataatggcagatcagaaacaacaaaatcaaggcctgaaaccccaaa 

gcaaaagggtgaaagccggcctgagactccaaaacaaaagagtgatgggcatcctgaaac 

cccaaaacagaagggtgatggaaggcctgaaactccaaagcaaaaaggtgagagccgccc 

tcaaactccaaagcmaaaaatgaagggcgacctgaaacaccaaaacacaggcatgacaa 

taggagggattctg6aaagccatctaca6agaaaaaacct6aagt6tctaaacataaaca 
60 agatactaaatctgactcacctcggttaaaatcagaacgagctgaagccttaaagca6ag 

acctgatgggcgatctgtttctgagtcactaagacgtgaccatgataataaacaaaaatc 

agatgacaggggtgaatcagagcgacatcgaggggatcagtctagggttcgaagaccaga 

aacattgagatcctctagtagaaatgaacatggcattaaatctgatagttcaaaaactga 

taaactagaacgaaaacacaggcatgaatcaggggactcaagggaaagaccatcttctgg 
65 ggaacaaaaatcaagacctgacagtcctcgtgttaaacaaggagattctaataaatcaag 

atctgataaacttggttttaaatcaccaactagtaaagatgacaaaaggacagagggtaa 

caagagtaaagtagacactaataaagcacaccctgacaataaggcagaatttccaagtta 

tttgttggggggcaggtctggtgcgttgaaaaattttgtcattccgaaaatcaagaggga 

taaagatggcaatgttactcaggagacaaagaaaatggaaatgatiaggagagccxsaaaga 
70 caaagtagaaaaaataggattagttgaagatctaaataaaggagctaagcctgta6tt6t 

gctacaaaaactgtctttggatgatgttcagaaacttattaaagatagagaggacaaatc 
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AAGAAGTTCCCTTAAACCTATCAAGAATAAACCATCAAAGTCAAATAAAGGTAGTATAGA 
TCAATCAGTGTTAAAAGAATTACCCCCTGAACTCCTGGCAGAAATTGAGTCCACCATGCC 
ACTTTGTGAACGTGTGAAAATGAACAAACGCAAGCGTAGCACAGTTAATGAAAAGCCAAA 
ATATGCTGAAATCAGTTCAGATGAAGATAATGATAGTGATGAAGCTTTTGAATCCTCTAG 
GAAACGACATAAAAAAGATGATGATAAAGCTTGGGAATATGAAGAGCGTGACAGAAGAAG 



CCTTAGTGAGGTTGCTAGGRAAATGAAGAAftAAAGAAAAACAGAASAAAAGGAARGCATA 
TGAACCAAAACTAACACCTGAAGAAATGATGGACTCTTCAACTTTTAAGAGATTCACAGC 
CTCAATAGAGAATATTTTGGATAATTTGGAAGATATGGATTTTACTGCGTTTGGTGATGA 
TGATGAAATTCCTCAGGAACTGCTCTTAGGAAAACATCAGCTTAATGAACTTGGCAGTGA 



rcCACTTTGTTAAR 

'TCATAATAACGATACTGAAGAAGAAGAAAGGTTATGGAGAGACCTTATTATGGAGAGAGT 
TACAAAATCAGCGGATGCTTGTCTTACAACTATCAACATTATGACATCCCCTAACATGCC 
AAAAGCTGTGTACATTGAGGATGTAATTGAAAGAGTTATACAGTACACTAAATTTCATTT 
GCAGftATACACTTTaTCCTCAGTATOATCCTGTTTACAGATTAGATCCTCATGGAGGAGG 
CTTATTAAGTTCAAAAGCAAAACGGGCTAAATGTTCTACCCATAAGCAGAGAGTAATAGT 
rATAACAAAGTTTGTGACATTGTTAGCAGCTTATCAGAATTGCTAGAGATACA 



3GTTTTACAACTTATTCAGTGTGTGGTACACTT 
ACCATCATCAGAGAAGGACTCTAATGCAGAAGAAGATTCAAATAAAAAAATTGACCAGGA 
TGTTGTCATTACTAACTCTTATGAAACmGCTATGCGAACAGCCCAAAACTTCCTCTCCAT 
CTTCCTTAAAAAATGTGGTAGTAAGCAAGGTGAAGAAGATTACAGACCACTGTTTGAAAA 
TTTTGTTCAAGACCTTCTTTC»AC3«3TCAATAAGCCTGAATGGCCAGCrGCTGAACTACT 



TGTTACAAGCAAAATGGATCAAGGATCTATAGAACGCATTTTAAAACAGGTTTCAGGAGG 
GGAAGATGAAATCCAACAATTACAAAAAGCATTGCTTGATTACTTGGATGAAAACACTGA 
GACTGATCCTTCACTAGTGTTTTCTCGTAAATTCTATATAGCCCAGTGGTTTCGAGACAC 
AACTCTGGAAACAGAA!«iAGCAATGAAATCACAAAAAGATGAAGAATCATCTGAAGGAAC 
ACATCATGCAAAGGAAATTGAGACAACTGGCCAAATTATGCATCGAGCTGAAAACCGAAA 
AAAGTTTCTTAGAAGCATTATCAAAACCACACCTTCTCAGTTTAGCACATTAAA6ATGAA 



GCCGTTTGCCCAGAGCTTTGATATTTATTTGACACAGATCCTACGAGTTCTTGGTGAAAA 
TGCAATTGCTGTTCGAACAAAAGCCAT6AA6TGTTT6TCT6AGGTTGTTGCTGTAGACCC 
CAGTATTCTAGCAAGGCTTGATAIGCAACGAGGTGTTCATGGACGATTGATGGATAATTC 
GACTAGTGTCCGAGAAGCAGCAGTAGAATTACTAGGTCGATTTGTCCITTGTCGACCTCA 
GCTTGCTGAACAGTATTATGATAIGCTGATTGAAAGAATATTGGATACTGGTATCAGTGT 
CAGGAAAAGAGTAATAAAGATTCTCAGAGACATTTGTATTGAACAACCAACATTTCCAAA 
AATCACAGAAATGTGTGTAAAAATGATTCGCAGAGTCAATGAT6AA6AGGGCATTAAGAA 
ATTAGTAAATGAAACATTCCAGAAACTCTGGTTTACTCCAACTCCACACAATGACAAAGA 
AGCAATGACAAGGAAAATTTTAAACATTACCGATGTGGTTGCAGCATGCAGAGATACTGG 
ATATGACTGGTTTGAGCAACTGCTTCAAAACTTGTTGAAGTCCGAAGAGGATTCCTCATA 
TAAACCTGTGAAGAAAGCTTGTACTCAACTTGTTGATAACCTAGTTGAGCACATTCTTAA 
ATATGAGGAATCTCTAGCTGACTCTGACAATAAAGGTGTGAATTCTGGAAGATTGGTAGC 
TTGCATAACCACTTTGTTCTTATTCAGCAAAATAAGACCCCAGCTCATGGTTAAACATGC 
AATGACTATGCAACCATACCTTACCACTAAATGTAGTACGCAAAATGATTTCATGGTTAT 
CTGCAATGTTGCAAAAATCCTAGAGCTAGTTGTACCACTGATGGAGCATCCAAGTGAAAC 
TTTTCTTGCCACTATTGAG6AAGATCTAATGAAGCTCATCATCAAATATGGCATGACTGT 
AGTGOAaVTTGTGTGAGCTGTCTTGGAGCTGTTGTAAATAAAGTGACACAAAATTTTAA 
ATTTGTGTGGGCTTGTTTCAATAGATACTATGGTGCCATTTCAAAATTAAAAAGTCAACA 
CCAAGAGGACCCAAATAACACTTCACTTCTAACAAACAAACCAGCACTTCTTAGATCCCT 
TTTCACCGTTGGAGCACTATGTCGGCATTTTGATTTTGATCTGGAAGATTTTAAAGGCAA 
CAGCAAGGTTAACATAAAAGATARAGTACTTGAACTATTGATGTATTTTACAAAACACTC 
AGATGAAGAAGTACAAACAAAAGCTATCATTGGTCTAGGATTTGCCTTTATTCAGCATCC 
AAGTCTAATGTTCGAGCAAGAAGTGAAGAATCTATATAATAATATTTTATCTGATAAGAA 
CTCCTCAGTCAATTTAAAAATACAAGTGTTAAAAAACCTCCAGACCTACCTACAAGAAGA 
AGATACACGTATGCAGCAGGCAGATAGAGACTGGAAGAARGTTGCAAAACAGGAAGACTT 
AAAAGAAATGGGTGATGTTTCCTCAGGGATGAGTAGTTCCATCATGCAGCTTTATCTCAA 
ACAGGTGCTTGAGGCATTTTTTCACACCCAGTCAAGTGTACGCCACTTTGCCCTAAATGT 
CATTGCATTGACTCTAAATCAAGGTCTTATTCATCCAGTTCAGTGTGTGCCATATTTAAT 
TGCTATGGGCACAGACCCAGAACCTGCTATGCGGAACAAGGCTGATCAGCAACTTGTGGA 
AATAGACAAAAAATATGCTGGAITCATTCATATGAAAGCAGTGGCTGGTATGAAGATGTC 
TTACCAGGTACAACAGGCAATCAACACATGCCTAAAAGATCCTGTAAGGGGTTTCAGACa 
AGACGAGTCCTCTAGCGCTTTGTGTTCACACCTTTACTCCATGATCCGTGGAAACCGCCA 
ACACAGACGAGCCTTTCTTATTTCTTTACTCIAACCTCTTTGATGACaCAGCAAAAACAGA 
CGTGACTATGCTCTTGTATATAGCAGAC»ATCTAGCCTGTTTTCCATACCAGACACAGGA 
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TACTAAGGAAAATGAGTCAAGCGACAGTGAAGAAGARGTTTCCAGGCCTCGGAAGTCACG 
GAAACGTGTAGATTCAGATTCaCATTO^GATTCAGAAGRCGATATAAATTCAGTGATGAR 
ATGTTTGCCAGARARTTCAGCTCCTTTAATCGAATTTGCARRTGTGTCCCAGGGTATTTT 
ATTACTTCTCATGTTAAAACAACATTTGAAGAATCTTTGTGGATTTTCTGATAGTAAAAT 



aggagttcattttcatccaaaacaaacactggacttcctgcggagtgacatggctaattc 
caaaatc3vcagaagaggtgaaaaggagtatagtaaaacagtatctagatttcaaacttct 
catggaacatctggaccx:tgatgaagaagaagaagaaggggaggtttcagciagcacaaa 
tgcrcggaacaaagcaattacctcactgcttggaggaggcagccctaaaaataatacagc 



ATTGAGAAGGTCAAAACGAAATTCAGACTCTACGGAGTIGGCAQCACAGATGAATGAAAG 
TGCAAGAGTAGTGCAGAflAACCAGCAGTGGCTTCAGTGTTCAGTGGATGGCAGGCTCCTA 



CACTATTAAAGAGTCAGACATTATTTACAAAAAAATTGCTCTAACGAGTGCTAATARGCT 
GACTAATAAAGTTGTTCAGACTTTACGATCCCTGTATGCCGCCAAGGATGGGACTTCCAG 
CTAATGAATTTGTACATGCAGCCAAATTTACAGGAATTTTTTTTAAAAGGCAGAAAAACT 
TGAAATACCAACATTCTGGCAAAAAAAAATCAGTTTTATGAAGAGTAAGTGGAACCTGGG 
ATGCAGGAACAAAAGAAGGAAATGTTGGGCAAACATTTTTGTGGGAGCTCCCTTCGCTGT 
TGTGCAGCAGAAACAGATTCTCAGTTCATTTTTACTCCrACTGTATTATAGTTTAACAAA 
AATTGTTTATATCTTGGAAAAAAAACTTTCTGTTTAAAAAAAATAAACAAGTGAATGTTG 
GAAATTAGTCTGTTAATGTTCTTAATAAAGTGTTCTTGGAGTTTAACCTAGCAGCGGATG 
GCTTTCTTTAGCTTAGCCCAGTTTCCAGGGAAGCATTGTTTTTTCCAGGCTGTAAAATGG 



SATGTATTAGGTCACCCTGAA 
AACAATACAAGAAAAGGGATCCCCAGGTAATCTGGTGGAGCGAATACTGCAATAAATTTT 
TTTACTTCTCTTTGTTACTTGTCTGTTTCCATTTGAATTTCTTATTGTAAAAATCTGTTT 
AAATCCATTTATATTATTTTACAGTCTTTTATGTAAAATTTATTATATCACTGGTTTTCA 
AAGCAAAACATAAAATATTGTTTATACAGTTTGTATAGGCTGACTTCTGAATAATTGGTA 
TCTATTATTTTCATTCCCATAAGAGGGTGTAAACAATTAACTCCAGGGTTTTATTGTATC 
CTGCAATATTTAGTATTAACTATATATGATTTAGCACTGTGCCAAACACATTTTCAAGAG 
TACATTTTGATATAAftftAGAAACTATAGTTT 

>H_1.0.0_342 23 sm97f07.sl Homo sapiens cDNA 3' end cr: gi-1618430/// /clone=IMAGE!545893 
/cTone_end=3 ' /gb=AA0794e6 /gi=1618430 /ug=Hs . 394417 /len=481 [Human_jongleur_201102 . 20S33 
ID NO: 1451 

aAATATATATTTTTAAAGATTTATTTftTTTATTATiATGTAAGTACftCTGTftGCTGTCTTC 
AGACACACCAGAAGAGGGAGTCAGATCTCATTACGGATGGTTGTGAGCCACCATGTGGTT 
GCTGGGATTTGAACTCAGGACTTTCGGAAGAGCAGTCXSGGTGCTCCTAACCACTGAGCCA 
TCTCACCAGCCCGAGAGTTCTGCATCTTGATCTGAAGACAGACAGAAGGGGATTCTCTTC 
CACAGGCAACCAGGAGGAGGGTCTCTCCTTACAGGGCAGAGCTTGAGTGAGCATAGGACC 



TTCTCACTTTCATGCTTTCCTGGCTCCATCCAT 

>H_1.0.0_3990 Homo sapiens a4/U6 -associated RNA splicing factor {HPRP3P) , mRNA cr: gi-475B555/// 
[Human_jongleur_201102.961.Cl] [SEQ ID NO: 146) 
GTCTCAGGGGCTGAAGTTTGTGAGGTGTAGTATTGAGTCCTGTTTGAGCTATTGTTCTCT 
TTTTCCTGAAAAATGGCACTGTCAAAGAGGGAGCTGGATGAGCTGAAACCATGGATAGAG 
AAGACAGTGAAGAGGGTCCTGGGTTTCTCAGAGCCTACGGTGGTCACAGCAGCATTGAAC 

TGTGTGGGGAAGGGCATGGACAAGAAGAAGGCAGCCGATCATCTGAAACCTTTTCTTGAT j 

GATTCTACTCTCCGATTTGTGGACAAACTGTTTGAGGCTGTGGAGGAAGGCCGAAGCTCT 

AGGCATTCCAAGTCTAGCAGTGACAGGAGCAGAAAACGAGAGCTAAAGGAGGTGTTTGGT 

GATGACTCTGAGATCTCTAAAGAATCATCRGGAGTAAAGRAGCGACGAATACCCCX3TTTT 

GAGGAGGTGGAAGAAGAGCCAGAGGTGATCCXITGGGCCTCCATCAGAGAGCCCTGGCATG 

CTGACTAAGCTCCAGATCAAACAGATGATGGAGGCAGCAACACGACAAATCGAGGAGAGG 

AAAAAACAGCTGAGCTTCATTAGCCCCCCTACACCTCAGCCAAAGACTCCTTCTTCCTCC 

CAACCAGAACGACTTCCTATTGGCAACACTATTCAGCCCTCCCAGGCTGCCACTTTCATG 

AATGATGCCATTGAGAAGGCAAGGAAAGCAGCTGAACTGCAAGCTCGAATCCAAGCCCAG 

CTGGCACTGAAGCCAGGACTCATCGGCAATGCCAACATGGTGGGCCTGGCTAATCTCCAT 

GCCATGGGCATTGCTCCCCCGAAGGTGGAGTTAAAAGACCAAACGAAACCTACACCACTG 

ATCCTGGATGAGCAAGGGCGCACTGTAGATGCAACAGGCAAGGAGATTGAGCTGACACAC 

aSCATGCCTACTCTGAAAGCCAATATTCGTGCTGTGAAGAGGGAACAATTCAAGCAACAA 

CTAAAGGAAAAGCCATCAGAAGACATGGAATCCAATACCTTTTTTGACCCCCGAGTCTCC 

ATTGCCCCTTCCCAGCGCCAGAGACGCACTTTTAAATTCCATGACAAGGGCAAATTTGAG 

AAGATTGCTCAGCGATTACGGACAAAGGCTCAACTGGAGAAGCTACAGGCAGAGATTTCA 

CAAGCAGCTCGAAAAACAGGCATCCATACTTCGACTAGGCTTGCCCTCATTGCTCCTAAG 

AAGGAGCTAAAGGAAGGAGATATTCCTGAAATTGAGTGGTGGGACTCTTACATAATCCCC 

AATGGCTTTGATCTTACAGAGGAAAATCCCAAGAGAGAAGATTATTTTGGAATCACAAAT 

CTTGTTGAACATCCAGCCCAGCTCAATCCTCCAGTTGACAATGACACACCAGTTACTCTG 

GGAGTATATCTTACCAAGAAGGAACAGAAAAAACTTCX3GAGACAAACA2U3GAGGGAAGCA 
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CAGAAGGAACTACAAGAAAAAGTCAGGCTGGGCCTGATGCCTCCTCCAGAACCCAAAGTG 
AGAATTTCTAATTTGATGCGAGTATTAGGAACAGAAGCTGTTCAAGACCCCACGAAGGTA 
GAAGCCCACGTCAGAGCTCAGATGGCAAAAAGACAGAAAGCGCATGAAGAGGCCAACGCT 
GCCCGAAAACTCACAGCAGARCAGAGAAAGGTCAAGAAAATTAAAAAGCTTAAAGARGAC 
5 ATTTCACAGGGGGTACACATATCTGTATATAGAGTTCGAAATTTGAGCAACCCAGCCAAG 
AAGTia«W3ATTC3AAGCaU^TGCTGGGCAACTGTACCTGACAGGGGTGGTGGTACTGCAC 
AAGGATGTCAACGTQGTAGTAGTGGAAGGGGGCCCCAAGSCCCAGAAGAAATTTAAGCGT 
CTTATGCTGCATCGGATAAAGTGGGATGAACAGACATCTARCACAAAGGGAGATGATGAT 
GAGGAGTCTGATGAGGAAGCTGTGAAGAAAACCAACAAATGTGTACTAGTCTGGGAGGGT 

10 ACaVGCCy^AAGACaSGAGCTTTGGAGAGATGAAGTTTAAACAGTGTCCTACAGAGAACATG 
GCTOSTGAGCATTTCSiAAAAGCATGGGGCTGAACACTACTGGGACCTTGCGCTGAGTGAA 
TCTGTGTTAGAGTCCACTGATTGAGACTACTGCAAGCCCTTGCCTCTCCTCCCTTGCCTT 
TGTCTCTTCRGTCCTCTCACTTATTCTATTTCCCAACCCCCTCCCACTTGTTTGTGTGAT 
CTCAGAACTGTGCCAAGCAGACACTGGGACAAAGGGAGAATATCTTGCTCCCCTCCTGAG 

1 5 TCAGCCTGGTGTTGCCCTTTATTCCCCTTATGTGCATATGATTAAAGAGTTATTTTTAAA 

>H_1.0.0_59872 Homo sapiens, clone IMAGEi5265597, mBKA si: gi-23272510/// 
[Human_jongleur_201102.cl.lB2S7. singlet] [SEQ ID NO: 147] 



GCGCGGAGGCCGCCGGTGGGGCGGCTGATCGCGGAGGATCGCGGAGGGCGCGCCGAGGAT 
GGAGRGRGCGATGGAGCAACTCAACCGCCTGACGCGCTCGCTGCGCCGCGCGCGCACCGT 
GGAGTTGCCCGAGGATAATGAAACTGCTGTTTATACATTAATGCCAATGGITATGGCTGA 

25 TCAACACAGGTCTGTTTCTGAACTACTATCAAATTCAAAATTTGATGTCAATTATGCATT 
CGGACGTGTGAAAAGAAGCTTGCTTCACATTGCAGCAAATTGTGGATCGGTGGAATGCTT 
GGTTTTGCTGTTAAflGAAAGGAGCAAATCCTAACTATCAAGATATTTCAGGCTGTACACC 
CCTTCATTTGGCAGCAAGAAATGGGCAGAAGAAATGTATGAGTAAATTATTAGAATATAG 
aSCTGATGTOUiCATTTGTAATAATGAAGGCCTTACAGCAATACATTGGCTGGCTGTGAA 

30 TGGGCGGACAGAACTACTCCATGACCTTGTGCSU3CATGTCAGTGATGTTGATGTTGAGGA 
TGCCATGGGGCAGACAGCACTGCATGTTGCCTGCCAGAACGGTCACAAGACGTAGAGACG 
GGGTTTCACCGTGrTAGCCAGGATGGTCTCAATCTCCTGACGTCGTGATCTGCCCGCCTC 
GGCCTCCCTAAGTGTTGGGATTACAGACAGTGCAGTGCTTGCTAGACAGTGGTGCTGATA 
TTAACAGGCCAAATGTftSCAGGAGCAACTCCATTGTACTTTGCTTGCAGTCATGGTCAGA 

35 GAGATACCACAGATCCTACTATTACGAGGAGCCAAATATCTGCCAGATAAAAATGGAGTA 
ACTCCTCTGGATTTATGTGTACAGGGTGGATATGGAGAGACTTGTGAAGTATTAATTCAA 
TATCACCCGAGGCTTTTTCAGACTATTATTCAAATGACACAGAATGAAGACCTCCGAGAA 
AACATGTTACGGCAAGTTCTGGAGCATTTGTCTCAGCAAAGTGAAAGCCAGTACCTAAAG 
ATTCTAACAAGCCTTGCTGAAGTTGCTACAACAAATGGTCATAAACT6CTTAGCCTCTCT 

40 AGaATTATGATGCTCAAATGAAGAGCCTTTTAAGGATTGTGAGAATGTTTTGTCACGTC 
TTTCGAATTGGTCCATCCTCCCCCAGTAATGGAATTGATATGGGCTACAATGGGAATAAA 
ACTCCAAGAAGCCAGGTGTTCAAGCCTCTGGAATTGCTTTGGCACTCGTTAGATGAATGG 
CTAGTTTTAATAGCCACAGAATTGATGAAAAACAAAAGAGACTCAACAGAGATCACTTCT 
ATTTTACTGAAACAAAAAGGCCAAGATCAAGATGCTGCTTCCATTCCTCCAITTGAACCT 

45 CCAGGACXITGGGAGCTATGAAAATCTGTCCACTGGCACAAGGGAATCTAAACCAGATGCT 
CTTGCAGGGAGACfiGGAAGCCAGTGCAGATTGTCAGGATGTTATTTCTATGACAGCTAAC 

ATGACTTCACCTCGTTTCATTGAATTTGTCTGCAAACATGATGAAGTTTTAAAATGCTTT 
GTTAATAGAAATCCCAAAATTATATTTGACCACTTTCACTTTCTCCTTGAATGTCCTGAG 

50 TTGATGTCAAGATTCATGCATATCATAAAAGCACAGGTGGCCAGTAGTTAAAGGGAGAAA 
CATTTTGTATTGCTGTACAAATGCTATTAAGAGGAGCCTCTATAATCAGTCCT6TTTTGT 
GAATTATTTATGGAAATGCAGCCTTTTAAAGATCGCT6TGAATGGTTCTATGAACATTTG 
CATTCAGGACAGCCAGATTCAGATATGGTGCACAGGCCAGTGAATGAAAATGATATCCTG 
CTGGTTCAOiGAGATTCrATTTTTAGGAGTAGCTGTGAAGTTGTGTCAftAAGCAAATTGT 

55 GCAAAGCTAAAGCAAGGGATTGCTGTACGGTTCCATGGAGAAGAAGGCATGGGTCAAGGT 
GTTGTGCGTGAGTGGTTTGATATTCTGTCCAATGAGATAGTCAATCCTGATTATGCATTG 
TTTACCCAGTCAGCTGATGGAACAACTTTTCAGCCTAATAGCAACTCTTATGTTiAATCCT 
GATCACTTGAACTATTTTCGGTTTGCTGGGCAGATCTTGGGATTAGCGTTGAACCACAGG 
CAGCTGGTCAATATTTACTTCACACGATCCTTCTACAAGCACATTCTTGGTATTCCTGTA 

60 AATTACCAAGATGTGGCATCCATTGATCCAGAATATGCGAAAAATTTGCAATGGATTTTA 
GATAATGATATAAGTGATCTGGGTCTAGAACTAACTTTTTCTGTTGAGACTGATGTGTTT 
GGAGCAATGGAAGAGGTGCCTTTGAAACCTGGGGGTGGGAGTATTCTTGTGACACAAAAT 
AATAAAGCGGAGTACGTCCAGCTTGTTACTGAACTTCGAATGACAAGAGCCATTCAGCCT 
CAGATCAATGCTTTTTTACAGGGCTTTCATATGTTCATTCCACCCTCCCTCATACAGCTT 

65 TTTGATGAATATGAATTGGAGCTACTGCTTTCTGGCATGCCAGAAATTGATGTGAGTGAT 
TGGATAAAAAAATACAGAATACACAAGTGGCTATGAAAGAGAAGATCCAGTTATTCAGTG 
GTTCTGGGAAGTTGTAGAASACATTACTCAAGAGGAGAGAGTTCTTCTCTTACAGTTTGT 

GCAAAACTTTACAATCGCTGCTGTGCmTATACTCOUATCTTTTACCAACTTCAAGCAC 
70 ATGCATCAACATGCTCAAGTTACCTGAATACCCAAGTAAAGAAATACTCAAGGACAGACT 
TCTTGTGGCACTACATTGTGGCAGCTATGGTTACACAATGGCATAATGAAGTCTGGAAAA 
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CTCCTCTGACTACTGATGCACAATTCAGAATGGCAGAAGTAATTTGGGAAAATGTCAACA 
AAAAAGCAGCCTAAATGCAACCCATAGGCAGGGCTGATGCTTCCAATTTATAAAGGATCA 
TCAGGTTTTCTGTTTCTCTCTTTTCCCTTTTATGTTTTCTCTGTTTGTGATACTiATTAGA 
AAATATAAAATCACAGTAGATTTTATTTTTTAAAATGCTAACTGAAAGTAATAGAGACTG 
5 TCCTTTTTCATAATTAATTTTATCC3\AGATTGTATTAAGGCAAAATCTGATTCTACATTC 

TATGAGGTCATCCAGCTGGTGTGTTCTTTTGCATGTAAACTGCCATTTATATTTTAGAAA 

ACTATTGTATAGAATGGATTTAGATTGTCTATAAAGCCACAAATACGTATTTTGCCACAG 

TGTATTCTATATTGCAATGATTTTTTTAGCATTTTAATATTTTAATATATATTGTAAAAT 
10 TTAGACTGATGATACTAACAGTTGATGAAATGACATATAATTTATATATGAAAGCTTACG 

CTATATTGTATGAATTATTTGCATCTTTCAGTGGCCAGTTTTCCATATGTATATATTATG 

GTCTCAATGTTTTTCTTACGCCTCATTTTAATTTATAATGAAGGTAAAATTAAAATGTAT 

TTTACCACGTTTCTTTTCATTACTTTTATCTGTGAGCTCTGACACATCTGAAAAAGTAAT 

CTGATGTGCAAATTATAATTTAAATATGTTAATTTTTTTGCTTCTTAAATTTGCTTTTCA 
15 TCAtTAAAATGTCAAGTTCAAGTGATATGTGCCTAATATCACTTGGATGTTGGTGGGTTT 

TTGAATTTTTGGGTGGTTAATCAGTTATTTTGAAAAGACGTACTTGAATAGTTACA6CAT 

ATGTTTGAACAGGAAGTAGGAACATGCATACaCGAAGAAATGCTAACGGAAGGATTTGTT 

ATGTTTAGGATCTTCCCTTGGAAACTAAAAATAGAATATTAATGACATTACTGTTTGTAG 

20 CATGTAAGTTGAAAGTTTTGCTAAATTATAAAGCTCCTTTAATTCGTTGGTTTTGATTCT 

CTTATTCTCTTGTCTTTTCTAAATGTTAACAAAATATATCTTAACAGATTACATGAAATT 

TAGGAATTATTTAAAAGTTACCATTAGCTCTAAAATTAAGATTCGGATGCTTTATTTATA 

GTAACTGAAGCTAATAATGTTTTATGTTTTGATTTTTTGAAATTTAATTGTAGAAGTCAC 

TGCCTTCTGAGTTTTCAAATAGATAACCACCTTTAATATTACACTGCTTATAATACTAAT 
25 GTTTACAGATATGTTTCTGTTTATAACCATATAATACATTGGCTTTGTCATATTAGTTTT 

TTTTGCAAGTAGTTATGTAAAAGAGATAGATAATAAAATATTAAATAACNNNNNNMHNNN 

>H_1.0.0_140359 Homo sapienD similar to Gliacolin (1,00222404), mHNA as: gi-20473752/// 
[g±|20473752|ref |XM_169005.l|] [SEQ ID NO: 148] 
3 0 ATGCTGTCCAACACTGTACATGAGCTGATGTGTGGGAACAGCTTCTACATTACCGTGGAG 
CAAATGGGCTTTAATAGGCGATCGGAGAGTCTCAAAAATCAGGAAAGAGAATCTGATCGG 
CCCATGTTGGGACAAGGGTTCACTTGGTCAAATGTGGCTGGTGAAAATGTGGCAACTGGG 
TCCTCAAGGACAGAGGACAGCATGGCTACCGGTCGCCCATCCCAGTGTCTTCCCAATGAT 
CCTGGAGAACGAGGAGTCACTCTGAGTGGGACCACAACCTCCATAAGGATCCftGGTGCTG 
3 5 GCAGCAAACCTCACCATTTTGTCCTCCAAAAGGAAGGTGACTTTTAAGAAGOSATCCaGA 
AGGTGTGTTAGGAAACCGCAGCCTCCGCGGGGGGAGCAGGAGTCGGCAGCAGCGGCCX3GC 
GCACGCACGCCCAGGGGAGTTGGGGTTCGCAGGGGGTTGTTTTCGGCTCTGAAGAGGTCC 
CCGCCCAACCTTCAAAATTCTGTCCAAAAGCAGACAAGAGGATCGCCCCGCGCTGAGCCG 
GCTGGTGGGCAGCAGGAGGCGCCTGATCGCCGCCGGGGCX3CTGGGGGTGGTGATGGTGCT 



GATGCTGGGCACCTGCCGCATGGTCTGCGACCCCTACGGGGGCACCAAGGCGCCCAGCAC 

cgctgccacgcccgaccgcggcctcatgcagtccctgcccaccttcatccagggccccaa 
aggcgaggccggcaggcccgggaaggcggcacggtgcccaagatcgccttctacgccggc 
ctcaagcggcagcatgaaggctacgaggtgctcaagttcgacgacgtggtcaccaacctc 
45 ggaaaccactacgaccccaccaccggcaagttcacctgctccatcccgggcatctacttc 
ttcacctaccacgtcctgatgcgcggaggggacggcaccagcatgtgggctgatctctgc 
aaaaacaaccaggtgcgtgctagtgcaattgcccaagatgctgatcagaattacgactat 
gccagtaacagtgtggttcttcatttggagccgggagatgaagtctatatcaaattagat 



j.H_1.0.0_66547 nf70b01.x5 Homo sapiens cDNA 3' end as: gi-5053451/// /clone=IMAGE : 92522 5 
/clone_end=3 ' /gb=AI732338 /gi=5053451 /ug=Hs . 105821 /len=SS8 [gnl | 0G| Hs#S142SS72] [SEQ ID NO: 149] 
OTWNNNOTJKNNNNKMNiraMlMAACACTGAAAA^^ 

AAAACGTAAACTTGTAAATAACAATAGTTCTTTGTAACAATCTGCATGACACTTTTATTA 
55 GCTAGGGGAAGGGGGAGGTTTGGTTAAACAGGAATCXIATGTGAATATTGGGGGGAAGAAA 

GCTAGAGCTGGAACAACTATGATTTAAAAAAATAATAATCATGTTGGGTTTTGCAAACCA 

CCTGTCACCTTGCTGATCCCCAAAAAAATGTAAAGAACAGTCTCATGGATGAGTGAAAAT 

TTTCTCTGCCTAGATAAGGAGAAGGTCAAAAGACGCACAGCTTAGCTGTCAGCTCCCACC 

AGCAGATTGCTTTTCAGAGGCTCAGTGTGGACCTGACAAAAGCTATTTACCAGCTTTGGA 
60 ACTGGCAAGGTTTATTTGTTGAGTACAACTCTTGCTCTTAAGATAAGGAAACCCACGTTG 

AGGTACAGTAAATAGACACGAAAGAATGGTTCTGGTCCATTGGACACCCCTCTGAGCCTT 

TATTTTGAGAGTCGGCAA 

>M_1.0.0_48261 vm50hll.yl Mus musculus cDNA, S' end as: gi-4597033/// /clone=IMAGE: 1001733 

/clone_end=5' /gb=AI587986 /gi=4597033 /ug=Mra. 31187 /len=330 [gnl|UG|Mm#S4S4186] [SEQ ID NO: 150] 
65 CTTAGAAATGAAGCCCCTGAATCCACTGAGCCAAGATTGTTGTTTACGGCTTCTCAGTTC 

ACTAACTGATGAATTAAGACAGCTCATTTGCATAGCTTCATATTATTATATCTGGTTCAA 

TGAAAACAAAAAACGCTTCCAGCTTTCTAACAAATGRAATTTGTTGGCAAGAATTTTAAA 

GGGCACCCCGTTATGTAACACACCAAAGCCCAGAGTTACAGTTTATTCTTGGGGTCAATC 

ATTTAGTGGCTAGGTAAGTTCCCCCCCCAAAAAAATTTTAATTTGAAAAATACGAAGAAC 
70 ACTTGTTAACACACGTTAACTAGATGGTTT 
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>M_1.0.0_7537 Mus rausculus leukemia/ lymphoma related factor (Lrf ) , mRNA cr: gi-6754571/// 
[Mouse_jongleur_201102 ,38S3.C11 [SEQ ID NO: 151] 
TTGCTGTCGCACGGTCX3CCGGCGCCCGCGCGCCGCCCGCGAAGGAGGTGTCGCGGAAGAT 
GGCTGGCGGCGTGGACGGCCCCATCGGGATCCCGTTCCCGGACCACAGCAGCGACATCCT 
GAGCGGCCTGAACGAGCAGCGGACTCAGGGGCTGCTTTGCGACGTGCTGATTCTTGTGGA 
AGGACGTGAGTTCCCCACGCACCGCTCGGTGCTGGCCGCCTGCAGCCAGTACTTCAAGAA 
GCTGITCACGTCGGGAGCTGTAGTGGACCAGCAGAACGTGTACGAGATCGACTTCGTGAG 
TGCCGAGGCACTGACGGCGCTCATGGACTTCX5CCTACACCGCCACGCTCACGGTCAGCAC 



CTTCGGTGCCCCCGACGACGACCTGGACGCCACCAAGGAGGCTGTGGCCGCCGCTGTGGC 
CGCTGTGGCCGCAGGCGACTGCAATGGCTTGGACTTCTATGGCCCAGGGCCCCCGGCTGA 
TCGGCCCCCAGCCGGCGATGGAGATGAGGGTGACAGTACCCCAGGGCTGTGGCCTGAGAG 
AGATGAAGATGCCCCGCCCGGAGGGCTCTTCCCACCTCCTACTGCCCCACCGGCCACCAC 
ACAGAACGGCCACTATGGCCGTGCAGGGGCTGGCACCGGTGAAGAAGAAGCGGCGGCTCT 
CTCTGAGGCCGCTCCAGAGCCGGGCGACTCCCCGGGCTTCCTGTCAGGCGCTGCAGAGGG 
CGAQGATGGGGACGCCGCTGATGTGGATGGGCTAGCGGCCAGCACX3CTGCTACAGCAGAT 



CGTCATGGACTACTACCTGAAGTACTTCAGTGGAGCCCACGAGGGGGATGTGTACCCAGC 
CTGGTCACAGAAGGGTGAGAAGAAAATCCGGGCCAAGGCCTTCXS^GAAGTGTCCCATCTG 
CGAGAAGGTGATTCAGGGTGCCGGCAAGCTGCCCCGTCACaTCCGCaCGCACACXjGGCGA 
GAAGCCCTACGAGTGTAACATCTGTAAAGTTCGATTCACCAGACAGGACAAGCTGAAGGT 
GCACATGCGGAAGCACACGGGTGAGAAGCCGTACCTGTGCCAGCAGTGCGGCGCCGCCTT 

GTGCGATAGCTGCTGCAAGACCTTTGTGCGCTCCGACCATCTGCACAGACACCTCAAGAA 
GGACGGCTGCAATGGGGTCCCCTCGCGCCGCGGCCGCAAGCCCCGTGTGCGGGGTGTGCC 
ACCCGATGTCCCTGCCGGGGCCGGCGCACCCCCCGGGCTCCCGGACGCCCCGCGCAATGG 
CCAGGAGAAGCACTTTAAGGACGAGGAGGAGGCCAGCCCGGACGGCTCAGGCCGCCTGAA 



TAACTTCGCAACCTGACTCGTATTAAAACAAACCAAAAACAAAACAAAACAAAAAACTAA 
GAACAGAGAGAAACCACCACCCACCCCCAGCACCACGAGTAAGCAGTTCTCTGTCCAGAC 
GCCCTCCATCCACCTGeGCGGACGTGTGTGCGTGTATATACCATGGCCGCGGGCGCCTGC 
CTTTCTCAGATCCTTAG 



TCTGTCCACTATGAGTGGACGTTAAAATGGTCCCCACCCTCCTTCCTCAGGGCACTTACT 



CCACCCTGGCCACCACTGACATACT^TCTATTTATTCCCAAGCCTGGATGGCCAGAGCG 
GGGATTGGGGGGGGGCCGCTGGGGTCCCCGCCACCCTCCTTCACGGCaCTTACACCTGAC 
GGGGCCCTCGGGGCCACTGCTCAGGGCGACCCCCCCCCCAACCTTCCCATCTCTGCTTGG 
CCATGCCCCCACCCCGTGTTCAGAGATTGAAAATTTGTCGTCACCCCaCTCCCCACTTTT 
TAAGGCACTTTTTAGATCGATTTCCCCTTTGACTCCTTAAAGACAGTrTATATAGAGATA 
TATATAGAGAGAGATATATAAAATATTCTTTTCCTCAGAGGAGCCGGCAGCAGTTTTGGG 
TGGACATAGCXaAGATCAGAGGTAACCCCAGGGACTCAGGCAGAGACAGACAAGGGAGTG 
AGAGAGGCCACAGCTTAATGTCACAAAACAGCAATAAAACCCCAAGATTTTAGTAAACAC 
GAAGGCAGAACATTTTTTAAAAAATCAGCAAAAGCGGTGACAGCCACGTGGGGATCTTGG 
CACTTTGTAACTGAACGGGTACTTTTCATTCTTAACTTGAGAAATGTTTACAAGTTGCAC 
CCAGCTTCTATGAAAAATTGAAGAGAGAGAGAGTGGGAAGTAACTAAGTCAATTTATTTT 
TGTATAAAATAAAAGAACCCCAACCCACC 

>M_1.0.0_284S0 BB404618 Mus musculus cDNA, 3' end cr: gi-9224014/// /clone=C330037B05 /clone_end=3 ' 
/gb=BB404S18 /gi=9224014 /ug=Mm. 230612 /len=313 [Mouse_jongleur_201102 .22092 .CI] [SEQ ID NO: 152) 
AAAACATTGTGTAGTCAGTGTGTATTCTAGCTAAGTGGCAAGTGAGTGTGTGTGTGTGTG 



TCTCAACATTTTCTCTATATTCTCCAAAAAAGGTCATTTCCATTTAATTGGAAATGGCTA 
ATAATGTTCCAATTAAAGTGAGTGATGAAGAGGGACATAGATAGATAGATTCTTACTAAA 
TGCCAGTCTCATGACTTAATAGCCCTACTAATTATGCTTTTTAAAATGATTGTTCTTGTT 
GTTTATiXSGATTTTTCATACAATATATTTTGACTTTATTCTTTrTACACGATTCCCTACC 

TATCTTTCAGGGGGAAAAAGAAATCCGTGCATTTGAATCAGTCTTTTTTCCTTAATTCTC 
AGGCATCTTACATTCTTTCTTCTACCTTTCCCTTAAAGGACTCTTTATTACAAAGACATG 
TTCAAATCATAAAATTATTTTATCTCCTCTCTACCCGTGTAAACCCCCATTCCCATTATC 
ACCCCAATTAAAATGGCTCCTTCCACTT 

>H_1.0.0_38087 Homo sapiens similar to RNA polymerase I transcription factor ERN3 (LOC94431) , mRNA 

si: gi-22067165/// [Huinan_jongleur_201102 .cl .56 , singlet] [SEQ ID NO: 153] 

GCGGTCGCGTTAGTTCGGCCCAATGGCGGCACCGCTGCTTCACACGTTGTTTGTCGGGAG 

ATGCGGCCGCTTCGTCCTCTGCAGTCAAGACGCTGGGCGCGTCGAGGACTGGGATTTCAA 

ATATGCGTGCATTAGAGAATGATTTTTTCAATTCTCCCCCAAGAAAAACTGTTCGGTTTG 

GTQGAACTGTGACAGAAGTCTTGCTGAAGTACAAAAAGGGTGAAACAAATGACTTTGAGT 

TGTTGAAGAACCAGCTGTTAGATCCAGACATAAAGGATGACCAGATCATCAACTGGCTGC 
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TATTGAGATTGCCTTC3GTTGAATAGAAGTCAAACAGTAGTGGAAGAGTATTTGGCTTTTC 
TTGGTAATCTTGTATCAGCATAGACTGTTTTCCTCAGACCGTGTCTCAGCATGATTGCTT 

5 ATGATGAAGATGATAATCTTCCTGCaAftTTTTGACACATATCACAGAGCCTTGCAAATAA 
TAGCAAGATATGTACCATCGGCACCGTGGTTTCTCATGCCAATACTGGTGGAAAAATTTC 
CATTTGTTCGAAAATCAGAGAGAACACTGGAATGTTACGTTCATAACTTACTAAGGATTA 
GTGTATATTTTCCAACCTTGAGGCATGAAATTCTGGAGCTTATTATTGAAAAACTACTCa 
AGCTGGATGTGAATGCATCCCGGCAGGGTATTGAAGATGCTGAAGAAACAGCAAATCAAA 
1 0 CTTGTGGTGGGACAGATTCCACGGAAGGATTGTTTAATATGNmjNNNinSngNI!^^ 



NNNNNNNNNKNNNNbraNNNN^^ 
1 5 NNNNNNNNNNNNmiNNMSnTONAGGCATTTTTGGAACATCTOT 

CAAGTAATCCTGCCATCATCAGGCAGGCTGCTGGAAATTATATTGGAAGCTTTTTGGCAA 

GAGCTAAATTTATTTCTCTTATTACTGTAAAACCATGCCTAGATCTTTTGGTTAACTGGC 

TGCACATATACCTTAATAACCAGGATTCEGGAACAAAGGCATTCTGCGATGTTGCTCTCC 

ATGGACCATTTTACTCAGCCTGCCAAGCTGTGTTCTACACCTTTGTTTTTAGACACAAGC 
20 AGCTTTTGAGCGGAAACCTGAAAGAAGGTTTGCaGTATCCTCAGAGTCTGAATTTTGAGC 

GGATAGTGATGAGCCAGCTAAATCCCCTGAAGATTTGCCTGCCCTCAGTGGTTAACTTTT 

TTGCTGCAATCACAAAGTAAGT 

>H_1.0.0 27490 Homo sapiens cDNA FLJ90378 fis, clone NT2RP2004847, weakly similar to ZINC FINGER 
PROTEIN 135 cr: gi-22760577/// /cd3=(5,976) /gb=AK074859 /gi=22760577 /ug=Hs.5399S /len=1987 
25 [Human_joiigleur_201102. 13667. CI] tSEQ ID NO: 154) 

ACAAGATGGCCGCTGCGCGCCCAGAGGCCCAGAGTCGGAGCTCACCGACTCCGGAGTCGC 




30 AGCTGCTGTTCCACGAACATGGCCACTTGGCTGGGGCCGAGGGAGGCGGGCAGGGTGGGG 

ACTAO^GCTTGCMACGGGGGAGaSGCXICTACCGCTGCGCGCTCTGCCCCXIGCGCCTTCA 

AGGCCTTGGCGCCCCTGCTCCX3GC3iCC3iGCACCGGCACGGGGTGGAGCCGGGCACCTCTC 

GGAGGCCTCCGGACACSSGCGGCCGTTGCAGAACAGAGGCCCGGGGTGGCCXICGGAGAGGG 
35 CGGAGGTGGTGATGGCGGCGGCGGCGGCGGGCGCAGCGGTGGGGAAGCCTTTTGCCTGCA 

GGTTCTGCGCCAAGCCCTTCCGCCGCTCCTCAGACATGCGAGACCACGAGCGCGTGCACA 

CTGGCGAGCGGCCATACCATTGCGGCATCTGCGGCAAGGGCTTCACCCAGTCCTCGGTGC 

TTAGCGGCCACGCCCGCATCCACACTGGCGAGCGCCCGTTCCGCTGCACGCTCTGCGACC 

G CAC CTTCAACAACTCCTCCAACTTCCGCAAGCACCAGCGCACCCACTTCCACGGGCCGG 
40 GGCCGGGGCTGGGAGACTCTGGAGGCCAGCTGGGCTCGTCGGCGGCTGAGGGGTCGGGGA 

GCGGGTGTGGGGTAGGGGACCCTGCGGAGGAGGGGCGGGGGGAGACCGCGAAGGTGAAGG 

TGGAGGCCGACCAGTAGGCTGCAGACCAGGGACATGGGTTAGTTAAGGCGGAGGTACGAG 

TGGGGGAGAGATGACAGCTGCAGGGATGGTTGTGAGCCGCTAGTGATGGAGAGCAGAGGG 
45 AGAGGGCCAGGCTCCAGACTCCCACACGCCCACACAGCACCTCTGCCAGGCCTAGGAGAG 

GACAGGTGCAGCTCTTGCAGCTCTGCGGGTGTGCGGCCAAAGGCAAGGCCCACGGGCTGG 

ATGTCACTTCCCCGACTGTCTCTTGGTTGGCTTGTCCTTGTGCAAGACCCAGCCTGTCAC 

GACAGAGCCTGGGCACTTCAGAGGAGGAGCCAGGATCGAATGGAAGGGGGGAATTGGGGT 

CCACCATAGTCTTCTGCTCTGGTCCTCCACGGGTGGACCAGGATGGTGTCTCTTGCCTAC 
50 CTCACTGCATTGCACTGGACCTGGGATGCCTATCCACCCTCTGGCAGAAGACACTCACCA 

GGTTATCTGTGAAGAGACTCTGGGATCCCATCACCTCAAAGCCAGAGGGTCCCCAAGTCA 

CCGCTGAGAGCACTTGAGCCTCAAGGATGTAAGCCTGACCATAGGACCTTGACTCCAACft 

GCGGCAACCCCCACCCCCATTGTGGTCCGTCCTTAACCCATCCACTCTTCTTCGGAGGCA 

ACTGAGAACACATAAAGCAAGCAGCTACCTAGCATCXICCCTCCTAAAGCTTTAGACTCAG 
55 AGCCCAGGGTCCCCCACaAGCCTCAAGGTAGCCTCAGGTTTCTCTAATTTCCTCCACTCC 

CAGTTCGAAGCAAACAGCTTACTGCCTAGTCCCCGCCAATCCCAAGGGCGGGCTGGCTGA 

GGAGGACTTGGGAGCTGGAGGTGTGACACCTTCAGTTCTGTTCCTATTAAAGGACCTTCT 
GAAGGGCN 

60 >M_1.0.0_56987 BB667377 Mus rausculus cDNA, 3' end as: gi-lS39882S/// /clone=C73000SJ15 /clone_end=3 ' 

/gb=BBS67377 /gi=lS39882S /ug=Mni. 105955 /len=706 [gnl |UG|Mra#S2255490] [SEQ ID NO: 155] 

AGACAAGGTCTCACTACATAGTCCAGGCTGCATCTCCCTCAGCCTTCCAAAAGCTGCAAT 

GTCAGGGGTGAGGCACCACATCCAGTTTTCAAGGCTTTCAGGCCTTTTCTTCTTGGTGGT 

TTTCCTTATAAAACCTGAGCTAGAATGGGTTAATATATGTAAAGTGCTTAGAATCCTGAC 
65 TGGCCTAGGCTTAAAACAGTATGTCTTAGCTATTATAGTAAATTGGAAGATGCTGTATAT 

AAAACACTCATCCTCCAAAGCAAGGAAAACTTTAAAATATCAATAACTAGAATAAGGTAA 

CTGGCATTGCCTTACTAGCAACTTACCTATCTTCCTGCXIATTGAAAGAACCTGTAAACAC 

AAGCCTGATTTACCACATiAAATAAAATTTCCAACTCAATGGGGTAATATTTCCTTCATTT 

GAAAACTGGCTTGGTGGTGGGAGAATACTTGCCTAGCATTCCCATAGCTCTGATCTGTTT 
70 AGCAGCACTCGGGGGCAGGGAGTACAGTAAACTACAGAGCATGTTCAAGGAAAACAAAGC 

CTGAAAAATATATAGATAGGTTTTACACTTAAGGCAGCTGAATCTCCAACCTGGGCAAAT 
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ACTAGAATAACCTGGGAATAGTCAAGAATATTGTCATCTGGATCCCATTTAATTTATGGA 
ATNCTTTATGGTCAAACCTCTTTAAGATGGGCTCAGGCACTAAACT 

>gi|388764|gb|L11702.l|HUMPHOSPDP Human phospholipase D mRMA, complete cda [SEQ ID NO: 155] 

ATGTCTGCTTTCAGGTTGTGGCCTGGCCTGCTGATCATGTTGGGTTCTCTCTGCCATAGA 

GGTTCACCGTGTGGCCTTTCAACACACGTAGAAATAGGACACAGAGCTCTGGAGTTTCTT 

O^GCTTOUiakATGGGCGTGTTAACTACACSaGRGCrGTTACTAtSAACACCAGGRTGCGTAT 

CaiGGCTGGAATCGTGTTTCCTGATTGTTTTTACCXITAGCATCTGCAAAGGAGGAAaATTC 

CATGATGTGTCTGAGAGCACTCACTGGACTCCGTTTCTTAATGCAAGCGTTCATTATATC 

CGAGAGAACTATCCCCTTCCCTGGGAGAAGGACACAGAGAAACTGGTAGCTTTCTTGTTT 

GGAATTACTTCTCACATGGCGGCAGATGTCAGCTGGCATAGTCTGGGCCTTGAACAAGGA 

TTCCTTAGGACCATGGGAGCTATTGATTTTCACGGCTCCTATTCAGAGGCTCATTCGGCT 

GGTGATTTTGGAGGAGATGTGTTGAGCCAGTTTGAATTTAATTTTAATTACCTTGCACGA 

CGCTGGTATGTGCCAGTCAAAGATCTACTGGGAATTTATGAGAAACTGTATGGTCX3AAAA 

GTCATCACCGAAAATGTAATCGTTGATTGTTCACATATCCAGTTCTTAGAAATGTATGGT 



GAACAATTCCAAGAGTATTTTCTTGGAGGACTGGATGATATGGCATTTTGGTCCACTAAT 
ATTTACCATCTAACAATCTTCATGTTGGAGAATGGGACCAGTGACTGCAACCTGCCTGAG 
AACCCTCTGTTOiTTGCaTGTGGCGGCCAGauiAACCACACCCAGGGCTCSiAAAATGCAG 
AAAAATGATTTTCACAGAAATTTGACTACATCCCTAACTGAAAGTGTTGACAGGAATATA 
AACTATACTGAAAGAGGAGTGTTCTTTAGTGTAAATTCCTGGACCCCGGATTCCATGTCC 
TTTATCTACAAGGCTTTGGAAAGGAACATAAGGACAATGTTCATAGGTGGCTCTCAGTTG 
TCACAAAAGCACGTCTCCAGCCCCTTAGCATCTTACTTCTTGTCATTTCCTTATGCGAGG 
CTTGGCTGGGCAATGACCTCAGCTGACCTCAACCAGGATGGGCACGGTGACCTCGTGGTG 
GGCGCACCAGGCTACAGCCGCCCCGGCCACATCCACATCGGGCGCGTGTACCTCATCTAC 
GGCAATGACCTGGGCCTGCCACCTGTTGACCTGGACCTGGACAAGGAGGCCCACAGGATC 
CTTGAAGGCTTCCAGCCCTCAGGTCGGTTTGGCTCGGCCTTGGCTGTGTTGGACTTTAAC 



GATGTGAATGGAGACAGTGAACCKGATCTGGTCaTCGGCrCCCCTTTTGCACCAGGTGGA 
GGGAAGCAGAAGGGAATTGTGGCTGCGTTTTATTCTGGCCCCAGCCTGAGCGACAAAGAA 
AAACTGAACGTGGAGGCAGCCAACTGGAC6GT6AGAGGCGAGGAA6ACTTCTCCTG6TTT 

ACCTGGAAGAATGCCAaeAGGCTGGGCCATTTGTTACACaTCCGAGATGAGAAAAAGAGC 
CTTGGGAGGGTGTATGGCTACTTCCCACCAAACGGCCAAAGCTGGTTTACCATTTCTGGA 
GACAAGGCAATGGGGAAACTGGGTACTTCCCTTTCCAGTGGCCACGTACTGATGAATGGG 
ACTCTGAAACAAGTGCTGCTGGTTGGAGCCCCTACGTACGATGACGTGTCTAAGGTGGCA 
TTCCTGACCGTGACCCTACACCAAGGCGGAGCCACTCGCATGTACGCACTCATATCTGAC 
GCGCAGCCTCTGCTGCTCAGCACCTTCAGCGGAGACCGCCGCTTCTCCCGATTTGGTGGC 
GTTCTGCACTTGAGTGACCTGGATGATGATGGCTTAGATGATiATCATCATGGCAGCCCCC 
CTGAGGATAGCAGATGTAACCTCTGGACTGATTGGGGGAGAAGACGGCCGAGTATATGTA 
TATAATGGCaAAGAGACCACCCTTGGTGACATGACTGGCAAATGCAAATCATGGATAACT 
CCATGTCCAGAAGAAAAGGCCCAATATGTATTGATTTCTCCTGAAGCCAGCTCAAGGTTT 
GGGAGCTCCCTCATCACCGTGAGGTCCAAGGCAAAGAACCAAGTCGTCATTGCTGCTGGA 



TGAAGATTTCACTGCATTTCCCCACTCTGCCCACCTCTCTCATGCTGAATCACATCCATG 
GTGAGCATTTTGATGGACAAAGTGGCACATCCAGTGGAGCGGTGGTAGATCCTGATAGAC 

ATGGGGCTCCTGGGAGTAGAGAGACACACTAACAGCCACACCCTCTGGAAATCTGATACA 
GTAAATATATGACTGCACCAGAAATATGTGAAATAGCAGACATTCTGCTTACTCATGTCT 
CCTTCCACAGTTTACTTCCTCGCTCCCTTTGCATCTAAACCTTTCTTCTTTCCCAACTTA 
TTGCCTGTAGTCAGACCTGCTGTACAACCTATTTCCTCTTCCTCTTGAATGTCTTTCCAG 
TGGCTGGAAAGGTCCCTCTGTGGTTATCTGTTAGAACAGTCTCTGTACACAATTCCTCCT 
AAAAACATCCTTTTTTAAAAAAAGAATTGTTCAGCCATAAAGAAAGAACAAGATCATGCC 
CTTTGCAGGGACATGGATGGAGCTGGAGGCCATTATCCTTCATAAACTATTGCRGGAACA 
GAAAACCAAACACTCCATATTCTCACTTGTAAGTGGGAGCTAAGTGAGAACACGTGGACA 
CATAGAGGGAAACAACACACACTGGGGCCTATGAGAGGGCGGAAGGTGGGAGGAGGGAGA 
GATCAGGAAAAATAACTAATGGATACTTAGGGTGATGAAATAATCTGTGTAACAAACCCC 
CATGACACACCTTTATGTATGTAACAAACCAGCACTTCCTGCGCATGTACCCCTGAACTT 
AAAAGTTAAAAAAAAGTTGAACTTAAAAATAACAGATTGGCCCATGCCAATCAAAGTATA 
ATAGAAAGCATAGTATAC 

>M_1.0.0_19077 vv70h06.xl Mus tiiusculus cDNA, 3' end cr: gi-4S13514/// /clone=IMAGE ;12 
/clone_end=3 ' /gb=AI604347 /gi=4613514 /ug=Mm. 32372 /len=421 [Mouse_jongleur_201102 .1 
ID NO: 157] 

TCAACTTAGCCACTTTTATTGCACGATTAAATATATCTCGCTGCAGGTGCTCCCAAGGAA 
CACAATACATGAGGACAGAAAGCATCTTGAGTAGGCAAGAGCCCAACGATGCGGCAAAGC 
AGTTCTCAGTGTACTGGCAACAGAAGACAACTTCCCTTTCTCTGTGCAGGAGGTCTTCAC 
TGGGACCACTAGGAGGCTGGAACTTTTGATGAGTTCTCCGAAGCATAAGCAAGTGGTGTC 
TGGCAGTGTTGAGTGAACAAGRTTCTAGCTATGTTGTAATGAGCTGTGCATGGAGCTTTC 
CTGGTTTCTCTCTGGCTTTTGACTCTTGTGTTGCAG6AATTGGTGAGCTGGAGCTGGCTC 
AGCGGTCAGCAGGCTTGCTGGCTGCAGGCTGTGGGGCTGCAGCCTCACGGGTGATGGGGC 
TGGCAGGTTTGATCTCAGAGGGCTGGCAGGGAGTCTCATCTGAGACCTCTGTCTTGACAG 
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GTGTCGAGTCAGCGCAGTCRGGCTGACTGGAAGTTGGCTTTTTGCTATCACACTTATCGT 




AGGTCGGGCGGCGTAGTATGGAATAGCAGGAGCGGTAGCftGGCTGGGCGGTTiAGTGATGG 
ATGTCACATATGGCTGCXITGAAGGTGATGGGTCCAGAACAGATGGGGCGACAAATGGGGC 
5 GGCAAGAAACTGGACTACAAGGCGGCTTGCAGGAACGATGGCAGGCAAGGACTAGGCTCA 
GGGCAGACAGGTTGGCAGATGCTGGAGACACAGCATGAGGAGTCTTGGCAGCTGCTAGAG 
ACACATGGTGGC1CACAGGGGCCCAGAGCCATACAGGCAGATGGCTGACAAGCACTGGCC 
TCTGAGCAAGGTGGCTCGCAGGGACTGGTTTCACAGCCGACTGGCTGGCAGCTACTGGCA 
CAGGCTCACAGATCATTGGTTGGCAGGAAGCAGGCACAGCXSCAGACAGCTGAGCAGCaGC 
1 0 TGGGCTCACAGATCACTGGCTGGCaGCAGCaGGGTTTGCaGATaiCTGGCKMaiAGTGG 
CAG6C»AG(»GAGGACAGGCTGGCAG6ATGAGGTCTCACAACACAa3GGCIX3GCAGCTGC 
TCACAGAACAAGAAGGCTGGCACAT 

>H_1.0.0_30299 602849886F1 Homo sapiens cDNA 5' end cr: gi-14504763/// /clone=IMAGE:4991396 

/clone_end=5' /gb=BI086433 /gi=145047S3 /ug=Hs .169061 /len=855 .Weakly similar to kinase suppressor 
15 of ras [Mus musculus] [M.musculus] [Human_jongleur_201102 . 16424 . CI] [SEQ ID NO: 158] 

GTACAGATGTGAGTCTTTGATGAAGCCCCCAGGCAGGCACCAAGGTGATGGGACTCAGGG 

CCTTGGCTTTTAGATACATCCCAGTCCCTGACTGACATCTGACCATGAGGGCTGGATGGG 

TGGGAACAAGGAGGAGTAGATGGCAAAAGTACCTGAGCCCACTTCCCAGCCACAGGGTGA 

CCCTGGCACTGTAAAAACCCTTTGTCAGTCATGCCAGAAGGTTCTAGAACTGCCCACCTC 
20 TTCCATTTCAGTCCTGCTGAAACCCCTTAGCCTATTTCCGACTCCTCTGTCCATGCTCTG 

AGTTCAGCTGGGCAGTGTGTGGGCTATCACCCCTTTCATTTAGACCTACCTAGCTGGCCC 

CCATCTGCAGAGCCTrCCTTAGCACCATTAGGCCTTCTACTTGTGTCCATTTGAAGCAGG 

AGGGGCTGGATTTGGAAAAGTCTTTGAAGTGAGAGCaCCACGCTTGTCTTCGTTflGAAAC 

TGTTAACTGCAGAAAAAAGTTCCAGATGGCAAGGGAGCCCTTAA6TGGAGATTAGGTTGC 
25 ATTAGACTCCAAAACCAGAAAGGAAAAAGGGTGATGGGAGTGGAGACXJTGATTGGATTCA 

GGCCCAGAACCTGTGACCATGCTCTGAGCTCAGACTTGGGGAGGGAGGGGTGTGGCTCCC 

ACCCCTTCCAGTTAAGACCTGCCTAGCAGAGCCCCAGTCTCCAGCCCCTTCCCTAGCACC 

AGAGTCTGGTCAAAATGCCACAGAAAATGAGCTGCTCTGCCAGCAAACTGTGGAGCTGCC 



30 GTGCCAGTGTGCCTGGCCATCAGCATCTTCACCCTTCCCAGTCTGTGTGGGGAGGCTGTA 
AACCCCGTGGATTCAGCTCCGTGTGGAGTTTCTGTGCTATGGTGGGACTGCTCATTTTGC 
CCCATCATCCCTTTGGCCTCCCACACACCTGCCCCTTCCCAGGGATCACGTGTGTCTCCR 
GCCTTTCACCTTTCTATTGCAATGGTGGCCTTTGTCCAGGCAAGAGCAGGCCTGATGGAT 
GTACTGGTGAGCCCCftfiftGTTGGATGTCAGCTCAGCCGTCCAACTGAGAGGAACAGXAGG 
3 5 CTCAGTTCCTCCCTGACCCCTGACACCAGGCCGCAGTGGGCATGCACAGGCCCACAGAAA 
GTCAGTCTGGGTTTTGCTTTTCTCGTGAGOVTCACaGTTATiAGAAGCGCTCSVrTGAGCAA 
CTACAGTGCACTTGGTCTTCTGCAAGTGCTGGGCACCTAGAGATAGGAACAGTCATGGTC 

CACTGGGCCCCAAAGGTGGAACTGAAGGACTGGGGGCAGCTGGCTCrCAGCCTGCC»CCT 
40 CTGCACTGCCTGCCTTTAAAGAACCCCACCCCACCXrCATGATGGCCCCCTCTGTTCCCCT 

TGTATTTCACGTGACTGTGAATTGAGGTTAGGAAGGCACACCTGCCCTTCTGTGTGCTCT 

CTCCACACGAAGGATGACAGATACTGTGAATTCAGCCCTCACGGCCTiACTGTGPAGGGGA 

TGGAGAAGGCTGGGAGGGCTCGGTGGAGAGCTCTTAGGGGCTGCGGAAGTCCCCACGGGG 

GTCTGAGAGTGGAGCCCAAGCTTTGGCCCTCCAGGCATCCCCAGTTTCCAGCCTCACCTC 
45 TGAAGCCCTGCTGCCTTTAACCACCAGAGCCGCAGCCCCCTGGGTTTCrGTCTAACTCGA 

AGTCTTGAATCCTAGCTAGTATGGGGTTGTGAGCAGTGTGTAGCAAAGTTGATCTCTCCA 

TGTCaCCAAATCAAAACRCCCTCTGTCATCCTACGGCATTTCCTCTTGAGGTCACAGAGA 

GGAATGGCAAGCCCTGGAAACCTGTGTTATTCTGTGTTGATTCGGTGTGGGGGGAGGGTG 

GAGACGTAAATGTGAAGCCAAGTTGGAGTTTGTGCTATGCA6CAGTGTTAGCCAGGATCT 
50 CATCAGCGTGCAAACCTAGCATCTTCTGTGGCCACAAGCCAOVCACTTGCrTTTTGTGAA 

TGTGATGTAAAATTTGTACAGGAAAGTTTTTATATTTTCTATCAACTACATTTGTCTTCC 

AGACATGCTATTAATTTAAATTAAAATGGTTAGTATTAACAAACATGCTGTATCGGGTTT 

TTTTGCCACTGGCAAGAACATGCCCTCTGTGCTAAGCCAGGCCTGGGTGTCTGGAGTTTG 

TGAATAAAGTTATACCAAGGTG 

55 >M_1.0.0_47487 ub61g06.rl Mus musculus cDNA, 5' end as: gi-28S1340/// /clane=IMAGE: 1382266 

/clone_end=5 ' /gb=AA798385 /gi=2861340 /ug=Min. 25607 /len=473 [gnl | UG| Mm#S323719] [SEQ ID NO: 159] 

NNNNNlTONNNHNATCACATATTTATTTTCyVTCCa^AATATTGCCCCATCTCCCATTACC^ 

CCTCCCAGAATTCCCCACTCTGTCTTCCCTCCATTTTACCTCTGAGAGGGTGACCTCCCC 

AGGTATCTACCTGGTATATAGTCTCTACAGAACTGGGCACATCCTCTCCCTCTGGGGATA 
60 CTCAAGGCAATCMTTCTCTGCTAGATATGTGCCACAGGCCTTGAATAAGCCCATGTATG 

TTCTTTGGTTGTTGTTTCTGGGAGTATTCAGGGGTCCAGGTTAGTTGACACTGCTGTTGG 

TCTTCATGTGGGGTAGCTCCTTTCATCCCCTTCAGTTCCTTTGATCTTTCTCCTAACTCT 

TCAATAGGGGTCCTTGACCTTAGTCCAATTATCTGTAATGTAATTNHNNNNNMNNHNl^ 



>gi|l5689855|gb|BI714160.l|BI714160 ie33g03.xl Kaestner ngn3 wt Mus musculus cDNA 3', mKNA sequence 

[SEQ ID NO: 160] 





rAAATAGGAGCCTTACTTGCCC 



70 



CCGTGAACCAGTGGAAGACTTTATAAATGCATTATTTACAAAAAACGCACAPAGGTAAGA 
AACACAAAGTTCCGCCCTGTGGCCTGTACCACGCCACACTCATCCCAGCGGAAAGAAGCG 
TTATCAAGGCATGAAGCAACATCAAGAAGCATAGTAAACGCACTTGTTATCCTTAACAAA 
ACTGTGGGGCAAGTATAGTCTGAGCATGTCTTTAACCAGTGCTCTGTGAATACTACGAAG 
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TCAAGATAACTAATGTCAGGAAGGAGAAAGTGACaATTCKCTrAAGAAAGCACTCCCGTT 
AGGATCGCCTGGACCTGTTCTTCATTCCCTGCTGTGGTGTCTAGTGATGCTATACTGTCA 
ATATAAGCTTAGGAATTTATGGCACCAGAACTTGCTTCCTCTCACTTGGCTCGGGGGCTT 



AAACTGTCA 

>H_1.0.0_2912 Homo sapiens interleukin 13 (11.13), mRNA cr: gi-4504S44/// 
[Human_jongleur_201102.525.Cl] [SEQ ID NO; ISl] 
AAGCCACCCAGCCTATGCATCCGCTCCTCAATCCTCTCCTGTTGGCACTGGGCCTCATGG 

CGCTTTTGTTGACCACGGTCATTGCTCTCACTTGCCTTGGCGGCTTTGCCTCCCCAGGCC 
CTGTGCCTCCCTCTACAGCCCTCAGGGAGCTCATTGAGGAGCTGGTCAACATCACCCAGA 
ACCAGAAGGCTCCGCTCTGCAATGGCAGCATGGTATGGAGCATCAACCTGACAGCTGGCA 



CCCAGAGGATGCTGAGCGGAirerGCCCGCACAAGGTCTCAGCTGGGCAGTTTTCCAGCT 
TGCATGTCCGAGACACCAAAATCGAGGTGGCKCAGTTTGTAAAGGACCTGCTCTTACATT 
TAAAGAAACTTTTTCGaSAGGGACGGTTCAACTGAAACTTCGAAAGCaTCATTATTTGCA 
GAGACAGGACCTGACTATTGAAGTTGCAGATTOVTTTTTCTTTCTGATGTCSiAAAATGTC 
TTGGGTAGGCGGGAAGGAGGGTTAGGGAGGGGTAAAATTCCTTAGCTTAGACCTCAGCCT 
GTGCTGCCC6TCTTCAGCCTAGCCGACCTCAGCCTTCCCCTTGCCCAGGGCTCAGCCTGG 



ccctcccctgccctagagcacactgtagcattacagtgggtgccccccttgcx:agacatg 

TGGTGGGACAGGGACCCyiCTTaVCyiCAaUSGaUVCTGAGGCAGACAGCaGCTCAGGCaCA 
CTTCTTCTTGGTCTTATTTATTATTGTGTGTTATTTAAATGAGTGTGTTTGTCACCGTTG 
GGGATTGGGGAAGACTGTGGCTGCTGGCACTTGGAGCCAAGGGTTCAGAGACTCAGGGCC 
CCAGCACTAAAGCAGTGGACCCCAGGAGTCCCTGGTAATAAGTACTGTGTACAGAATTCT 
GCTACCTCACTGGGGTCCTGGGGCCTCGGAGCCTCATCCGAGGCAGGGTCAGGAGAGGGG 
CAGAACAGCCGCTCCTGTCTGCCAGCCAGCAGCCAGCTCTCAGCCAACGAGTAATTTATT 



CTTGAACACTGGGGGAGGGGACATTGAACAAGTTGTTTCATTGACTATCAAACTGAAGCC 

AGAAATAAAGTTGGTGACAGATA 

>M_l.o.o_7l64 Mus musculus killer cell lectin-like receptor subfamily A, member 21 (Klra21) , mENA 

or: gi-21361215/// [Mouse_jongleur_201102 .3652 .C9) [SEQ ID NO: 162] 

AGGGGATAACAGACCAGTAAAGGCCCACATTACCCCAATTGAGGCATCCATCCTTTCTAC 

AGGCATCACTTCAGGGTGGAGACACAGAACATACCTCTACTTATCCCATAAGATGAGTGA 

GCAGGAGGTCACTTTCSGAACTATGAGATTCCACAAGTCTTCAGGGTTGAACAGCCAGGT 

GAGACTTGAGGGGACTCAGAGATCTAGAAAAGCTGGCCTAAGAGTGTGTTCAGTCCCTTG 



QGACAGATGGGACAGTGAAACCAAGACIGTTTTACATTCCACACAQAACACAGGCAGAGG 

ATGGAGTGGATGTAAAGCGAACTGCCAGCATTACAGCGTTCCCATTGTGAACATAGAAQA 
TAAAGATGAACTGAAATTCCTTCAGCGCCATGTTATTACAGAGGGTTACTGGATTGGATT 
GTCTTATGATAAGAAAAAAAAGGAATGGGCATGGATTGACAATGGCCAATCTAAACTTGA 
CATGAAAATAAGGAAAATGAACTTTAAGTCTAGAGGATGTGTATTTTTATCTAAAGCAAG 
AATAGAAGATACTGACTGTAATATTCCCTACTACTGTATTTGTGGGAAGAAACTGGATAA 
ATTCCCTGATTAACTTTCCAACCAGAGTTAAAGAACATAGTCTGCTGTGAAGAGAAACAA 
AGCTGCAAGAACATTGGGACTGTCCTCTCGACCTATCTTGACAGAACAGAGGTCATTTTC 
TATCCTGTTGGAGAGAGGACGCATCTACTCGGGTGAATGTGCACGCTTTGCCCTAAAGCC 



CTAAAATAAC 

>H_1.0.0_14332 Homo sapiens step II splicing factor SLU7 (SLU7) , mRNA cr: gi-20127500/// 
[Human_jongleur_201102.5919.Cl] [SEQ ID NO: 163] 
GTAAACATTACGAGATTGGCTTGGATTCTGTCGGATGGACTTGGGGCTAGCTGCGGCGGG 
GCTGGAGGAGGCCAGATAACCATGTCAGCCACAGTTGTAGATGCAGTTAATGCTGCACCC 
CTATCGGGGTCCAAAGAAATGAGTTTGGAAGAACCAAAGAAGATGACCAGAGAGGACTGG 
AGAAAGAAGAAGGAGCTAGAAGAACAGCGAAAATTGGGCAATGCTCCTGCAGAA6TTGAT 
GAAGAAGGAAAAGACATCAACCCCCATATTCCTCAGTATATTTCTTCAGTGCCATGGTAT 



CAGTTCAGCTCATCTGGAGAATGGTACAAGAGGGGTGTAAAAGAGAATTCCGTAATTACT 
AAGTACCGCAAAGGAGCATGTGAAAATTGTGGGGCCATGACACACAAAAAGAAAGACTGC 
TTTGAGAGACCTAGGCGAGTTGGAGCCAAATTTACAGGTACTAATATAGCTCCAGATGAA 
CATGTCCAGCCTCAACTGATGTTTGACTATGATGGGAAGAGGGATCGGTGGAATGGCTAC 
AATCCAGAAGAACACATGAAAATTGTTGAAGAGTATGCCAAAGTTGATTTGGCAAAACGA 
ACATTGAAAGCCCAGAAACTCCAAGAGGAATTAGCCTCAGGAAAATTAGTGGAACAGGCT 
AATTCTCC3«iAACACCAGTGGGGAGAAGAGGAACCAAATTCTCAGACGGAAAAAGATCAT 
AATAGTGAAGATGAGGATGAAGATAAATATGCAGATGATATTGACATGCCTGGAOVGAAT 
TTTGACTCOiAGAGACGAATTACTGTCCGGAATCTCAGGATTCGAGAAGATATTGCAAAA 
TATTTGAGGAATTTAGATCCAAATTCTGCCTACTATGATCCAAAAACTAGAGCAATGAGA 
GAGAATCCTTATGCCAATGCAGGAAAGAATCCAGATGAAGTGAGTTATGCTGGAGATAAC 
TTTGTTAGGTACACAGGAGATACCATTTCAATGGCTCAGACACAGTTGTTTGCATGGGAA 
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TATAAGTCCTTCAAAGTCAAAAAAGAAGATTTCAAAGAACAGCaVGAftAGAAAGCATCCTG 
GAAAAGTATGGTGGCCAAGAACATTTGGATGCCCCTCCAGCTGAATTGCTTTTAGCCCAG 
ACTGAAGACTATGTGGAGTACTCAAGACATGGGACAGTCATCAftAGGAOiGGAGCGGGCT 
GTTGCCTGCTCTAAGTATGAGGAGGATGTGAAGATCCACAATCACACAOVTATCTGGGGR 
TCGTRCnX3GAAAGAAGGCCGATGGGGATACRAAT6CTGTCACTCTTTTTTC7«;6TATTCC 
TATTGTACTGGAGAAGCTGGGAAGGAGATTGTTAACTCTGAGGAGTGTATTATAAATGAG 
ATAACTGGGGAAGAATCTGTGAAaAAACCTCAAACCCTCATGGftGCTGCATCAAGAAAAA 
CTGAAAGAGGAAAAGAAGAAGAAGAAAAAGAAAAAGAAGAAGCATCGAAAGAGCAGTTCA 
GATAGTGATGATGAAGAAAAGAAGCATGAAAAATTGAAAAAGGCACTGAACGCAGAGGAG 



AAATCCTTGTTTATTCTTCTTGCTGCCTGGCTTTAATAAATATTTCAGATGCCTCAC 

iae PWPl (PWPl), raRNA cr: 



ACGTGCXSIGGCCTGGGTCCGCTGCGGCGTGGCCAAAGAGACaCCAGACAAGGTAGAGCTG 



GGTGGCAGTGATGAAGAGGAGACAGGCRGTCCTTCAGAASATGGCAT6CA6AGTGCACGC 
ACCCAGGCACGCCCAAGAGAGCCCCTGGAGGATGGTGACCCAGAGGATGACAGGACGCTT 
GATGATGATGAGCTGGCTGAGTACGACTTAGATAAATATGATGAGGaAGGTGACCCAGAT 
GCTGAGACTCTTGGTGAATCTCTCTTGGGTCTTACGGTCTACGGGAGTAATGATCAAGAT 

CCTTACGTTACTCTGAAAGATACAGAACAATATGAACGTGAAGATTTCTTGATTAAGCCC 
AGTGATAATCTTATAGTTTGTGGCCGAGCTGAACAGGACCAGTGCAATTTAC-AGGTGCAT 
GTTTATAATCAAGAAGAAGACTCTTTTTATGTACACCATGATATACTCTTGTCTGCATAT 



AAGftGTTCCTCAGCAGAAGGGCaTACCGATGCTGTCCTTGACCTTTCATGGAATAAGCTA 
ATCAGAAATGTTTTAGeaAGTGCATCAGCTGACAACACTGTAATTCTGTGGGATATGTCC 
TTGGGGAAACCAGCAGCTAGCCTCGCTGTACACACAGACAAGGTCCAAACACTGCAGTTT 
CATCCATTTGAAGCACAGACTCTGATTTCTGGCTCATATGATAAGTCAGTGGCTTTGTAT 
GACTGCCGAAGTCCAGATGAAAGCCATCGAATGTGGCGATTCAGTGGGCAGATAGAGAGA 
GTGACTTGGAATCACTTTTCACCTT6TCATTTCTTGGCCAGTACAGATGACGGCTTT6TA 
TATAATTTGGATGCACGTTCAGATAAGCCAATTTTTACACTTAATGCACACAATGATGAA 
ATCTCTGGTCTTGATCTTAGCAGTCAAATCAAGGGCTGTCTCGTGACTGCTTCAGCTGAC 
AAATACGTGAAGATCTGGGACATCTTAGGAGATAGGCCAAGTCTAGTTCATTCTAGGGAC 
ATGAAAATGGGAGTTCTCITCTGTTCTTCaTGTTGCCCTGATTTGCCATTTATTTATGCC 

GAAGCATTTGGAAGACGAGAGAGGCTTGTTCTTGGGAGTGCAAGAAATTCATCTATTAGT 
GGCCCTTTTGGCAGCAGGAGCTCAGATACACCCATGGAGTCTTAATGAAGRTCATCTAAT 
TTCOT3CTTACCTTAACTGG6AATTTTAAAAAGTTGGCCIAAAAATGTTCX:ATGCGTGGC 

agcaaccatgcagagtgactgaaacacaattcatttctgactgacattcctttctgcaac 
tgcggtggcaccacaaatatccggtctttgtgcttgctcttcsvgatggatggtttgtaag 
gctcttgttgcatttcttaaaaaagagtaataaaaaggatttttaaaaagtaattcctta 



>M_1.0.0_43190 BB032870 Mus rausculus cDNA, 3' end as: gi-15403S07/// /clone=5830473M12 / clone_end=-3 ' 

/gb=BB032870 /gi=15403607 /ug=Mm. 30946 /len=S60 tgnl|U6|Mm#S1035130l [SEQ ID NO.- 165] 

CCCCCAGTATTTATTTTTAGAAGTGCCTTCACATTTCATCTGTTITGGAGGAAGCCTCTT 

TTATCCAGTGAGGATAACCTGAGCAACATGTAAAATGACTTGTGTAAAACaTCTAGACTC 

ATGGCTGGGCCAAGATGTAGCTTCTTGTGGCTAGCCTTATTATAGCTGTGAAACAA6TCA 

CCACTTCACCAATTCaAGCTCTTCCTCATTTCCTTTCCACCCTAGCAGACTTTGCTCTGT 

GACTTGTCTTGCAGTCTTCTAT6TGAAGGAAACTGAAGTCTGGTGTTAGGTAGAGGAAAG 

a^GCGGTGCa^CTTAACTGGAACAGTTCCACTGCAGTTCAGTAATTTGTCCAAATTCCTT 

ACTGTTTCCTGACCAGGTCAAGGTGGGGAATTGCTGAGTACCTACCCTGTTCTTTTATAT 

ACACTGTCCATTTGTCCTTACAGCAACCGTTTTAAGCAGTTATCTGGCTCAAAGGGGAAT 

GAATGCCACAGGCAGTGCCAAAGCTAGAGCCAGGCTCTACTAGCCCACGTTACCCTATCT 

TTGCACTCACAGTACAGGCTGGCAGGACAAAACATGCCCTGGTTTTTTTCTTTTCTGCCC 

TCATGATCAAATCAAGAAGGAAACACCTTTTGGTTAAAAAGCCAAAATTTTTTTCACCAC 

>H_1.0.0_2S312 Homo sapiens cDNA FLJ34808 fis, clone NT2NE200S894 cr: gi-21750S45/// 
[Human_jongleur_201102.12S59.Cl] [SEQ ID NO: 1S6] 

atttttcaggtggccgggacaggtgaaggcagagaggagtggctgtccacctggggaagg 
tgagtcatccttctttctaatcactcttggagggacacccagacttcctctcattgaatt 
gaaacccaccaagatgtccgccctatgaaccagcatgtgctggctgctccctttacagaa 
aatgacgctgaagctgcgctacttccaggacacgcttgtttgctgcacctccx:ggccttc 
cctacxtctacttttctgaaaattgaactgcaaatgaaggctggtggagccgaccaccat 
ttatacctctcttttatcaccccatttagaacatacctcgggccatcaggaagctttcag 
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CTGGGATGCCCAGGGGCAAGAGCCCaGCCAGGCCTTCTGCATGITTTARTGACTTACACT 
GGGGTGCAGTGGCATTCSGCAGTGGTCACTCTGCTTACCTGCCCTCCCTCTGGCTAGACCa 

5 AAGGGCCTAGTCTTGTTAGAATAACTTAAGAAAACTTACAGCACCTGGAAAAAACTGAAA 
CTCTCTCTCCACCACCTGAGATGGGGTAGAGAGGGAGATCAGTACTGACGTGTCCATCAT 
GCAGTTTGCAAATCCAGGATGGGGGGAAAAAAAATCTGGGCCACATGAGATTCAGAGTTT 
TGCTTTATTAGGCGTCTGTGAAGACAAGAGAGTTTGCAGACACAGTCCCGTCTGGTGGTG 
AACTGCTGCAAAGTTCTGTGAAGTTTGAATTTATCTTGTAGTGAATGAGACCCCAGTAGC 
10 TGATATTTTAGAATACTGGTCCATATTTCAAGCAGATGAGAGGTGTGGCATTATGGCCAA 
CAACTTTTATATTAGCCATCCACTCAAGCCGTTTCCCAGCATACATATGCAGCTIAATCA 
CAGCTATACATCTCTACAATGTGAAATTCGATCTTTGACTAATAATGCATTCTGACTCCT 
GTTTACATTGGTGCATGCGATTCTTTGCTACCCTGGCAATTAACCAGACCTGGACTCTAA 
AAGCTAAACTTGGTCTAAATAACATTCTAAGGGTAAGGCAACCTCTATAATCTGGACTCA 
1 5 GCCATCATTTTGCAAAAACAGTTGTATGGTTCCTCCTCTTTCCCCTCCTGTCTGTAACTT 
GTCTGTTACTCAGCATTTATTCATGCCTGCTGTGTACGGAAAGGGCAGTTACAAAGGAAA 
GCCTTGATGATTCTGCTTCCaAGAAACGTGAAGATCSVGATAATATCCCAGGGACAATTGA 
GTAATGGGTCAAGACAACAGGCCTTGTAGGTATTTTCTAAGGTTAGAAAAATGTGTTCAA 
GTGTACTTATCCAGTGCTCTTATTCTAGAATATTCCAGTGGGGGTAGGGAAGGAGGGATG 



TAAAATTATCATCCTCTCCATCACCTATCTGCCAACACTGCaGATTTCTATCTGCTCATT 
TAAGAGAAACAGTACACAGGGAGATAGCATTAATGCAAGGCAGGAAAGGCTTTACATTAG 
C CC AAAAAAGAGGGGCTTGACC ATGTTACTCAC ACTTAC ACTT AGC C C AG CAG JWiAGCT 
GGGCTTATGTACCACTTGGTTTCTTTCTTTGACCCTAGCATCCTGAAAACATCACACACA 

25 GTGGACCACGCTTTGCCCTCAGAGTGACTGCTCCGACCCGGAAGGAGAGGTCAACGACCC 
CTCAGGACACAAAGGGTTTCTTAGGTTGTTCTGCGCAGTCACATGGCTTCCAGAACCAGA 
ACGTTOlGCTCTTAaAGTCrGCACaGAAGAACTGATAGAATCrGCTCCTTTCAATGGaAT 
CTGTGACTGTTTGGGAAGGATGTGCATGGAGAAGGGTCTGATGAGGCTCCTGATCCAGGC 
GGTCCACGTGCGTTCAGTGTGTTTGGACCCTAGGCACCTCTGTCTATTGCTCGGTCTTGC 

3 0 GT ACATAGTCCATAGCTTGGCATCAGCACAGATCGATGCTTAGTGAGCACAATTAAGAAA 
CCAAACTATGGAAAATTAAGGACAGTAACAAAAGTATCATCAACAAAAATCAAGCATTTT 
CCTCTTTTTGAAACAAGAAAAGa3CATCGTAGAAACXaAGATTCTGTACAATATTCTAAC 
ATTATATGTACATAAAATTATATTACTCATAACTATATTGAAAAGTCTTATTTGTAGAAT 
ATGGCTGGCAACAAAGAAAGACCCATACCATTTAGCGTTTGAAGCAGGGCAGGTAGCAAG 

3 5 AGAACATTAGCAAAGACACCTTTGTGCCTGGATACACAATCCTGCTACTAAGTTATGTGA 

CTGCAGCAGGCGATGCGAAAAAGAAGACATGGTCAAATGAAATGTGAAATGCTGTTTAAA 
ATCTGCATATTGGCTATGATAATGGGTTTGTGAATCCAAGTTGCATTGGAAGTTCACTCA 
TTCTCCATTCATTATGCaTGCCTCCAGTGATTTAATGAATTTCaGCAGGTGGftAAAGACA 

CCTGAATGTTGC3«3AAARCTGGTTTTGTACACTGGGGAA6GAGAGAGTGAAGACCCTCCA 
GTTGGTTCCTCAGTCAGCTOTGTTCTTGGTGTCGCTTTCTTGCAATTTTTTTCCTCCCET 
GGCCCTTCCTGTGAGGGTTAAARGGGCCATCTCCAAGCCAGGTGGAGCCCCAATCCCATT 
GACCAAGAGGGCAAGGTATGGGGTCACCTTCTCATGGAAGCCCTCTTCCTAAAGGAGCCC 

45 AAAGGGGACACCTGCAGAGGGCGGGCTGTGATCTGTGTGTGAACTTCAACAAAATCTCAG 
GTTAGTATTTCTCCAATTTCAGTTGAACCACGATGTGGTATACACTACAAATGCAGATTC 
TGGTGCCCCTCTCCAAGAGTCGGCCTCAGTTAAAAAGGGCTCAGATCCAGGAACCTGTTC 
TGAACACGCACCCAGGCAATTCTGATGCAGGCGAGCCACAGGCCCGCTGTGAAAAAAAAC 
TGACTTAATACATCAAGTATAGATCTACAAATTATTTTTAGAGAGACTTGAAAAACTGAA 

50 GATTTTAATGAAACaTTGOVTAGCACAGATTCTCTTCCCAAATTTCACCAATGTATTCCT 
TTCAAAATGTGGAATTAAATGGCCAAAACTCTTAGGGAGATGAAGGTGAGTGGGAAGGAG 

TGGTGATGCAAACAAGACCAATGGCAACCTCATTTTCTTACCCAGAATTCCTACTAAGGT 
TCACTAGAATTACTTATGAACTCAGAAATCAGGGCTGGGCATGCTGGGAATTTATGTCAC 
5 5 AGCATATAATTTGGGATACGTCAGTAACTCTTCACTATCTGTTTCCATCATGGCAACTTT 
TCACCTGCTAAGAATGTGAGGTATCAGCTCTCCTACTCACAAAAGCCCTAGTGGATTACC 

CAAGGCTACGGTTATTCTTCCCTGAACCTCCTTGCTGTTTAAATGATATGAGAATCTAAA 
ACAGTGCCCAGTGTAGGCAGCCTTCTACCACCAGCTAAAAACATTCCCAGTTCCCACTGA 
ATCACCACTTTTAATCACATGATGAGGAAAAGAAATTAACTGCAGATGGGTGGCATTTTA 
60 TATTGATGGCCATCCAAAAAATTTAGAAAGACAAGTCTCAGATGAAGATCTCCTCCTGGT 
TCAAAGATCTCATTTTAAATCTAGAAAGACAGCAATAGGGCATCCTAAATTCTACATAAC 
GGAGATCTGTTCftAAGCAGCGCAACCACTGCTGCAGAAATGTACTGATTCCCTTCTCCGT 
GGCCATTTCACCaCITTTGTACCTATGAAAACTAGCTGCTCCTCCAGGATCCTTTAATTT 

65 (^CTAATTATTTCTAGCCCTGATTGTTCTCATCTTCCCTGCTGAAATTCACATGGGCaAT 
GGTGAGGGTCAAGGTTAGGGAAAGAACAGTCAAGGTTGAGGTCAGCAGATGCAGATAAGT 
TGAGTCCAAGGGGACAGGCAGCGGGGCGGGAGGGTTAGTAATTTAAGAAGTCGATCCCaA 

ACTGCATAAGGGTCTGGATCTCCCTCCGGGCGGGCACCGCAGTGCCACTGGTCCCTGTGA 
70 GATCCAGGCGGAGCGTGCCACACTTCTTCACCCCGGGATCAGTGATGAAGCIGACGTTGT 
CGTGCTCAGAGCTGTAGATGTTGATGACAATGACCAGCTGGGAGGGCTTGGCCGGGGTGT 



20 
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agctacgcttgaccagctcacccagagccacagactggtcggcagagatcsaacttgtcaa 

agacgtcggtgcaccaccgagtgccatccttcaccagcagcttctcaggcgggtgcttgc 

cctccacgtagcggttcagcacgcctaccccx;taggtgagcggcgacx:ggcgcacx:ttga 

tgaccgcggggtccaggccaaagaggacggcrcccttcaggatggtgaggcccacgtcct 
5 gggggatgatgatccggcactggtccccaaaagcagcctgcaccgcctgctgcagcaggg 

gcgcctcggcaaagccgcccaccagaaagaggaacttgacggtggacacctcgggcttct 

gaaacaggtcccggagatgctcaatgatgctatcgatggtcggcttaaaaagggcgttcai 

tggcatctggactcatccgcagcatcccctgcgaggaccacttcacaaaatccacattgc 

ttttccgcaaggcgtgctccacactgtgcccgcggaacttcttgtagtagtcaatgaagg 
10 agaagggcagggtgatgttcagcgggttagttctgtctggggcagccgcccttttgcgag 

actcaaacgcaatcattaagtcaacccaggctgcagggcgtttgattttgaattgttcaa 

taaaatcctctccaaatattttatacagaagtttttcgaactcataatctactcctaaag 

atccatagggtccgcctgttgctttatacagttccttaaggtgtccctccggtaaccgga 

tctgatggactgtcaggtctacggtgccaccgccactgtccacaaccacatacttatcac 
1 5 cttcctcomsctcggacavgatttctcctatgacattctcraccaaaaaggtccgactct 

gccgattacgccgtatgtgttccttagcctgtgtaaacccagctcctactgtgtcactgc 

ttcg6cagtagatagaggctgcctcaggctccaaggc3u^tgatgagctgctccgagttct 

cgggggaggccaggcctgcctggtaggcagcttgtctcatgaactgcttggccggctgct 
20 tccagatggcaggcaccgtgatgacccatctgacatcagagttctcgaactccx3aacccg 

cctggtcactcagctccttcagcgcctgctccttaaagtactgcagggcataagcaaaga 

tttcaagggctttgactttcttgccatttgctgccgtcaggtctgtatccatggtgaggt 

ccccagtggtgtgcagcttcatcttgaacttctccaggtacagccactgcttggcctcat 

tgggatccaggtcatggtaaaagtccctggcggcatacccgaagctgtggaacttcctct 
25 cgggagtcagcaagatggtggttggagtcttctgattggacacaccagggtcacctccct 

cccatcgcctcatcacatggatgcattccggctccttggtgaagctgtaggcatagccac 

tggatgtggtcccaaagtcgftcggccaccrccaceagraatgactgctgttctgagacgt 

gactccgggctggagatgaatatgcagatgtgggagccgtttctcggggcccgtcgctgc 
30 cbccggcctccttgtccgccatggtcgcgcagccccggaccgcgaggggagcctccagcg 

>H_1.0.0_20308 Homo sapiens hypothetical protein PLJ10287 {PLJ10287) , mRNA cr: gi-11024703/// 
[Hunian_jongleur_a«1102,9152.Cl] [SEQ ID NO: IS?] 
35 AGAATTATGGCGACCTCCGCGACGTCGCCGCACGCGCCTGGTTTTCCAGCTGAGGGTAGA 

TGCGGTTACTATGTGGAAAAGAAGAAACaGTTCTGCAGGATGGTGGTGGCCGCAGGGAAA 

AGATTTTGTGGTGAACACGCTGGAGCCATGGAGGAAGAAGATGCTCGGAAAAGAATCCTG 

TGTCCTTTAGATCCAAAACACACAGTATATGAAGATCAACTAGCAAAGCATTTGAAAAAA 

TGTAACTCAAGAGAGAAACCAAAACCTGATTTCTATATTCAAGATATTAATGCAGGCTTA 
40 AGAGATGAAACAGAAATACCTGAACAATTAGTTCCAATTTCTTCTCTATCTGAAGAfiCAG 

TTGGAAAAGTTAATTA&GAAATTGAGAAAAGCAAGTGAAGGCTTGAATTCTACACTTAAA 

GATCATATTATGTCCCATCCAGCATTACACXSATGCACTTAATGACCCTAAAAATGGOSAT 

TCTGCAACCAAGCACCTGAAA(aiGC&GGCTTCTATTTTAGGTAACATTGAAAATTTAAAG 

TTACTTGGTCCAAGAAGATGCTTTGTTGAGTTTGGAGCGGGAAAGGGAAAATTATCTCAT 
45 TGGGTTGATATTGCCTTAAAAGATGCTGAAAAAGTTCACTTCaTCCTAGTGGAAAAGGTG 

ACCACAAGATTCAAGGTGGATGGAAAACACAGAAAGAAAAATTCAGTGTTTGAAAGACTT 

CAAATTGATATTCAACACTTGTGTTTGAACAAGATTCCTGTGCTAAGAGAAGAAAAACTA 

CCTGTGGTAGGAATTGGAAAGCATCTGTGTGGTATGGCAACAGATCTTGCATTACGATGT 

TTGGTTGAAACCTATGCTGCCAGTTTTGAGGAAAGGAATGAAGAACCTTTAGCCAAAOGC 
50 ATAAAGAATGATAAAACAGAAAAAGAAATTTACACTTTGGCCAAGGAAGGAAATGAAAAA 

AATGTCCCAGAGAAGTGGAACCCTGTGGCTGGCATTGTTATTGCACTCTGTTGTCACCAC 

AGGTGTGATTGGAGACATTATGTGGGCAAAGAATATTTCAGGGCTCTAGGCCTTGGAGCA 

GTGGAATTCCATTATTTCCAGCGRATGAGTAGTTGGGCAACTTGTGGGATGCGGAAAACA 

TCTTTGGAAACCTCAAATAGTACCACAAAGAGGCAAGATAATC&GAATGATGATAGTGAA 
55 GAGC&TGATGATGGAGGATACAGAATCACAGATGATGGCGCTGATTGTTTGCCTGGGCTT 

CTTAGTGTTGAAGAAAAGAAGAAAATAGGGCATCTTTGTAAATTGCTGATTGACCAAGGT 

CGAATCCAGTATTTGCAGCAGAAGGGATTCAGTCCTGCTTTGCAGTACTATACAGACCCT 

CTGGTGTCTTTGGAAAATGTTTTGTTAACTGCTTTACCAAATCATTCTTCATCACCAGAA 

ACAACTGCTTAATGGAAAAGAAATTTGAGCATCATCTGTCTTCCACCaAA/iAAAATTTTT 
60 TAATTATATTTTTATATCAAAAAAATATATACTTTAAATAGCAAATAATATGAACTTTAA 

AAAATGCTGTGGCCTCATTAAACTTTGGTAATAGCTTTTCTTTTTACTTCAGAAATCCAA 

ACATTAGAGAATTCACCAAAGTAATCCTCTTTAGAAGGGCATCTTGAATTATATTATCCA 

TCCGTATTTATGGAGATTGGTAAAGTAGTTGAACCGTTGACTTGGTGATCTGAAACATAC 

ATAACaTGTCAACacaTAATTAGCGTATTTCTGTTTGTATTAATTTTGGAAATTTATCTT 
65 CCTTTGATTTTATTTAATATTTTTTATTTCTTAAGTTCAAGAGGTAGTGATTGATTGTAA 

CAAGGGCCAATCTGAGAATTTGACTTATATGTGGACATTTTTCCCTACAGATCTGGAAAG 

CACAATTGTGATTTTCTCAAATGCAGACAATTCAGAGATATTCACAATTAATAAACACAA 

TTAATTAATGAAGTCACCTTCAAATTTCCAGRGCCaTACATGTATATATTGTCAGAATCT 

GTCCATGACAAACACAAAACTGAAGAGCTGTTTTCAAAGAAAAAAGATTATTTCaCTTAA 
70 TTATTTTGTTGGATAATTGTCTAGTTAGAACTTCCAAAAAGATACTTACATiACATAATTC 

ACAAATTTGAAATAATTTCTGAAGTTGATTAGCTATCTCATATCTTTTATCAGGTCATTT 
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TTTATATATGTAGGCACAAACAATAAGTATGTTCTCTTCTGT|TTGGGAAAATAATTTGGft 
ATAAAATAGAAATTAGATAATGAAACCAAAAACCTTCTCAARTTTAGGCCTTATTTAACT 
CATGACTGGTTTCTATGCACAAGAAAATACT7VAACCAARTATATGGTAGGACTGTTATTC 
TCTTCTGCATCTTATCCCTATTTTGTTTCTGCCTTTATTTGTAAAAATTGTCTTAATTGA 
TGGTACRTTTGCCAAGACAAftGGTTCAGAATTACTAATTTTAGATATTATGATATTCTGR 
AATAACTATTTTTATCCTGTAGTTCTATGATTATATGATTTGTAAATAAGAAGCCTAACC 
AATTTAAAATTCCTGACTTTAGTCTCATATATCTTGTCAGACTGTCTCGGTTCAAATTCC 
AAACCTACmTCTTOffiTTGTGCXSACCTTGGGCaTGCTACCTAATCTCTTTGTGCCTCAA 
TTTCCTCCTTTTAAAATGGGGATGATGATGATAACAATAATACCTACCTCACAAGGTTGT 
TGTGAGCATCAAATGAGATAACACAAGTAAAATGCATAGAACAGTTCCAAGCACAGAGTA 
ATTCAATAAATATTAACTAGTAATAGTAGTGGTAGTAACTCGTGAATCTTTTTAATAACA 
TAATAGGCTTTGATTTTATTATCTCTTTAAGTTGTTAACTTTTTTCCCTTGTTATAAGTT 
TTATGTCAAGTAAGGTAGTTTGTTTAAGTTAGTTACCCATGTCCCCAATCAAGGGAACCT 
AAATGAAGATATATCATTAAATAATTAACCTTTTTTTATTGTGTCAAGCAATACTAATTT 
GT6TCATAAAATTTGTTTTGCATCATTCAACAATTTATGCCCAGAAATAAACAATATTCT 
ACAACAGGC 

>H_1.0.0_27645 Homo sapiens Ku70-binding protein (KUB3) mRNA, partial cds cr: gi-4878033/// 
/ccls=(0,868) /gb=AP078164 /gi=4878033 /ug=.Hs . 61188 /len=1259 [Human_jongle\ir_201102. 13811. C2] [SEQ 
ID NO: 168] GGGAG 

CGGGAGGCATGGCGGGAGCTCCGGACGAGCGCCGGCGGGGCCCCGCX3GCAGGGGA6CAGC 
TGCAGCAGCAACACGTCTCTTGCCAGGTCTTCCCCGAGCGTCTGGCCCAGGGGAATCCCC 
AGCAAGGGTTCTTCTCCAGCTTCTTCACCAGCAACCAGAAGTGCCAGCTTAGGCTCCTGA 
AGACGCTGGAGACAAATCCATATGTCAAACTTCTGCTTGATGCTATGAAACACTCAGGTT 
GTGCTGTTAACAAAGATAGACACTTTTCTTGCGAAGACTGTAATGGAAATGTCAGTGGAG 
GTTTTGATCCTTCftACATCTCftGATAGTTTTGTGCCAGAATAATATCCATAATCAGGCCC 
ATATGAACaGAGTGCTCACACACGAGCTTATTCATGCaTTTGATCaTTGTCGTGCCCaTG 
TCGACTGGTTCACCAACATCaGACaTTTGGCGTGCTCAGAGGTTCGAGCTGCTAACCTTA 
GTGGAGACTGCTC3«:TTGTCAATGAAATATTCAGGTTA<aTTTTGGATTAAAACAACACC 
ACCAGACTTGTGTGCGAGACAGAGCCACTCTTTCTATCCTGGCTGTTAGGAATATCAGCA 
AAGAAGTAGCTAAAAAGGCTGTTGATGAAGTTTTTGAATCTTGTTTCAATGACCATGAAC 
CTTTTGGAAGGATCCCACATAACAAGACTTATGCAAGATATGCTCaCflGAGACTTTGAAA 
ACCGTGATCGGTATTATTCAAATATATGAGCACAATGACATTTTTATATTACAGAGCTTC 
CATCATCATGAAGAAAAAAAAATTTGGTTCTCAAGTGAACAAACATATAAAATGTAAACA 
ATCCCTACAATCCAGATAAAACCAGAGAAGACTGTGRTTCTAGCATATTATCAGAAAAAG 
TAACTATGGCAAAAAATGAAACTGCTTTAAACTCCAAGGCAGAAATTCTATCTTTATAGC 
TAACCATTTAGTAAATAAATACATTACATTTTTGTATTTTAGTCATTTGTTTTTATTACA 
TGTGATTATTTTAAAATTGGATTATGAAACCTGTGAAGTGTGCTCTTCCATGATGTTGAT 
AGGTGACCACTGTTGGTATTTACaTTAAATGTAAAGAAATGTGTACTG 

>H_1.0.0_21B91 Homo sapiens hypothetical protein PLJ10925 (FLJ10925) , mRNA cr: gi-21361725/// 
[Hiiman_jongleur_201102. 10074. CI] [SEQ ID NO: 169] 



CCGCCGCGCGCGGAGCTGGCAGGGGATCCGGGCCGGTACCGGGCBCTGCCCCGGCGCAAC 
CATCTGTACTTGGGGGAGACTGTCCGTTTTCTGCTGGTGTTGCGCTGCCGGGGCGGTGCG 
GGGTCCGGCACCGGGGGCGGCCCGGGCTTGGGCTCCAGAGGAGCCTGGGCAGAACTGGCA 
ACCGCCCTGGCCGCCCTGGCCTCGGTCAGCGCCGGAGGCGGGATGCCGGGGGGCGGCGGC 

CGAGGCTGCAGCCCCCTTCTCACCCACGGCCCGGGCCCTGCTACCTCAGGGGGAGCGACC 
ACGCTGCCTGTGGAGGAACCGATTGTGTCCACAGATGAGGTCATCTTCCCACTCACCGTT 
TCACTGGATAGACTGCCCCCAGGGACACCTAAGGCCAAGATTGTAGTGACTGTGTGGAAG 
CGGGAQATTGAGGCaCCAGAGGTCAGAGATCyWWSGCTACCrrGaSATTGCTGCAGACCCGA 
TCTCCTGGGGAGACATTCCGGGGCGAGCAGAGCGCTTTCAAGGCCCAAGTGAGCACGCTG 

TTGACCGTGCTCAAGGTGCTGAACAGCTCCTCTCAGGAGGAAATCTCCaTCTGGGATATC 
CGAATCCTCCCCaACTTCAACGCCAGTTATCTACCTGTCATGCCCX3ATGGCTCTGTGCTG 
CTGGTGGACAATGTCTGTCACCAGTCTGGGGAAGTCTCCATGGGCTCCTTCTGCCGCCTA 
CCCGGGACCTCTGGCTGOTTCCCCTGCCCGCTGAATGCCCTGGAGGAAOCAACTTCCTG 
TTTCAGCTGAGAGGGGGTGAGCAGCCCCCTCCAGGGGCCAAGGAGGGCCTGGAAGTTCCC 
CTGATTGCTGTGGTTCAGTGGTCTACCCCAAAGCTGCCCTTCACTCAGAGCATCTACACC 
CACTACCGCCTGCCCAGTGTCCGCTTGGACCGCCCGTGTTTTGTGATGACCGCTTCTTCT 
AAGTCCCCTGTTCGGACCTACGAGCGTTTCACTGTCACCTACACGCTGCTTAACAATCTC 
CAAGACTTCCTTGCTGTGAGGCTCGTGTGGACCCCAGAGCATGCACAGGCTGGAAAGCAG 
CTGTGTGAGGAGGAGCGCaSGGCCATGraGGCTGCCCTGGACTCCGTCGTCTGCCACACG 
CCCCT(yACAACCTTGGCTTTTCCCGGAAGGGCAGCGa3CT(:aCC:rTCaGTGTGGCCTTC 
CAGGCTCTGAGGACGGGGCTCTTCGAGCTAAGCCAGCACATGAAACTGAAGCTGCAGTTC 
ACCGCCAGCGTGTCCCACCCTCCACCCGAGGCCCGGCCCCTCTCCCGCAAGAGCAGCCCC 
AGCAGCCCTGCTGTCCGGGACTTGGTGGAGAGGCATCAGGCTAGCCTGGGCCGCTCCCAG 
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TCCTTCTCCCACCAGCAGCCTTCCGGAAGCCACCTCRTGAGGTCGGGCAGTGTGATGGAG 
CGCAGAGCCaTCaCGCCKCC 
GftCAAGGCTGTGTTG'] 
GTACCCGTCAAGTAGO^CCGTGCOMSCrCTGTTCCCTCTTACACTCKAGMACCCARCGC 

TGAAGAGGCCTGGCAGAGCTGCCTGTCTTGTGTCTGCTGATGAGGGATGGGGGAAGAAGC 
TGTGAAGTGGGCGGGCATGGCTGGGACTAAGCCACCAGTATTCCCCGAGTTCCTGTGGGG 
GGGGCTGGCCCCACCCCTAGGCCAGGGCAAGGGTTCCCAGAGCTCCCTTGTCCCCGGCCC 
TTTACCCTGGTTCTGAGTTTACAAAGTCTCTTCCTCATTCCCGTTGAGTTCTTTCCCACC 
TCTGACATTCCCTCCCTCCCTCCCGCAGGGCTGAGATTAGAGGGTGGTGATGGCTAAGGG 
CCCCTGACAGTGACCTTCCTGTCTCAGGGGTTGGGGACAGGGCCAGGTAGCCTCCTGCCC 
CTTATGTTTACGTTTGCAGCCTGAAGCACTTTAATTTTTTTTTTTTTGGTCTGTTCCTGT 
AACTTATTTTCCAACTATTGCTTCCaACTGAAATAAGACTATTAAATGCCTGTTCAGGAG 
GGAG 

>M_1.0.0_382 Mus musculus adult male testis cDNA, RIKEN full-length enriched library, 
clone!4930527E24:similar to XLR-REliATED, MEIOSIS REGULATED (XMR MRNA) , full insert sequence cr: gi- 
12854436/// /cds= {121, 58B) /gbBAK015913 /gi-12854436 /ug=Min. 48840 /len=733 
[Mouse_jongleur_2 01102. IS. C230] ISEQ ID NO: 170] 
GGTCCX3GGCATCTGTTGTGACAACGGTTTTTTTACCATTGAGGAGCTGAGCGTGGAAGGG 
TGCAGTTGTGAAGGTGTTCACCTCTGAGATAACCTAAGACaTCTGAGTGCTTAAGAGAAA 
AATGGCTCTTAAGAAACTGTGGGCGATACCAAAGGACGGTTACTTATTACTTCTTGACTA 
TGATGATGAAGAAGATGACGTAAATTTTTTGGAGGAGGCTCATICTGAAGAAAACGTAAG 
TTTCTCAGAGGAATGGCAGCGTTTTGCAAGTTCTGTAGAGACACCAATAGAAAACAGGAA 
TTTGTTAAGTGGTGAACAGCAAGATGGGAATGCTTCAAAATTGGATCTTATGGAAGTACA 
GAATCCAGTAACTCATGATGATGAGAATGAAATTCCTGAAGAAATAGTTGGAGATACACG 
GGAGATGATCAACAACAAGTCGTGTGAGCAGTATAAAACTACATTTCAGAAGTTTGATAT 
GGATGTCCAGAATTTCAATGAACAGCAAGAAAAATCAGTGGGTTTGATGAACTTGGAGAC 
CSiACAACTCCGATATGCTTTTTGATGTAGATGGTGAATTGAGAAAATGAATGTCTGTGTT 
TAAAAGAGACaTCaTGAAGCaTACTCTGAAGTACTCTTCTACATTCCCATCTTGAGACTA 
ATGAAGCATGCAAATTTTTCACTTGATGGTACATTTCTAAGCAAATAAAAAATCCGCT7UV 
CTTTTTGTCTCCT 

>M_1 . 0 . 0_18911 AV323441 Mus musculus oDNA, 3' end cr: gi-6293358/// /clone=e230409N17 /clone_end=3 ' 

/gb=AV323441 /gi=62933S3 /ug=Mra. 180082 /len=233 (Mouse_jongleur_201102 . 12236 .CI] [SEQ ID NO: 171] 

GCACTGGGTAAACACCeeCCACCACGTTCCGCCATGGACAGTGTTACACGGATGGAATTC 

TGACCTTGACACTGAACAAGCCTTGGTTTACATTAGAATAACGTTATGATTACAGTATTG 

AGGTTTNNNNNNNNNCCCCCCACTCCCCCAGCCCTTCaTTTTAAAATAAATGTTTTCAAA 

TACCTGAAAACTGAGGTTGGTATAGCTTATGGCTATTCCTTTATTTAGAAAAACAAAATC 

CCATCACCCCTAAAAGTAAAATATAAAATAAAATAAAATCATTGTGCTTTGGGGAGTTCT 

CCGCTCAAATGATTTAGGGGAAAAAATGTGCGTTAAACATTTAACACTGCTGTCATCCAT 

CTCAGAGACTTTAAAAGCAAATATCAATCCCCTGTATACATACTCTGCTAACACAGATGG 

CATTCAGTATTTTCCGAACTTGTGTGAACaTGGACCCTGCTTGTTTCTAAACACCGGTTT 

TATIAGCCCTGGCATTTCTTTCTTTTAGCACCG 

>H_1.0 .0_12524 Homo sapiens hypothetical protein BC013764 (LOC115207) , mRNA cr: gi-19923972/// 
[Hunian_jongleur_201102.4920.Cl] [SEQ ID NO: 172] 
GGGCTCCGGGGCTCCGGGGAAGGCGGTTGCAGCTCCTGAGTGCAGCGCGGCTTCCTGCCA 
CTGTCCCGGCCCGGCCACCTCTCTGTCATGGCTCTGGCGGACAGCACACGTGGATTACCC 
AACGGGGGCGGCGGCGGGGGCGGCAGTGGCTCCTCGTCGTCCTCCGCGGAGCCACCGCTC 
TTCCCCGACATCGTGGAGCTGAACGTGGGGGGCCAGGTGTACGTGACCCGGCGCTGCACG 



CTGGGTGACGAGCTGCTGCCGCTTGGCTACTCGGAGCCCGAACAGCAGGAGGGCGCCTCT 
GCCGGGGCGCCGTCGCCCACGCTGGAGCTGGCTAGCCGCAGTCCGTCCGGGGGCGCGGCG 
GGCCCGCTGCTCACGCCGTCCCAGTCGCTGGACGGCAGCCGGCGCTCGGGCTACATCACC 
ATCGGCTACCGCGGCTCCTACACCATCGGGCGGGACGCGCAGGCGGACGCCAAGTTCCGG 
CGAGTGGCGCGCATCACCGTTTGCGGAAAGACGTCGCTGGCCAAGGAGGTGTTTGGGGAC 
ACCCTGAACGAAAGCCGGGACCCCGACCGTCCCCCGGAGCGCTACACCTCGCGCTATTAC 
CTCAAGTTCAACTTCCTGGAGCAGGCCTTCGACAAGCTGTCCGAGTCGGGCTTCCACATG 
GTGGCGTGCfiGCTCCACGGGCACCTGCGCCTTTGCCAGCAGCACCGACCAGAGCGAGGAC 
JiAGATCTGGACCAGCTACACCGAGTACGTCTTCTGCAGGGAGTGAGCTCCCCAGACCCCC 
TCGCCACTCCAGCGCCCAGTCCTTCTCCTGCCCGAGAGATGATTACAGAGCCTCTTGTCC 

CCTGTCCGCCCACCTTCCCTCCACTACAGAACCTGCAGCCGCAAATCCTCTGGGCTGCTT 
CGTCTTCTTTGGACCTCCTGAACCGAGAGAACCCAGAGGAACCCCCACCCCACCCCCACC 
TACCACTCCATGCTTTCTCTACTCCCTGCCTCAAACCACCCCTCCCCCAGATGGTACTTC 
AGTTTGGATCTATTGGGGGAGTGTGGCCACAGACCGGGGGATGATTGAATTGTTCAGAAC 
CTGATTGGACCGTGTCCAATGTGCGGAAGATTTCCTTGAAATCTTCTCMGCTCTTATGA 
CTCACTGGGGGTTTAAGAGATCAGGATTGGTTCCACTGTCTGGGGTTAGTGTTTTACAAG 
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GTCATTAOVCAGTCTTTTTGACCTCTTTTGAAGGTAGAGTTTTAGAAGGCTGGATGGAAG 

ATTCTGAGCCTGGAATTAGGACCCCaTGGAGGCAGTTCAGIAACTAAACTAATAAAGTTT 

TGAAAAGTTACACGTAAAGTAGAAGAATCTAGTGCGTGGGACAGTAAAGGATCCTTTCTC 

GTACAGAATAAAAGGTCTCAGCCTGTAGCTTAAACTTATAGAAAGTGATCCGCCTGCCTG 
5 CAGAGGCGCCCTTTTCAGCTGCTGCTCGCCAGAAGCCCTTGATTCCACTGGTTGACaTGG 

CRGCAGTTACTGGCAAGAGGGAGAAAGGACGCTGCCGCCTAAGAGTGCAAGGCTGCTCAG 

GTCTCCAAGCGCCGTAGGAGGTCACCTGGCAGTGACTGTAGGGAGCTGGGTCATAGTGCA 

CGTCGTGGGTATTAGGAAAGCCTGTATTCTTTCAATGAATGTCAGTAGGACCTTCCTTTA 

GCTGTAAGACTTGGTGGGCGGGGTGGGGTGGGGAGGGAGGAAAGGGTAGGARGGGTGGGA 
1 0 AGGGAGAAGCAGACATAGTCATTTATGATTTGAAAGTTCGAAGTTTGTACCATCTGTTTG 

AGTATATGCACATTTAAAAAATATCATATAGTAAATGCAAACATGCCAAGTATTTTATAA 

AGATTAATAACAGACCTACTCTTACCTGGCAGTTTACTTAACTTACTGTTTTGAGTCCTA 

AACTTAGAGTTGTTAATGCTTATATATAATCTAACXa^GAGTTACCCAGTRGGGTTTTT 

AGTTTTTGAACTTTTATTTTCTTGTTGATTATAAATCCTGATTTTGGAATCTATTGCGCA 
1 5 AAAGAAGTTTCaTTTTGGTTACTTAGACCTAAGATCACTTATTAAAAATCCTTATTTTCT 

COUWCCCAGOiAAaSTTGACTTCroGGaUUiCCTQAAAACXTOAAAATGCCACTTTCAT 

GOfflTTTGTTTGAAGTTAAGTGGAATCCTTTCauUVIGACGAGCTGCAGAGAACTCAGCAC 

CAAGGGCTGCCTATCTGTAGATAGCTGTAAAATGGAATATTTTTAAATGAAGGCAAATAA 

GTACTTAAAAGTGAGCTGAGCAATAAAATGGTCCAATAATAEGTAAATGCAACMAAACA 
20 GAAGGAGACCTGGTTGCCTTATGCCTTTACTCTTACATGGAATAAATTCCCAATGCATAT 

CCTATGTAAACCATAAGTGAAGGGAAATAAACCTCGTCaTGCTCCATGCTGTGAGGTGTC 

CTTTGGATATTCTGTGATGACAGAGAAGCCTATTTTGTTTTGTTTTCAGCATCTTTCTCT 

GATGTACGTTTTTAAGGATTTTGTAAGAGCTGTTTTCAGTGTTTAAATTAGTGCTATTTT 

TCCTTGTTTTTAAAAATGAATCTCGTACTGTATCTTACTATGTCCATACAGATGTTACAA 
25 ATCGACAGTTTTATTCTTAGACTCATGTGATCCAAGCTGTATATACCATATATAAACATT 

TTACATGAATCATTTAGTTTTTTAATTCATTTACTAATGCTATAAAATTTCCTATATTAC 

CCCAGTAATTTGCATCAGCTGGTTTATATACTAAAGCAACATGTTTTGATGAGTTTCTTA 

CATCCTTATCX3AGGAATTGGGTTAGGAAAAAATACATAATTGTAJUACTGAGTTTGCTGT 

ATTATACTTTTTTCTTGAGTATTAGTTGTATTACTAATCATATGTTGATTAACTGTCTAC 
3 0 TTAAAGTCa^AGGTACCTGTATTTTTAATCCACTAATTTTTTTTTAGTTGGGAAATAGATT 

TCAGGTCTTTTATTAGACTAACATTTTTTGAGAAGTAAAATTGACTTCATATACAAAGCC 

TGTAATTTTAGGCGAAATGGAAGCAGAAATCTAGGAAGTTGTGCTTGCTTGTATGTTGAG 

TTTGGTCTCAGACTAAGTAATGCATCAGAATTCATCTGTTTGAAGCCTGAAATAATTTAG 

GACTCTGATTCACTGAeeAAAAGTCAGTGTTTCAGAGATTTCTCTACCCCGTATGGTATT 
3 5 TTGTTAGATTGTTCAACAGGAAGCACATGATTGAGAACATCTTGGGACAGACCAAAACCA 

CTGACAGATGGCAAGGCTCGGCGATTCTGATTTCCCTTCTCAAATCTGCTCAACTCCAAG 

AGTCTTGAGAAACTGCTAAAATTTTGCCTCTGTCACTCAAGTCTTACAAATGTTATCTTG 

TAAACCTTTGAGGTGAACTATTCCACTGTCTTGTACATAGGCATCTTATTCACTGCACCC 

TGTCACACCCAGCACCCCCCGCCCCGCACATTATTTGAAAGACTGGGAATTTAATGGTTA 
40 GGGACAGTAAATCTACTTCTTTTTCCAGGGACGACIGTCCCCTCTAAAGTTAAAGTCAAT 

AOUiGaUiAACTGTCTATTTTTAGCCTAAAGTAAAGGCTGTGAAGAAAATTCATTTTACAT 

TOGGTAGACAGTAAAAAACAAGTAAAATAACTTGACATGAGCACCTTTAGATCCCTTCCC 

CTCCATGGGCTTTGGGCCACAGAATGAACCTTTGAGGCCTGTAAAGTGGATTGTAATTTC 

CTATAAGCTGTAATAGTGGAGGTATTGTGGGTTCATTTGAGTAAGCCCTCCAAAGATACC 
45 ATTCAAATAACCTGGGAGAATGTCATAAATTATTCAGATAATTAACaCTGCATGAATCTG 

ATTCAGAGGCATGCATTTACATATGTTGCCCTAATTACCATTTGATGATCATAAATACAA 

GTGTiATGACATTGGACTTTTAGTAACAAACTTAATTTTTAAARAGGTGTAGACAATGGTG 

>M_1.0.0_24 82 7 Mus musculus, clone MGC:30a23 I^4AGE : 3995042 , mRNA, complete cds cr: gi-21594815/// 
30 /cds=(25,3a7) /gb=BC031793 /gi=21594815 /ug=Mra. 220312 /len=3257 [Mouse jongleur 201102 . 18034 .CI] 
[SEQ ID NO: 173] ~ ~ 

CTCTACAGGAGTGGCTGAAAGGAATGACTTCCCTACAATGTGATACAACAGAAAAACTCA 

GAACTACTTTGGATTACTTAAGATCATTATTAAACGATACSiACAAACTTTAAGCTCATTT 

AC3«3ATACGCGTTTGACTTTGCaCGGGAAAAGGACCAGCGCAGCCTAGACATAAACACTG 
5 5 CCAAGTGCaTGTTGGGACTGTTATTAGGAAAAATCTGGCCCCTTTTTCCAGTTTTTCACC 

AATTCTTAGAGCAATCAAAATACAAAGTGATAAACAAAGACCAGTGGTGCAATGTTCTGG 

AGTTCAGCAGAACGATTAGTCTCGACCTCAGCAACTAOSATGAAGACGGAGCATGGCCAG 

TTTTGTTGGACGAATTTGTGGAATGGTATAAAGACAAGCftGATGTCCTAGGACCTTATGC 

CTGGCAGCGAGAGTCACTGTTCCCACGGTTATGTCaCCCATTAGCCATAAACrGCTGTCT 
60 GTATGGAAGCGCATGCTGCTTTTCTTGCACCGCCAGCCTCTTCCAGGCAGGCGTGTCTCG 

GTGTTTGCTATTGAATGGGCCGCCCTGCTTGATGTAGCATTGTTCTCTTGGAGGCTGCTC 

TGCHGTTCGTTTTCACACTACAGATTGGTGAATTTGCCAACGTCCTCACTGTGATTATGT 

GTATATTGCTGTTTAAATTTTGTATATGTGTATAAAATGAAAAGCTTCACCTAGAGATTA 

TTTCTGCAAAAATGTATTGTAAAAATAATTTTGTGGCATATTTTTGGTCCCCCCCTTTTT 
65 TTTTTCAAATGAACCa^GTTATACTTTATTTGGTCTaUVATTTCAGAAAACATTATAACTG 

TCCCCGTAAGCAAGTATTGCCAGAATTAACCTCATTGCTTAAGAGGCCAACTTCTGGAAG 

TTGGTATTTTAAAGTGACAAAAGTTATTTATTTGAGTGCACAAACATCTGACACGCTACA 
AAGa^TTTCTAACACAAAACGTAa^GGTTTATGGTGTTTTTTCCCTTCCTCCTCTCCTCC 

TGCTTTGTGTTCCTCTAG(a^GTGCTTGGTCTGCTGAAGCTCTCTGTGCCACTGTGCAAAC 
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CGTCCTTTGCCACCCACCCTCATGAGCCTCCTGGTTTGCTGGCGGCATGACTGCAAAGCA 
CTTTGAACTATGCTTGAGATTTTAGTTACTCTTTCATGGTGTCTGTAATACCCTAGGGCT 
TTGGAGTTGTTTGTTTGTTTTTGTTTTTAAACCACAAGTGAGAGCTGTTTGTTTCCTGTC 
TTTGTTTCACCCGTGCTGGGCTTCTCCTGGCCACGTGTCCATTGCAGGCaGTGGACTGAA 
ACCACCAGCATCGAGCTAACCCTGTTCaCaCTGGGACCTTTCTCGGAGGGGCCGCTTGCC 
ATTCCCTGAGTCaCAGGTACRGAAGGGTGGTAGTAGCCaTTATGTGGATGAGARACCaGA 
GCa«CacaGCIAGTfl«jrTGTGAGTTTGTACCTTATGTCTTACGTTTAAGGTTTGCATCTG 
CTTGCTTGCTTGCCTTGCCCCTCGTGCAGAAGTACACAGTTAACAGGTTTCCCCAACCAT 
GTGGTGCTATGACTCaCTCGGTCCCTGAAGTCTGTGAAAACACATCTAAGATTTAACCCA 
GGAAAGAGCTAATGGCTGGTTTGCTGGGTAAATGGTATAGAGGGATCCGTGCCTGCCCAG 
GCAGGTGATGGCTACaAGATGGTGGGGTTATTGGCCAAAAAAGAAAAGAGTCTTCTCCAT 
TCaGTGTGAACCTTTAAATGGCATTAAATGAGCAGAGCACAGAGACAGTGCTACCCTGAC 
CGCTGTTTCACAGTTCCTTTTCAAAGTGTTGCTATTTTCATATATTTCTTTCCCTGATTG 
AACCRCCAAAGACAGAAATGTTATATGTATATATCGTGTGCGTGCATATGCAAAATCATG 
ATGTGGTGGAATGCAAATACTTGCCTTTTTCTACCAAATAATGAGGTTTGGTTTGCTGTG 
AAATAAATCAGAAGTTTAAAAAGACCAACAACCCGATATTGCTTTAGCATAACCATCCTT 
TGTCTGTAGTCTCACTTATGAATTAGTATATGAACACARTGTAAACTTCTTGGAAAAAAC 

ACTGCTAAGAa«M(3W:aGCTCTGCAGaGGAGGATCCCTTTTCaGGTGGTCCCACGGTTA 
AAGAftTCaVTTCTCrawSGGTGACTGTTATTGAGGTAGGTTftGCTGTCGATTGTCTCGATG 
CAAAGAAGGATCaTAGATGGGATTGTTTTAAATGCTGTGTGAGAATCTAGAGAGTATTTG 
AAACACTAAGCACAGTGAACCTGCGAGTAAAGGTGGTTACCAACATGAGAAATTCCATTT 
TATCTTCCGTGAACATTTTGATAATAGAGACTCAAGTAAAAACCACCGTGATTACTAGGA 
TGGAAGTCGGCATTCCAGAGGGGATGACCAATATTTACAACTCCAGATAATCTCTGAACT 
GCCTCAAGAAACAAGCCACCGTGACTGTGGCTTGCCTTTGGATTTCTCXSATTTTACAGAG 
CTATTATTAAGGGGACCCCTTTTCTTGAAGAATCGCCAAGTTACGCAAGTTGAACGATCA 
TOU^GAGCACTTATGGCTACCATTGGAAGAAGCCCGGGCGCCTTCGGTTCTCCAGTACCT 



TCTCCATCCTAACCATACTTTTGAAGTTTATACAGAAAGCTTTAAGAGTTTAGTTTGTGC 
CCTTGGTTTTTATTTTTACAACTGCTAAAATACCTCTGTAftGCCTTATCCnTTATCCTTT 
CATAGTTGTATAAAATTGTATAGAATTCATTCACCAACTGAAATGTTGGATATCTGTAAA 
TGAGACCAAAATGTGGGTTGCTTTTTTTC 

TTCATAAAAGTGTGCAAGTCCTGTGACTCCCAGCTTAACTAAATACTGTTATGCCACTTA 
ACGAGCACAGCAAACTGGTTTAAGTTTCAATGAAATTGATGTAAAATGATAGCCCATAAA ' 
TAAACAGATATTTGTGTTTGGTTTCT6 

>M_1.0.0_3599 Mus musculus RIKEN cDNA 2400007G07 gene (2400007G07Rik) , mKNA cr: gi-133853S7/// 
[Mouse_jongleur_201102.1540.Cl] [SEQ ID NO: 174] 

CAGACTGAAGCGCTCATGACAGAGCTATAAGGAGGAGAAAATCTGTTCCGCTGAGCCCGG 
GCCGTCCCGGAAATGCGATGGCTCTGGAGCGGGCACCGGAGACCAGACTGAGGCTGTGTT 
TCAAATCAACCTATATTCTCCTGTGAGATACAGAGTTCTGGAGGCCACAACTGAAAATGA 
CATACCCCACCTCAGTGACCCTTCAGCCAAAGGCATGACAGCTCAGGCACACACATGGAC 
TTGTTGCACACAGAAATGTGT6CACAGGAAAAGGAGATCTCTAGTTCTTTAGAAGAAAGA 
AGTCATTCTTCACCAAGATGGGCATATTCTGCTCAGTAATCAAGTTTGAAAATCTTCAAG 
ACTTAAGGAGACTGTGTCATTGGGGTCCCATCATAGCCCTGGGTGTTATAGCAATATGTT 
CCACAATGGCCATGATCGACTCTGTCTTGTGGTATTGGCCCTTACATACAACTGGAGGAA 
GTGTGAACTTCATCATGTTGATAAATTGGACCGTCaTGATTCTTTATAATTACTTCAATG 
CCATGTTTGCTGGTCCTGGCTTCGTCCCTOJGGGGTGGAAACCGGAAAAGTCTCAGGATA 
GCATGTATCTCOiGTATTGTAAAGTCTGCaVAGCaTACAAGGCGCCaCGTTCaCACC^^ 

GCACTCATGCTGCTTTCATCTTCGTGATGACAATGTACACaCAGCTTTATAATCGGCTCT 
CCTTTGGGTGGAACACAGTCAAGATTGACATGAGTGCAGCCAGGAGAGATCCACCTCCAA 
TTGTTCCCTTCGGATTGGCTGCGTTTGCCGCCACCTTGTTTGCCTTGGGATTGGCTTTGG 
GAACAACCATAGCTGTTGGGATGTTGTTTTTCATACAGATAAAAATTATTCTCAGAAACA 
AAACTTCTATTGAATCATGGATTGAAGAAAAGGCTAAAGATCGCATTCAGTATTACCAAC 
TGGATGAAGTCTTCATTTTTCCTTATGATATGGGAAGTAAGTGGAAGAACTTTAAACAGG 
TGTTTACATGGTCGGGAGTTCCTGAAGGAGATGGACTTGAGTGGCCAATACGAGAGGGCT 
GTGACCAGTACAGCCTCACAATAGAACAGTTGAAGCAAAAGGCAGACAAGAGAGTCAGM 
GTGTTCGCTATAAAGTCATAGAAGATTACAATGGTGCCTGCTGCCCTTTGAATAGAGGAG 
TGAGAACCTTCTTTACGAGCCCCTGCACTGAGGAGCCTCGGATCCGGCTGCAGAAAGGAG 
AGTTa^TCTTAGOACSAGAGGGCTGCGATACTGGTTGTATGGAGACAAAATTCTTGATG 
ATTCCTTCATAGAAGGTACTTCAAGAGTAAGAGGGTGGTTTCCTAGAAACTGTGTGGAAA 
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AGGAGCRTCTTGCATGTGGTTRCTCTGTTTCTTCCrraiGTTGACaiTTTCCTTCaTftATCT 
TCTAGAGACTGTAAAACTTGTCAGATTCAATATAAACTCAAATTTGGTTACTTTTAATAA 
TACAGATTTTTGTCAAATCCAATAAAGGTCAATGGATGTTCTGTAAAAATTATAGTTTTC 
ACCT 

>M_1.0.0_27343 S02049523F1 Mus musculus cDNA, 5' end cr: gi-11626724/// /clone=IMAGE:418a8S8 
/clone_end=5 ' /gb=BFS39343 /gi=ll626724 /ug=Mm. 184589 /leit=1093 [Mause_jongleur_201102 . 20725 .CI] 
[SEQ ID NO: 175] 

TGGCCTCCGTGCCATCTTCTCAGCTCTGTGTGAAGTTGGCCAGTGGCGGCGACCCCACAT 
ATGCCTTCAATATCCGCTTCACCGGGGAGGAGGTTCATGGCACCAGTGGCTCCTTCCGTC 
ACTTCCTGTGGCAGGTGTGTAAAGAGCTGCAGA6TTCCTCACTGTCGCTGCTCCTGCTGT 
GTCCCAGCTCTGCAGTCAACAAGAACAAGGGCAAGTACaTCCTGACACCAAGCCCCATCA 
CCTATGGGiaGGAGCMCTQCTAa^CrTCTTAGGCCAGCTGCTGGGGATCGCCATTCGTG 



CCATGACTGGCGAGGAGGTGGAGCTATGCAGCCGTGGCCGGCACATCCCTGTGGCCAGTT 
GGGAGAACAAGGATATCTACGCCGCAGCCATCCGGAGCCTGCGGCTGCGTGAGCTACAGA 
ACATGGAGTGCGTGACAGCCGTGCGTGCTGGCCTGGGCTCCATCATCCCCCTGCAGTTGC 
TCACCACCCTCAGCCCACTGGAGATGGAATTGCGTACCTGTGGCCTCCCATACATCAACC 
TGGAGTTCCTGAAGGCCCACACCATGTACCAGGTGGGGCTGATGGAGACAGACCAGCACA 
TCGAGCTTTTCTGGGGGGCACTGGAGATGTTCACCCAGGAGGAACTGGGCAAGTTCATCA 
AGTTCGCCTGCAACCAGGAGCGCATCCCCTTCACCTGCCCTTGTAAGGACGGGGGCCCTG 
ACACAGCCCATGTGCCaCCXSTACCCCATGAAGATTGCCCCTCCAGATGGCACAGCAGGTC 
CCC(XGACTCACGCTACATCCGAGTGGAGACCTGCATGTTCATGATCAAGCTCCCCCAGT 

CCCTCAGTGGCTGATGGGCGTGAGCCGAAGGATTAGGCTGTCACCAAGGCACCATTCTGfc: 
CAGCTTGGGAAGCTTGCCAGTTGAGGCACATCCCTCCAGGGCCCAAGTGAGGAGCTGGCG 
ACATTTGCTTTCTGAACTTTCCTCCGTGTCCCAGGGCCACCTGGAAGACACTTTTTGTAT 
GTGTCCGTTTTGTGAGGGTCTGTTCCTTTGCTGCCTGTTTGTGGTACATTTGTAGGATAG 

GGTGCCACAGGTTCAAGTGGTTCCTCATCACAGAGCCACTCGTGGAAAGCTGAGGATGAG 
ATGACCTCAGCCACACRAAGTATCCTGTTCTCTCTACAGAGTGTCTCCACAGATGTGTGA 
GAGTCCTCAGTCCTGCCCTCCTGCCCTGAGCTGGCATCTCTCCCAGAGGCAGCTTCCGCA 
GGGCCCCTCCTTCCATCTTGAAGTGGTTGAGCCAGTGCTCAAACGTTCAAGAGACACAAG 
GGAACTCATGTGTTAATCTTCCTGCTTTACCGTGTGTTCCTGGCCTTGGTTTTCTTTTTG 
.n^,j,r,r,j,r.j,rTTTTTITAGAAGTCCCACAGAGGCCCCCCCTGTCTCCTCCCATCAGGCAG 



AGCMACACCmGGGGCTACTCCaGGCCTTAGCTCACAGACAGGTTGGGTACGGCCTGAT 



GACTGCACAGGAAAGCACAT6ACTCAAGCCTACCCCACTCTGTGCTCAGAGCCTGGCCCT 
CCTCACTACAGTGCTGTAAGGAGCCCAGGGAAGCGTTACAACCCGTGTCTAAAGACTGTC 
TGAGGTGCTCTGCCCAATCAGGGCTGCATCAGTGACCCAGGCAGAGACTGCAGGGGAGTC 
CTCTGTGCCCTGGCTGGCCTGCCCAACACCCTTTACACCCAATGTGTGTGTGTGCCAGGG 
CTGAGCTTCCTTGCAGGCTCGCCCACTACCCCAGTGCATTTGTGCCCCAAATAAGTCTTT 
GTCCAAGAACAGCACATGCCAACTGTCGGACACTGTCACTTGGGCCTCCCCAGTTGTCAC 
AGAATGGCAACGCTGTAGCTATTGTATGATATTGTGTACACAGAAGTTCTGAGGAGCGTG 
AGGAGGGTACGCTCCTCTCTCCACGGCACCTGGCCTGCTTGGAAGGCGCGCAAGCTTTAG 
GGCTGGCACGCCAGCACCCATCTCCTCCCTCGTTACGCTTAGGAAATGCATTGAGGACCAT 
TACAGAftAACACCCCACCCAACCCCACCTGAGGAAGTGATACACCCCAGCTCAGTGTGCC 
AGCCaCACO^GTOiCTOGGCTGTATGGAAfiTGGTGCCCAGAGCAAGCCCTGCTCTCACTG 
AAfiATGGTGGCCGCTGCTTGGGA(3:ACCCCAGCGGCCTCAAGAATCCTGACTCCGTTCGT 
TCTCCAGAAGGCAGGAGCCTCTGAATTTTAAAGTGGGTTTTCATTCCAGTACCTTCAAAT 



CAACCTTGGCCCTGAACAATGTGTGCTGTAAAGTTACTTGATGTATATTTATTATAATTA 
TTTATGATTGCATTAACAGACTTCCCATTCAGTCTGATGCTATTTACACTATGCTGTGTA 
AAGGAAGCTCACTACAGGAAAAAGTCACACCAATAAATAACCTTCATCTGACTGAC 

>M_1.0.0_53294 uu75cl0.yl Mus tnusculus cDNA, 5' end as: gi-12651441/// /olone-IMAGE :3382290 

/clone_end=5 ' /gb=BG148033 /gi=12651441 /ug=Mm.74S33 /len=428 [gnl|UG|Min#S1955850] [SEQ ID NO: 176] 

GCTTGTTCCCAAGACTGTTAATAATACAACCCCTTAGAATGGTGCCCTTATTTCTCAGGT 

ACTAGTGTTATTAATATAATTAAC3VGATATTTCTGTTAAATTGTAACTTAAAATTAGAGA 

ATCTCATCAAATATACTTT(:aW3TATAAACTAAACTTTCACa\AGGGCAG(2AAAATATTAA 

CAAATGACTAGTTCATATTTTGTTAAGGCTATTAGCAGAACAGTGTTTAAAATGGACTGA 

AAGCAACTAACTCACCAAAAATAAGTAGTTGTTTCATACTATATGTGTATTAGAACACCA 

GTAAAGCAATCACAACCATGACTATCTTATAAAGGCAAACTTTTATGGCTAATAGGAAAG 

GCGTTCAGACCAGTCTAGCAGTAACTAAATTGACCACATACCAAACATGAATAAAATTAT 
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CCTGTTAA 

>gi|2292427|gb|AA543950.l|flA543950 vi69bl0.rl Knowles Solter mouse blastocyst Bl MUs musculus cDNA 

clone IMAGE -.934267 5', mRNA sequence [SEQ ID NO: 177] 

TCTGTTTTTAAATAGAAGTCACTGGGAAATTATGGGTACTCGRGCRCTGAGACAAATCTT 

CCTTTAGTGCCGTTCACAACGCTTGCTTTCCTCTCCTTCAGACCCaGGGCATTTGCTTTT 

CAGGCCTGCCTTCCTGAGTCAGGTTTCCAGTACTGCCTGCTGCTCTTTTGTCAGAGAACG 

CAGGTCACCTCTTGTCAAGGCACTTTTGGGATTTIACACTGACAGAAGACTAGAACAAAG 

AGCTAAAAATCAAGAATGAGAAAAGAAAACAGAATTATGAAAATGTTCATAAAAGATTAG 

TTTTTGGTTACATTTTATTCAATTCTGGATAO^TTTACTCTGTACTGATGATACATTTTC 

TAAGCTGCTGTATGCTCTTCTCAGGAAAGAGTTCTTTTAAAGGAGCTCCAGGGAAATAAA 

GCATTTACCTATGAAAACAAGAGGGTGGGCGAGCGGAAAGRAAAGG 

BB123998 Mus musculus cDNA, 3' end as. gi-lS262107/// /clone=9530096B14 /clone end=3 " 
/gb-BB123998 /gi=15262107 /u9=Mm. 32854 /len=672 [gnl |UG|Mm#S1123143] [SSQ ID NO: 178] 
NNNGAAGAAATCACTGGAATCACCTAGCTTTGGACTTCAGCACCCACGGCTGTAACTCCA 
ATTCCAAGAAACTTGATATCTTTTTTGGCCTCCTGCACaTGTATGATAGACATACATAAA 
CTCACTGGGGCTCAGACACATGCATGCACACASGTGCATAGGCACTCACATATTCACATA 
CATGCACATCAACACACATTCATGTAAATGATATCaTTGTGATAATCAGTTTTTCATTAC 
CATGACAAATATATCTGAGATAATCAACTTTACAGGATAAAACATCTCATGTCTAAAGTT 
CTACACTAAAGAGGCTGAGGCAGGGGGATTGTTGTCAAGTTCAAAGACAGTCTAAATTAA 
ATTATAGCATGAGTTACTATCTCACAAAAAGAATCATTCCTCTAAGAACAGATTATTTTT 
GGCTGTTCTGAATCTTTCTTTGGTCCTGGCAACAGCAGGGTAAAGGTGAAAGCCATGACA 
GAGGAAGCTAATTTCACAGTTGCCAGGAATGGAAGAAGAATTATTAGCAAGATGGCTCAT 
TGGGTAGACAAT 

>gi|21179S77|gb|BQ440601.l|BQ440S01 AGENCOURT_79 02647 NIH MGC 72 Homo sapiens cDNA clone 

I^4ftGE: 5157921 5', mRNA sequence [SEQ ID NO: 179] ~ ~ 

CCaCGCGTCCGTTTGATATTTTAACCTACCAGAGTAAACAGGAACACTTAATCATACTTG 

TGAGTiSTAGTAAATAAAAGTTTTCTTGCTTTGTGCTGTGTTGAATCTGGAACCAACAGGG 

AAGTTATAGCATATCCCCTTTCTAAAATGCTTGAGGAACACATACATACCGAATGTCTTT 

TCTGATCTAATTGATAGTATTTTTAGTGGCTTGTGGAGTTAATTTTCCAAAGCAAAAGGC 

CATTAGGGTTTCTACSVTTTCATTTCATTTCATTCTTTTCTTTCaCAAGAAATACATTCTC 

TGTGTGTCTTTTTGTTGCTCTGTCACTCTATGCCCTTTCTCTCCGACTGAACAAATAGCT 

TATCCATGTGCAGTGGTTTTAATACCCAAACAATCTAGACACCAAGCaGCTATTTTTTCC 

GGTCCTGTGATATCAGAATTGACCAAGGAATACGTATATTGTAATTGACACGTGGTGGTA 

TCTTCCAGGTACAAAT*eTCTAAATTTTGTGGTTAGCAGAATGGGACTTGTGATAAGAAT 

AGCTTGGTTTTAGCATAACTAGGGTTTAAAATAATTGTTTAATTATAGAGACTGACCGGG 

CTTTGGCCATCTAMACTGGAAAGTGTTAGTACCCTACCTTCTTTTGAAAATGGCTATGGT 

AAGGAAAATGTGTTAGTAAATTATGTATTTTCTTGAAAAATACATAATTATGGTTGGATG 

GGGAATCACTAAGTTGGGGTGTTAACTGGATGTCTCAATTTAGTAACATTANGGAATTTT 

CATTAANTAAACCCCTAAAAAGCTTTTCCCCNTAAGAACaGGGCCCTGGGCACCAGTGGC 

CTCaTCGCCTGGTAATCCCCAN 

>H_1.0.o_782S Homo sapiens Williams-Beuren syndrome chromosome region 1 (WBSCRl) , transcript variant 

2, mRNA cr: gi-14702179/// [Human_jongleur_201102 . 2613 .C2] [SEQ ID NO: 180] 

GACGGCAAATGGCGGACTTCGACaCCTACGACGATCGGGCCTACAGCAGCTTCGGCGGCG 

GCAGAGGGTCCCGCGGCAGTGCTGGTGGCCATGGTTCCCX3TAGCCAGAAGGAGTTGCCCA 

CAGAGCCCCCCTACACAGCATACGTAGGAAATCTACCTTTCAATACGGTTCAGGGCGACA 

TAGATGCTATCTTTAAGGATCTCAqCATAAGGAGTGTACGGCTAGTCAGAGACAAAGACA 

CAGATAAATTTAAAGGATTCTGCTATGTAGAATTCGATGAAGTGGATTCCCTTAAGGAAG 

CCTTGACATACGATGGTGCACTGTTGGGCGATCGGTCACTTCGTGTGGACATTGCAGAAG 

GCAGAAAACAAGATAAAGGTGGCTTTGGATTCAGAAAAGGTGGACCAGATGACAGAGGCT 

TCAGGGATGACTTCTTAGGGGGCAGGGGAGGTAGTCGCCCAGGCGACCGGCGAACAGGCC 

CCCCCATGGGCAGCCGCTTCAGAGATGGCCCTCCCCTCCGTGGATCCAACATGGATTTCA 

GAGAACCCACAGAAGAGGAAAGASCACAGAGACCaCGACTCCAGCTlAAACCTCGAACAG 

CTAGAGAGGAAGTCGTTCAAAAGGAGCTWiGAATGAGCCTGCGGTTGGGAGGGAATGGGGC 
GTGGGGGGTTAGAGCAGGACCACAGCCTGGTGAGTCCCCGGGCAGCCGTCCTGCAGCCGC 

cactcctgcgcctgccattggcctcctcacagcggaaacacagcttgtgagtgcatgtca 
gctgttaacaagtggtttttagtacattctgggctttgctgtatctatctagtgcctgtt 

tccttgttttcccagcagcacatggggttcctcggaggagSgaggtggcScto^ 
gggcgtttgggctgcggtgctgcgtcatttttcctttgctrtctcttractttagacact 

GGCCCAACTCCAGGCGTTTCCITTCa^TTCCCTCMTGCTTCTCTTCTGACCTGCATGTTG 
AGTTCTGTATTGCTGGGGCTTC(yACAAAAACCAGAGTCACTGACAGAGGGAACAGCAGA 
GACCTTGTTGGTATTCAGCTGTGATGGATATAGAGAATCAGAGGCACCTTGTTTTCaCAA 
CTAGGATAAAAATATCTGmGGGTCCTTTCCATTCCTATTTAGAGGGAGTCCTGGCTCCA 
TGACCCCCTCCCGAGTGGACTGTCCAAGCAGATAGGCTCACACGAGAAACAGTGAGGCTG 
AAAGGGGGGGCTATGGAAGAGCGGTAGGGAGTCCACGGAGAAGATGCAGTGAATGCTTGC 

CTGGCCTCTCTGGCTGGGTGCAGTGAATGGCCAGCGGaTTTCTTTTCTGCTCGGCCAAGG 
CGCTTTGGGGGTGGAGGGGGTGGTGCTGGTGCTGCACTGGGCTGACTGCGGCGCTGACGC 
AGCGTTTCCCCCCATCCCTGTTGCCTGTGTGTTGTGTGGATCTGTTCCTAGTATAGGCAA 
CATAATGAGATACTGTGCTTCCCACCTCCCCTTCAGTTCAGAGCCAAAATGGGTCTAGAA 
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TCTGGCACTTTACTCATTTCCTTTGATAAATTGTACTATGCAGMCTGTCMGAACCTTC 

AGATAGCAGTAGAGGACTGCaGCrreTCTAGGTCTGCGGCCaCATCTTGGGGACACACTGG 

ACTGTTCCCATGTGtaGGGTTCAGCAGTTATGTGGGAGTGCTAGGGGTTAGGCTTTTGAG 

CTTGAACGCCTGCGTGTGAACAGATGAAAAATCCTTCAGTACCCAAGTCCCAGTCTCTCC 

TATGGGGAGCAGTTTGGGGGCGGCCGGCAGCAGGAGCCTGGGAAAGAGGCCCTCGCCaGG 

TGATGGCAGGGCCAGGGTGGCCTGGGGCACCCAGCGGAATGTGCTTAGTATTTGGTCACC 

AGCCGTCATCCTGGGCTTTTCCTACTGTGTCTTGTTACAAGGCCTCAGCAATCCACMAA 

CTCTCTCTCCTTCCTTCCACCTGTCAGCTTCTCTGCTTCTGAGATAAGAACCATTTGTGT 

AACACCAACACTTAACTTCAGAAAGACATGCATTATGTGGTGTAATCAAACCCX3ATGCTT 

TOiGATGACCTAOTACATCTTCAATGTGGATAAGATAAAGAACAAAACacaTGCATCTA 

AACTGCTGGGCa^ATOaUSTTGACTTTTAAATGTAAGAATGGAATTCCAAACACra 

ATTCAGCTATATGACAGAAACTAAATCTATGGATATGGTATTTTGTGAATGATCTTTTAA 

ATAAAAGAAAACCTTACGTAATATTT 

>M_1.0.0_53793 uk38f01.xl Mu3 musculus cDNA, 3' end as: gi-472S650/// /clone=IMAGE: 1971289 

/clone_end=3 ' /gb=AIS47972 /gi=4726650 /ug=Mm. 80704 /len-583 [gnl|UG|Mm#S75B354] [SEQ ID NO: 181]' 

TGCAGGGTTGGGATTCACAGGAGTTGTGCAGAGCGTTGGCTTGGTGAAGGAACCGTGGCT 

CACTTGTGCATCTGTCTTGCGTGGATGCTGGATAAAGGCCCAGCTCTATTGATTCTTTTG 

CTGTAGCTTTGTATATGAGGGTCAGACTCTTCCCATTTTACCTTrGGAACTGGTCTCACA 

GTCCAGGATCCACCCAAGCTTCATCCCTGGGACTCTAGACCTGTGGTAGGGTGACX^TTCT 

GTGTGACTCTGGTCTTTTTCCTCTCTGTAATCTGGATATGATCATTTCTGTGGAACTGCA 

GGAGGAAATGAGGTCACGGAAAGTAGGTTCTTGGAAAGCTGGGAGCACTGGGCCTTCCTG 

GGAGACATCCTGCTCCAGTGGCTTGGCCAAAGTCTTTGAGCTAGCCAGTCCAGGCTCAGG 

TCTATGTGAGCCTC3W3TTTTCTCCTCTTGAAATATTCAAAGGTAGT<?rCATGGCTCTAAG 

CCTGTAATGTGAGGTAGGAGGATCAGCTCAGGGTCACCCTCAGCTGTATGACGAGTTTGA 

AGTCCRGCTTGGGCTATGCCCAACTCTGTTTAAAGAAGAAGAG 

>gi|2719586|gblAA709668.l|AA709S68 vt35h03.rl Barstead mouse proximal colon MPLRB6 Mus muaculus cDNA 

clone IMftGE:llS5109 5', mRNA sequence [SEQ ID NO: 182] 

ATTCGGATCCTTCGATACAGATACTTTTGAGAATTTTCCTAAGTTTACACTGCTAGAAGA 

GGTAGATGGGCATTGAAAGCCATGGAAGTTAAATAATCTGAATGATTTAAGATTTTAGAA 

AG6ATACTTTGGCATTGATGTAAAATGTAGCTAGAGATAGGCCAGCAAGGTGGCAGGGTC 

AACACTGTAGGTAAAAAGTGTTGACTACATGACCAAGCAGGGGTAGAGGAAGAGATGAGC 

TTCAAGACTGGGGATAGGGGAGAACAACCGACAAATTTCCCATGCAAAAAAAAAAAAAAA 

AAAAAAAAAGAA 

>gi|l5650195|gb|Bi587567.l|BIS87567 603312536F1 NCI_CGAP_MamS Mus musculus cDNA clone IMAGES5352609 
5', mRNA sequence [SEQ ID NO: 183] 

CTGGCAGACTGCa^GTOTCTGGATGGACTTGTCCAGGTGTCTGCTGCTGCTTACGATGGC 
TTCTCTGTTCTTCCTTrGAAGCTCTGCAAACa^CCaTa«3GGTTTCCTTAAAAC3«3ACGCT 



CTTGTACCTGTGTTGCO^ajGGATTGTTTCTTAATAATTCCACTGCTTGTCCAAGTCTTA 
AAAGGCAAAGTGAGTCaTTTTTCTCT^TAGGAAAAGAGAGGAGAGAATAGGAGAGAGTT 
TGCCACTGCTTGCTGTCT(3CTGGTGTGATTATTAAAAAGCAAAGAAAAAAATC3«VCATAG 

ATGGGTTGTAAGCCCAAGGACAGACAGGAAAACAGAGGGAGCATGGAGTTAGCCTGGCAA 
GTTTAATCACTTGACACACaCCTGTGCCATTCTGATGCTCCAAGTATTTGCTCTCTGCTC 
CAATTCTCCCATATC 

>M_1.0.0_48726 mu72a05.yl Mus musculus cDNA, 5' end as: gi-4297220/// /clone=IMAGE : 644912 

/clone_end=5 ' /gb=AI4504S9 /gl=4297220 /ug=Mm. 32836 /len=341 [gnl| UG| Mm#S433266] [SEQ ID NO: 184] 

'^MNNNNNNNMNN MNMN NHNKMNNHNNNNMNNHNimNATATGAAATGAATAAAGATTTAT 

TTTGGCTCATGGCTITCTTCaSTGGTTCTTTGGCCTTATGGCTGTAGGCCTGAGGCAAAA 

CTGAACACCACAGAAAGAAACACTTGGCAAAGAAGAGTGCTTCCCTCATGATAGAATGGA 

GACTGGGTTGAGGGCAAGATACAGTCTTTCAGTGTCCCACATCCTACAAATAGGCCCGAT 

GAGCTAACTGTCAAACTATGAAATAATCAGTGGATTAAACCTCTGATGTCATCACCCTTA 

TGATACAATAATTCTTCAACAGTAGCACTTGCTGAGGAACC 

>M_1.0.0_17830 Moderately similar to hypothetical protein FLJ11127 [Homo sapiens] [H. sapiens] cr: 

gi-11655306/// 602099928F1 Mus musculus cDNA, 5' end /clone=IMAGE : 4219807 /clone_end=5 ' /gb=BP581594 

/gi=11655306 /ug=Mm. 24851 /len=1126 . [Mouse_jongleur_201102 . 11302 . CI] [SEQ ID NO: 185] 

GGAGAAGCGAGCGGGG03CCGGGCTGTAGCGGAGGGTGCGCGCGGGTGGGAGGCGCGCAT 

CCCGCATGGAGGCGCCGAGGAGCGCGCCGCGGGAGCGGGAGCGCGCTCGGACCACCTC3«3 

GAAGTGACCaAGTTCACTCCTGGATACTAGTTACAAGCCAAGTCCTTAGTGCTGCCTGGA 

GAATAGCAAGGGCCTTTGTGATGACGACGCTCTCTCCTCTGTCCGCTACCTTCAGCTACT 

TCAGAAGCCTGTATTTATACTTAGGGCATCAGCTGAAATGGTGGATCGGCTATCTACAGA 

GAAAGTTCAAAAGAAACCTCAGTGTGGAGGCAGAAGTAGATTTACTCAGTTATTGTGCAA 

GAGAGTGGAAGGGAGAAGCCCCGCGTGCCAGACTGATGCGGAAGGCCTATGAGGAATTGT 

TCTGGAGGCACCATATTAAATGTGTTCGAGCAGTCAAGAGAGATAACTACGATGCTCTCA 

GATCTGTGTTGTTCCAGATCTTCAGCCAAGGCCTCTCCTTCCCATCATGGATGAAGGAAA 

AAGACATCGTTAAGCTTCCTGAAAAACTACTCTTTTCTCAAGGCTGTAACTGGATCCAGC 

AGTACAGTTTCGGGCCTGAGAAGTACACAGGTTCCAATGTGTTTGGAAAGTTACGGAAAT 

GTGTGGAGTTACTGAAACTGCAGTGGACTGAGTTTAGTGGGATGAGAGATCacCACAAGA 
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GftGGGAGCATGTGTAACAGCCTCTTCTCCGACGCCATCCTGGAGTGTAAACTGTACXJAAG 
CTTTGAAGTTCCTC2\TGCTCTACCAGGTCACS3GAAGCGTATGAGCRAATGAAGACC3U^CA 
AGGTTATCCCCMCCTTGTiaiGACTCCTGTTTTCCCGGGaGTCATCGCCGGATCCTTTG 
AGCTTCATGATGAATOVCCTGAATTCCATAGGCGACACTTGTGGTTTGGATCAGATTGAC 
ATGTTTATACTCGGGTATTCTCTTCAAGTAATAGATAAAAGTGTTTCGACTGTTCAAGTT 
TAACTCCAGAGACTTTGCAGTCTGCTACCCCGAGGAGCCTCTC3«3GGAGTGGCCAGAGAT 
CTCCCTACTGACTGAGAATGGCCACCACTACCACaTTCCCGTCTTTTAAGTCTGCCGTGG 
ACTGGACATCAGTTCTTCTCAGAGACAGTGGGCACACGTGCAGAAAAGCACTTCTAAAAG 
ACCCACAGTGGTGCTTCAGCCAAGGAGGGCATCGAGATGGGTGGAGAGAGACGGGTGGTT 
CGCCTTCTGTTTGAGTGAGGTTCTCCAATGCAGCACACATCTGTGCACTGACTTTGCCAT 
TGAGGGATCCTCTGGGTTGGGTCTTTAAGACGAAGGGAACCTTAATATGGACAAAAATTG 
GCCAGGGACACAACCTGAGCAGTGGGGATTGTTTTATCTCGGATCTTCATGTTCTTCAGT 
CAAGAATCTCTCTGTGGATTTGGCACAATCGTACATAAACTGGGCCAAGTTTTACAAGCA 
TTACCCTCCTGGGGGGAGGGGGTCTTTGTTGTTTACTAATTATCCTCAACAGCCTGATTC 
ATGTTTARCTACTGTGTTTGTTTATGTACATTTGTGTGTATTATAGACACACAAATGTAT 
GTATTTGTATATGCGCATACCCCGCAGACAACCTCTGGTTTGTAATATTGTACRGTTTCT 
TTATATGTCTACaGCTTTTGGTATTCTIGTATCITTCCAGCTTAAATCAATTTATTTAAA 
TAAAAGAAGATAAATTCC 

>M_1.0.0_1370 Mus musculus RIKEN CDNA 1500041tn.6 gene (1500041N16Rik) , mBNA cr ! gi-13385883/// 
[Mouse_jongleur_201102.1S7.C4] [SEQ ID NO: 186] 
GACACTCGAGCAAGTCTCTTTGAAAGCTTGGGAGGACGGTGGTCTCAATACATCAGCAGT 
AAAGCAGGCAGCGGACTGATGCATTTAAAAGTATGGCTTTTCCCGAGCCAAAGCCGCGGG 
CACCGGAGCTGCCGCAGAAACGGATGAAGACGCTGGACTGCAGCCAGGGCGCGGTGCGAG 
CCGTGCGATTTAATGTGGACGGCAACTACTGCCTGACGTGCGGCAGCGATAAAACCCTAA 
AGCTGTGGAACCCGCTGCGTGGGACGCTGCTGCGGACCTACAGTGGCCACGGCTACGAAG 

CGGTG6TGCTGTGGGATGTAGC3«^CTGGGCAGGTCGTGCGCAAATTTCGGGGCCACGCTG 
GAAAGGTGAACaCCGTTCaGTTTAATGAAGAOSCTACAGGCATCCTGTCTGGTTCTATCG 
ATTCCAGTGTCCGATGTTGGGATTGTCGTTCTCGGAAGCCTGAGCCGGTGCAAACACTAA 
ATGAAGCTAGAGACGGCaTATCCAGTGTAAAGGTGTCAGACCATGACATCTTGCAGGGCT 
CTGTGGATGGCAGCGTGAGGCGCTATGACTTAAGGATGGGACAGGTCTCCTCAGACTACG 
TGGGCAGCCCTATCACCTGCaCGTGCTTCAGCCGGGAajGGCAGTGCACTCTGATATCCA 
GCCTGGACTCTACTCTGCGGCTTCTAGATAAAGACaC3«3GGGAGCTGCTGGGCGAGTATG 
TTGGCCATAAGAACOseeAGTACAAGCTGGACTGCTGCCTGAGTGAGCGCGACACACATG 

CACTGGCCCTGCCTGTGGGTTCTAATGTGGTACAGTCACTGGCTTACCATCCCACGGAAC 
CCTGCCTACTGACTGCCATGGGA6GCAGCATCCAGTACTGGCGAGAAGAGACCTATGAGG 
CAGAGGGTGGAGCAGGCTGAGGCTTACGGACCTGACACCAAGGATGCAGACTGACTCAGA 
AAACX:C7\ACCAAAGGGCCATTTATTCTAGAGATGCTGCTGACCAAGGAGTGGGCCTAGGG 
AGGGGCTGGCATGTAAAGTAATAAATAAAGGTGTGGCAAAAAGCCTCAGTCTTTACCAAT 

CCACaUSCaU^GGGGAAAACCAGAGAAGCATCAGCATAGACCTTTACTGGCTGTGCGTCCA 

ACTCCTGGGCTGTGTTGATATAAACAGCGTAGICTGCTCCATTCCTCATGAGGTTAGCGT 

TGGCAATGTGGTGCTTGACCACACCTCCACCCaGGATGATCATCCCAGAGCGCTTGGCGA , 

AAATGGCCTGCGTGTTGATGAGTCGCRGGTCTTCAACAATGTCCAGGACCAAGCCTGGGT 

TTTTATAGGAATGGAAGAAGATCATGTCaCCCaGTGAGCCaTCTGTGAGTGCTGGACTCA 

GCACAGGGATGTGGTTCTTATGGGCCCAATAATACACAGAGTCTGGGTTGTTGATCTCCT 

TCCCAAGCCGGGAGATCATCTTGGAAGGTGTCCACTTCACaCCCTCTGTGTTCTGCTCCA 

GCACCATCTGGTCCAGAATGGGCATGAGCCA6TCCTCAAACTTGCAGTAATTGTCATTCG 

GCACCAGCAGGTTTCCAATCCTGTTGATCCCACTCTCCCGGAGCTCCTTCCCCCTGAGGC 

TGAACTCGCCAAGGTATGTGGGC6CCAGGCATTTGATGAGATCTTCTTCCACACCTCCAG 

CAGTGGTCACCAATACATCCACCATGTTGTGCTGCACGAGGTATCGAATGGTCTCCCGGA 

TGCCTGAACTGATGAGGTTGGAAGTATAGCCCAAGAAAATGGTGCAGCCTGTAAGTGGGC 

GGCGGCTCTGAGTCAGGTCTGCGTGATGATCTTCATCTACAGCCAGTGGCTCCAGTTTTT 

TGGTGCGGTAGGCGTCCAGAAGCGCATGGTAATCTACGCCGCGGTTCAAGTOSTAGCCTT 
GGACCTGGGCGCTCTCGGGCGGCAACGCTGAGCTGTGCTTGAGCACGGCGGCCAGCGCCG 
AGGAGGGCGCCGCCCCTGGCGGGGTCCCTTCCATGTGCTCGCGGCCGC 

>M_1.0.0_15892 Mus musculus ring finger protein 26 (Rnf26) , mRNA cr: gi-24415389/// 
[Mouse_jongleur_201102.9'751.Cl] [SEQ ID NO: 187] 
GACTCCGTCCCATCCTTGCGGGTCTCCTCCCGGTCTGACCCGTGGCCCTGTCGTGTTTAC 
CGCTCCAGGCTCCTAACGCTGAGGTGCTTCCTCCGGTCCAGGCTCGCTGTCACTTTAGAG 
ATGTTTCACCTCTTCGCTCCCGAACATTCCGCCTTCCAAGCCGGGACGGCGTTCCCTTCT 

GCATCCCTTCCAAATTCACTCCGATCTCGCCACAATAGTGGCAACCTTGACACCGCCTTC 
CCTGAGGAGCCAGCCTTCCTTTTGTCCTGAACITCGCAGCCCTATCATGGAGGCTGTCTA 
CCTGGTGGTGAATGGGGTGGGCCTGGTGCTGGRCTTGCTGACCTTGATGTTGGATCTCAA 
CTTCCTGCTCGTGTCCTCCCTCCTGGCTACCCTGGCCTGGCTTTTGGCCTTCATCTACAA 
TCTGCCACACACGGTACTGACCAGTCTTCTGCACTTGGGTCGAGGATTCCTGCTTTCTTT 
GCTGGCTTTAGTTGAAGCTGTGGTCCGATTTACCTTCGGGGGACTGCAGGCCTTGGGGAC 
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GGTCCTCTATAGCTGCTACTCTGGCTTGGAGAGCTTAAAGCTACTGGGGCACTTGGCCTC 
CCACGGAGCTCTGAGGAGCCGGGAATTCCTGAATCGGGGCATCCTGAACATGGTCTCCAA 
TGGCCATGCTTTGCTGCGCCAGGCCTGTGACATATGTGCTATTGCCATGAGCCTGGTGGC 
CTATGTGATCAACAGTCTAGTCAACATCTGCCTCATCGGCACTCAGAACTTCTTCTCCCT 
5 GGTGCTGGCCCTGTGGGATGCTGTAACGGGGCCTCTTTGGAGGATGACAGACGTGGTGGC 
TGCTTTCCTCGCTCACATCTCCAGCAGTGCAGTGGCTATGGCCATTCTCCTGTGGACCCC 
CTGCCAGCTAGCACTGGAGCTGTTGGCCTCAGCCGCCCGCCTGCTGGCCAGCTGTGTGGT 
TTTCCATCTCACTGGATTGGTGTTGCTGGCTTGCGTGCTGGCAGTGATTTTGATTGTGTT 
GCACCCAGAACAAACCCTGAGGCTGGCCACCCAAGCTCTCAGTCAGCTTCATGCCCGCCC 

1 0 ATCTTACCACCGGCTTTGGGAGGATATCGTACGGCTG&CTCGCCTTCCACTAGGTCTGGA 
GGCTTCGCGafflAGTCTGGAGCCGCAGCCTACAACTGGCCAGCTGGCCAAATCGGGGAGG 
AGC&CCMGAGCCCCCCAAGGTGGCCCCAGGAGGGTGTTCTCAGCCAGGATCCAGCCACA 
GGACACTCCTCCTGAAGCAGAAGAGGAGGTCATCAGAGCTGCACCAGCTAGAGGCCGAGA 
GCAACTCAACGAGGACGAGCCTGCCGCTGGGCAGGACCCATGGAAGCTGTTGAAGGAGCA 

15 AGAAGAGCGGAAGAAGTGTGTTATCTGCCAGGACCAGAGCAAAACGGTGCTGCTTCTGCC 
CTGCCGGCACCTGTGCCTGTGCCAGGCTTGCACTGAGATCCTCATGCGCCACCCTGTTTA 
CCATCGCAACTGCCCGCTCTGCCGCCGCAGCATCCTGCAAACCCTCAATGTCTACCTCTG 
AGGACTCCCTCCCTGCCTGCTCGTCCTCTGCGCTCCACACACTGGGACAGCATCAACACT 
TTGCCTCTGGGTTCTGGCCT6AGTCTTCTTTGCCCCCGAAGGCGGCGACTCTGCCAAGCC 

20 TCAAGCCATATATCCAGGACGTGTAGCTTGGAATACTCTGGAAGACTCCAGTCTGGGTGG 
GACAGAGTAAGACTTTCTCTAAACCCTGTGTGGGGCCCTGAGATGCTGAGGGTGGTGAGT 
ATGTCACTATGCAAGGGCCCTGAGACTCTGTGGTGGGCTCTTGTGCTGCGTCTGCCAGGG 



TTTTGGTCCTTTCCCCCAGGCCAOSCCACGCCACATmGTGTTGTTTGAGGATTTTGGCA 

GCAGATGCCCTTCTGCCTGTCACTGTCTTTTAAAGACTCCCAACOTGAC^G^CCTGGA 
GTCAGGAGTTTATCCCTGAGTACAGGGGTGCAGCTACACCTGGCTTTGGGACCATTCACC 
TTCAGGCACCCCAGCTCCATGGGGAGCCTCGGAAGGAACAACCAGATGTCTACTCATTCC 
30 CTACATGGCATAGAACATAGCATTCCTCCTGGGCTCTCTCCGGCAGTGGAGAGGGCATTC 
CGCACTTTTCACTTGGGTCCAAACGAGGGGCTGGGCCTCAGGGGTCATAGCTCCATTTAG 
TCGGTCGGACTGCCCAGTTTCTATGAATAAAGTTCTCTTGACAGTTCC 

>M_1.0.0_17564 602390534P1 Was musculus cDNA, 5' end cr: gi-13053550/// /clone=H4AGE:4502337 

/clone_end=5' /crt>=BG2936S4 /gi=13053550 /ug=Mni. 23322 /len=1175 [Mouse jongleur 201102 . 11055 .( 
J5 ID NO: 188] ~ - 

GGACTGGAAATCATTGAACTTGCATGTTACCGTTTTTTACACAAGCACCCCAGTATCCAA 

CAGTCTCAGCAGCTCTTAACTGCCCTGT6TGCTCAGACAGAAATCTGCCTTTCCTAAGAT 

GGCAGTGCGCATCTGTACCTGGTAAGGACTTCCTCATCTTGCCAAGCACACTGAGAAAGC 

CCCGTTGGGGACAGGACACCATCAGCATAGCGTGGTTAAGTCTGGCTTTTTGATGTTTGT 
40 GCATTTGTTAGTGGGAGAGTGCTAACTGGTGCCTCTGGAGAAACAAGCCAGCCCATGTTT 

AACTGCTCCATCAAAACTCACTTTAATCCTGCTGGGAACTTACTAATTAGTAGCTGTGCA 

CACCTGCCCTCAACACAGCTGTTTGACTCCCTAGTTTTTAAGGTTACACACACACAACCC 



TG G ATCACATTTAAATGTGGAAATAGCTAGCAATTTGTTGCCCAGGAAAAAGAGAAATGC 
45 TGTCATCTrTGCCCACAGTAGTTGGGCTCGGTIAACAGTGCTGTCCATCTCATTGGGCAC 

GGTAGAGAATACCTTAATTTTACTTTACCTACCCCAAATTCCTAATACAGCACTAAAACT 
AGAGAATGTGGACACTCTACTTGCTTTAAGAGGAATTTCTCCGGAGGGGGAAAATAAAAA 
TAAACGTGTTTTTAAATTATAATTATTTGTTCTrACCTACACGTTTAACTGTATTAAAAC 
50 TGTTTATTTAATTTAAAAAAATGCATATACACCTAATGCTTTTGAGCTTGGAACTGCTTT 
AAGTCAATACTTGAGCATCAGGCCTAAGCAGATGTGGCCTTGATGGTTGTCAGCCTAAGG 
AATGCCCCTGCCACACCTTCAGCCAGGGCTCAGCAGCTCAGCCAGGGCTCAACAGCTCAG 
CCGTGCTCCAGCAGACTCTTTCCCTGCTCCCTGTGCAGGTGAGCTGAAGTGCTCGCAGCA 
CTAGTTGGCAAGTTGATCCCATTGGAAGAGATTTTACATATAGTAGTTGTGGGTTATTTA 
55 TAATGTGAACCATTTCACCCTAAAATATGAACCGATATAGAGGCTGGGTGATGAGTTCCC 
ACATTGTGTGTCTTTGATGAAACAAACCCAGGGAATCCTAAACTTTAGTCAAGCAACATG 
GCGGGAGAGACTGAAAATGAAGTAGAAACATATCTATCTGCGAGAGCTTCTCACTTAAGA 
CTCTCCCTAAAATCCTGCCTCTGCACGCCCACAGAACAAACCCGAGAAGGAAGCAGCGCC 
TTCCACrCGTGTTCTAATGGTGACCACGCCACACGCAGACCCTATGTTGGTATAAGTCTG 
60 AATTCTGCAGATTGGTTCCATTTCACCGGCTCTCAAGCCCAACAAAGAAGCTCTGGAACA 
GTCACAATAAGGACTAGCAGAGGGATCCTGTCGGTGTTAAACTGTTTACATTTCTTTATA 
TACAATAATGTGCTTTCAGTGCCTTAGTTGTGGGTCCCTTTCTTTTTCCTGTTCTAAGAA 
TTGTATACCGTGTTCTTAGATAAAGTCTCTCCTCGTCACTCACTAGGAGGAAAGTGGTGC 
CTCAATACCAGTGGGTCAGCGGTTGACTGAAACAAAACAAAACGCTATGTTGTAACATGG 
65 AGAAGGGAGCTCGGTGCTGAGCTATGGCTGCCTAGTTCTTACACAGTGGCAAACAATTGC 
TTGGCCACGAAGTGGACTTCACACCACGTGTGGCCCTAAAAGGTGTCTTGTACCTACCTA 
AAATTTTTTATTTCAGAGTCTTGGTTTTGGTAACTTCTTTTTAAAAGATCATTACACGGA 
GAACACCCAAGTTTTAAAAATAACTCACAGAATGGCCTTAGCTTCAGTGTCCACTGGGAT 
ATTTGTGAATTACCTGTAAAATGCATCCAGAATAAAATGGAGTGAATTACATGGTTC 
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CTTTTACGTTTATATAATGTCAGCATTTCAAAACGGCACTCGATGAGGAGGTGCAAAGGA 
CAGCAAGGCGGGGAGTCCAAGCACAGGGCTGCACGGAAGGAGCTGGACTTCATACCCflGA 
CGCACACAGGTGAGTGGCTTCAATGCGGTGTCAAGAAGAAGCATGGAAAACAGATTTTGG 
ACTCATGGGTAACCTCCAACATGGCAGCATCTATTAAACTGTACAAACARTGGGAGTGAG 

ACTCa^GCXaTGCCaiARCCaGAGAa^GACCTGCCCaTTCaCGGCrCTGAGGGAAAACSVAA^ 



CCCAAGGCCCTTG 

>gi|22356160|gb|BQ940632.l|BQ940682 AGENCOURT_8877739 Iiupski_sciatic_nerve Homo sapiens cDNR clone 

IMAGE:6198680 5> , mKNA sequence [SEQ ID NO: 190] 

ATTTTTTARTTTCTTATATAAAATGCTAACTTCTTGTCAGGACATACTACAGACTATGCA 

TTGAATTTTTTGAaUUVCTTCCTGTAATCTTTTTATTAATTTACACTGAGGGAATATAGC 

ACCTTTCATCCGAAGAACTGAAGGTGCTTTACAAACATTAGCATITAAAAAACAATTACA 

TTTAAAAATCTGGATTCTTGATGGCAAATCTCTTCGACTCCAAATACACAATTTCCTGGA 

AGGTGATGGAAAGTGATTraATTTCTGACAATGAAGGAGGGCTCGAAAGAGTCCTAGTTT 

GCCTTTCajCaGACAGGmTTTTCCAAAftCCTGGTGTCTGGGCTTACTAATCACAGGCGG 

GCGCATCCTAGTGGCBAGGAGAOVCaCCTTCCGAACCTTAGTTTGCCAAAACCATGACCG 

TACGGCCTGAGGGGGAGCGCGGAAATCGTTCCCGAGGCGTGCTOUUiGATGCCCCGACGG 

GAGTAGGGGAGCTGGGGGGGGGATTGGCATACTGGGGAAGGGAGCGGGGTGGGTCGGAGC 

GGCGGCGCGACGGAGGCGCCCTGCAGGGGGGCAAGGGAGGGGACGGGGAGAACTTCTAGT 



CGQAAGGQGCAAGAGQAQCQGGQAAQCGGGAACGCGG6AGATGGGGGA6CQGAGGTAGGG 



TGCGACGGCARCGCOJGTACGGTACCTGGTGGGACCTATGTGTGC&CTCGTTAATTGGGA 
TGACGAACGATCGTGCTGTGGCGGGTTTGACATATCGTGTAGTGCACACACACTGCGGCC 
GCGAGGGGACGCCGGCGCGAGATTCCCGCACTGGGCaCGGGCCACTGAGCGCGTGGGCGA 
CGCCAGCAATAGGATCCGGCGCCG6CAGGTGAGCGACGCCGCGCACGTATTCACCGCGGA 
CCCGTCTCACACCATACGATCACCGCACCGCCCTCTTACTTAGCGGACGACTGGCGCCTC 
ATCCCTCTTACGCGAGAGAGCGGGCGGCCGGAAGAGCGRGGGGGGGGCAACTGAGAGACA 
AGCTGCGCGACGCGCACGAGGCGATCAGCGCAGAGCTCACACCGTCNCAACACGCAGCGA 
CGATAAAGACGACTACGTCAGTGGACACCCCCTAGACACNTCCTAGATGGACTCGACAGC 



>gl|l5335166|gb|BI495822.l|BI495B22 dfl21a08.wl Morton Fetal Cochlea Homo sapiens CDNA clone 
IMAGE -.2540054 3', mRNA sequence [SEQ ID NO: 191] 
GGGCCCCCCCTCGAGTTTITTTTTTTTTTTTTTGCGTTTARCATTTTTATTTTTAACTCC 
GCTTTGGTAGTACAAAAGTCATAAAAGTACAAACCAGACAGTTAAAAATACACTTGACAC 
TCGAAATGGTGAAAATTTTCCTTACAAATTTTTACATCAAGGTAGTAGCCAACTCATTGA 



CATCCTTAGAAAGGAGGAGGAGAAACACAAGACCTGTAAACATCAGTTGCTTTGGGAACA 
CAAGAATTCTCATCAGATAGTTCAGTATAAACCAGTAAAAAGCGTATGTGTTGAAAATAC 



TAGAAAATATTTAAAACATACTCTTGGTATCAATACAGTTTTAAATATTTTTGAGTATTC 

TCTTGCCCTCGTGC 

>gi|2201S13|gb|AA473386.l|AA473386 vd64f01.rl Knowles Solter mouse blastocyst Bl Mus musculus cDNA 

clone IMAGE: 805369 5', raRNA sequence [SEQ ID NO: 192] 

GTTTCTCTO^GTTTGCTCATGCAACTCTCTTTATTAACTGTCATTTGTCATAGGGACTCC 

AGAGGAAGGCTTCCCTCTGCCTGTTCaCAGGTGGGAGGTACACAGTAGGCTAGCCTCTGT 

CCGCTGTCGAGCTGACAGATAATAGCCAAATAATCCCAGCCTCATGCTTTCTATTTCCCT 

CTAGGCATTTCTCCTTACTATAGTTTAGAGTGTGTGGAAGTCCTTTATTTCCTTGAAGAA 

ATAGATCATTTCCTTTAATAAATTATGAATCTGAGTGCCAAAAATATCACATTGGCACAT 

TTGACATAGG 

>H_1.0.0_35549 Homo sapiens mRNA for YEA4 protein (YEA4 gene) cr: gi-20387030/// 
[Human_jongleur_201102. 22053 .CI] [SEQ ID NO: 193] 
GTTGGCCGCGGGAGAAGGGGAGACCGCGGCG6CCCCCAGTGAGAGCGGCTTTCCAGGACG 
GTGCGATGTGCTGCGCAGCGAAGAGGCAGGAGGCCGGCTTCCTGGGGTAGCGGTACAGGC 
GGGCGCTTACTCTGTGCGCTTGCTTCCCCAACCCTGCACCGGCCATGCGCCCGGCCTTGG 
CGGTGGGCCTGGTGTTCGCAGGCTGCTGCAGTAACGTGATCTTCCTAGAGCTCCTGGCCC 
GGAAGCATCCAGGATGTGGGAACATTGTGACATTTGCACAATTTTTATTTATTGCTGTGG 
AAGGCTTCCTCTTTGAAGCTGATTTGGGAAGGAAGCCACCAGCTATCCCAATAAGGTACT 
ATGCCATAATGGTGACCATCTTCTTCACCGTGAGCGTGGTGAACAACTATGCCCTGAATC 
TCAACATTGCCATGCCCCTGCATATGATATTTAGATCCGGTTCTCTAATTGCCAACATGA 
TTCTAGGAATTATCATTTTGAAGAAAAGATACAGTATATTCAAATATACCTCCATTGCCC 
TGGTGTCTGTGGGGATATTTATTTGCACTTTTATGTCAGCAAAGCAGGTGACTTCCCAGT 
CCAGCTTGAGTGAGAATGATGGATTCCAGGCATTTGTGTGGTGGTTACTAGGTATTGGGG 
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TATATGAAATTCCCGTCATCGGAGTGACCCTGCCCATCATGTGGTTCTACCTCCTCATGA 
ACATCATCACTCAGTACGTGTGCATCCGGGGTGTGTTTATCCTCACCACGGAATGCGCCT 
CCCTCACCGTCACGCTCGTCGTGACCCTACGOUUCTTTGTGAGCCTCATCTTTTCCATCT 
TGTACTTCCAGAACCCCTTCACCCTGTGGCACTGGCTGGGCACCTTGTTTGTCTTCATTG 
GGACCTTAATGTACACAGAGGTGTGGAACAACCTAGGGACCACAAAAAGTGAGCCTCAGA 
AGGACAGCAAGAAGAACTGAGGCCTGCCTGGAGTACGTRGACCAGTGTCGTCATGAGGGA 
GGGACCCTGTGAAGGTCTGACCACCGTTTCGCTTTTGTTAATGCCGAGCTACCCGCAGTG 
CTGAGCCRGCCGTGCAAAAGGAAATCTTCAGGAGGGGACTTCTCACGTTGCTCAGACTGA 
CRCATGTAGACTAAATAGAAACCCCTCAGCCCTAAAATAGAAAAAAGAACAGTTCTAGAC 

GTTTTCTGAATTCTGAGTCTCCTGAACAAAAGGCTTACTATCCATGGTCTTGGAAAAGAT 
TGTCCCTTCTCTTGCTGTTCrrAftTGC&TCTCTGCTACAGC3M3TCATTGTCATCCTGTGAC 
CTTATCECTTTTGTCTCCCATCACCTTTT(XTTCTTCAGCAGCACCrCACaGTaiGTa«3 
ACGCTGCAGGCACCACTATCaCCAGGAGTGGCCAAGTAAACCGAGACACCaGTAACAGCA 
GGGCTGGACTTCCTCCAGCGTTTTGGGAAGGAAAGAGATGTTCCCCTGAGCTGATTCCCA 
GTGACAGTGCAGCAAGACTAGTGGGACTCCTCTTTC 

>H_l.o .0 9281 Homo sapiens DKFZP566H073 protein (DKFZP566H073) , inRNA cr: gi-14149701/// 
[Huraaii_jongleur_201102.323S.Cl] [SEQ ID NO: 194] 
AGCGGCGGAGGCCAGAGGGAGGAGAGGACCGGAAGTCCTTCATCTCAAGCATCCAATGCT 
GAAAGCGGCCTGATTTTCTCTACCGGAAGCCCTTTTCCAGAGGCTGGGAACACGGCCCAC 
CTAGCaGGAAGTCCCaCCTCCTTGAGCTCCGCCACCCTTCCCGAAGTTTTTCTGTCACCT 
GTGTTAGGCTCCGTCCCCTTTCCGCGTTTTATCCCCGTACCAGAAAAGGATACATTTAGT 

CCCCGGCGCCCCCATGTAGCTGGGAAGTGGGACCTGGGGGTGGTTGGACCCCTGGGATCC 

GCCTCCTCAGCCTCTTTCCTCCCGCTGCCATGCACCCTGCAGCCTTCCCGCTTCCTGTGG 
TTGTGGCCGCTGTGCTGTGGGGAGCGGCCCCGACCCGGGGGCTCATTCGAGCGACCTCGG 
ACCACAATGCCAGCATGGACTTTGCAGACCTTCCAGCTCTGTTTGGGGCTACCTTGAGCC 
AGGAGGGCCTCCAGGGGTTCCTTGTGGAGGCTCACCCAGACAATGCCTGCAGCCCCATTG 
CCCCACCACCCCCAGCCCCGGTCAATGGGTCAGTCTTTATTGCGCTGCTTCGAAGATTCG 
ACTGCAACTTTGACCTCftAGGTCCTAAATGCCCAGAAGGCTGGATATGGTGCCGCTGTAG 
TACACAATGTGAATTCCAATGAACTTCTGAACATGGTGTGGAATAGTGAGGAAATCCAGC 
AGCAGATCTGGATCCCGTCTGTATTTATTGGGGAGAGAAGCTCCGAGTACCTGCGTGCCC 

GCTATTACCTCATCCCTTTCACAGGGATTGTGGGACTGCTGGTTTTGGCCATGGGAGCAG 
TAATGATAGCTCGTTGTATCCAGCACCGGAAACGGCTCCAGCGGAATCGACTTACCAAAG 
AGCAACTGAAACAGATTCCTACACATGACTATCAGAAGGGAGACCAGTATGATGTCTGTG 
CCATTTGCCTGGATGAATATGAGGATGGGGACAAGCTGCGGGTACTCCCCTGTGCTCATG 
CCTACCACAGCCGCTGCGTGGACCCCTGGCTCACTCAGACCCGGAAGACCTGCCCCATTT 
GCAAGCAGCCTGTTCATCGGGGTCCTGGGGRCGAAGACCAAGAGGAAGAAACTCAAGGGC 
AAGAGGAGGGTGATGAAGGGGAGCCAAGGGACCACCCTGCCTCAGAAAGGACCCCACTTT 
TGGGTTCTAGCCCCACTCTTCCCACCTCCTTTGGTTCCTTAGCCCCRGCTCCCCTTGTTT 
TTCCTGGGCCTTCAACAGATCCCCCACTGTCCCCTCCCTCTTCCCCTGTTATCCTGGTCT 
AATAACCCCCCACACATACACCTCTGGTGACCTATTTGCACAGACCGTCGTCTTCCCTCC 
AGTCTTCTGAGGGATAGGGGACATTCCATCCCAAGCTTCTCCCTTACCCACACCTATCCT 
TTTGAGGGGCTTTG6GGTGGGGCTGGGGCAAGCAGAGGGACTGGGTCTTCACTTCTTCGG 
CTAATAAAATTGTTTCTTTGTGGCCTN 

>H_1.0.0_13591 Homo sapiens heterogeneous nuclear ribonucleoprotein U (sc 
(HNRPU), transcript variant 1, mRNA cr: gi-14141162/// [Human jongleur 2 
195] 

TTCCACGAAGAGCTGGAGAAACACATAAGAAGGCAGATCTAAGATGGAAGAAAAGGOSGA 
TTCGGGTTGAAACGCCAAGTTGAGGACTGAAGAAAGCATTTGGATAAAGCAGCCTCCAAG 
CTGGGAAGGAGAAAAGCCAAACGAGTATAGCCACCAAAGACCCAGAAAGGCCAATATATC 
ATGCAGTGAGTCGGTTGAACTGAAAGGCGGTTTCCTTTTCCTCCATTTGCTCAGTCCCAA 
TTGGAAGCGCACTGCGCGGCCTCCACCGCGCTCTCGGCCCGGGTTCGGCGTGGAGGCGGG 
GAGGTAAGTACGGTAATGGGCGGGGCCGAGCGCGGGCGCGCTCCGGCTTTCCTCCTGCGC 
AGTGCTCCCGTCAGCGCAGGGGGCGGGGCGCCTATATTACGTGCGCGGCGCCGCTCCTGC 
GAGAGGACGTTGCGTGCTCGCTCGCGCCAGGCGAGTCTCCGCGTCTCCCTCGCGAACTCG 
GTGAAAGGAATTGGCGCCGTTCGACACCAGGCGGATCCGCTCTGCAGCACGAACCCATCT 
CCAGCCGCAGCCGCAGCCGCCGCCCGGGCCGAGGAGCAGCCGCAGCAGCCGCCACCAGTG 
GCCXSAGTGAGCGGAGCCGAGTTTGAGGCaGCGCTAGCGGTGAATCGGGGCCCTCACCaTG 
AGTTCCTCGCCTGTTAATGTAAAAAAGCTGAAGGTGTCGGAGCTGAAAGAGGAGCTCAAG 
AAGCGACGCCTTTCTGACAAGGGTCTCAAGGCCGAGCTCATGGAGCGACTCCAGGCTGCG 
CTGGACGACGAGGAGGCCGGGGGCCGCCCCGCCATGGAGCCCGGGAACGGCAGCCTAGAC 
CTGGGCGGGGATTCCGCTGGGCGCTCGGGAGCAGGCCTCGAGCAGGAGGCCGCGGCCGGC 
GGCGATGAAGAGGAGGAAGAAGAGGAAGAGGAGGAGGAAGGAATCTCCGCTCTGGACGGC 
GACCAGATGGAGCTAGGAGAGGAGAACGGGGCCGCGGGGGCGGCCGACTCGGGCCCGATG 
GAGGAGGAGGAGGCCGCCTCGGAAGACGAGAACGGCGACGATCAGGGTTTCCAGGAAGGG 
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GAAGATGRGCTCGGGGACGAAGAGGAAGGCGCGGGCGACGAGAACXSGGCACGGGGRGCM 
CAGCCTCAACXIGCCBGCGACGCAGCAGCAACAGCCCCAACAGCAGCGCGGGGCCGCCAAG 
GAGGCCGCGGGGARGAGCAGCGGCCCCACCTCGCTGTTCGCGGTGACGGTGGCGCCGCCC 
GGGGCGAGGC31GGGCCAGCAGCAGGCGGGAGGTAAGAAGAAGGCGGAAGGCGGCGGAGGC 

AAGAGGGGTGTTAAAAGACCACGAGAAGATCATGGCCGTGGATATTTTGAGTACATTGAA 
GAGAACAAGTATAGCAGAGCCAAATCTCCTCAGCCACCTGTTGAAGAAGAAGATGAACAC 
TTCGATGACACAGTGGTTTGTCTTGATACTTATAATTGTGATCTACATTTTAAAATATCA 
AGAGATCGTCTCAGTGCTTCTTCCCTTACAATGGAGAGTTTTGCTTTTCTTTGGGCTGGA 
GGAAGAGCATCCTATGGTGTGTCAAAAGGCAAAGTGTGTTTTGAGATGAAGGTTACAGAG 
AAGRTCCCAGTAAGGCaTTTATATACAAAAGATATTGACATACATGAAGTTCGTATTGGC 
TGGTCACTAACTACAAGTGGAATGTTACTTGGTGAaGAAGAATTTTCTTATGGGTATTCT 
CTAAAAGGAATAAAaACATGCAACTGTGAGACTGAAGATTATGGAGAAAAGTTTGATGAA 
AATGATGTGATTACATGTTITGCTAACTTTGAAAGTGATGAAGTAGAACTCTCGTATGCT 
AAGAATGGACAAGATCTTGGCGTTGCCTTCAAAATCAGTAAGGAAGTTCTTGCTGGACGG 
CCACTGTTCCCGCATGTTCTCTGCCACAACTGTGCAGTTGAATTTAATTTTGGTCAGAAG 
GAAAAGCCATATTTTCCAATACCTGAAGAGTATRCTTTCATCCaGAACGTCCCCTTAGAG 
GRTCGAGTTAGAGGACCAAAGGGGCCTGAAGAGAAGAAAGATTGTGAAGTTGTGATGATG 
ATTGGCTTGCCAGGAGCTGGAAAAACTACCTGGGTTACTAAACATGCAGCAGAAAATCCA 
GGGAAATATAACATTCTTGGCACAAATACTATTATGGATAAGATGATGGTGGCAGGTTTT 
AAGAAGCAAATGGCAGATACTGGAAAACTGAACACACTGTTGCAGAGAGCCCCCCAGTGT 
CTTGGGAAATTTATTGAGATTGCTGCCCGAAAGRAGCGAAATTTTATTCTGGATCAGACA 

GCTGTTGTAGTTTGCCauUiAGATGAAGaCTATAAGCAaAGAACA(3\6AAGAAAGCAGA^ 
GTAGAGGGGAAAGACCTACCAGAACATGCGGTCCTCAAAATGAAAGGAAACTTTACCCTC 
CCAGAGGTAGCTGAGTGCTTTGATGAAATAACCTATGTTGAACTTCAGAAGGAAGAAGCC 
CAAAAACTCTTGGAGCAATATAAGGAAGAAAGCaAAAAGGCTCTTCCACCAGAAflAGAAA 
CAGAACACTGGCTCAAAGAAaAGCAATAAAAATAAGAGTGGCAAGAACCAGTTTAACAGA 
GGTGGTGGCCATAGAGGACGTGGAGGACTCAATATGCGTGGTGGAAATTTCAGAGGAGGA 
GCCCCTGGGAATCGTGGCGGATATAATAGGAGGGGC3«iCATGCCACAGAGAGGTGGTGGC 
GGTGGAGGAAGTGGTGGAATCGGCTATCCATACCCTCGTGCC 



AACCAGAACTTCAGAGGACGAGGAAACAATCGTGGCTACAAAAATC3«iTCTCAGGGCTAC 
AACCAGTGGCAGCAGGSTCAATTCTGGGGTCAGAAGCCATGGAGTCAGCATTATCACCAA 
GGATATTATTGAATACCOiAATAAAACGAACTGATACATATTTCTCCAAAACCTTCACAA 
GAAGTOSACTG TTIT CTTTAGTAGGCTAACTTTTTAAACATTCCACAAGAGGAAGTGCCT 
GCGGGTTCCTTTTTTAGAAGCTTTGTGGGTTGATTTTTTTTCTTTTCTTTTTTGTACaTT 
TTTAATTGCMTTTAAAAGTGAATCGTAAGAGAACCTCAGCATTGTGCACGATAAGAGAA 
TGTGTCAGTATTTCAGGGTTCTACATTTATCTGTAAAATGTGACTTTTTTTTTTTTTTAT 
CACAACAGAAGTAAAATGTTGCTTTGTACCTGGTGTCTTTTATTAAGAATTTACTCCCCC 
CATTTCTCACAGAGAATAACAGTCGGGAGTCATTGTCACAATATAATAGAAATGTTAGCA 
ACCAGATTCATGTAAGGACTAAGTGGTCCTCATGAATTGCATTAAGACTCTGTACTGCTC 
ATATTACACTCCATCCTCTCTGTAGTTTGCTGGGTAGTGGAGGGGGTAAGCTAAATCATA 
GTTTCTGACAATAACTGGGAAGGTTTTTTCTTAAAATAACAATGGAATTGGTATAATTGG 
GATTGAAAACTAAAACTTGGAACTAAGATAGAGAAGATGGAGTGTATGTAGAAGGGCTGT 
TAAAAATGTAAAACTTGGTTGCATTATTTGTGGAGGCTCAAACTTGTGAAGGTTAATACC 
ATAATTTTTCCATTTGTTCTGCATTTTGATTCTGAAAAGAAAGCTGGCTTTGCCCATTTC 
TTATTAAAAAAACTTGTTGTAAATCCAGTTGTCTAATGGGATCTATATGAAGTTAGCCAT 
GTCTGTATGCCCTrCTCCCACAAAATACTGTATAACTRGTGTGCTTGTAGTACTTAACTC 
CaLCCATCTTTGTAAGCTAATGAAATTGTGAGTCACCOiTTTATATCTTAATTTTTAATCA 
TGTCAGTTCTTGAATGGGTATCTCCTTAGCCTGCTGATTTCTTTTTCTTTCTAAAGAAAG 
TGGGTGGAGAAATTAATrTAGACGTTTGTTTGCAATAAAAAGAATTCaTTTTACTCTTGT 
TTTGGGATTCTCGCCATCAAGGTTCAAAATCCCTTTATATAACTCCCAAGAGGAGAAATT 
TATTAAGTGTGTGCTTTCTGGACAGCTTATTCTTTACTCTGCATAGAACATTTAGGTTTT 
AAAAACTTAAATGTATACTGACAATTGATACATAATTATGAAGTAAAGTTGAATTCTTCC 
CTTCCCCTCCCCCCCAGACAACTTTTAACATATTTAATGAGGGGAAAAGGTACTGGCTGG 
GAGAAGTTAACACTGAGTTTATCATCTTTACAGAATGCTAATGCTGTCCTCAACTGATTA 
TTTTATATACATATATATGATACATGAAACTCTGGGATCAGATGCTTTTAGAAGCCATCA 
TGCAAGCCAGTCATTGATGTCACTGCTACACAACACTGCTAACTTGACTGTAGCTATGTA 
ATAACATTAGATCCXICTAATTGTAATTATATTGGGTTTGCACAGAACACTITAATCTTCC 
CCTCACCAATGTGAAGTGAGGAATCAGGAGTCAAACTGTAGAACTAAAATTTGACTTCAG 
TCTAGCGTTTCCTTGGTGTTTTTAGGTTGCTTTGGTAAGTTTAGGTTTGCTATATTTCTG 
ATTGCTTAGAATTTTGTTTTAGCCCTTTAAAATCAGATCATAAATATGAATTCATACTTC 
TAAGGAATTTTCTTGCTATAA6CTGGAGTTTAGGTGATGTATAGGTTCAGTTGAGACATT 
TTTGGAACAGGCAAATCCTTAGTTAACATAAGATATTTAACAGTTGAAGATAGTGTC7VTG 
GATTTTTATCTTTTTTAGCAAGTAATGCTAAGAACCACTGGCCTGAGCTACTACTCTTCA 
GTATACATTATTAGGATTGCATAGACTTACTAGAGGAACAGTTTCAGGTTTTGATGCTAA 
TCAGTGTTGTGTCCTAAAGTTGTCCTTTGTGCCTTTAAAAAGTTTTGGATATATCTTCTA 
GTTTAAAATTGCTTATTAAGGAATTCATTTTATAATTGCAGTGGGAAAGTAATGGTCAAG 
TAACACTAGGTAGACTATCATGCCTGTTTAGCCCAGAGAATTTGGGGGGAGAGAGAATAG 
ATAaaAATGGCACCCAGAAAAATGTTAAAATCTTTAGTCAAGACTAGAATTAATACAATT 
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GTCTACACTTGTATGGCAGAAATflACCTTATAAAGTGTTTAAGGAATTCAGAGAAGGGAA 
TGTACCAAATAAGCAACAGGGAGAAAATTAGGTAAGAAGTAAGATACGAACGAGAAACCT 
GATTTATTGCTCATCCTTCCCTTGCCTCCCTAATGGCAAGCAAAACTCTGAACATCTGAA 
AAGGATGTAGTTCTGGACAAATCCTGACTACCCAGAGGAAACTCACTGTGAGATTGCTGT 
TGATTTGAAGGGTGCTTTCACTAAGGTTATATTTTAAAGTAGAATAACACATGCTGAGTG 
TAAACTGGCTTTGGATTGGTCAGCTGCAGTAGTACAAAAACAGCATAGAATTTGAGAAflA 
CTAAAACTGCTATGAGATAGCTATGAGAAAACTAAAACTGCTATGAGATAGAAATGATGT 
AAAATTATGTGGAAAGTTTTCCCTCATATACTCACATACAGCCTTTGAAGGGCTCTGGCT 
CTGACCGGTTGATGGCCTTGAGCGAGATGAAATCATGAAATTGAGTCAAATCAATTTGAC 
ATTGAAATGACAAGAGGAAACTCTTAAATACATAAAAACAAGCTCTCATTTGCCTAGGAT 
AGATACTGTCriTAAAaATAAAGACTGaACCTAGATGTTCTGflGCACTflGCAACAAGGTAT 
TTTAACAAGTTTAAAGGAATTCTCTGAAAAAGTTATAAAATTATTCTAGGAAACATAACC 
ATAATAGTGTTTTAAGGGACTTTCACCTGGGGATTTTATATTCATGAACAGAGTGTATTC 
TGTATTTAAAATGTCTCATTTGTGGGAATTGGATGACATGTTTTTTGATAAATTTATTCA 
CAATATAAATTGACTTTTTATTCTAGGACCATGTGAATAATGGGTTCCATTGCACAAATA 
CAAATATTTTAATAGCTTCTTAGGCAGTGGTGTAGACATCTTGGATATAAATAATTGTAG 
ATCTTGTATATTTGATTTTTAAAAAACTAGAATAAACAGAGAGGCATAAACATATCTTAG 
AGTCCAAGTGGTAGTGTTTAGCATTGGATATAATAAATGGATGTTTTACAAAGTGTTTCC 

ATTTTAAATGTTTTATATTTTGCTCATCATGGATATTTTAATTGCCTTGTATTTCTTAAA 
TGTTGTATTAAAATATTTATTGTTATTACCGTGTTTTGCTGCCCCGGTAAATTTTGCACA 
CCTGCCTTACTCAGTCCCGAAGCCTGGCCTGGGTCCTGATGATCAGGGATATACTCAGCG 
TGAACTGACAGGCCrCTACCCACCCCTGGGGGCAGGTCCTCRTGTGAGTTTATTCTCTTG 
CCTGTTTCTTAGCACCTCTTTCCXrCCSGAGACTCTGTCCACTATGGACATTAAAATGTGA 
GTGGAACATGAGATTGGGGCTCTGATGAATTGGGAAACCGTAACaTACAGGCAACCACCC 
TTCCTTGCCCTTCGTAAAATGGAGCACCACTTTTTGGCCACTATCGGCTTGTTCTTTGTT 
GTT6CTCAAGGTGGTAAAGAGAGCCAGGGTTCCCACTTCT6CCTTTGGTCTTTTGTAGGT 
TACTCTGGAAGAftGTCAACTCCC3«ATAGCCCTAGAATAC6GCCAGGCAAT6ACGGTCCX3 
AGTGTGCAAGATGGATGGAGAAGTAATGCCCGTGGTTGTAGTGCAGAGTGCCACBGTCCT 
GGACCTGAAGAAGGCCATCCAGAGATACGTGCAfiCTCAAGCAGGAGCGTGAAGGGGGCAT 
TCAGCACATCAGCTGGTCCTACGTGTGGAGGACGTACCATCTGACCTCTGCAG6AGAGAA 
ACTCACGGAAGACAGAAAGAAGCTCCGAGACTACGGCATCCGGAATCGAGACGAGGTTTC 
CTTCATCAAAAAGCTGAGGCAAAAGTGAGCCTCCAGACAGGACAACCCTCTTCATCACTG 
GTGGCTGAGCTTTTTCeGAGCAGGAATGGGTCCTCGAATCATCGTGCCTCTTTCACAGAA 
AGGACGTTGTGGTGGCCTCACCCCAGGCATGCCCAACAGGAACTGTCAGCATAAACCTGG 
GGGCCCTCAGGACTAGGACAGGCTGAGCCAGTGCTCCCTCCTTTCATGTACTTGGCCTGA 

CTGTATAAAATAAACCTGTTTGCTTCTT 

>H_1.0.0_10796 Homo sapiens growth factor, augmenter of liver regeneration (ERVl homolog, S. 
cerevisiae) (GFER) , mRNA cr: gi-4B852S4/// [Hunian_jongleur_201102 .4053 . C3] [SEQ ID NO: 19S] 
GGCACGAGGGCGGCGCCCGGCGAGCGGGGCCGCTTCCACGGCGGGAACCTCTTCTTCCTG 
CCGGGGGGCGCGCGCTCCGAGATGATGGACGACCTGGCGACEGACGCGCGGGGCCGGGGC 
GCGGGGCGGAGAGACGCGGCCGCCTCGGCCTCX3ACGCCAGCCCAGGC6CX:GaCCTCCGAT 

CGTGGATGCGGACGCAGCAGAAGCGGGACACCAAGTTTAGGGAGGACTGCCCGCCGGATC 
GCGAGGAACTGGGCCGCCACAGCTGGGCTGTCCTCCACACCCTGGCCGCCTACTACCCCG 
ACCTGCCCACCCCAGAACAGCAGCAAGACATGGCCCAGTTCATACATTTATTTTCTAAGT 
TTTACCCCTGTGAGGAGTGTGCTGAAGACCTAAGAAAAAGGCTGTGCAGGAACCACCCAG 
ACACCCGCACCCGGGCAT6CTTCACACAGTGGCT6TGCCACCTGCACAAT6AAGT6AACC 
GCAAGCTGGGCAA6CCTGACTTCGACTGCTCAAAAGTGGATGAGCGCTGGCGCGACGGCT 
GGAAGGATGGCTCCTGTGACTAGAGGGTGGTCAGCCaGAGCTCRTGGGACAGCTAGCCAG 

CTCAGTTGGGTGGTCCCCAGGACACTGCCTGTGGGGACCTGCCCTGCCCCTCTTAGGTTT 
GGAGCAGAAGTGGAGGTGCCCACAGCAGGTACCCACTGGCCCCCTCCTCAGTGGAGACCC 
CAAGGAGCTGCAGCTGAACTGCAGGGGAGGGAAGGAGGAGCAGCCTGGGCTGCCCCTTGR 
CATTCAGGATGTAGCTTCCTGCCCACCGCATACCCTGGCGCCTCACTCCTCACACGGGAA 
GACAGCGGGCCTGGCTGGGCATCCCTGTGCCTGTCCCTGGCGGCCAGGCCATTGCCTTCC 
CACTATGCAGCCAGGGATGCCCCTGCCCCCCATGGCTCTGTGCTGCTCACTTTAGGGGGC 
TCAATTCTCCACTCTGCTCAGTCCTACAGGGAAAGCTCAGGTCGGGTCTTTCTGAGGGTC 
CACCAGCCATCCTACCCTCTCCCTGCCTGGCACATGCCTGCCAGCGTTGTGTCATGCCTG 
TCCACAGGGGATTCGTGGGGCTCACTTCATCAGAGTTTGAAGCCCAAATGAAACGCTGAA 
GTGACTGAGAACCTGGCTTCAGTATATTTTCTGCTGGGGCTTAATAAAGCAGTAGACAGG 

AGAGA6ACCACAGGGTGAGAGTGAGCCAG6AACAGCAAGGAC6TT6ATTGGTTGGGGCAG 
GGGGGCCAGAGTAGCTGATGTAGGAGTACTGGGAGGCCAGACGGCACGAGGTCTCCAAGG 
CCCCAGCAAAGCCATGGCTTCTACCCCTAGTTCCCCTGACAGGAAGTTCTTGGCGGGTTT 

GATGAGGCAGGTAAGGGTGGAACAGGAGGGGTGGGGAGGAAGCCGGGGCAGTCACCGAGT 
GACCACCAAGAGGAAGACCCACCCCACGGCGGGGACAGATGCGGGGTACGTTAAAGG6AG 
AGCCAGAGAACTCATGGGGTGAGGATGGAGTCCGAGGAGACTGCTGGGAGCCGCCGTGTG 
GGTCAGAGATGGAGAAGGCTGAGTGCAGCAAGGTGGGGGGTGACTGGGACCCAGCCTTTG 
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GGCCTCCCX^GCCAGAGCaGCCCaGOACAGTGTGTCCTGTGGTCATAAAACTCCAGGGA 
CCTCrATCCTCa«MAGTCTCa6CCTTTCCCreGGCGa«MCCaiCCnGGCATGGCCGC 




5 GCAGCEAGGAGAGGAGGTGTCCCTTCCTCGCECMGACaCSWCmXrrTCrCTCTGGCCTT 




TTCCCTTTTTCCCTGTCTTCCTTAARGTTTCIRCTCCTGAATAAaACTTCACTTTGCCTTA 

GAAAAA 

10 >H_1.0.0_579 Homo sapiens hypothetical protein MGC2S914 (MGC2S914) , mHNA crs gi-2ie99059/// 
[Human_jongleur_201l02.56.C2011 [SEQ ID NO: 197] 

TCCGCTTCTCCAGTGGCCCCGGTGGCTCCACCGCAGCGTCTGGCGCGCTGGGACCTGCAC 
AGGCCGGAGAGAGCCGTAGGCAGGACCCCGGGACftCCCTGGAAGCCAGGAAATGGACTCA 



TCCCAGAAGAAACTCTACSMSAGATGTGATGCGGGAAACCITTAGAAACCTGGCCTGTGTA 

GGAAAAAAATGGGAAGACCAGAGCATTGAAGATTGGTACaAAAATCAGGGGAGfiATTTTA 

AGAAATCATATGGAAGAGGGACTCAGTGAAAGTAAAGAATATGATCAATGTGGAGAAGCC 

TTCAGTCAGATTCTCAATCTTAATCTGAACAAGAAAATTCCTACTATAGTAAGACCATGT 
20 GAATGTAGTTTGTGTGGGAAAGTCTTCATGCATCATTCATCCCTTAGTAGGCACATCAGA 

TCTCACCTTGGACACAAACCATATGACTATCAGGAATATGGAGAGAAACCATATAAATGT 

AAGCAGTGTGGGAAAGCCTTCAGTTCTTGTCAATCCTTTCGAAGACATGAAAGAACTCAC 

ACTGCTGAGAAACCCTATGCATGTCCGGAATGTGGGAAAGCCITCATTTCTCTCCCAAGT 

GTTCGAAGACACAT6ATTAAGCACACTGGAGATGGACCATATAAATGTCAGGAATGTGG6 
25 AARGCCTTTGATCGCCCAAGTTTATTTCAGATACATGAAAGAACTCACACTGGAGAGAAA 

CCCTAT6AATGTCAGGAATGTGCAAAAGCTTTCATTTCTCTTCa«lGTTTTCAAAGACAC 

ATGATTAGGCACACTGGAGATGGACCTTATAAATGTCAGGAATGTGGAAAAGCCTTTGAC 

CGCCCCAGTTTATTTCGAATACAT6AAAGAACTCATACTG6AGAGAAACCCCAT6AATCT 

AAACAGTGTGGGAAGGCCTTCATTTCTTTCRCAAATTTTa^AAGTCATATGATTAGGCAC 
3 0 ACTGGGGATGGACCTTATAAATGTAAAGTATGTGGGAGAGCCTTTATTTTTCCCAGTTAT 

GTTCGAAAGCaTGAAAGAACTCATACTGGGGAGAAACCCTATGAATGTAATAAATGTGGT 

AAAACCTTCAGTTCTTCCAGTAATGTTCGAACACATGAAAGGACTCACACTGGAGAGAAG 

CCCTATGAATGTAAGGAATGCGGGAAAGCCTTCATTTCTCTCCCAAGTGTCCGAAGACAC 

ATGATAAAGCACACTGSAGATGGACCTTATAAATGTCftGGTATGTGGTAGAGCCTTTGAC 
35 TGTCCCAGTTCATTTCAAATACACGAAAGAACTCACACTGGflGAGAAACCCTATGAATGT 

CAGGTATGTGGGAAAGCCTTCATTTCTCTTAAAAGGATTAGAAAACATATGATACTGCAC 

ACTGGAGATGGACCTTATAAATGTCAGGTATGTGGTAAAGCCTTTGACTGTCCTAGTTCT 

GTCCGAACACATGAAAGAACTCATACTGGAGAAAAACCCTATGAATGTAAAGAATGTGGG 

AAAGCATTCAATTATGCCAGTTCCATTAGAATACATGAAAGAACTCATACCGGAGAAAAA 
40 (X:CTATGAATGTAAGCAATGTGGAflAAACX?rTCAGTTATTCX:AGrTCCTTTCAAAGACaT 

GAAAGAGCTCATAATGGAGATAAACCTTACKTAAAGAATGTGGGAAAGCTTTCATTTATC 

ACACAACCTTCGAATACCTGTGAAAATGAATAGTGGAGGACAGGTCTACAAGTATCTACA 

TATCTAAAGAATATGGAAAGTCTTC 

>H_1.0.0_22B12 Homo sapiens hypothetical protein MGC1B216 (MGC1821S) , mRNA cr: gi-22748948/// 

45 [Human_jongleur_20iio2.ioS75.ci] [seq id NO: isa] 

GTTTTGTTTAAACTGTCCGAGTTACTGATGTCATTTTC-TTTTTC-TTTTATGTAGGTAGCT 
TTTAAGTAGAAAACACTAACAGTGTAGTGCCCATC7lTAGCAAATGCTTCAGAAACACCTC 
AATAAAAGAGAAAACTTGGCTTGTGTGATGGTGCAGTCATTTTACTGGACCAACCCACCC 
ACCTTGACTATACCAAGGCATCATCTATCCACAGTTCTAGCCTAACTTCATGCTGATTTC 
50 TCTGCCTCTTGATTTTTCTCTGTGTGTTCCAAATAATCTTAAGCTGAGTT6TGGCATTTT 
CCATGCAACCTCCTTCTGCCAGCAGCrCACACTGCTTGAAGTCATATGAACCACTGSGGC 
ACATCATGGAATTGATGTGAGCATTAAGACGTTCTCCCACACAGCCCTTCCCTGAGGCAG 
CAGGAGCTGGTGTGTACTGGAGACRCTGTTGAACTT6ATCAAGACCX:AGACCACCCCAfiG 
TCTCCTTCGTGGGATGTCATGACGTTTGACATACCTTTQGAACX3AGCCTCCTCCTTGGAA 

GTCACATTTCAATGGTACGAAAAGTGGCTTCGTAAAATAGRAGRGCAGTCACTGTGGAAC 



CAACTATTCTCTGGCACCAGATTCTAGGCCAGTTTGTTCrACTGAAGCTTTTCCCACAGC 
AGTCCACCTCTGCAGGCTGGCAGCCGAATGGCTTGCCffiGTGGCTCTGTGGCAAGATCACA 
60 CTGAGAT CGATGGGTGAGAAGGCTAGGATGCITGTCTAGTGTTCTTAGCTGTCACGTTGG 
CTCCTTCCAGGGTGGCCAGACGGTGTTGGCCACTCCCTTCTAAAACACAGGC6CCCTCCT 
GGTGACAGTGACCCGCCGTGGTATGCCTTGGCCCATTCCAGCAGTCCCAGTTAT6CATTT 

CTGGGCTAAGCAGCATTGGGAGATGTGGACCAGAGATCCACTCCTTAAGAACCaGTGGCG 
65 AAAGACACTTTCTTTCTTCACTCTGAAGTAGCTGGTGGTACAAATGAGAACTTCAAGAGA 
GGATGTTATTTAGACTGAACCTCTGTTGCCAGAGATGC1GAAGATACAGACCTTGGACA6 
GTCAGAGGGTTTCATTTTTGGCCTTOiTCTTflGATGACTGGTTGCGTCaTTTGGAGAAGT 

CTGGCACAGAGAAGAGTTACGAGCAGCAGGGTGCAGGGCTTGGAAGGAATGTGGGCAAGG 
70 TTTTGAACTTGATTGTTCTTGAAGCTATCAGACCACATOSAGGCTCAGCAGTCATCCGTG 
GGCATTTGGTTTCAACAAAGAAACCTAACATCCTACTCTGGAAACTGATCTCGGAGTTAA 



15 





iTTGGGGTGCTTTGGGaTAAAAGATTTATGAGC 
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5 




TTTGCCCTAGTTTATAACAAAGGAATGATGATGATTTAflAAAGTAGTTCTGTATCTTCAG 
10 TATCTTGGTCTTCCAGAACCCTCTGGTTGGGAAGGGGATCATTTTTTACTGGTCATTTCC 
CTTTGGAGTGTAGCTACTTTAACAGATGGAAAGAACCTCATTGGCCATGGAAACAGCCGA 

CGTCATTGTCAGCACAGTGCCATGGACATGGGAAGACTTGACTGCACAGCCAATGGTTTT 
CATGATGATTACRGCATACACAGTGATCaCATAAACXSATGACAGCTATGGGGCACACAGG 
1 5 CCATTTGCTTACATGCCTCGTATCATGATTGATTACTGCTTTGTTAGAACACAGAAGA6A 
CCCTATTTTATTTAAGGCaGAACCCCGAAGATACGTATTTCCAATACAGAAAAGAATTTT 
TAATAAAAACTATAACaTACACyUlAAATTGGTTTTAAaGTTGACTCCACTTCCTCTAACT 

GGGGTTTTTGCXSCTACATflGGAGAAAGATCTGGAARCrATTTGGGTTTTGTTTTCAACTT 
20 TTCATTTGGAT6TTTGGCGTTGCACACACACATCCACCGGTGGAAGAGACGCCCX3GTGAA 

AACACCTGTCTGCTTTCTAAGCCAGTGAG6TTGAGGTGAGAGGTTTCCCAGAGTTTGTCT 

ACCTCTGGGTATCCCTTTGTCTGGGATAAAAAAAATCAAACCAGAAGGCGGGATGGAATG 

GATGCACCGCAAATAATGCATTTTCTGAGTTTTCTTGTTAAAAAAAAATTTTTTTTAAGT 

AAGAAAAAAAAAGGTAATAACATGGCCAATTTGTTACATAAAATGACTTTCTGTGTATAA 
25 ATTATTCCTAAAAAATCCTGTTTATATAAAAAATCAGTAGATGAAAAAAATTTCAAAATG 

TTTTTGTATATTCTGTTGTAAGAATTTATTCCTGTTATTGCGATATACTCTCGATTCTTT 

ACATAATGGAAAAAAGAAACTGTCTATTTTGAATGGCTGAAGCTAAGGCAACGTTAGTTT 

CTCTTACTCTGCTTTTTTCTAGTAAAGTACTACATGGTTTAAGTTAAATAAAATAATTCT 

GTATGC 

30 >M_1.0.0 69492 L0901E07-3 Mus rausculus cDNA, 3' end as ! gi-12S28688/// /clone=L0901E07 /cloiie_end=3 ' 
/gb=BG060262 /gi=12528688 /ug=Mm. 171750 /len=128 [gnl|UG|Mm#S1912259] [SEQ ID NO; 199] 
NNNNNNNNNNNNNNNNCCATTTCAAAATAAGAATTTGTTTTTTCCCCTTCCGGCTATTTT 



35 >M_1.0.0_1S917 Mus rausculus adult raale hippocampus cDNA, RIKSN full-length enriched library, 

clone:2900075A18;homolog to CAM-KII INHIBITORY PROTEIN, full insert sequence cr: gi-128S1285/// 
/ods=(31,270) /gb=AK0137a8 /gi='12851285 /ug=Mni . 31199 /len=1222 [Mouse_Jongleur_201102 . 12242 .CI] [SEQ 
ID NO: 200] 

GCCGCAGTCCCTAGCCCGCCCGGTGCCCGCCATGTCCGAGATCCTACCCTACX3GTGAGGA 
40 CAAGATGGGCCX3CTTCGGCGCAGACCCC6AAGGTTCCGACCTCTCTTTCAGCTGCCGCCT 

GCAGGACaCC^ACTCCrrCTTCGCTGGCAACaMXSCCAAGCGGCCCCCCAAGCre^ 

GATCXSGCCGAGCCAAGAGAGTGGTGATCGAGGATGACCGGATAGaCGAOSTGCTGAAGGG 

GATGGGGGAGAAGCCTCCGTCCGGAGTGTA6ACGC6CCGGCTCTGGCGGCGGGCTCCGGG 

CCCAGCCCCGCAGCGGCCAGGAGCACGGGCCGGCGATGCGGCTGCCGGCGCACCCCCGCC 
45 CGGGGCCGAGGTGCCTACGGGCGGGGGCTGCAGGGCCACGCCGCCACGGGGTCAGTGTTG 

CTACCGCCGCTGCCAGGCGCTCCGGAGCTGTCCGCTTCAGCACCACGGCGGCGGCGGTAG 

TGGTGGTGCGGACCAGCCCGGAGCCCGCCGACGCACTCATGCACTTTAGAACCTCGGGCC 

GCAGCTCCACCCCGCACACCGGAACCGACACAGAGACCCACGGCCCCCAGCCCGCCCCCT 

CCCGCACGGCTCCCCTGCCCCGCCCCTCCTCCGRTC?ATCTGGTCTGCAGCCCGGGCAGC 
50 TGCGGCGTCGGACTGCGCGGCCAGGGAGGTTTGGCTGCATATTTGCATGRGCTTCCTACC 

CACCTCAGCCTACCCTCCGGGCAATNCCTCAACTGTACCCCTGTCTGGCGTGACCCCAGC 

CTCTTTCTAGGGGACTTCCTCAGCACATTTGTATTTTTATATCCGATTCTTTGTTTACTG 

GCTCCGCTCATGGTTTGTGCCCTTCCCCCACAGCCTCCGCCATGCTCTTCTGCGCCTGGC 

AGATAGAACAGGTGTTGAGACTGGGATGGGACAAGCCCCCAACATGGTAACTAACCACAT 
55 GGCCAGTCTGCCCaATTCTGACCCCAGGftGGCTCACTGGGAGACTCKTCCCTCCCAAGGT 

ATCATCTTTTAAGG6CCCAGATCTGATTTTACCTTGGACCCCTTCATGCTACCCCTGGGA 

ACCCAAATGGGGACTGCTCAGTACCTTTGGATGACACCTGTGGACCGGAAGATGTTCTCA 

ACCCAGGGTTGTCCTTTGTAAAAATGTTTCTCCATCCTCAATGTAACAGGAGTGTGTGAA 

TAAACACAGACCTCCGTGTGTG 

60 ^M_1.0.0_25246 BB486S5B Mus rausculus CDNA, 3' end cr: gi-9404267/// /clone=D430037M04 /clone_end=3 ' 

/gb=BB486S58 /gi=94042S7 /ug=Mm, 135105 /len=244 [Mouse_jongleur_201102 . 18536 .01] [SEQ ID NO: 201] 

CTTCGCGAGGCCTTCCGCGCCGTCCGCGCCCCCGAACGCGCTCGTCTGTAGACGTCAACC 

GGGGGCTGAGAAGGTGTTTGTCGGCGGTGGTCAAAAGGCTCGCTTTTAGAGAGAACCAAA 

CACCAGTAGTTGTGAAATTGACATTTTACAGCCTACTCaCATAATTAAAGACATTCCGAG 
65 GAAGACACTAGAAGAGATGTCAGAAGATTCAGAGGAGGAAGACTACTCAGATAGAAGCAT 

CAGTGATGACGATGACTTGGATGAGGATTCCTTCATGAAATTTGTAAGTGATGATATTCA 

TCCGTGCACACTACTGGCAGCTGATTCTATTGGTGACCCATTCTTCCCTCGC3ACTACACA 

AATTTTATTGGAGTATCAGCTAGGAAGATGGGTACCACGCCTTCGCGGACCACGAGATTT 

70 CATTGATGAAAAAGTCCAGOiTATTGGTATGTTTTTAGAAGTTTTGGGGATTCAGACATT 
AGCAAACTTATCAATCTTGATGTTAATGAGGACACTAATGATGTAACAACTGCATTCCAG 




AACCTTTC 
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AAGTATAATATAAGCCACATGTATAAATAAAAATTTCCTACTAGCTACC 

>H_1.0.0_10261 Homo sapiens hypothetical protein FLJ218S8 (FLJ218S8) , mRNA cr: gi-12232446/// 
[Human_jongleur_201102.3791.Cl] [SEQ ID NO: 202] 
CTCCGGGGCCGCGGCGGCTCCTCTGCCGGGTCGCGCCGGACGACTGGCTTCGGGCGGCGG 
CCCCGGC3GGCCTGTGGACGGACGGGTGGGCCGAGGTACftGGCCCCACGGCCGCCGTCTCC 
CGCTTCTGCCCGCGCAGAGTCCGCGCCRTGGCCSCCTCXSCCGGGCTCGGGCAGCGCCAAC 
CCGCGGAAGTTCAGTGAGAAGATCGCX3CTGCACACGCAGAGACAGGCCGAGGAGACGCGG 
GCCTTCGAGCAGCTCATGACCGACCTCaCCCTGTCGCGGGTTCAATTTCAGAAGCTTCAG 
CAACTGCGCCTTACACAGTACCATGGAGGATCCTTACCAAATGTGAGCCAGCTGCGGAGC 
AATGCGTCAGAGTTTCAGCCGTCATTTCACAAGCTGATAATGTTCGGGGAACCCGCCATC 
ACGGGCTGGTGGAGAGGCCATCCAGGAACaSCTTCCACCCCCTCCACCGAAGGTCTCGGG 
ACAAGCCaGGGCGACAATTTGATGGTAGTGCTTTTGGAGCCTU^TTATTCCTCACAGCCTC 



TGAAAGAAGAGAATCTGTTAAATGTTCCGAAGCCACTGCCAAAACAACTGTGGGAGACCA 
AGGAGATTCAGTCCCTGTCAGGACGCCCTCGATCCTGTGATGTTGGAGGTGGCAATGCTT 
TTCCac^TAATGGTCAAAACCTAGGCCrrCTCACCCTTCTTGGGGACCTTGAACaCTGGAG 
GGTCATTGCCaiGATCTAACCaACCTCCaCTACTCGACACCCCTGCCAGCCTCCX:TGGACA 
CCACC6ACCACCACTTTGGCAGTATGAGTGTGGGGAATAGT6TGAACAACATCCCAGCT6 

CCATCCAAGCCACGCTCAATAAGACTGTGCTTTCCTCTTCCTTAAATAACCACCCaCAGA 

CATCTCTTTCCACCACAAACCTGAGCGGCCCGTCTCGGCGTCGGCAGCCTCCCGTCAGCC 
CTCTCACGCTTTCTCCTGGCCCTGAAGCACATCAAGGTTTCAGCAGACAGCTGTCTTCAA 
CCAGCCCACTGGCCCCATATCCTACCTCCCAGATGGTGTCCTCAGACC6AA6CCAACTTT 
CCTTTCTGCCCACAGAAGCTCAAGCCCAGGTGTCGCCGCCACCCCCTTACCCTGCaCCCC 
AGGAGCTCACCCAGCCCCTCCTGCAGCAGCCCCGCGCCCCTGAGGCCCCTGCCCftGCRGC 
CCCAGGCAGCCTCCTCACTGCCACAGTCAGACTTTCAGCTTCTCCCGGCCCAGGGCTCAT 
CTTTGACCAACTTCTTCCCAGATGTGGGTTTTGACCAGCAGTCCATGAGGCCaGGCCCTG 

ATTTGAGACCAAGCCCGTATTCCAACTGOGGGAGTCTCTCGAACACCaTCCTGCCSlGACT 
CCAGCACCAGCCTGTTeftAAGACCTCAACaGTGCGCTGGCAGGCCTGCCTGAGGTCAGCC 
TGAACGTGGACACTCCATTTCCACTGGAAGAGGAGCTGCAGATTGAACCCCTGAGCCTGG 
AC6GACTCAACATGTTAAGTGACTCCAGCATGGGCCTGCTGGACCCCTCTGTTGAAGAGA 
CGtTTCGAGCTGACAGACTGTGAACAGAAGGCAGTGGAACAGAAGAATGTTTTTCTGCAA 
CAGCCAAAATAGAATGGAATAGAATGAAGCCAGCTGATACCACGGGCTTTCGTTATCTTG 
ACATAGAAGGAAGCAATGCCACGGCTCCAGGGTTTCAGATGAGATCCCATCTCAGACACT 
GTGGCTTCCTCCAGATCACACAGCTTTGTACTGCCTCTCCCGCCTGTGGCCAAAGTCGTG 
TTGCAGCAGGCAGGCTGCTTGGAGCTTCCCATGAACTGGAAAGCTCACCTCCACT6CATC 
TTTTTACTGGCCATCCAGTCAGCCGATGTGTAAGAGTAGGAAATACTGTGTCACTGGAGG 

CCCGGAGTGGGAGGCTCGGCCTGGGGCGGCGGCACCG6AGAGGGCACCTCX3ATGCCTGCT 
CTGACCTGACCCAGAGGGC6AGGCCCTCCAGCX3GGGGACATTCCCAGGCTGAGTGGACCC 
CACGGCTCTCTCCCAC6CCTG6ATTACGACATGAA6TTTTTACCACAAGCCCGAGGGCAG 
GCTTGAGTTAGGCAGACTGAAGGCTAATTTTCATTTTCTCCCAGCTG6TTTCTGCTGCTT 
CAGAAAAGTACACCTTTTCCTTATGGACCAGAGGAAGAGGAAGACCATTTTATCAGTCAC 
TGAAAAGAGTCCCCTGGCACTGATGAGCCTGAAGAGAACTGTGCTCCTCCTCGGGGGCTG 
GGGAAGGAAGACA6GGACTGCAGGTGTCTCATACTCAGTGGCCTCCAGACAAACTCCAGA 
CAAGCACRGACCTCCCCACTAAGAGCAGCCAGAGGGAGCTGGTGAGGCCCTAACCCCACC 
CACCGAGCAACTGAGCTTCCCCATCCCTCCCCAGAGCTGTGTCTCTGTGGGCTGGGAGTC 
TAATGTCACCCCCCTAGACCGTAAGCTCCTTGAGGGCAGGGACAGTGCCTTATCATTGTT 
GAACCC6TAGCACCTAACACGTGCGTGGCAGCACAGTCGTGTGCTGGAGT6A6TGCTGCA 
GAACCGTGCX3TGCAGCX3CATGATGAATGAGTGCGTCCGCCATGCCGTAAGGCAGGCTCAC 
CTGTAGCTATCCCCTTCCCTGCCAGATCTTCTCAGAGCTTTAGCTTTTCTAGCACTCGTG 
CCTATGGTGAAGCATGmCTTTAATATGCTTTTAACACTAGGTGACCAAATCACAGTGAA 
GCCGGGCACTGCATTCTCCTTGGGCTGTGCTCCACGCGGGTGGGTGGGflGCTGTCTTCTG 
AGTACATCCG6AAGGGCTGAGCAGGTGAGTGCCCTGAGCATCCTGGCTGGGCCCCACCCA 
GGAAGATCTTCCTTCTCAGATCCACGTTTGGCTCTAAATTGCTTCAAGTAGAGATTCATT 
CTTTGAGGTTGAAAAAATAGTTTATAGTAAAACGAAGGCCTAATTCATGGAAGCATCATT 
AGTCATCAATACCTTCTCATAAAATAGATGGGCCAGATTTCCACCACCGCCTGCCTCCTC 
TAACTTGGGTGATGCCAGTAGGTTTGAAGGGGGCAGAGCACTGCAGGGGGAGGGGGGGGT 
CTAGGCTGTGAGAGGACAGGGTGGAGAGGAGGAGAACCCTGAAGGAGAGACGGAAGATGC 
CAGGACCTTTGCTTGGACAGCCATTGCCCTTCCAGGAGACCCTGGAGTGTACTGAGGGTT 
GCTGGACTGTTCCACCCAGAGGAGCAAGGCTGTACAATGAGGGTCTGAATCTGGCACACC 
TGTCCCTTATGTAAAAGGAGTCGTGGTCACAAGACCCTGGGCTGGTTAGCCTCTCCCGAC 
CTCATTCCATTTCTATCTTCTGACCTTGCCTCTCATCTTTAAAATAACCCTCATGGGGTG 
CCCCTCCACCTTCCTCTGGAATCCAAGTATTCCTGTTTCACATTTGCCCCAAATCTTTGC 
TGTGGAATTGGGAAATCAAACCAGAGTCCTCCTCGCCTGATTTCCAGCTCAGGAAGGGCC 
TGCTGGCCTGCCCTGTTCCCAGTTACACTTTCAGATCCCTTTGTGCTCAAGATCTCAGAG 
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GGGGTGGCTTTTTGTTAAAGAGCCTTCAGTCGCAATGCTACCCAGCACCCCATGTGCCAA 
AAGAAACCAGCTCCTGTGTCAAAGGGCTTCCAAACCTGATCTCACTCTCAACAGGCGATG 
GTGCTGATGTTTCAAGAATTGTGTTTTTATAAAACAGAGGTCTCRGCATAGTCACTCTTC 
ACATAGTGCCTTACCCATGGGTATCGTCATATCCGGGTCCCAGTTCAGTTTGTCTGCACA 
GCAGCCACCCTGCCTGGCAACAGAGACCCCAAGaCCTACACflfiTGAACCCTACTGCCCCA 
AAGGCGTTCTCCAGGTGACTTGTGAAAACAGACCTCCGGGGRAGTGATTTATTGGGGGTG 
TAOiCTGGGGGCAATATGGTTTAGCACTGAATTCAATTTGTCCTTAGGTCTATGAGTGAG 
TCCGATCTTTTCTTGTGAAAGGTTTTGGGCATCGTACAACCXiy^CTCTGCCTAGAAGGTGT 
GGAGGACTCACCACXSGGCAGGGTCGCCCTGGCCCACAGCACGTGAGCCTGCACTCACTGC 
GGCCTTTCTAACAAAACCAGTTGTGGTCCTCAGCATTTGAAGCAGCTGCATACTTCAGAG 
TAAACTATTTTTCATTATTTAGTTTTGTa^CAAGAAATCGACCaTTGTACTACTCTCACT 
TACaOCAGTTAAACAGCyVTAGAACTAAAAACCTGTCTGC^TITCaiTTTTTTCTTTCTGT 
ATGGTTGTGGGTTTTAGGACATAGGGGGTTAGGAGAAGGGGTTTCTTGATCATGTCATGA 
ATTCTCCTTTGTCCTGTTTCTCCTGTTTCATTTCTCCTCCGCCTGCTGTATATTACCTGA 
GCTGGTGTTGTATCTTCAAGTCCATATGCGTATTTGCAGACCTTTCCTGTTCCCACTCTT 
GTTGGCTCTTCTGATTTATGCACAGATGGTTCCCAGCATGTGTCCAGTGCTTCATGGATG 
GGACCATCCCAGCAACTAATCAGACTTCCTGCCAGTGTCCTAACCCCCAGGGCACCCTGT 
TCAACCATATTTAAAAATTGGAATTTGTATAAAGTTGCTTCXrAflGTTTTATAATGCATCA 
TTTTACATCTTTTGTAATTAAAAGCATCACAATGAGGTTGTCTCTGC 

>M_1.0.0_5527 mp88b04.yl Mus imisculus cDNA, 5' end cr: gi-4483835/// /clone=I 
/clane_end=5 ' /gb=AI551472 /gi=4483835 /ug=Mni. 229047 /len=404 [Mouse_jongleur 
ID NO! 203] 

TCCAGAGCGTCGTAATTCCTGGGCAGGGCTTCTTGGACTTAGCTAAGGCTCCACTCAGGA 
CTCTGCACAAAGGGAGGGAGGGAGGGAGAAAAAGGAAAGAAGCAAAGAAGTGATATTGAC 
TGTGTCAGCAAACCTTTATTGTGGCAGAGACAGAATCAAAGTGCACAGGAGGGGTGGGGT 
TTGGTGAGCCTGTGGACAGCCCTCGGAGTTCAGAGAGCTGAGTTCATGCCTGGCCTTCCT 

TGTCCTGGAAGATATCAGGAGGAGAGCAGAGTGAGTAAGCCAfiGTGTGGTGGCACACACX: 
TAGGGTTGGGGAATACTAGGCTGGAGGATTGCTATGAGTTGCAGTAGGGTAGCCGTGGGC 
TGCAAGGTTAGATGCAAAAACAAAACAAAATAGAACAAACAAGCAGAACAAAAACCCTGG 
CAAAGTATGTAAGCTCTGAAGTCAATCATCAGAGTCCATGATAAAATGGCTGGAGTGAAC 



ACTTTCTAAAGGGGGG?B«3CACAGAGGTTGGCCAGAAGGGCAGGATATGTCAGCACECTG 
TATCTTGCATCTACCATGGCTCCCCTGCAGATCCAGGACTGTTGTTCTCAGCCTTCCTAG 
AGATGGGAACCTTTTCCACGGTTTCTTGTGTTGTGGTGACCCCCAACCATGTTTCCATTG 
CTCCTTCATAACTGTGATTAAGCTACTGTTATAAATCTGJiAGTATATGACATGCAGGACA 
TCTGACATACAGACTGAGACCCACCCTTGAGCACATCCACTAGTCTAflGGTAAGTTGTCC 
CTCATCTCTGAGCTCTGGTTTATTCACCCCATTGAATGTGAACAGAATACCGCAAACGGG 
AGGCATTTTCGGAACACTT6TGTCCACAGGTGCAGAGTGAGACTACTGGCCCCAATG6TT 
GGGGGGGGGGGGGTGAGGAAGTCATGCTGTGAAATGGCTGCTGGCATGTCTGTATGGCAG 

GATTGGAGTCACAAACTATTGTGTATCTCAGACTACATGCAAGCTGATTGGTTGATCCCA 
CGGCnTACCAGGGTGAAAGCCAAAGTTTATTTGGCCTCTCCCTCAGCACAAGGTTAGAC 
AGAACATCAAGAGGTTTCC6CATGGGTCATCCCCGCCTGTGATTGGGCTTGTTGGAGTTG 
GGTGGCATGGAAACTTCAATCACGACTCCTGCTTCGATAGGTAGTGAATATGAAGGGAGA 

CCACAAGCTTTCCAGGACCTCCTACTTAACTTCACCTCCCTGAGGCTCACTGCCCATCTA 
GGATCTCTGTGATCTCAGCTCTCACAGTAGGCAGGAGAGTTATTAATGGCAGGATACCTG 
CCTTGCTGAGCTGCCTTAACCGGAAGCTTGCCCTCTCTAGCCGCTAGGTCACTGACAATG 
GGAGCACTGCTGGGGTGGTATCATACAGCCTCCTCATTTACCTTTTTCCAGTCGACAAAT 
ATGATTTCTGATTCATCCATGCCCACGTGTGTGACAGCCTTCTGGAATACTTCCCGCAGC 
TCCGGGGTGATATCTGGCCTTTTTGCTGCAATGGAGAAGGGATCCAGGATT6TGCTGGCT 
AAGGGTCCAfiCAGATGGGAAGCCAGGTAGGGATGTGGGATGTGGGTGGACGATCAAGBGT 
AAGGCCAGTGGGGCTTGGGACGAGGTCTGGGAGGGCCCTACCGTTGAGGTACaGTCTCCG 
TTTCTTCTCATTCTTCAGGTCAAAGGCAAGCATGAAGGCCCCATGTTTCTTCAGGACTAT 
CATTTGTGCAATGGTTTTTCCTCCTTCTTCTGCAGGATGAAGGGCTTTGTGAGTCACTAG 
AATGATGCTGTGGTCCCCATCCCCAAGGGAAGGAAGCACATAGCTATGGACAAGTCCCTG 



TTTATAAGTATGGTCTTGCTGGGGCCTTGGAAAGGGCCCTTGGTGGTGTGGCATAGTTAA 
CACTTCCCCTTAAACATTAAAACAATTGGCTTAGGGACAATTAAACCTAAGAGTATCTAA 
TCTGGCCCACCAGTATTCAGTTGCCCTCCCCCCATGCTGTCCCTGGTGACCTGGGGATTT 
GGCTGAAGTCACTGGTTTCCCAAACCATGGGTTTCCCCTCTGAGCTCACAAAAGATCATA 
AGAATGGTCAAAGCAAGTCTGTCCTGGCAGCTGGACTCCAGTTTGAAATCTACGTCCACT 
TACAAGCCTCAGAGAGTGACTTCACAGACCTAACTCCCCTGTTCTGCTGCCCCCTTGTAC 
CCTTGCAATACGCTCCCAGAAAGCCGTGAGTTCCAACCCTTACCATACTTGGAGAGGGTC 
CCATTCTCTCTCTGGATTCCTAGATGAGTGGAGTTATAGACACaGTGGTCATCTCTAGAA 
AQCAAAGAGACAGAGGACAACTGATGGAGAGGTGATCTGACTAAACTGGGGTGGGGAGTG 
GGCAAGAGGCAGGTAAACAAGAAAGCTGTCCCCATTCCAGAAGGTGGGTGGGGAGGCCAG 
GCAGATCCAGTTTGCTCAGGTCTCTAGGCATCTGGGAGTGGAGGCCAGGGCCAGGGTGGG 
CTGGCTGTTACAAGAACTCRCATGGTGTGATACTCTCGAAGCTCCATCGTGTCATTTATC 
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AAGTTGGGGGTAAGGTTAAAAAATACCATCTGCGTCTTTTGM 
GGGTTTAGGACAGCCGCACCAATGAAAAACCATTTGTCAGAGAGCTGGGGAGAAGCAGGC 
ACACAGATGAGTAGGGCTTGTAGTATGAftCATTGCACTCAGCCGTGCTGTGGGGCAAGCA 
AGCAATGGCTTCTGAACCATACATGGGAAGACTGAAGCTCAAATGGGCAACTCAAAAATC 

GGCAGGGGGTGCCACCA«>TCTCrAGGAGAGGAAAGGGCAGTACCAGGAGCCCAGAGATG 
AGCACAGACATCAGGGAAGGGAAAGCCCAGAGGAAAGAGTAGCCTCCTTAAGTGCTCACG 
TCCAAGTCCTGGGCAG6CACTTACCCAGCTCAGGGTCTCATTGGTGATAGGGTCGCCTAT 



AAGAATCATGTGCACTGCCATGCTTAGGaCACTCAGAGGCACCAGGGCTTGGAAGAGATA 
ACTGGTGGATGGAGGGTACAGTGGCTTTTATAATAGATGTGGCGAGGGCATGGGRCTGCA 
GCAGGGCCTCTAGAGCCCTGGCACATTCTCCCCAGCACTTGGGAAATGTCTTGCGCAAAA 

TGTTCTCTCAAGCCAGCTTTGTGCAGCTCCCTCCCAGCCGGCCCTGACACAGACTCCTGC 



AGATCCCAGTCATGGGTCCCATACCTGTCTTATCCCATGAAGTGCCTAGCAGGAGTGAGA 
CCTATTCGTTTATCACCCTCCAAGGGGGCTATGAAGGGGACCCTGGTCAGGGTTCATAGT 
GAACTTAGAAGACACTTAGGGGCTCAAGTTAAGGGCCAAGGACAAAGATGGATTAGTTTC 
CAAAGGAGTGTGATGTTCCTGGGGACCCCTATACAGCCTAGAGGCftGCCGAATGCCCAAA 
AAAGAGGGGTGAATCTGAGTTGAAAATGTAGTTCAGCAAAGCTCCCRGTATTTACAGCAG 
GAAAGGATCTGTCTAGARTAGTGTGTGCCCAATCCAGGGTCTGTGCACAGGRTC 

>M_1.0.0_18174 Mus musculus. Similar to hydroxysteroid 17-beta dehydrogenase 11, cloae MGC:30360 

IMAGE: 5132342, mRNA, complete cds cr: gi-18043883/// /cds= {49, 9S3) /gb=BC019427 /gi-18043883 

/ug=Mm. 27300 /len=1719 [Mouse_jongleur_201102 .11619.01] [SEQ ID NO: 204] 

GGCTCTCTGTGGAGCTCTGAGCAGAGGTGTCTGTTGTGAGAACAGAGCCATGAACCTCAT 

CCTGGAATTTCTCCTTCTGGTGGGCGTCATCATCTACTCCTACCTGGAGTCACTGGTAAA 

GTTCTTCATTCCCCGGAGAAGGAAATCTGTGACCGGGCAGACCGTTCTCATCAOGGGGGC 

CGGACACGGAATAGGCAGGCTGACTGCATATGAATTTGCAAAGCAGAAAAGCAGACTGGT 

TCTATGGGATATCAATAAGCGTGGTGTTGAGGAAACCGCGGACAAATGCAGGAAACTGGG 

GGCCGTCGTGCACGTGTTTGTGGTGGACTGCAGCAACCGGGCCGAGATTTACAACTCTGT 

GGATCAGGTAAAGAGAGAAGTAGGTGATGTCGAGATCGTGGTAAACAACX3CCX3GGGCGAT 

TATCCTCGGACATTTTTGGATCATAAAAGCACTCCTTCCATCGATGCTGAGAAGAAACTC 

TTATTGCTCCAGCAAGTTTGCTGCTGTGGGCTTCCACCGAGCACTGACCGCAGAACTGGA 
CACCTTGGGGAAAACCGGTATCAAAACCTCGTGTCTCTGCCCTGTGTTCGTGAATACTGG 
CTTCACCAAAAACCCGAGTACAAGGTTATGGCCTGTATTAGAGCCX3GAAGAAGTTGCAAG 
GAGTCTGATCAATGGAATACTTACCAACAAGAAAATGATTTTCGTTCCATCCTATATCAA 
TATTTTTCTGATCCTGGAAAAAGGACCTGGATTCAGTTCCAAGCACCCACATGGTGGTTC 
TCAACAGCCTGTTACTCCAATCCCAGGGGATTTGACACCCTCTTCAGACTTTCTCAAACA 
CTAGGCACTCGTGGGGTACGCATACGTCATTCAGGCAAGCCCTCATACACaTAAAATAGA 
ATAAGCACATATTTTAftATGTGCTACTATTACTGATGTTTTAAGCCftGTTAAATTATGTG 
ATTTTCTTAACAGCAATAAAATATTGTAGATAATGTCATCATGCTAGCTGCATCACTCTG 

AAGAAATAAGGGCTGATTTTTATTTTTTTTAACATAAAATATATGAGACAGTTGTATCCT 
GTCAGCTAAAAATGTTTTCTCTGGCCTGTGAGTTGGCTCAGTAGATGAAGACACTTGCTG 
CCAAG 

>M_1.0.0_13590 AV375328 Mus musculus cDNA, 3' end cr: gi-154122B5/// /clone=9130023H10 /clone_end=3 ' 
/gb=AV375328 /gi=15412285 /ug=Mm. 27632 /len=641 [Mouse_jongleur_2011C2 . 8131.C1] [SEQ ID NO: 205] 
TCATTCTTTATCTCCTTCAAGCGCTGATGGTGCTCAGTGATAGCCAACTCAATCTGCTGG 
CCCGGTCTGTGGAGATGCGGCTCCTCCCGCACCAAGTAGAGCTGGTAACGAGCATCCTAC 



CACTCCAGGGTGAGGGCTTGGCCATTACTTATGAATTGCTGGAGGAGTGTGGICTGAAGA 
TGGAGCTGAATAATCCCAQGTCAACTTGGGATTTGGAAGCCAA6ATGCCCTTGTCTGCTC 
TCTATGGAAGCCTGTCaTTTTTACAGCAACTTCGGAAGGCTAACTCTTCCTTCAAGCCCA 
GCCTCCGTCCTGGATACATTTGATATATTGCACCATGCATGTTTTAGGCCAGTGGGAATA 
AAGATGCTATGGCTCCTTTTTTTTTCTTTTTTACGTATTATTGATTCACAATTATACAAA 
TAATATACTTGGATCAGATTCTACCTACCCTCCATTGTTrCTTTTAATCCACCCCTTCXy^ 
AGTTCCTTTTTCCTCRACAACTTCTCATTCATCATTTGTCTGTTTGTTTGATGCTATGCT 
AC6TTTAATTAGGGTTGTTTGCATAAGTGTGTGATTATTCATTTGAGCAAGGGTAGCCTT 
CCAGAGGCTACCTCCTGCCAGCAGCATTGAGAGCCTGTAGGTGTTTTAGGGAGGGTGAGG 
TTCTCCTCCATTCTTGTGGAATGTTGGTGGGCTCGGGCTTGCTTGGTCTTGTGCGGGTAC 
CCATTGCCACTTTGAGTTTATGGGTTTAGCTATTCCATATCCTTACCACTTTTAGGAAAC 
AGGATGTTTTTTTCTTTCCAAAATACTTAAATGGTATGTTAAATAAAGATTTACACATTT 
TCTCTATAT 

jH_1.0 ,0_58925 Homo sapiens cDKA FLJ34S61 fis, clone KIDKE2018989, 
mHNA for KARP-l-binding protein 2 (KAB2) si: gi-21750471/// 
[Human_jongleur_201102 ,cl.l6S99. singlet] [SEQ ID NO: 206] 
GGATGCCRGCTGAGTGCTGGCCGTGGGCCCCTGGTCCTGGCACGAGAGGAGCCTCTGTTC 
CCAAAGCTGGGGTAGATGTGTTGCTGGACTCACGTGCACACACACACGTGCATGGGCCGA 



GGGCCTTCCATCCCCCAGGGTGTGCCTCAGGGCCCCGAAGCCCAGGCTGGCCCTCCCCAC 
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AGGCaGCTGAGCrraTCCTGa3AGT<K3ATTGGTTTGAGGTC»AGGTGCTGCTGCTaCTGCC 
TTCTGCCCTGTGCACCCACCTACCCACCCACGATCCCAGTGGAGCCTCTTTCCTGACTCX: 
CAGCATCCTCCCACAGCCCCACCCCAACTGCTGGCTGCACTGGGCAGGCCTTGCX3TATGG 
CTGGAGGCTGAGGCAGGGTTCGCTGGAGGAAGGGGTGGGGCGGGGCCGAGGGTCaCCCCT 
GCTTGGTGGAGCCTGCTGTCCCTACCCX3ACGTGGTGCACTGGTGGTGTTTGACCCAAGCA 
TGCGGCTCGCCATCATGCCCCGCTACAGTGCAGGAGCGCAGCTGCTGCCAGGCTTAGAGC 
AGGGGCTGGTGAGGAGGCCAGGACTCTGCCCAGGAGGGCGGAACCTGAAGCTTTGGGTCT 
GACAAACTCAAGCAGGCAGCAGGGAGGGACTGCAGTGGCCTTGCTTGCGCTCTGACTGGT 
CCTTGCCTGTCTGTGTGGTCCAGCCTGGGCCGCAGCAGGTCCTGGTGGGGAGGTTTACTC 
TGTTTTGGGGTCTGTCAGGCACTGCTTTTCCACCACCTGTAAGGGGGTTTCCCACCTAAT 
CAGCTGCAGACTGCTCCCGGGTTGCAGCCACTGGCCTGGGAGCACCAGGCCGCCTTCCCC 
GCATGTGCCCTGGGCTGGTGGGGGCCTTGTGGTCCCTGGAGCTCAGCAGCTGTTGATGTT 
TCAATGAAGGGCTACTGGGTGGGGGCACCAGCCTCGACGCTGCCCAGCCCTGCAGCaCTG 
AGCCCTCTCCCAGAGGGACCCTGGGACTGCCACaGGGTGCTGAGTGCTGCTTTGTTCTGT 
TCTTGCTTCTAAAACCAATTCACTCACCAAGACACGAGGCGCCGGCAGCAGGGCTCGGAT 
TACACGTCCACCTCTGAG6AGGA6TACGGCTCCCGCCACGGCTCCCCCAAACACACACGC 
TCCCACACCTCAACAGCXaVCTCAGACCCCGAGGGCTGGCAGCTCCAGCCGGGCTCGTTCC 
CGGGCCCCCGGCCCCCGGGACACGGACGACGATGAGGAGGAGCCTGACCCTTATGGTTTC 
ATCGTGCAGACGGCAGAGATTGCGGAGATTGCCAGGCTGAGCCAGACGCTGGTGAAGGAC 
GTGGCCATCCTAGCCCAGGAGATCCACGATGTGGCTGGGGACGGTGACACACTGGGCTCC 
TCGGAGCCTGCCCACAGCGCCTCCCTCAGCAACATGCCCAGCACCCCCGCCTCGACCATC 
TCTGCCCGGGAGGAGCTGGTGCAGCGCATCCCCGAGGCCAGCCTCAACTTCCAGAAG6T6 



GCCCTGGCCAACSUiGACGCGGCCTCGGAACCKAGAGGAGGTGATCTTCXSATAACCTGATG 

AAGATGAAGATCCTCTTTCAGAACACAGGGAGA6CTTGGGAGGACCTGGAAGCCAGGATC 
AACGCCGAGAACGAGGTGCCCATCCTGAAGACaTCTAACAAGGAAATCAGCTCCATCCTG 
AAGGAACTGAGGCGGGTGCAGAAACAGCTG6AAGTTATCAATGCCATCGTGGACCCCAGT 
GGGAGCCTGGACCTGCTCCTCCCCACACTGAGCTCCTTTGTTCCTCCCCCTCCAGCCTTT 

GCCTGGGAACTGGTCCTTGTTTGCCGGACTTCTCGGAGGGTTCACTGTACATTCGTTCTC 
AGGTGGTCTTGTGGCTGTCTTTCGGAAAATGGTTATTTTATATGATTTGTCATGGAATTT 
GTTCTAATAAATCATTCTTCTATC 

>M 1.0.0_50156 AGENCOURT 10389813 Mus musculus cDNA, 5' end as; gi-24032685/// /clone=IMAGE : 6594B52 

/olone_end=5' /gb-BU84797S /9i.=24032S85 /ug=Mni. 39474 /len=809 [gnl | UG| Min#S2807038] [SEQ ID NO: 207] 

TCTTTG6GCAGGGGTTGTCTTTA7iAGGTGGCX:CAAGGAGGGGCTGGAGTTTTGCCCAACC 

AACCCAGGGCAGACTTTGAGGGTGACCCCATGGTTGGCCCATTCTCTCAAGTGGGGGTTT 

TCAAGGAGAAAAGTTTTATTTTCTCTTTAAGGAACACATTATTTTGGATGTAAGGGATTC 

CATACCCAATGATTCaTCaTTTCTGGCCIAATTGGATCAATTTTGAAGGGGGTCCTTTTT 

TCAAGGAAACAAACCATTATCTCCTATCTATTAAATAAATATACATCAACCTTCTAGGCC 

ATTTACATTAGTTCTGACGCTATA6ACATATATTAAATAGCCCATGTTACAGTTCTTAGT 

TCCATATGTCACACCTGCGACTAGAAATCCCAGGGTGGTGGTTACTAACATCAGTACATG 

TAAAATAACTGAATCTCTGTTGGCTTTGGTACAAAAACAAAACACAAAGAACAGCAAAAA 
CAAACAAAAATTTACATAAATCCAACAACATATATTACATAAGTACTTTTAAAAGTTGAA 
AGTACAATGTAAACCATCCTATTGCTTAGTAAATTTTCACTTGTTTTCTGAAATTTCTTC 
AGTATAATTAAATACAAGATAAATAACAGAGACTAACAATTTAAGGGCCCAGGACAAATC 
TGTkAGCAATATTCACTGTATGAAAACACGCTCACAGTGCAAACCTGAAGAAAATGTGTTT 
CCATCTATATTCTATCATTCaTAAATTCC 

>gi|eS792S4|ref |NM|008812.l| Mus musculus peptidyl arginine deiminase, type 11 (Pdi2) , mHNA [SEQ ID 
NO: 20B] 

GCACGGAATGCAGCCGCCTATACGGGAAAATATGCTGCGGGAACGGACCGTGCGGCTGCA 
GTATGGGAGCCGCGIGGAGGCGGTGTACGTGCTGGGCACGCAGCTCTGGACCGATGTCTA 
CAGTGCAGCACCTGCTGGGGCCAAAACCTTCAGCCTGAAGCACTCGGAGGGTGTGAAGGT 
GGAGGTCGTACGTGATGGAGAGGCAGAGGAGGTGGTCACCAATGGCAAGCAGCGCTGGGC 
CCTGTCACCCAGCAGCACACTGCGGCTCAGCATGGCCCAGGCCAGCACAGAGGCCAGCAG 
CGACAAGGTCACTGTCAACTACTATGAAGAGGAGGGCAGCGCCCCCATTGACCAGGCTGG 
GCTCTTCCTCACGGCCATTGAGATCTCGCTGGATGTGGACGCAGATCGGGATGGAGAGGT 
GGAGAAGAACAATCCTAAGAAGGCATCCTGGACCTGGGGTCCTGAGGGCCAAGGGGCCAT 
CCTGCTGGTGAATTGTGACCGAGACACACCCTGGTTGCCCAAGGAGGACTGTAGTGACGA 
AAAGGTCTACAGCAAGCAAGACCTCCAGGACATGTCTCAGATGATCCTGCGCACCAAAGG 
CCCTGACCGCCTGCCCX3CCGGGTATGAAATAGTCCTCTACATCTCCATGTCGGACTCGGA 
CBAAGTGGGCGTCTTCTACGTGGAGAACCCGTTCTTTGGCCAGCGCTATATCCACATCCT 
GGGCCGGCAGAAGCTCTACCACGTGGTCAAGTACACCGGCGGTTCTGCGGAGTTGCTGTT 
CTTCGTGGAGGGCCTCTGTTTCCCCGATGAGAGTTTCTCAGGCCTGGTTTCTATCCACGT 
CAGTCTGCTGGAGTATATGGCCGAGGGCATCCCGTTGACCCCCATCTTCACAGACACTGT 
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GATGTTCCGGATTGCACCCTGGATTATGACCCCCAACATCCTGCCTCCTGTGTCAGTGTT 
CGTGTGCTGCATGAAGGACAATTACCTGTTCCTGAAAGAGGTGAAG.^ACTTGGTGGAGAA 
AACCAACTGCGAACTGAAAGTTTGTTTCCAGTACATGAACCGCGGTGACCGCTGGATCCA 
GGATGAAATCGAGTTTGGCTATATTGAGGCACCCCACAAAGGCTTCCCAGTAGTGCTGGA 
CTCCCCTCGAGATGGAAACCT6AAGGACTTCCCCATTAAGCAACTCCTGGGCCCAGATTT 
CGGCTATGTGACCCGGGAGCXICCTCTTTGAGACTGTCUVCCAGCCTCGACTCCTTCGGGAA 
TCTGGAGGTCAGTCCCCCAGTGACCGT6AATGGCAAGGAGTACCCX3CTTGGCCGGATCCT 
CATCGGAAGCAGTTTCCCCCTGTCTGGAGGCAGGAGGATGACCAAGGTGGTACGCGACTT 
CCT6CAGGCCCAGCAGGTGCAGGCGCCCGTGGAACTCTACTCCGACTGGCTGACTGTAGG 
CCACGTCGATGAGTTTATGACTTTCATCCCCATCCCAGGCAAAAAGGAATTTCGGCTGCT 
CATGGCCAGCACCTCCX3CCTGCTACCAGCTCTTCCGAGAAAAGCAGAAGGCAGGCCACGG 
GGAGGCCGTTATGTTCAAGGGCCTGGGAGGCATGAGCAGCAAGCGCATCACCATCAACAA 
GATCCTGTCCAATGAGAGCCTCACGCAGGAGAACCAGTACTTCCAGCGCTGTCTGGACTG 
GAACCGCGACATCCTTAAGAGGGAGCTAGCGCTGACTGAGAAGGACATTATTGACCTG CC 
CGCGCTCTTCAAGATCGATGAAAATCACCAGGCCAGGGCTTTCTTCCCTAACATGGTGAA 
CATGATCGTGCTAGACAAGGACCTGGGCATCCCCAAGCCTTTCGGGCCCCAGGTGGAGGA 
GGAGTGCTGCCTGGAGACGCACGTTCGAGGCCTGCTGGAGCCCCTGGGCCTCGCCTGCAC 
GTTCATCGATGACATCTCCGCCTACCACAAGTTCTTGGGAGAGGTTCACTGTGGCACCAA 
TGTCCGC3U3GAAGCCGTTCGCCTTCAAGTGGTGGCACATGGTGCCCT6ACTGCCTTTTCC 
TTTTCCTCCTCCGCTGCGGTCTCTGGGTCCTTCCTGTACCCCCaaGTCTTTCCCCTACAA 
GAAGCAGATGGGATTGGGGGATATATGTGCCTTGCTGTCCCCTGGAGAAGGACCTCA6TG 
TCCACTGAAGCCCCACCCCCACCCCAGTAAGCCCAGCCATCCCCCACCTGAAACTAGTGG 
GACATGTGGTTAGTGTGCAGAGCCCTGGCCAGGGAAAGGGGACATCAACAAATCATGTAG 
TCAGATTGTCCCCAGGAATTCTCAGCCTCTACTCCaGGTCAGAATGAGGGAAGGGAGAAG 
GGAGGCTCTGAGGTCATTGGCTCTCCCAGCATCCATCTGACATTCAAGGTAGACCAGGAG 
AGGGTCCTGGAGTACCTTGGATGGTACCCTCACTTCAAGCTCACCTCCCTCGGGGTCTCC 
TGGTGGCTGGCTCCCTGCACCTGTTCATTCCTTACAGATTCCaSTACACGTTGCGTCCCT 
ACTCCCTGAGGGTCCAATCATTCAGCACAGAATCTTCCAGAAATAGGTCTTAGCAGAGGA 
GCGTTCTTCACTTTCTGTGGATGCAGGCTGCCCAAATTTAGGAGATAGGGGAGGTCTCAA 
ACTAGCATCCACGGTCTAAAATTCGGTATATGAAGATGCTCCTGCCTGTCAATGCTATTT 
CTGTrCTCTCGCCTGGTCCTCAATTCTCTGGCCAGTTCTTGGGCCCATTGCTCTTCCTAT 
TTTGGATATTGACCTTCCTGTTCTGGACATTTGTCCCTCCAGCAGCTACACAGCCBGATC 
CAGGCCTCCCGflfiAGCCTGAGAAGCAGCCTATCTCTCCTCATGGATGCTGGCCCCAGTGT 

AGGAGGAATTTCCCAGCATGCTTTCCSU^GCTCCCATCCAGRTACAGGCAAATTTACCC 
CTTGGCTTCCATTAGAAAGGTCCCCAGGAGCTGCAGAGATGGCTCAGCAATTAAAAATGC 
TCCCTGCTCTTGGAGAGGACCCAAGTGCAGTTCCCAACACCTGCAACTGTCTGTAATCCC 

ACCCATACACATAAATACATTTGTTAGGGTCTGGAGAGATAGGACCCGGTGGTGCACAAT 
CTGCTCTTGCAGAGTACCAGGGTTCGGTTCTCAGCACCCAGGTGGTGGCTCACAACTACC 
TATAACTCTAGTTCCAGGGGGTCCAATGCTCTCGTCTGACCTCCATGGGCTTCTGCACAT 
ACATGGTTCACATACACftTACTCAAGCACACATCCAAGTAAAGTAAAATAAATGATATTT 
AAAAAATAAGAAAAAATTTTAAATAAAAAGGTCCTTTAAGGCCAAGAAGATAGGAAATAT 
TAATTCTACTTTGAAAGGTTAAACAGCTCCATTTTATAACCAAAGAAAGGGTTACAGACC 
TACaTTATTTTTTTTAATTAAAGATTTATTTATTTATTTTATGTATATGRGTACACTGCA 
GCTGTCTTCAGACACACCAGAAGAGGGCATCAflATCCCATTACAGATGGTTGTGAGCCAC 
CATGTGGTTGCTGGGAATTGAACTTAGGACCTCTGGGCGAGCAGTCAATGCTCTTAACCA 
CTGAGCCATCTCTCCAGCCCCGGACCTACATTCTTAGGGGAACAAGATTTTTACCTTGGA 
TTATTTCCTCAGCTATGCAATCAACGGGTTGTATGCTACTGAGCAGTGGGCACAGACTTA 
GACTCCGATAACATAAGCTAACCGTAGACTCGCTTGTCCCCTGCAGACAAAGCGCACATC 
TACGTGGCCGCACTTGCCCTTGCTGTGGTAGGCTCTTTGGGAACACTACCCAGTATATCC 
AATAAGCATACAGCTCAACAGTCACTGCCTTCGAGAGTTAGGGTCGTGTCTTCTTCTCCA 
TCCAGTTGGGCCAACAGCCAGGCCAGGTCAGGCCTCAGAGCCTCCCAAGCTGCCATCGTC 
TGTCTCTGAAGACAGTGGTCCCTGCCCTTGAGGGCAAAGCCCCAAATCCTGTCTCCTGCT 
CCAGAGTAGAAAACACGGGCACCTCTCTGAGGGAGCTGATGTGGAGAGGTGGGGGCTTGT 
GGTGTTCGGTTAAAGTGACTTTACTGCTTTTATTTTTATCIGGGGTGGGAGGAAGTGAGC 
ACCTCCCATATGGCAGCCGCGTGGCTTTGTAGACTGCTACAATACTCCCTGGTGGCATTG 
GTTGTCTO^GAAATTTCTGGAACTCCAGGACTCAGACACTGCCTGTCCCATCTCACTTAC 



TTGCTCTTCCCCACCCCCACTGTGTTTTGTTTTGTTTTGTTTAACTTAGGCCCAGATGCT 
TCTGGGCTACACCAGTTCCTGTTTCGATGTGAGTTTTGAAATGCTCCGTGAAGGGCTGAG 
GGACGGCAGGAAGATGGCGGGAGCCAGGCAGTACCAACTTCCTGGCGAAGAAGCCAAGAT 
GGAGACTGAGAAGTGTTTGGGGAAGAGCCAAAATAAAGAGCAATAAAATAAGCCGTCCAC 
GGGAAGCTAAAAAAAAA 

>M 1.0.0 17421 Mus musculus 18 days embryo whole body cDNA, RIKEK full-length enriched library, 

clone:1190004M21:hypothetical protein, full insert sequence cr: gi- 12835692/// /cds= (1165 , 1500) 

/gb=AK004486 /gi=1283S692 /ug=Mm. 22521 /len=1512 [Mouse_jongleur_201102 .10923 .01] [SEQ ID HO: 209] 

AGAGTCTGGAGAGTGGCTGGGAGGAAAGAGACTTGTAGAAACCTCGGGAAAACTTGCCTC 

CGTCTGCCCATTGCTGCTCTTCTAGGTCTGCAAATGAAGAGCCCTGAAAAGAAGCGAAGA 

AAGTCCAATACTCAGGGTCCTGCATATTCACATCTGACGGAGTTCGCCCCACCCCCGACC 

CCCATGGTGGATCATCTGGTCGCTTCTAACCCTTTTGAGGATGATTTCGGAGCCCCTAAA 
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GTGGGGGGCGCAGGCCCTCCGTTCCTCGGCAGTCCGGTGCCCTTTGGflGGCTTTCGTGTA 
CAGGGGGGCATGGCAGGCCAGGTACCCCCAGGCTACGGCftCTGGAGGAGGMGGGGTCCC 
CAGCCaCTTCGTCGGCAGCCCCCTCCTTTTCCCCCCAACCCTATGGGTCCAGCTTTTAAT 

5 TTCAACCAGTCTCTGGGCCAAAACTTTAGCCCACCTGGTGGGCAGGTGATGTCAfiGCCCA 
GTAGGCGGATTTGGTCCCATGATCTCACCGACCATGGGACAGCCTCCTAGAGGGGAGCTG 
GGTCCTCCTCCTCTCCCCCAACGCTTTACCCAACCAGGAGCACCTTTT6GTCCTTCTCTT 

GACCCTGGTTTTCCTGGCCCTGGCGGTGAGGATGGTGGGAAGCCCTTGAACCCACCGGCT 
10 CCCACCGCCTTTCCCCAGGAGCCCCATTCGGGCTCCCCCGCTGCTGCTGTCAATGGGAAT 
CAGCCCAGTTTCCCCCCTAGCAGCAGTGGTCGAGGTGGGGGCACTCCAGATGCCAACAGT 
CTGGCACCCCCCGGCAAGGCAGGGGGAGGCTCAGGGCCCCAGCCTCCCCCAGGCCTGGTG 
TACCCCTGCGGTGCCTGCCGTAGTGAGGTAAATGATGACCAGGATGCCATTCTGTGTGAG 
GCCTCCTGCCAGAAGTGGTTTCACCGCGAGTGCACCGGCAT6ACCGAGAGTGCCTACGGC 



15 




CTCTAGTACCATGGCCTGGGAAAGTGCACCTTTTCCACCGTGCTCCTGCAGAGTGGCTCT 



20 TGTTGTTGGTTTTGTTTTTGTTTTTTTCTGGGAACTTGTGCACTGAGTACCTTCAGAGAT 

CCAGGAAGCTAAAGCCTGGTTGAGCAGAGCCATTCCTAGAGTCTAACCAGAGGCTGCAAG 

AGAAAATGGGCTGGAGGAAGTTTTAGAGAGCAAGGATGTCCTGTGCGCAGATGACCCCAA 

CACCCGTGCCTACAATACCTGTATAGCCCCATGGCTGCTGCTGTAGCTCTTGGAGTCGAA 

TGTTCAAGGTTCCTTGGCTCCCTGAGGTAGAGCCCCTTTCCTTGGGTTCAGGAGACAAAT 
25 GGGGATTTCTTTCTTTTTCTCTGTGTCCCTTTGCTTCCCCTGCACCTGACTTACTCCATT 

CCCCTCG6AGCACCAAATACCTTGAGGAAATAGGAGAGTTCCTGACTAGGGCAGTTGTCT 

GGGCTTCAAGACTGTAGGTAAGAGATGCTGAC3AGGACX3TCTTCCTCATACCAAAGTCATT 

GTCCTCTCTCAGCTTCTCTTGTGGTTGTTTCTCTCTAGTGACCATGTTTTGCCAAAAATT 

GGTATATGTGGTCTGAGTGACCAGAGTATTTGAAGTTGGGGCTCCCCTAGRAGTCTGGAC 
30 TGCAGGTGTAACCCCCCCCAATCTGGTGCaCAGTGGGRCAGTGCTACTTTTCAGCTCTTG 

GTGCCCTCATATCCTCTGTCTCCAGAAAACATTTGGGAAGGCACGAAGCCCTTATACCTC 

ACTCCTTCCCTTGATGAAAGGATCCAAGGGAGGCCCTGCCATGGCTTTGGGGACATGGGG 

CCGAGCA6CAGGACCCTCAAAGCCATGGTACCGCAAGCTGGAAGAACCTGAAGTGGTCTG 

CTTAGTCTTTTTTATCerGCGATGTCATCGTGGGCCTGGCGATCOiGCAATTAGGCTAGG 
35 TTTATTTTTGGTTTTGTAGCACTCCCTGCCAGAGATGGGATCGAGGCCTGATCAGGAGCC 

TCTCTCAGCTGCTCTTCTTTCCAGCTAACCCAAAAGTCCATTCCTCAPATOGGTGGGGAA 

GGCAGGCTTGGGTGTGGCCCTCCTGAGAGTCGGAGGTGCCCAGCTTGACCGCGAAGGCTG 

GAGTTGGCAGCCTTGGAAGCTGAGGAGGGCGAGGGTGGACCTGCTTCTTACTCTGCCCCC 
40 CAATTCCTAAACTACACGAGGCAGCCCCTCTACTTAGCTTTGTGTTGTGCTATGGTTTTG 
TTCGCCa^TGTTACCTGCCGCTACTTTTGTGTTGTCTCCATGGTTTGTAAAA'IGCTCCCG 
GGGaGGGCCCATCCCCCTTGTTCTTCTCTGCTACCTTTTGGAAGAAAGTGGGTTGGCAGG 
GATGTGGTTACAGGATCTTTTTGTACGGTTGGATTAATAAAATGACTTGAAAATCCT 

>M_1.0.0_47422 vp40bll.rl Mus musculus cDNA, 5' end as: gi-2893320/// /clone=IMAGE : 1079133 
45 /clone_end=5 ' /gb=AA823462 /gi=2893320 /ug=Min . 25352 /leii=219 [gnl|UG|Min#S299539] [SEQ ID NO: 210] 

NNNNNNNNNNNNNNNNNHMTONNNNN^^ 

ATTGTGTTTTGCTAGCGTTTTGGTTTAGATTTGTGGTGCTGGGGATGGAACCCAGTGCTT 
GTACATGGTAGCCAAGAACTCCATGTTGAGCTACAAACTCAGCTCGGTTTTCTAGGTGGT 
TGACCATGTTTTCTGTTGAGCGGCATTCCTCCATGTCGA 
50 sH_l,o.o_4BS96 Homo sapiens cDNA FLJ90324 fis, clone NT2RP2001817, highly similar to Homo sapiens 

sirtuin type 1 (SIRTl) mKNA si: gi-22760489/// [Human_jongleur_201102 .cl . S521 . singlet] [SEQ ID NO: 
211] 

CAGATCCTCAAGCGATGTTTGATATTGAATATTTCAGAAAA6ATCCAAGACCATTCTTCA 

AGTTTGCAAAGAAGAAACAGCATTGAAGCATTATTTGGGGG6AAAAACACACACACAAAA 
55 TCCAGCAACTCAGCATTCATGAGCAACTCTATACTATACCAGTATGTGCCTGTGCAGTGG 

AAGGAAAACAATTTTGGAAATATATCCTGGACftATTCCAGCCATCTCTCTGTCAC3\AATT 

CATAGCCTTGTCAGATAAGGAAGGAAAACTACTTC6CAACTATACCCAGAACATAGACAC 

GCTGGAACAGGTTGCGGGAATCCAAAGGATAATTCAGTGTCATGGTTCCTTTGCAACAGC 

ATCTTGCCTGATTTGTAAATACAAAGTTGACTGTGAAGCTGTACGAGGAGATATTTTTAA 
60 TCAGGTAGTTCCTCGATGTCCTAGGTGCCCAGCTGATGAACOSCTTGCTATCATGAAACC 

AGAGATTGTGTTTTTTGGTGAAAATTTACCAGAACAGTTTCATAGAGCCATGAAGTATGA 

CAAAGATGAAGTTGACCTCCTCATTGTTATTGGGTCTTCCCTCAAAGTAAGACCAGTAGC 

ACTAATTCCAAGTTCCATACCCCATGAAGTGCCTCAGATATTAATTAATAGAGAACCTTT 

GCCTCATCTGCATTTTGATGTAGAGCTTCTTGGAGACTGTGATGTCATAATTAATGAATT 
65 GTGTCATAGGTTAGGTGGTGAATATGCCAAACTTTGCTGTAACCCTGTAAAGCTTTCAGA 

AATTACTGAAAAACCTCCAC6AACACAAAAAGAATTGGCTTATTTGTCAGAGTTGCCACC 

CaCACCTCTTCATGTTTCAGAAGACTCAAGTTCACCAGAAAGAACTTCACCACCAGATTC 

TTCAGTGATTGTCACACTTTTAGACCAAGCAGCTAAGAGTAATGAT6ATTTAGATGTGTC 

TGAATCAAAAGGTTGTATGGAAGAAAAACCACAGGAAGTACAAACTTCTAGGAATGTTGA 
70 AAGTATTGCTGAACAGATGGAAAATCCGGATTTGAAGAATGTTGGTTCTAGTACTGGGGA 

GAAAAATGAAAGAACTTCAGTGGCTGGAACAGTGAGAAAATGCTGGCCTAATAGAGTGGC 
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AAAGGAGCAGATTAGTAGGCGGCTTGATGGTAATCAGTATCTGTTTTTGCCACCAAATCG 

TTACATTTTCCATGGCGCTGAGGTATATTCAGACTCTGAAGATGACGTCTTATCCTCTAG 

TTCTTGTGGCAGTAACAGTGATAGTGGGACATGCCAGAGTCCAAGTTTAGAAGAACCCAT 

GGAGGRTGAAAGTGAAATTGAAGAATTCTACAATGGCTTAGAAGATGAGCCTGATGTTCC 
5 AGAGAGAGCTGGAGGAGCTGGATTTGGGACTGATGGAGATGATCAAGAfiGCAATTAATGft 

AGCTATATCTGTGAARCAGGAAGTAACAGACATGAACTRTCCATCAAACAARTCATAGTG 

TAaTARTTGTGCRGGTACAGGAaTTGTTCCACCAGCATTAGGAACTTTAGCATGTCAAAA 

TGAATGTTTACTTGTGAACTCGATAGAGCAAGGAAACCAGAAAGGTGTAATATTTATAGG 

TTGGTAAAATAGATTGTTTTTCATGGATAATTTTTAACTTCATTATTTCTGTACTTGTAC 
1 0 AAACTCAACACTAACTTTTTTTTTTTTTAAAARAAAAAAGGTACTAAGTATCTTCAATCA 

GCTGTTGGTCAAGACTAACTTTTAAAGGTTCATTTGTATGATAAATTCATATGTGTATAT 

AATTTTTTTTGTTTTGTCTAGTGACTTTCAACATTTTTAAAGTTTTCAAAAAGCCATCGG 

AATGTTAAATTAATGTAAAGGGAACAGCTAATCTAGACCAAAGAATGGTATTTTCACTTT 

TCTTTGTAACATTGAATGGTTTGAAGTACTCAAAATCTGTTACGCTAAACTTTTGATTCT 
1 5 TTAACACAATTATTTTTAAAC ACTGGCATTTTCCAAAACTGTGGCAGCTAACTTTTTAAA 

ATCTCAAATGACATGCAGTGTGAGTAGAAGGAAGTCAACAATATGTGGGGAGAGCACTCG 

GTTGTCTTTACTTTTAAAAGTAATACTTGGTGCTAMAATTTCAGGATTATTGTATTTAC 

GTTCAAATGAAGATGGCTTTTGTACTTCCTGTGGACATGTAGTAATGTCTATATTGGCTC 

ATAAAACTAACCTGAAAAACAARTAAATGCGTTGGAAATGTTTCAGTTGCTTTAGAAACA 
20 TTAGTGCCTGCCTGGATCCCCTTAGTTTTGAAATATTTGCCATTGTTGTTTAAATACCTA 

TCACTGTGGTAGAGCTTGCATTGATCTTTTCCACAAGTATTAAACTGCCAAAATGTGAAT 

ATGCAAAGCCTTTCTGAATCTATAATAATGGTACTTCTACTGGGGRGAGTGTAATATTTT 

GGACTGCTGTTTTCCATTAATGAGGAGAGCAACAGGCCCCTGATTATACAGTTCCAAAGT 

AATAAGATGTTAATTGTAATTCAGCCAGAAAGTACATGTCTCCCATTGGGAGGATTTGGT 
25 GTTAAATACCAAACTGCTAGCCCTAGTATTATGGAGATGAACATGATGATGTAACTTGTA 

ATAGCa^GAATAGTTAATGAATGAAACTAGTTCTTATAATTTATCTTTATTTAAAAGCTTA 

GCCTGCCTTAAAACTAGAGATCAACTTTCTCAGCTGCAAAAGCTTCTAGTCTTTCAAGAA 

GTTCATACTTTATGAARTTGCaCy^GTAAGCATTTATTTTTCAGACCATTTTTGTACATCA 

CTCCTAAATTAATAAAGTATTCCTCTGTTGCTTTAGTATTTATTACAATAAAARGGGTTT 
30 GAARTATAGCTGTTCTTTATGCATAAAACACCX»GCTAGGACCATTACTGCCAGAGAAAA 

AAATCGTATTGAATGGCCATTTCCCTACTTATAAGATGTCTCAATCTGAATTTATTTGGC 

TACACTAAAGAATGCAGTATATTTAGTTTTCCATTTGCATGATGTTTGTGTGCTATAGAT 

GATATTTTAAATTGAAAAGTTTGTTTTAAATTATTTTTACAGTGAAGACTGTTTTCAGCT 

CTTTTTATATTGTACAfl&GTCTTTTATGTAATTTACTGGCATATGTTTTGTAGACTGTTT 
35 AATGACTGGATATCTTCCTTCAACTTTTGAAATACAAAACCAGTGTTTTTTACTTGTACA 
CTGTTTTAAAGTCTATTAAAATTGTCATTTGACTTTTTTCTGTT 

sgi|4482024|gb|AI549S61.l|AI549661 ve61d02,yl Beddington mouse embryonic region Mus nrusculUQ cDNA 

clone IMAGE;'822627 5', mRNA sequence [SEQ ID NO; 212] 

GATCCAGTAGTTGTTCAGTTGTTCAGACTGGATGTCTCAGCAGTGTTACTCTGGTGCTGG 
40 AGTCCCGAGGGATCCCTGGAGAGCTGCTGATCGTGGTCTGTGTTGGAATCCTGAAGAAGT 

AGGTTCTGTGGTTAGCAGCAGAGGAGGCCCOGGCAGCAGGGTAGATGAACCAGGCGGTGA 

GAGTGAGGGCAAGCAGGGGAAAAGCCATAGCTTGCTTTTTCCCTGTCCTTTTATATAGGC 

TGCCACCAGCGTGTGTGTCCCAGATTTAGGGTGGGTCTTCCCACCTCAAAGGATCAAGGA 

AAATCTCTCACAGGTGTGCCCTGCTGGTTGGGTTTCAGTGTTTCCAGATGCCACAGTCAA 
45 AGGTGACCAGCCAGGATAGCCAATCACTTGAGTAGCATAGCATGCCCTCTCCTGCTGGGA 

GGGCCCTGTTTTCTGGATTTGACCATGGCAGAGTT 

>H 1.0.0 25S23 Homo sapiens nuclear transcription factor, X-box binding 1 (NFXl), transcript variant 

l,~mRNA or : gi-22212923/// [Huraan_jongleur_201102 . 12184 . C2] [SEQ ID NO: 213,320] 

ACGTGACCTGGTGACAGTGCTGACTTGGCTGTACAGCTCGATCTAGGTTCTGCGGCACGG 
50 GATGGCGGAGGCGCCTCCTGTCTCAGGTACTTTTAAATTCAATACAGATGCTGCTGAATT 

CATTCCTCAGGAGAAAAAAAATTCTGGTCTAAATTGTGGGACTCAAAGGAGACTAGACTC 

TAATAGGATTGGTAGAAGAAATTACAGTTCACCACCTCCCTGTCACCTTTCCAGGCAGGT 

CCCTTATGATGAAATCTCTGCTGTTCATCAGCATAGTTATCATCCGTCAGGAAGCAAACC 

TAAGAGTCAGCAGACGTCTTTCCAGTCCTCTCCTTGTAATAAATCGCCCAAGAGCCATGG 
55 CCTTCAGAATCAACCTTGGCAGAAATTGAflGAATGAGAAGCACCATATCAGflflTCAAGAA 

AGCACAGAGTCTTGCTGAGCAGACCTCAGATACAGCTGGATTAGAGAGCTCGACCAGATC 

AGAGAGTGGGACAGACCTCA6AGAGCATAGTCCTTCTGAGAGTGAGAAGGAAGTTGTGGG 

TGCAGATCCCAGGGGAGCAAAACCCAAAAAAGCAACACAGTTTGTATACAGCTATGGTAG 

AGGACCAAAAGTCAAGGGGAAACTCAAATGTGAATGGAGTAACCGAACAACTCCAAAACC 
60 GGAGGATGCTGGACCCGAAAGTACCAAACCTGTGGGGGTTTTCCACCCTGACTCTTCAGA 

GGCATCCTCTAGAAAAGGAGTATTGGATGGGTATGGAGCCAGACGAAATGAGCAGAGAAG 

ATACCCACAGAAARGGCCTCCCTGGGAAGTGGAGGGGGCCAGGCCACGACCAGGCAGAAA 

TCCACCAAAACAGGAGGGCCACCGACATACAAACGCAGGACACAGAAACAACATGGGCCC 

CATTCCAAAGGATGACCTCAATGAAAGACCAGCAAAATCTACCTGTGACAGTGAGAACTT 
65 GGCAGTCATCAACAAGTCTTCCAGGAGGGTTGACCAAGAGAAATGCACTGTACGGAGGCA 

GGATCCTCAAGTAGTATCTCCTTTCTCCCGAGGCAAACAGAACCATG'IGCTAAAGAATGT 

GGAAACGCACACAGGTTCTCTAATTGAACAACTAACAACAGAAAAATACGAGTGCATGGT 

GTTTCATTTGAACTGCATAAAGAAATGGGCAAGGTCTCCAGCaTCTCAAGCAGATGGCCA 
70 GAGTGGTTGGAGGTGCCCTGCCTGTCAGAATGTTTCTGCACATGTTCCTAATACCTACAC 
TTGTTTCTGTGGCAAGGTAAAGAATCCTGAGTGGAGCAGAAATGAAATTCCACATAGCTG 
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TGGTGAGGTTTGTAGAAAGAAACAGCCTGGCCAGGACTGCCCACATTCCTGTAACCTTCT 
CTGCCATCCAGGACCCTGCCCACCCTGCCCTGCCTTTATGACAAA.!y^CATGTGAATGTGG 
ACGAACCAGGCACACAGTTCGCTGTGGTCAGGCTGTCTCAGTCCACTGTTCTAACCCATG 
TGAGAATATTTTGAACTGTGGTCAGCACCAGTGTGCTGAGCTGTGCCATGGGGGTCaGTG 
CCAGCCTTGCCAGATCATTTTCSAACCAGGTATGCTATTGCGGCAGCACrTCCCXSAGaTGT 
GTTATGTGGAACraATGTAGGAAAGTCTOATGGATTTGGGGATTTCAflCTGTTTAAAGAT 
ATCTGGCAAGGACTTGAAATGCGGTAACCATACATGTTCGCAAGTGTGCCACCCTCAGCC 

TCTCAGCCAATTGCTAGAACTTGGAAGTAGTAGTOGGAAAACATGCATGGACCCTGTGCC 
TTCATGTGGAAAAGTGTGCGGCAAGCCTCTGCCTTGTGGTTCCTTAGATTTCATTCATAC 
CTGTGAAAAGCTCTGCCATGAAGGAGACTGTGGACCATGCTCTCGCAC3VTCAGTTATTTC 
CTGCAGATGCTCTTTCAGAACAAAGGAGCTTCCATGTACCAGTCTCAAAAGTGAAGATGC 
TACATTTATGTGTGACAAGCGGTGTAACAAGAAACGGTTGTGTGGACGGCATAAATGTAA 
TGAGATATGCTGTGTGGATAAGGAGCACAAGTGTCCTTTGATTTGTGGGAGGAAACTCCG 
TTGTGGCCTTCATAGGTGTGAAGAACCTTGTCATCGTGGAAACT6CCAGACATGCTGGCA 
AGCCAGTTTTGATGAATTAACCTGCCATTGTGGTGCATCAGTGATTTACCCTCCAGTTCC 
CTGTGGTACTAGGCCCCCTGAATGTACCCJiAACCTGCGCTAGAGTCCATGAGTGTGACCA 
TCCAGTATATCATTCTTGTCATAGTGAGGAGAAGTGTCCCKCTTGCACTTICCTAACTCA 
GAAGTGGTGCATGGGCAAGCATGAGTTTCGGAGCAACATCCCCTGTCACCTGGTTGATAT 
CTCTTGCGGATTACCCTGCAGTGCCACGCTACCATGTGGGATGCACAAATGTCAGAGACT 
CTGTCaCAAAGGGGAGTGTCTTGTGGATGAGCCCTGCAAGCAGCCCTGCACCACCCCCAG 
AGCTGACTGTGGTCACCCGTGTATGGCACCCTGCCATACCAGCTCACCCTGCCCTGTGAC 
TGCTTGTAAAGCTAAGGTRGAGCTRCAGTGTGAATGTGGACGAAGAAAAGAGATGGTGAT 
TTGCTCTGAAGCATCTAGTACTTATCAAAGAATAGCTGCAATCTCCATGGCCTCTAAGAT 
AACAGACATGCAGCTTGGAGGTTCAGTGGAGATCAGCAAGTTAATTACCAAAAAGGAAGT 
TCATCAAGCCAGGCTGGAGTGTGATGAGGAGTGTTCAGCCTTGGAAAGGAAAAAGAGATT 
AGCAGAGGCATTTCATATCAGTGAGGATTCTGATCOTTCAATATACXSTTCTTCAGGGTC 
AAAATTCftGTGATAGTTTGAAA6AA6ATGCCAGGAAGGACTTAAAGTTTGTCAGTGACX3T 
TGAGARGGAARTGGAAACCCTCGTGGAGGCCGTGRATAAGGGAAAGAATAGTAAGAAAAG 

TTAT6GCCTGGAGA6CGTGAGCTATGACAGTGAACCGAAGCGCAATGTGGTGGTCACTGC 
CATCAGGGGGAAGTCCGTTTGTCCTCCTACCACGCTGACAGGTGTGCTTGAAAGGGAAAT 
GCAGGCACGGCCTCCACCACCGATTCCTCATCACAGACATCAGTCAGACAAGAATCCTGG 
GAGCAGTAATTTACAGftftAATAACCAAGGAGCCAATAATTGACTATTTTGACGTCCAGGA 
CTAAGAAGATCATGATGCTiCTTAGATAAAAGAATGATTAGGTATAGTGGAGACTTATTTG 
CCAGCAGATAAATCATGCCCGTTCCCCTCTGCCTGGCAGAATCACAGTCTCACATACTGT 
CTTGTACTGACACATCCAAAGCATGAGTGTGTCAGAAATCCCTTGTCTATTCCTGTCTGT 
ATAAAGTGTTTCATTATGACCAGATCTCTGATTGTATGGTCACTAGGTATGCAATCACGC 
ATTCAAAGAGGCTCTTTACACCATCACTGTGATTGCTCTGAGAGTTGAGGGACTATTGGG 
CTTTATTTGGAOUUiCCAAACTTTTAGCCTGAAACCAACTTTATGCCACTAaGTCATAGC 
CTCaGTTGTCCCafiTTATTTGTCCrrCCTGAAAATGCCrGAARCAT(a6AaiG&mTTGCT 
TGCTTTACCCAARCTGATCAAAATCTTTAGGAGCACAARTGAATTTTTTAGTCTGAAATA 
CCAAATAATGAATTGGTATACCATATCCGGAATCACACATGTTATCTTAAACCCAGCCAT 
CATACCTAAGTCTTTTGCCAAAACCTCTCATAGGTATATCTAGCTGAACTTATTTTGGCA 
TTTTCAATGTGATCAGTTCTAGACCTAGAAGGGGGTCAGGCTGCTTTACAGAATTCTATT 
TCCTTAAGTCCCTGGCACTTCTCATACCACATCACTGAACCTGTTCAGTAACAATCAGTT 
TGGCCGTCCCCCATGATGGTAGGAAATATAGAGAGCAAGTTCTTCTGCCAGGGTCACACT 
GTGGTCTCTGAACTGACCAGTATATCCCTAACTCCTCTTTGATAGAGAAAGAGTCTCAAA 
TGGACAACTGTCCTGTGTTGCTTTCCCTAGGCCTTCAGCAGCCTATTGGCTCTCCCTGCC 
TCTGAGCTCTGGACTCTGTTTGAATATTCCAAGTAGTATATGGACAGTCCAGGGCTTATG 
CCCAGCAGCCCACTGGAGGCATTCTTCAGGCTCCTTTAAGGCAGGTGCATTGATAGTTCC 
ATTAGTGTGACCCTTGCATTGGCACCCCTCCAGCCTGGAGGCCAGGCTTCCAGCAACTTC 
CTTCTGCCCTAGAGCAAGCCATGAGCCCCAGAGCAGTAGCAGGAGACTTGAGAAGTAGAG 
TGACAAAAACAAGCACTTAATTAAATTATAAAATTTAACTTT 

>M_1.0.0 20492 Mus musculus adult male brain cDNA, RIKEN full-length enriched library, 
clone i0710001D07:unclassifiable transcript, full insert sequence cr: gi-12833293/// /cds=UNKNOWN 
/gb=AK002941 /gi=12833293 /ug=Mni. 45160 /len=1133 [Mouse_jongleur_201102 . 13739 .CI] [SEQ ID NOi 214] 
GGTGGCCGCGCACGCGCTCTGCGCGCTGGCGTCACTTAGCAACGGCTCAACCGTGGGCCA 
TTAAAACCCAAAACCCCAGGGCCCCAAGTCGCCTCAAGCGGGGGTCTTGCX3GCX3TGTTTC 
CCCAGGTCGGAACCACTGCCCCTCCAATACTGGGCCCTGAGGGTGTGGCCCCCCTGCCGA 
CACCTGGCTCAGGGTGAGGCACGTCATCACACGTCACTGAATAGCGTCATCGGTCGCGTC 
ACTGCGTAAGGGGACGAGCCGGAGCGCCGGTTGGAGAAAGCCTCGTCTTTCTGCACTTAG 
TCGCTTGCCTGATGGACAGTCAGCTACTTGCGAAAAGTTGGACAAGGAGAATGGGCCAAG 
AGAGGCTTTACCAGCATGAAGGTGCTACGAGGCCAGGCCTGAAATACCAOGACTCaGTTT 
CCTCCTTCTGTCAGTGGGAAAACGGATACCCGACTTGCCTGCGCTAAAAflGGTGTCAACT 
TAGGGACGAAATAATGCTTTGCGAGGCTGCGGGCGAACTGATCTCATTCGAACTCCTTAT 
TTCAAGACCCTGACAGAAAGCCCGGACATAAGTCCTCGACACTCCAGGACTACCAAGTGT 
AACraTATAAAGCCCATTAGACTCCATCTTTCACATAAGAAGCAGGCACTGTGAACTTTCA 
.AGCCGTAGAAATTGGGTTGTAGGTCTTTCCTGGCCGAAACTGGAGAGTCGTCACTCTTGA 
:TTACCTGGGTGTGTGGGTn 



CTTAAATGGGCAGTGAAAATGAACAGACACAGCAAGGGTTAGGGCTGGGCCAGTGAAGGA 
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GtSGGAATGAaTAGGTAGGCCAGGTTTCTAGCXSTGGTTGCTGAGACAGGTGGGAGTAACAT 

TTAGCAAGACGGAAAGAAAGCTGCCTTTGTGTGTCaGTTACTAAATGGTAGTGaCATTCC 

TTACGGATGACRTGGTRGAACGATGGAATGTGGATACGTTGGTTGGGGAAACATTCTCCG 
5 CTCTCaTCTTCCATGTGGAACGATATCCATCAATTTAATACATCTACTTTCOG 

>H_1.0.0_2404 0 Human cathepsin L gene, complete cds cr: gi-80923S/// 

[Human j ongleur_201102 . 11345 . C6] [SBQ ID NO: 215] 

ACCrcCACGTGCCCTGTTTTTCTGGAGGCACATCCTTGGCCTCTTCCACAGTCCTTGGGT 

AAATGCTTGGGAGAATAATTTAAATATTTTTATTCTACCATGGTGGCCXrrAATTTTTCAG 
10 GGGGCAGTAAGATATGAATCCTACACTCATCCTTGCTGCCTTTTGCCTGGGAATTGCCTC 

AGCTACTCTAACACGTGACCACAGTTTAGACGCACAATGGACCAAGTGGAAGGCAAAGCA 

CAAGAGATTATATGGCATGAATGAAGAAGGATGGAGGAGAGCAGTGTGGAGAGAACATGA 

AGATGATTGAGCAGACAATCAGGAATACAGCCAAGGGAAACACAGCTTCACAATGGCCAT 

GAACGCCirrGGAGACATGACCACTGAAGAATTCAGGCAGGTGATGAATGGCTTTCAAAA 
15 CCGTAAGCCCAGGAAGGGGAAAGTGTTCCAGGRACCTCTGTTTTATGAGGCCCCCAGATC 

TGTGGATTGGAGAGRGAAAGGCTACGTGACTCCTGTGAAGAATCAGGGTCAGTGTGGTTC 

TTGTTGGGCTTTTAGTGCTACTGGTGCTCTTGAAGGACAGATGTTCCGGAAAACTGGGAfi 

GCTTATCTCACTGAGTGA6CAGAATCTGGTAGACTGCTCTGGGCCTCAAGGCAATGAAGG 

CTGCAATGGTGGCCTAATGGATTATGCTTTCCAGTATGTTCAGGATAATGGAGGCCTGGA 
20 CTCTGAGGAATCCTATCCATATGAGGCAACAGAAGAATCCTGTAAGTACAATCCCAAGTA 

TTCTGTTGCTAATGACACCGGCTTTGTGGACATCCCTAAGCAGGAGAAGGCCCTGATGAA 

GGCAGTTGCAACTGTGGGGCCCATTTCTGTTGCTATTGATGCAGGTCATGAGTCCTTCCT 

GTTCTATAAAGAAGGCATTTATTTTGAGCCAGACTGTAGCAGTGAAGACATGGATCATGG 

TGTGCTGGTGGTTGGCTACGGATTTGAAAGCACAGAATCAGATAACAATAAATATTGGCT 
25 GGTGAAGAACAGCTGGGGTGAAGAATGGGGCATGGGTGGCTACGTAAAGATGGCCAAAGA 

CCGGAGAAACCATTGTGGAATTGCCTCAGCAGCC7VGCTACCCCACTGTGTGAGCTGTGGA 

CGGTGATGAGGAAGGACTTGACTGGGGATGGCGCATGCATGGGAGGAATTCTTCAGTCTA 

CCA6CCCCCGCTGTGTCGGATACACACTCGAATCATTGAAGATCCGAGTGTGATTTGAAT 

TCTGTGATATTTTCACACTGGTAAATGTTACCTCTATTTTAATTACTGCTATAAATAGGT 
3 0 TTATATTATTGATTCACTTACT6ACTTTGCATTTTCGTTTTTAAAAGGATGTATAAATTT 

TTACCTGTTTAAATAAAATCG 

>M_1.0.0_699a Mus musoulus trophoblast specific protein alpha (Tpbpa) , mRNA cr: gi-Se7B404/// 

[MouseJongleur_201102.3553.C2] [SEQ ID NO: 21S] 

GGATCCTGGGGTCTGTJtTTTCCAAGAGACATTAGACTTGAATATGCTGACTCATACTGCT 
3 5 CCAGGGTGTTTGATGCTCCACGTCAAAACCATAGTTGAACTAAAAAGCCACTCAAAGTTA 

CCTAGAACCATTTCTTTTTCAGCAGCCCACAAAGCACAGCATTGGGGTACTAATGAGCCA 

AGGACCTCAATGTTCATTTCCAACCTTCCTCTAAAACTGACTCATGCAAATCTCCCATAG 

TCCAATGCAGCAATCCACACTTCATCCTTCAATTTCGTAAATGCCTGGAGTCCTATAGCC 

CAGGGCCAATGGTGTCATC»ACACAACCAATCATAAAAGCATTAGTACTTATGGGTGGT& 
40 CTTAGTAGCCAGAAATTAGGGATTTAAAGACTGAATGGTGTGCGGCTCAGCTAfiATTCTG 

GATCTCCAAGGACCTCTGAAGAGCTOAACCACTGGAGTGCCCAGCACAGCTTTGGACATC 

ACAGGTACTTGAGACATGACTCCTACAATCTTCCTAGTCATCCTATGCCTGGGAGTGGCC 

TCAGCTGCTATAGTCCCTGAAGCGCAGTTGGATGCTGAACTGCAAGAflCAGAAGGATAAA 

GAAGTTCTCATAAAAGCAGTGTGGAGTAAGTTTATGAAGACTAACAAACTTCACAGTAGC 
45 GAAAATGACCAGGAGACGGAAGGCTCCAACATAGAAATGAGTGCCTCCGGTCAGCTAACT 

GATGAAGAACTCATGAAAATAATGACTACTGTTTTACACCCAATGTTTGAAGAGGAGGAA 

AACAAACCACAGCCAGTTGTTGATGACCCTGAATTTGAGGATTACACAGAGAGTGGCGAT 

GGGTTTTTTGTACCAAATCAGCCACAGTAACATGGACAGCAGTATGAAGTTAGGCAACGA 

GCGAAACAGCCACTGTGCCATTGTCTAAGAAATCTCTGCCCCAACATATGAACTGCCTGA 
50 TGGTGAAAAAGAAGATCTGAACTGGGGCAAGGGCAAGCAAAAACAGCAGGGACTTCCCCA 

ATTCAGTATCCCCTGACAAGTGGGATCCTGCACTCAAGTCCCTTAAATATATACTATGAT 

ATGAAATCCAAAACATGTTCACACTAATAAAACCTTACCATTACCTTAATCCATGCTCTC 

AACTCATTTATATAAATGACCTTCAGAATCATTTTTAAATTTAAAATTTAAAAAGAAGAT 

GCAAGTCTATATCTTTAAAATAAAACTATTCAAAAGGCAGTGTTCTGGTTTCTTTCAGGT 
55 TTTGTGAAGGCRAATTGTTAGGTGGATAAGACATAGTTCTGTGTGAAGGCATAATTAACT 

GTGTGCTGGTGTTCAGAGAAGAGTGTGAGTGGTCGTTTCAATATAGAATCAGTATTCCAT 

CCTTTATTATGTTTTGTTCCTCAGGTTTTAAGTGTACTCTCTCAACAATTGTCTGAAAGT 

CTAATTAAAAATTTCAGGAATTCAATGATCTTAATTCACATTAATATGATAGATTAAAAT 

TGTTTGCATTCTCTGTAAAGTGATGGCTCCTTAATCTGTTAGACATCTCTGCACCTGTGC 
60 AGGAGAACTCTTTCTACTTCATTTTATGAGATTCTTTTTTTCTACTTTTTTTTTTGGTTT 

TTCGAATTCTATGAGATTCTAATTACATCATTTACCCCTCTCCTTTCCTCKCCACAAACT 

CTCCCATATACCTCTTCTTTCTCTCTCCCAAATTAACTGCCTCCTTTTTAAATTAATTGT 

TGTTTTATGTATTCCAAAGTATGTAAAAGCAAGGTGCTAAAGTC 

>gi|29445|enib|V00500.l|HSBGLX Human messenger RNA for beta-globin [SBQ ID NO: 217,218,219] 
65 ATGGTGCACCTGACTCCTGTGGAGAAGTCYGCNGTTACTGCNYTNTGGGGCAAGGTGAAC 

GTGGATGAAGTTGGTGGTGAGGCCCTGGGCAGGCTGCTGGTGGTCTACCCTTGGACCCAG 

AGGTTCTTTGAGTCCTTTGGGGATCTGTCCACTCCTGATGCAGTTATGGGCAACCCTAAG 

GTGAAGGCTCATGGCAAGAAAGTGCTCGGTGCCTTTAGTGATGGCCTGGCTCaCCTGGAC 

AACCTCAAGGGCACCTTTGCCACACTGAGTGAGCTGCACTGTGACAAGCTGCACGTGGAT 
70 CCTGAGAACTTCAGGCTCCTGGGCAACGTGCTGGTCTGTGTGCTGGCCCATCACTTTGGC 

AAAGAATTCACCCCACCAGTGCAGGCNGCCTATCAGAAAGTGGTGGCTGGTGTGGCTAAT 
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GCCCTGGCCCACAAGTATCACTAAGCTCGCTTTCTTGCTGTCCAATTTCTATTAAAGGTT 
CCTTTGTTCCCTAAGTCCAACTACTAAACTGGGGGATATTATGAAGGGCCTTGAGCaTCT 

>M_1.0.0_52347 Moderately similar to F261_MOUSE s-phosphofructo-2-kinase/fructose-2, S-biphosphatase 
5 1 (6PF-2-K/Fru-2,6-P2ASE liver isozyme) [Includes: 6-phosphof ructo-2-kinase ; Fructose-2,S- 
bisphosphatase ] [M.musculus] ass gi-15714162/// 6033e0763Fl Mus musculus cDNA, 5- end 
/clone=IMAGE!5368118 /clone_eud=5 • /gb=BI737149 /gi=157141S2 /ug=Mra. 132391 /len=896. 
[gnl|UG|Min#S21843S7] [SEQ ID NO: 220] 

CCACAGTAGAGGCCCAACAAAGGGAGACAGTCCGACAGGACCACCAAGTTGGAGCCTCTC 
1 0 AC3ACAAAGGGAGTGCCCGGTACCAGGACAGTTCCGTGGGACAGGACAGCACGGCCAGGTA 

GGGGAGACCAGTGTGCCATAAGCACTTGGGTGGTGTGCACCCAAGAAGGTACTTCCTAAA 

GCTGGCCTGCCTTTAACAGGATCCCCCGAAAGAGAATCTAGGACGAGGCAGCCTGGGCCG 

CAGCTCTCCTGTATTCCAGTGTATAACTTGGTAGACGTTAGGAATGGGCGCCACGCATGG 

TCCTTTCCACACTTACTCTCCTGAGTACCCACAGATGCflGAGGTTAGATGTGGGTAGAAG 
15 CTCCCTGCTCCATCTTCTGTTCCAGGCAGGGAAGGRAGGGCTTTCCACTTCaCCTGGGGT 

GGTGTCCaCATAAGGCCCCATGAAGATCAAGCCTCTGGCTCCAAGAGTAGCTATGGAGAG 

GGCAGTAGAACTCTTCCAGGGGTTGCCTGGCCCCCATCAGGCAGCAGGGCCACAGTGGAA 

TGTCTTAGTGAfiflfiTTTTTTGTCTCAGTGTCTCATTTAAGGTTGCAAACGTCATGAAGCA 

GCCAGCCTGGTGAGTGGACTGCTCGAGTGCTGTAGCAGAGGGGCTGGCAGCAGAGCACAT 
20 AGCCCAGG6ATTCTCAGCAGCCATACCCAACCTGTCACTGGTGGTCAACAAAGAGGCCGG 

TGGGCCAGGCTGAAGGTTCTGAGTGTTGCTAGCCACCCATGGCTTCAGGAGTGTTCCTGC 

ATGGTGGCACCATCAGTACAGCAACACAAGATGGCCTGGAGTGACCCCTCTGACAGAGGT 

CAGGGTCACTGGTGAGCAGGGACTGTGACAGGCTTCCTCTGAAGGCCTGGATATGT 

>H_1.0.0_2S51S Homo sapiens septin 3 (SEPT3), transcript variant A, mRNA cr: gi-22035571/// 
25 [Human jongleur_201102 . 12125 .C2] [SEQ ID NO: 221] 

CCCGCGCCCCGCTCAGCCTTGCAGCCCCGCGCCCGGAGCATCTCCCTGGAGGAACGGAGA 

CAAAGGRGGATTCATGTCCAAAGGGCTCCCAGAGACCAGGACGGACGCAGCCATGTCAGA 

GCTGGTGCCTGAGCCCAGGCCTAAGCCAGCGGTGCCCATGAAGCCCATGAGCATCAACTC 

CAACCTGCrGGGCTACATCGGCATCGACACCATCATCGAGCAGATGCGCAAGAAGACCaT 
3 0 GAAGACCGGTTTCGACTTCAACATCATGGTCGTTGGCCAGAGTGGACTGGGCAAATCAAC 

GCTGGTCAACACGCTCTTCAAATCCCAAGTGAGCCGCAAGGCCTCCAGCTGGAACCGGGA 

GGAGAAGATCCCCAAGACAGTGGAGATCAAAGCTATCGGGCATGTGATAGAGGAAGGCGG 

TGTCAAAATGAAGCTGACCGTCATCGACACCCCAGGCTTTGGAfiACCAAATCAACAATGA 

AAACTGCTGGGAGCCCftffTGAGAAGTACATCAATGAGCAGTACXSaGAAGTTCCTGAAGGA 
35 GGAGGTCAACATCGCCAGGAAGAAACGCATCCCTGACACTCGTGTCCACTGCTGCCTTTA 

CTTCATCTCTCCCACAGGACACTCCTTGCGACCTCTGGATCTTGAGTTCATGAAACACCT 

CAGCAAGGTTGTGAACATCATCCCTGTCATTGCTAAGGCTGACACCATGACCCTGGAGGA 

GAAGTCTGAATTCAAGCAAAGGGTTCGCAAGGAGCTTGAAGTAAATGGCATTCAATTCTA 

CCCCCAGAAGGAATTTGATGAGGATTTGGAGGATAAGACGGAGAATGACAAAATCAGGCA 
40 GGAGAGCATGCCTTTTGCTGTG6TGGGAAGTGACAAG6AGTACCAAGT6AATGGCAAGAG 

GGTCCTCGGCCX3AAAAACTCCATGGGGGATCATCGAAGTGGAAAACCTCAACCACTGTGR 

GTTTGCCCTGCTTCGAGACTTTGTCATCAGGACXICACCTCCflGGACCTCAAGGAAGTGAC 

ACACAACATCCACTATGAGACTTACAGGGCCAAGCGGCTCAATGACAATGGflfiGCCTCCX: 



45 TGCTGAATGAAGGCCATTTCAAGCGCTGCTTCTCACTCCATTCCTCTCAGCTGTTATTGC 

TGCAGGGCCAAGCCCTTTTTAGTGCTGTGCTCGTCCAGCTCACCACCACAGCCCCTCTCA 

GCCCTCAGTAGGTGGGAGGGGCCAGCTGCCTCTTTAGGCCAGTTGCRTCCTCCATTTATC 

CAAACCACTCCTCTCCTCCCAGTGGAGTGGGGTTCTGCCAGTACAGCCCTACTGCATCAT 

CTGCGTCAGCCGGTCCTAGCCCATCTGCAGGGTGAAAGAACTCATCAAGAGCTCCTrCTG 
50 CCCTTGTAAGCCCATCCCAGCTACTTGTAACCATCTCTAAGGGCAATGGCATTGCTCCCT 

ACCCATTCATCTGCATGAGCTACTCTTGGCTTCCTTAAAGGGTCAAGAAAGCAATTTTTC 

TGCTTACTAGATTCATTGAGATCAGCTGTGTGAGCCCCAAAGTGGGACAAGGGTGTCTCC 

TTCATTACTTAAAGATATTCATGAGGGTGGGTCACTACAGATGTTGGGGAGCAAGGGCTA 

55 CCACCTCATAACBCAGCCACrrGAGGAAGAGTGGTTTTCCTAAGAAGACATTGCTGGAGTT 
GACTTTCTTCTGTCCAAACAAACAAACAAAAACTAAACACACACACAAACCCCCAGAAAC 

GATCTCTTCCCACCTACCCTACCTACTCCTACCCCCAACCCCCTTCCCCATTAATGTGAG 
TAATGAATTAGCCTGACCACAGGTGGTCACTGTAGGCTAATGGAAAATACCCAAGGGAGG 
60 GCAAAGCCCCCCATCAGATGCATGAATGTTTGCGAATGTTGACTGCCACTGCCCCACACA 
CTGTGTCTTTATAGAATTCCCCTTTGCCCACCCTCTTCCTGTCTCCACCTGGACACAACT 
TGCTCAAAGGCTGGTGACTTGTGGGCCATTCATCTACAACCAAGTCCTGATGGAGCAAGA 
GGCCCACGCCTAGGGGATGCAAGAACAAC 

>H 1.0.0_33714 Homo sapiens mRNA; cDNA DKFZp761J0720 (from clone DKFZp7SlJ0720) /gb=AL833252 
65 /gl=21733885 /ug=Hs . 349845 /len=3fi02 .Highly similar to KPC1_HUMAN Protein kinase C, beta-I type 
(PKC-beta-1) [H. sapiens] cr: gi-217338a5/// Homo sapiens mRNA; cDNA DKFZp761J0720 (from clone 
DKFZp761J0720) /gb=AL833252 /gi=21733885 /ug-Hs. 349845 /len-3S02. [Human_jongleur_201102 . 200S9 . CI] 
[SEQ ID NO: 222] 

70 GAAAGAAGAAAAAGAAAGAAGGAAAGAAAGAAAGAGAAAGGAAGGAAGGAAAGAAGGAAG 
GAAAAGAAGGAAGGAAGGAAGCAATATAGTGTTATAAATACTGCACTCAACATTTTCCAA 
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ATTCTTGCaVTTATTTTTOiAAAGTTTAATAGTTTGCAGAAATflGATACTCAAGCCAAAG 
TCTGTTTTAGAGAAACTTTCCATGGAAAGTCAGAATTTCTACCACTTCCTTTTCTATCCA 
C7VTTTCC7«3TGC»«3AAGAAACTGAGAAACAGAGCTTTTTGAAGAGflGGACAGGGCCATftG 

TGAGTGCTACTGTTTTCACATGGCTTCAGATGCTATCAACCTCSiAAGAAATGATCTCAAC 
AGAGAAGCTTATTCTCTCCCAACTTCTACGGTAAAATCCAGGAGTATTTTCTCTGGGGAT 
CTGCCCACAGGACAAAGTCCATAAAAGCAAGTCCTGTCTGGACCATGTGGTTATCTGAAG 
CATTAGCCATCACCAGCACAAOIAACGGGGCAGGGCTTTCCAAGGTGGGGCTGGTCAGAA 
GGGAATCTTTGATAAGAGGCCCACAGGCAGGGAAAGCGAAATAGGGTTGATGAGACCAGG 
GGAGACCT AAAAAAAAGG CAGCTTTGTGT CTTCTAGCTCCAAATATACCTGCCTTTTAGC 
TCACACACTGTCCTGGAGTTCTCAGACCTTTAGGGGCCCTAACACAGTTCAGTTCATACA 
GGGGTTCAAAAGGGACAGTGGCCCATTTGGGAGACCTTTAGGATCAATGGGAATCAATTC 
CATTGTTTTQCCTCAGAGTAAAGTTTCTGGCTCGGGGACAATTATAAGTTGCAAAAAGGA 



ACAAGACAATTTCTGAAAGCAATAAGTGCAATCAAGATAATTABAGGATGCTAAAGTGTG 
ACTTGTGGGGATTGGGAGAGAGATGCACAGACAATATTAAAGAGGAGGCATTCCAGCTTT 
GTTGTGAACACCGGAASTAACATGCCGAGCGCCTGGGGGATGGAAACTCCTATAGCACCC 
CACAGGCTAACAGCAAGTAGGACAAGACAAAAAGGGCAGGTGGGACATGGTAGAGATGGA 

CACGTGTGCTCCTGAGTTCAGTGTGCCCACCTCACTCCCACACCCTCACATAGACTTGGC 
AAGAGTAAGGAGGGAACTCCATAGAGACATTTTACCTATCTCAGGGGAGCAGCCACAAAG 
AAGCAAGTCTTGTAAAAGGTCTTTTGCAAAGGAGAGTGAACCCAGCAATGAGAGAGATCC 
TTAACAGCTAGTGCCCATTAGGGGGCTAAACCTAAAGCCTGGGTGGTGATGGCTCAAACG 

TGCAGCCCGGGAATGTGCAGGGCACTAGGGAATACAAGGCCTTCTTCCCTGGTTGTCTTG 
TAATAAAACAGCCATGGGGTTGTCCCTCCAGTCCGflGflGACTGAGATGAGGCCTACATflG 
CAGOGATGTGGTCAGGTAAAAATCAGGAACCCACTCAAATCTTGGGCAAGCCACCCTGCC 
TGCTTGTGCCTCGGTTCTCTCATATGTCATATATAGGAGGTGAGGACTCCAGCTCCACCT 

GCCCCAGGTGGGTGTGGTGATGATGAGGAAAGACAAGAGGCTTGCAAGGACCCTGMGAG 
GTCGGAGCATCATACAGATTCCTTTATTAGCCCACATTCTGATGTTCCCTGGTGAGACTT 
GCCCCAAGCTiATTGCTAGTAAATGGGGGTTAATTTCTTCTCCACCTCCCTACTCAACAAA 
RAAAGAAATGCCAGACS-TACTAGGAGAATCGAGTTGCTTTGAGTTTCTTTTGTTTTGTTT 
TGTTTTGTTTTGTTTTGTTTTAAGGCTCCCCTTACACACCCTCCTTTAAGCTTTGGGTTT 
TCTCTCTTATAGTTTGTTGACTAGATACATGCTAAAAATGTCTTTGGAGAAAACTTCTGC 
CTOATABAmCCCaATTCTAGACTGTGGGTCGATTTTCGAGCTGACGGTGGTCAATTCCT 



CACftCa^CaCACaca^CACACacaCACACACACftCACACACACCACTTTATGGCAATTCTTA 

ACTGACATTCAATGACTTACTTCTTTTCTTAGAAAATTTCCACCACATTTCTATCCCCAA 

GCCAACATACAATGTGAAATGAAAGCCAGTGCGTGGAGTGCAGCTGCTAAAAATTTTCAG 

CACAGGGCTCTTTCTGACTCTGCTCATGAGATGGTATCAGCCACCCAATGACTGGCGTAT 

CTTGGTCCTGTGTCTTTCTTCITACGCTGTGTTAATGTGTTTACTTTCCATTTGGCAGAG 

AGACAAGAGAGACACCTCCAACTTCGACAAAGAGTTCACCAGACAGCCTGTGGAACTGAC 

CCCCACTGATAAACTCTTCATCATGAACTTGGACCAAAA'TCIAATTTGCTGGCTTCTCTTA 

TACTAACCCAGAGTTTGTCATTAATGTGTAGGTGAATGCAAACTCCATCGTTGAGCCTGG 

GGTGTAAGACTTCaAGCaWSCGTATGTATCaATTCTAGTCTTCCAGGATTCaCGGTGCA " 

CATGCTGGCATTCAACATGTGGAAAGCTTGTCTTAGAGGGCTTTTCTTTGTATGTGTAGC 

TraCTAGTTTGTTTTCTACATTTGAAAATGTTTAGTTTAGAATAAGCGCATTATCCAATT 

ATAGAGGTACAATTTTCCAAACTTCCaGAAACrmTmAATGAACAGACAATGTCAAAAC 

TACTGTGTCTGATACCAAAATGCTTOVGTATTTGTAATTTTTCAAGTCAGAAGCTGATGT 

TCCTGGTAAAAGTTTTTACAGTTATTCTATAATATCTTCTTTGAATGCTAAGCATGAGCG 

ATATTTTTAAAAATTGTGAGTAAGCTTTGCAGTTACTGTGAACTATTGTCTCTTGGAGGA 

AGTTTTTTGTTTAAGAATTGATATGATTAAACTGAATTAATATATGCAAGCTCTTGTTTA 

TATGTCTTTTCTTAAATAGACTACGTTACAGAGGTTACAGACTGAAGATCCAGTTTGTAG 

CCATTAGATAAGCTT 

>H_1.0.0_11510 Homo sapiens hypothetical protein FLJ22S24 (FLJ22S24) , 
[Human_j ongleur_2 01102 .4415 , CI] [SEQ ID NO: 223] 
GGCACGAGGGTCGTGGAAGCTGGCCTGGCCCCCGGAGCTCCCTGGAGTCGGTACTGGGGG 

GCAAATAACACCAGAAACTCCAGGAAGGATCCCTGTTTTAAATCCTTTTGAAAGTCCTAG 
TGATTATTCTAATCTCCATGAACAAACrCTCGCCAGTCCTTCTGTTTTTAAATCAACAAA 
ATTACCAACTCCAGGGAAATTTAGATGGTCTATTGATCAACTAGCTGTAATAAATCCTGT 
AGAAATAGACCCAGAAGATATTCATCGTCAAGCTTTATACTTAAGTCATTCTCGAATAGA 
TAAAGATGTGGAAGACAAAAGACAAAAAGCCATTGAAGAGTTTTTCACTAAAGATGTCAT 
CGTACCCTCTCCTTGGACTGATCATGAAGGGAAACAGCTTTCACAATGTCATTCCAGTAA 
ATGCACTAACATAAATAGTGACTCTCCAGTTGGAAAAAAGCTGACCATTCATTCTGAGAA 
AAGCX3ATGCTGCTTGTCAGACATTGCTGTCTCTTCCTGTGGATTTTAATTTAGAAAATAT 
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ATTAGGTGRCTATTTTAGAGCTGATGAATTTGCaGATCAATCTCCTGGAAACCTCAGTTC 
TTCATCCCTCAGAAGAAAGCTGTTTTTAGATGGGAACX3GAAGCATCTCCX3ACTCCTTACC 

5 TTCTTCTAGCCCTATTCAGGCTAGTGCAAAAAAATACAGCTTGGGAAGCATAACTAGTCC 
TTCGCCTATTTCTTCACCCACTTTCTCACCAATTGAATTTCAGATAGGAGAGACTCCACT 
CTCAGAACAAAGGAAGTTTACTGTTCATTCTCCTGATGCTTCATCTGGAACAAATTCTAA 
TGGGATAACTAATCCGTGTATCAGAAGTCCTTATATAGATGGCTGCTCGCCAATTAAAAA 
TTGGTCTCCTATGAGACTTCAGATGTATAGTGGTGGTACTCAGTATCGGACCTCAGTGAT 

TTCCACAGATGTCTCATCACCCGCCATGGATGCTGCTGGAATACACCTACGGCAGTTTAG 

TAATGAGGCTTCTACCCATGGTACACATTTGGTTGTGACTGCCATGTCTGTTACACAAAA 

TCAGTCCAGTGCTTCTGAGAAAGAATTAGCACTGTTGCAGGATGTTGAAAGGGAGAAAGA 

CAATAACACTGTGGATATGSTTGATCCTATAGAGATAGCAGATGAGACCACTTGGATTAA 
1 5 GGAGCOSGTTGATAATGGCaGTTTACCCaTGACrreATITroTAAGTGGmTTGCCTTCAG 

TATTGAAAACTCTCATATGTGCATGTCACCTCTTGCTGAAAGCAGTGTCATTCCTTGTGA 

AAGCAGTAACATTCAGATGGATAGTGGCTATAATACGCAGAATTGTGGAAGCAATATTAT 

GGATACAGTTGGGGCAGAAAGTTACTGOVAAGAAAGTGATGCACAAACATGTGAAGTTGA 

GAGTAAATCTCAAGCATTTAATATGAAGCAAGACCACACAACACAGAGGTGTTGGATGAA 
20 AACAGCAAGCCCTTTTCAATGCAGCAGTCCATAGAATACCTCTGTCAGAATCAAAGACTA 

AGCTTAAGAGTTCCTCGCATATATCGTTGTGCACAGGATCAACATGATGGTGACTGGGAA 

AAAATTACTTCAAGTAACATGCTTAGCTTTCCCTCCTTAATGTGAAAAATCAAGGGCTTA 

CTGACATAGGAACAACAGAAATGCTCCTGGAACTTCAAGTTGCTGAATTATAAGTTTATT 

TTTTATCAATAAATATTTTTATACTTACATTGAGTGATGTGTTTAACAACAfiATTGTGAC 

ACTGAATTTAGCAGTTCTGAGAACATGTGAAACTATGTTAAAACTGAAGGCACTATATAT 

TTTTACATAAAAGCTTGAACATACAGATGAATTATAACCTATGTGAAGAAATCTTAGATA 

TAAAACTAACTTTTCAAAGATACAAAAGAAATTAAACAGGTTTCCTGAAATTTTAGTTCT 

TGGTCTGTTCACCTCTGTGGGGAAAATTCTTAGTTCCAGTGATAACTGTTCTAGTTACTA 
30 CTTTTAAGTATGTAAATACTAGAAAGGTAGTACTAGTGACATCATCACGTGTATTGTTAT 

CTATGGGGCAAATGTGTGGTGCCCAGAATAAAATATACCTCATGCCTAGGGTAGGGACAT 

CCTTTCCAGCTCAAACGTGGGTAGGGATGTGGGAGAATAAGAATGTGGGAGAACCAAGAG 

AAAAAGTGGGGCTGGGAGAGTGGAGTTCCCGTAGGGCATAGGCCTGTGAAGTAACACTGG 

GGCAGATATGTATGTTMATACAACTATTTTTTTAAAAAACTTATATCCATGTTGGGAGT 
35 AGATGGGTATATAACAGTTTGGAAATACTATCTTTGGAGAATGTATTTTTGTATTTATAA 

ATCAACTTTTAAAAACTGTCTCATTCAAAAGGGAATAATTCATATGTACCCTTAGGAAAT 

AAAGACCTGTGTTATC 

>H_1.0.0_13SS8 AGENCOURT_8840212 Homo sapiens cDNA 5' end cx: gi-22348912/// /clone=rMAGE : S20529S 

/clone_end=5' /gb=BQ933529 /gi=22348912 /ug=Hs . 391664 /len=935 [Human_jongleur_201102 . 5512 .C2] [SEQ 
40 ID NO: 224] 

CCaCGCGTCCGCCCACGCGTCCGTGGAATTTTAAGTCATCaTGACCCTTTGCTACAAATC 

AAGACTTCCCAGGGAACTGTTCCaACTGCTTTGGCATTTGAGCGCCTGGGCAGTTCTGTA 

TTAAGTAACAGCATACCACCTCAGTCTTCAACATACCXSCTCAGCTCAAGAGTCTGCACCC 

CATCTTTTACAACCTCAATTTAGTTTGTTGCCTTCAGCACTTGGGGGATCCCAGCAGACT 
45 CCTCAAGCCTACAGTTCAACTCTCTTTACTAGTTCTACTGCTTCCATTGAAAGAGCTCTT 

CTTCGAGAATGTAGTGTTATTAAACACCATCAGCX3GCCTTCAGGTACCCAGTCAATTCAG 

GCACAACTGACTGGTTCACAGCACTCCTTACATAGTTATCTATCAAATTCAAGTGTAGTT 

AATTTTCAGGAAACAACCAGGCAGTCATCTTTATCCTGTAGCCCAATTGGAGATTCCACT 

CAGGTGAGCAACGGAGGATTACAACAGAAGACCTCCCAGGTCTCAGTGGAACTTGCTCAG 
50 TCTTACTCATCTGCGATTCCATCATCAGGGTATCCTCCTTCTACTACAAAAATAAAAAGC 

IGTTCTACAGAACAACCACTGACATCAACCAAGACCCXITAAACCTCAAAGTATAATTCCT 

CCTGTGCAAACACTAAGCTATTCNCAACCTTTACATAATCAGAGTTCTGTAATATCGGGC 

CAAGCACAAATTTATTCTACAGOSCAGCTACKaAGCCTTTTATCAGTTAGTCAGTCCCAA 

AATTAGGGTTTAGTACAGCCACATAATGTGCCATCTATTGTTCATTCACflGGGTTTATAG 
55 GGTCCAGCAAGGTTGAGAAATTGCCACCCTTGTATAAAACATTGACTTTTTCTGGGTCAT 

CTCaGACTATAACTCCTGAAAATCAGACGCTTAATTATTCATCTAATCAGCAAGAGGTAT 

TGTCTTCAGTTACAAATGAGAATTACCCTGCTCAAACAAGAGATCTGTCTTCAGTAAGTC 

AGTCTCAAAGTTACTCATCTGGTCACTCTCAGGGTTTATCACCAGTTAGCCAGACACAGG 

TTAGCTATTCATCTCAATCACAAGTTTTGTCAGTTGTTAGTCTTTCAGAAAGCTATGCTT 
60 CAGGGGAGTCCCTAACATTAACAGCCCCTTCTCTTTCTTATTCTTCTGCCTCTCGGGCTC 

AGAATTTGCCAGACTCTAGCCCGACCCAGAATTATATTTCTATGCATTCTTCKCAAAATG 

TTCAGACTCAAGAGTCATCATCrCCCCAGTCCCAGAAGTTTTTGCCTGCTGTCCAGTCAT 

CATCTTTTGCATCCTCTACTCATTGTCaGAaiTTAaUUiATAACATAACTTCCCCTGACC 

CSiAAGTCTTATGCTGAAAGAAAGCTTGACTCAGATCTCTATCCATCTTCSiAAGCAAGAAG 
65 ATGGTTTTCCAATGCAAGAGTTACAGGTGTTGCAGCCACaAGCATCTCTKiAGTCATCAA 

CCCAAAGGCTAT C TGATGGAGAAATTAATGCTCAAGAATCAACTTATAAGGTGTCAAAGG 

CAQATGACAGATATTCTCAGAGTGTAATCAGAAGTAATTCCCGTCTTGAAGATCAAGTTA 

TTGGGGTTGCTCTGCAAGCATCAAAAAAAGAAGAAAGTGTTGTTGGTTCAGTGACACAAC 

TTAACCAACAAATTGGCCAAGTCAATAATGCAGCTACCCTTGATCTTAAGAACTCAACTA 
70 ATTTAATACAGACTCCACAAATAAGGTTGAATACTAAAGACTTAAAGCAGCAACATCCTC 

TCATACTTAAGGTGCATGAGTCCAAGGTCCAGGAACAGCACGATCAAATAATTAATGCTT 
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CaTCTa«ATTCAAATTCCAAATMTGCTTTJ«3GGCATGGCCATCa«3GCATCTCTTCCTA 
ATAOiCAGGTCCTTTTAGATTCTGCCTGTGATTTAaWiTTCTrCftGCflGTCAATACTGC 
AGGC3«3(m'TAGGTCAAGTAAAGGCATCTTTACAAGCACAGCGTGTrCAAAGCCCTCAAC 
AAATAGTACATCCCTTCCTTCAGATGGAAGGTCATGTTATTCAAAGCAATGGTGATCATT 
CraVGCMCAACTCCATCCTCAAAATTCTGAAGTTATGAAAATGGACCTCTCTGAGTCTT 
CaAAACCaTTACaACaiACaTCTAACAACAAAGGGCCATTTTAGTGAAACAAATCAACATG 
ATTCRAAGAATCAGTTTGTTTCTCTTGGATCGATGTGTTTCCC3«3AGGCAGTGCTTCTTA 
GTGATGAAAGAAATATTTTATCAAATGTAGATGATATCTrAGCAGCTACAGCAGCAGCIT 
GTGGAGTTACACCTACTGATTTTTCCAAGTCAACTTCAAATGAAACCATGCRGGCTGTTG 
AAGATGGTGATTCTAAATCTCATTTTCAGCAGTCATTAGATGTCAGGCATGTGACTTCAG 
ATTTTAACTCTATGACAGCTACAGTAGGAAAGCCACAGAATATAAATGATACTTCCTTAA 
ATGGAAATCAGGTTACTGTGAACCTTTCACCAGTACCTGCCCTTCAGTCAAAAATGACTC 
TTGATCAACAGCACATTGAAACACCTGGTCAAAATATACCAACTAAAGTAACTTCAGCAG 
TGGTTGGACCAAGTCATGAAGTCCAGGAGCAAAGTTCTGGCCaVrTCAAGAAACAGTCTG 
CrACCAATCTTGAATCTGAAGAAGACAGTGAAGCTCCTGTTGATAGTACATTAAATAATA 
ACAGAAACCAAGAGTTTGTTTCTAGTAGTAGAAGTATAAGTGGftGAGAGTGCTACATCAG 
AGAGTGAATTTACCTTAGGGGGTGACGACAGTGGTGTGTCAATGAACCCAGCTAGGAGTG 
CACTTGCACTGTTGGCCATGGCCCAATCTGGGGATGCAGTCAGTGTCAAGATTGAAGAAG 
AAAACCAAGATTTAATGCATTTTAACCTTCAAAAGAAAAGAGCTAAAGGAAAAGGGCAAG 
TTAAAGAGGAAGACAACAGTAATCAGAAACAGCTGAAAAGACCTGCCCAAGGCAAACGCC 
AGAATCCAAGGGGAACAGATATTTACTTACCGTATACTCCTCCTTCCTCAGAAAGCTGCC 
ATGATGGTTATCAGCATCAAGAAAAAAATGAGACAGAAGATCAAAGAGGTGGAGGAAAAA 
CAACCGGAAGTCAAAACAGGATTTATTGCTTCTTTCTTAGATTTTCTGAAATCCGGGCCC 
AAGCAGCAGTTTTCCACTCTTGCTGTACGAATGCCTAACAGGACTAGACGGCCAGGGACC 
CAGATGGTTCGTACATTTTGTCCCCCACCACTTCCCAAGCCTTCATCTACAACACCCACA 
CCTTTAGTGTCTGAAACTGGCGGTAACAGTCCATCAGATAAAGTTGATAATGAACTTAAA 
AACTTGGAACATTTATCTTCATTTTCTTCTGATSAAGATGATCCTGGATATAGTCAAGAT 
GCTTATAAAAGCGTCTCTACTCCCTTAACTACTTTGGATGCTACTrCTGATAAAAAGAAG 
AAAACAGAMCCCTACAGGTGGCAACTACTAGCCCAACTGCCAATACTACTGGTACTGCT 
ACTACTTCCT(3iACCACTGTGGGTGCflGTTAAGCAAGAACCTCTCCACTCTACTTCATAT 
GCAGTAAATATTCTGGAAAATATAAGCTCTTCAGAATCCTCAAAGCCCATTGAACTTGAT 
GGTTTTCCTTCAGACCAGTTTGCAAAAGGACAGGACACTGTTGCCATAGAAGGTTTTACA 
GATGAGGAGGACACAGAAAGCGGAGGAGAAGGCCAATACaGAGAGCGTGATGAATTTGTG 
GTAAAGATAGAAGACATRGAGACTTTTAAGGAGGCTTTAAAAACAGGAAAAGAACCTCCA 
GCTATTTGGAAAGTACAAAAAGCTTTATTACAGAAATTTGTTCCTGAAATTCGAGATGGT 
CAAAGAGAATTTGCTGCTACAAATAGTTATCTTGGATATTTTGGAGATGCAAAGAGTAAA 
TACAAAAGAATATATGTGAAGTTCATTGAAAATGCAAACAAGAAGGAATATGTCAGAGTG 
TGTTCTAAAAAGCCAAGAAATAAACCTTCACAAACTATCAGAACTGTTCAAGCTAAGCCA 
AGTAGTAGCAGTAAAACTTCTGATCCTCTAGCATCAAAAACTACftACTACAAAAGCCCCT 
TCOGTGAAACCCAAAGTTAAACAGCCAAAAGTAAAGGCTGAGCCACCACCAAAGAAACGG 
AAAAAATGGAAAGAAGAATTTTCATCATCCCAATCTGACrCATCTCCTGAGATCCATftCT 
AGTAGTAGTGACGATGAGGAATTTGAACCTCCCGCTCCCTTTGTCACTCGCTTTTTGAAC 
ACAAGAGCAATGAAGGAAACCTTTAAGAGCTAmTGGAATTGCTTGTTAGCATTGCCTTG 
GACCCTGACACAATGCAAGCCTTAGAGAAGAGCAATGATGAGCTACTTTTACCTCATATG 
AAAAAAATAGATGGCATGCTAAATGATAACCGAAAGAGACTTCTTTTGAATCTTCATTTG 
GATCAATCATTCAAGAATGCTTTGGAAAGTTTTCCTGAACTAACAATAATTACTCGAGAT 
TCTAAAGCAAAGAGTGGAGGAACTGCTATTTCTAAAATCAATIATGAATGGCAAAGCCTAT 
AATAAGAAAACTCTAAGGACTTCTAAAACy^CCACEAAATCTGCACaiAGAGTTTGCTGTC 
GATCCAGAGAAAATACAGTTGTATTCTTTGTATCATTCACTCCATCATTATAAGTACCAT 
GTTTATCTGATATGTAAGGATGAGATTTCTTCGGTGCAGAAAAAAAATGAAGATTTAGGA 
CAGGAGGAAATTGTTCAACTTTGTATGAAAAATGTAAAATGGGTGGAGGACCTCTTTGAA 
AAATTTGGAGAACTTCTAAATCATGTACAGCAGAAATGTTCCTGACTTTTCCACAAAAAT 
CCCATCTTTTTATAGCACTAATGAAATGGCAGATATGGGGTGGTCAAAGATAATCAGATG 



TCCCACCACATTTTTACCCTAATGAATGATTTTTCTATTTTGTAAACCATTGGGTAACTT 
GAGTCATATTTTCAGAAACATTTTTTGACAAATGATGAAGCATGCACTAAGTATAATTTT 
TTTTTATTGCTAGAGAAGTAACaCTTAAAGTAACGATTTTTTTTTTCTGACTCCGGCTAA 
ACACCAGAATGACAGAGAAGTGGCAGAAACCATATGTTTGTACTCACATCTGGCCACAAA 

TATCATCAATTTAAAATATAAAATTTGGAAACTATTCTGCTTTACAGACTCCTTTTACTC 
TTAACATGTTCAGGAAACTGGATGTGGAATTGGTACAATTCTCTGACaSCTTTTTGTGTC 
AAATTATATTGTGATAAAAAAACAATGACATACTATTTTCCCTATCGCAAAGAAAAGTAT 
TTTCX3TTTATACTGTTTTTTCCTTTGGAAAATTTTCAATTGTACATTTTATTTCACTGAT 
AGTTGTATTTTTCACAAGGAAAATGTTGTGGTTATAATTACGTTTGATATATCTCTACAA 
CACCTTTTGTTATTTTCAGTAAATCTTAGTTATATGTTGAATTTCTAATGTGAATTCTAT 
CTTGAGGTAACCATTTTTTTCATACAGATTTGCTTCAGTGTTATCCAGAATATGCATTCA 
GTACTAGAATTAGTTTAGCTTTATAAATAGGGCTGTGTTAGACACTGCAGTAATTTTCTA 
ATTCATAAAATAAACTTCTTACTAAACTAGCACTTGATTAACTTGTTGAGGTAAAAATCT 
AACTACATTTACATTTTGAAGAATAAAACTGATAATTAGACTATTTGCAGTGTTAAACAC 
AGCTTCCTTAACTCTTAGAACTGGAAGTTGTAGAGCTCTCCTTTTGGTGCCTTTCCAGCC 
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TTTATACACACTATTGTAGCTTTCTTAGGTTTGATAGGTAGCGTTTCAAGTAGTTTAGCT 
GAGACAGTGAATGTATTAGGTTCAACATGACCTTGTGTTTTATTTGTGTTTGCCAACAGG 
ATGCCTTATTTGTTTGAGAAAAAGATGTACTAGTGTCATTCTAAACTATCTCCTTTTTTA 
GGATTCTAAAGAAGTTAATCATCATCCITTTGTTTATTTTACmCCaTTTAGTGCCTTAA 
ATCCTATCaaGAAAGCflGTCTTACTGCTCAATGCCCAAATAAGACACGCGGATATTGCTft 
TTGTCTTGCTTTTGAGTTAACaGGCCAACTTTTTATACTTAAAaCOrCAGTAAACrrGGCA 
AAGAATTGAAGGTAATGTGATTTGATTTGAGAATAAAACATTGTAGCATTGGGTGAAAAA 
TGAGTATTTGAGTTAAGCTTACATATTTATTTCTGATGGTTATCTTATTAAAAGCAATAA 
TCCTTAATACTGTACTlGCCATTAGACTAGGTACTCT^GTAATGGAAGTTTCTCTCAAGGG 
TTAAATGTTCCATTTTTGAAAGTTTTAAAAAACCTGTTTGGGTGGTTTATTTTGAAAACA 
AAAGTAACCTATTAGATTCATTTTGCCTAACTCATATGAGAGATGCAGAGTATCAACAGT 
GGGAGCATCATAAAATGAATTTTCCAAGTGGAGAGGAGTAGGAAGCAGCCATATGATAGT 
ATTGACTCTGGACAGAATTGATGTCTTTCGTTTCCAAAGTGCAGAGTAGGGAACTACATT 
TCCTAATGTGGCATTGTAAATATACATCTTTATATTACTCTTCCAGCCTACGTTCCTAAA 
TCATTGATAATTTAAATATTTTTTAAAGCCACCTTAATTTAGGTAGCTCTTGGAATCX3AT 
GTTTGAATTCACTAGCCACATTTTCTTCATGATATGCCTCGTGGCAAACAAAGATGTTTC 
CTTAAGATGAATCTTACATTTCCCATAGAAAATAACCCATTTCCTTTGGCACTGCAGTTG 
CCCTCAAACTGCTTGCftGTTCTATTCATTTTAGTACAACAAAGGTTTTCATAATATGGGA 
GGCCAAGTCTATGATACTGCCTCAAAGAGACCCTATTGTGTAGftTGCATCATCTTCTCTC 
ATTTGATCCATAGAGCATAGGCAAAGATGTCAACCTCAGGCCTTAGAGAAAAGTGGAAAT 
GTTATTATGACAGCC3GTCCATGAGTTATCGCTTTGTATGAAGTTAAATACAGTCATGCGT 
TGCTTAACAGCAGGGATACATTCTGAGAAATGCATTGTTAGGCAATTCCGTTGTGCGAAC 
ATCCTAGTGTACTTACACAAACCTAGGTGGCATAGCCCACAACGTACCCAGGCTATATGG 
TAAACCTGTACAGCATGTTACTGTACTGAATACTGTAGGCAGTTGTAACACAATGGTATT 
TGTGTATCTAGACATAGAAAACATACAGTAAGAATATGGTATTATAATCTTACGGGACCA 
CTGTCAAATACGCGGTCTGTCTTTGAAAAGTTGTAATGCGGCGCATCACTATAAATACCT 
AGCTGGTTAGCATTTACATTCCTTGCCAGGGAGTTTGAAATTTATACTATAGAAATAACT 
TTAGGTTTTAGGTAGAGTTAAAGAGGTAAAGCACATGTTGCCACAACCCAGGAAAGTATT 
TTTAAGAAAGATTGGATTTTCCTACCTrrAGAGATCTAAAAAAAATTTAATATAAAAAAT 

CATTTTCATTATAACCCAATTTCCACTTATTTGAACTCTTAAGTCftTAAATGTftTAATGA 
CTTATGAATTAGCACAGTTAAGTTGACACTAGAAACTGCCCATTTCTGTATTACACTATC 
AAATAGGAAACATTGGAAAGATGGAGAAAAAAATCTTATTTTAAAATGGCTTAGAAAGTT 
TTCAGATTACTTTGAASftTTCTAAACTTCTTTCTGTTTCCAAAACTTGAAAATATGTAGA 
TGGACTaVTGOVTTAAGACTGTTTTCAflAGCTTTCCTCACSVTTTTTAAaGTGTGATTTTC 
CTTTTAATATACATATTTATTTTCTTTAAAGCflGCTATATCCCAACCCATGACTTTGGAG 
ATATACCTATAAAACCAATATAACAGCAGGGTTATTGAAGCAGCTTTCTCAAATGTTGCT 
TCAGATGTGCAAGTTGCAAATTTTATTGTATTTGTAGAATACAATTTTTGTTTTAAACTG 
TATTTCAATCTATTTCTCCAAGATGCTTTTCATATAGAGTGAAATATCCCAGGATAACTG 
CTTCTGTGTCAGTCGCATTTGACGCATAACTGCACAAATGAACAGTGTATACTCTTGGTT 
GTGCATTAACTTACATGTATAATTTTTGGCATCTGTGTTCACAAATGCATGTGTTAGCAA 



TAGTCCAGCGTTTTCATTTGGTCCATAACACAATGTATGGAAATGTGAAAGACAATTTTG 

>H_1 . 0 . 0_21542 Human mRNA for cardiac troponin I err gi-37427/// [Huinan_jongleur_201102 .9882 .C3] 
[SEQ ID NO: 225] 

CTCCTGCCATTCCCGGCCTGAGTCTCAGCATGGCGGATGGGAGCAGCGATGCGGCTAGGG 



CGGAGCTGCAGGACTTGTGCCGACAGCTCCACGCCCGTGTGGACAAGGTGGATGAAGAGA 
GATACGACATAGAGGCAAAAGTCACCAAGAACATCACGGAGATTGCAGATCTGACTCAGA 
AGATCTTTGACCTTCGAGGCAAGTTTAAGCGGCCCACCCTGCGGAGAGTGAGGATCTCTG 
CAGATGCCATGATGCAGGOSCTGCTGGGGGCCCGGGCTAAGGAGTCCCTGGACCTGCGGG 

GGCGGAAGAACATCGATGCACTGAGTGGAATGGAGGGCCGCAAGAAAAAGTTTGAGAGCT 
GAGCCTTCCTGCCTACTGCCCCTGCCCTGAGGAGGGCCACTGAGGAATAAAGCTTCTCTC 
TGAGCTGA 

>H_1.0.0 125034 Moderately similar to CLUS_HUMAN Clusterin precursor (Complement-associated protein 
SP-40,4oT (Complement cytolysis inhibitor) (CLI) (NAl and NA2) (Apolipoprotein J) (Apo-J) (TRPM-2) 
[H. sapiens] as: gi-lS15586/// zm89e05 . si Homo sapiens cDNA 3' end /clone=IMAGE: 545120 /clone_end=3 ' 
/gb=AA075716 /gi=161558S /ug=Hs . 394353 /len=62S . [gnl |UG | Hs#S4a4558] [SEQ ID NO: 22S] 
TCACGTATCGCAAGGGGCTTTTATTGGATTAGTTGCGTGGGGGAATCAGTTCTTCCCGAG 
AGCAGCAAGTGCAGGCATTAGTGTACAGAATCCAGAGGAAGGGCAGGCTGCTTGGGTGAG 
GCCTACTCGCCTGGAGACATGTGGAGTTCTCTAGGGGTCTGCAGCCACCTCGGGGAGCTG 
GGAGATTCCCTCCCAGACACTCCTACATATAGGAAGGTGATGCTTCTATCTCATTCCGCA 
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GAGACCCGAAGGTAAGTACTTGTCTTCGNCCTGTGTGAAGGTTAGCCAACTGGGAAACCC 
AGTTTGAACTGGTCGTTCSGCrrGCTCCAGCAGGGAATGAGGTGTTGAGCATCTTTCGAC 
TGGAAAGACTGCAGCAGTTCa?roTaOT<3CTCTGTNAGCCTTTCGGCACCTGGAGCGAGT 
CGTTAAGTCCTGGGCAGGTTAGCTGG 

>H_1.0.0_1S024 UI-H-BIl-abz-f-03-O-UI.sl Homo sapiens cDHA 3' end cr: gl-S140309/// 

/clone=IMAGE: 2713493 /clone_end=3 ' /gb=AW13S17S /gi=S140309 /ug=Hs. 370779 /len=397 .Weakly similar to 

YZA1_HUMAN HYPOTHETICAL PROTEIN [H. sapiens] [Human_jongleur_201102.S858.C2] [SEQ ID NOs 227] 

TGATTCTTCAGCTGACTGCAAGAGGGTTTATTGTACACGAGTTACACTTGGCCAC3iAGAG 

AACAGAGCTAGTCCAGAGTGCCGGGGGTCCAGGGCAGAGGGCCAGCGGGACTGTTTTGGT 

TGTGAGGAAGGTGGTCATTTTTCCAGGTGATCTCGGCGAGGTGACGTTCCGGGTCTACTG 

AGACTTATTACCGATGGCAGCATACAGTCCGATCGCTTGTTCCGGGCTTCAGCATCCCTT 

ACTTCTGCTCCTGCAGGCTTCGTGGGTGCACGGGCTGGTTTACTTGGACCTCTGCCTCAT 

GCAGGAGTCTCAAGGAAGATGGCCTCGTGCCG 

>H_1.0.0_2410 Homo sapiens death-associated protein kinase 3 (DAPK3), miaiA cr: gi-4557510/// 
[Human_jongleur_201102.336.Cl] [SEQ ID NO: 228] 

GCCAGAGCGGCGCTTCGGGGGCCCGCGGAGGACGAGGGAGGGAGAGAATCTGAGGAGCTG 
GGTTGCCATTAGGGGACTCCTGAGGTCCTATCTCCAGGCTGCGGTGACTGCACTTTCCCT 
GGAGTGGAAGCTGCTGGAAGGCGGACCGGCCGCCATGTCCACGTTCAGGCAGGAGGACGT 
GGAGGACCATTATGAGATGGGGGAGGAGCTGGGCAGCGGCCAGTTTGCGATCGTGCGGAA 
GTGCCGGCAGAAGGGCACGGGCAAGGAGTACGCAGCCAAGTTCATCAAGAAGCGCCGCCT 
GTCATCCAGCCGGCGTGGGGTGAGCCGGGAGGAGATCGAGCGGGAGGTGAACATCCTGCG 
GGAGATCCGGCACCCCAACATCATCACCCTGCACGACATCTTCGAGAACAAGACGGACGT 
GGTCCTCATCCTGGAGCTGGTCTCTGGCGGGGAGCTCTTTGACTTCCTGGCGGAGAAGGA 
GTCGCTGACGGAGGACGAGGCCACCCAGTTCCTCAAGCAGATCCTGGACGGCGTTCACTA 
CCTGCACTCTAAGCGCATCX3CACACTTTGACCTGAAGCCGGAAAACATCATGCTGCTGGA 
CAAGAACGTGCCCAACCCACGAATCAAGCTCATCGACTTCGGCATCGCGCACAAGATCGA 
GGCGGGGAACGAGTTCAAGAACATCTTCGGCACCCCGGAGTTTGTGGCCCCAGAGATTGT 
GAACTATGAGCCGCTGGGCCTGGAGGCGGACATGTGGAGCATCBGTGTCATCACCTATAT 



CTCAGCCGTGAACTACGAOITCXSACBAGGAGTACTTCAGCAACACCAGCGAGCTGGCCAA 



CCTGGAACATTCCTGGMTAAGGCGATCCGGCGGCGGAACGTGCGTGGTGAGGACAGOSG 
CCGCAAGCCCGAGCGGCGGCGCCTGAAGACCACGCGTCTGAAGGAGTACACCATCAAGTC 
GCACTCCAGCTTGCCGCCCAACTVACAGCTACGCCGACTTCGAGCGCTTCTCCAAGGTGCT 
GGAGGAGGCGGCGGCCGCCGAGGAGGGCCTGCGCGAGCTGCAGCGCAGCCGGCGGCTCTG 
CCACGAGGACGTGGAGGCGCTGGCCGCCATCTACGAGGAGAAGGAGGCCTGGTACCGCGA 
GGAGAGCGACAGCCTGGGCCAGGACCTGCGGAGGCTACGGCAGGAGCTGCTCAAGACGGA 
GGCGCTCaAGCGGCAGGCGCAGGAGGAGGCCAAGGGCGCGCTGCTGGGGACCAGCGGCKT 
OAGCGCCSCTTmGCCGCCraGAGAACCGCTACGAGGCGCTGGCCAAQCAAGTAGCCTC 
CGAGATGCGCTTCGTGCAGGACCTCBTGCGCGCCCTGGflGCAGGAGAAGCTGCAGGGOGT 
GGAGTGCGGGCTGCGCTAGGCGCAGTGGGGTGGGCCAGGCCCCAGGACAGCCGGAGCTCG 
GCCTGCGGTGGGGGCGCTTCCTGTGGACGCTGCGCCTCCCATCGCCCGGGTGCCTGTCCT 
TGCCCAGCGCCACCAGGCTGGAGGCCGflGTGGGAGGAGCTGGAGCCAGGCCCGTAAGTTC 
GCAGGCAGGGGTGGGTGTGGGACGGGGCTGCTTCTCTACACAGCCTCTACGCTGGCCTTC 
ACCTTCACCCCTGCATCGTCGGTGACCCTGGGACCCTCCAGGCAGCGTGGCCTGTGGCAC 
CGTGAGGGTTGGGACCCACCGAGGCGCAGAGGCGGCCCGAATGCAGCCCTGGTTCAGGCC 
CGGAGGAGGGTTTGCGGGTAGTTGCAOSGACAATTCGGCGGGGTGCTGCCTGTTGCTGCC 
ATTAGCCCAGGAGGAGGTCX3TGGGACGGGGAGGGTGGGATGGACGGCGGACAGGCAGTCC 
CCACGCTGCTGGGTGGCGCCGGGCTTGGTGGGGTCTTCCACTGTGTGCCCTTCTCGCCGA 



GCCTGTGGACGCCTAGGCAAGAGCGGCCCTCTGCAGCCAAGAGAAATAAAATACTGGCTT 
CCAGAT 

>H_1.0.0_60877 Homo sapiens, KIAA0186 gene product, clone MGC:13345 IMAGE: 4333 095, mRNA, complete 
gi-15214811/// [Human_jongleur_201102.cl. 20423. singlet] [SEQ ID NO: 229] 



TGAGGCGCCGAGAGCCCAGATACCATTTTGGCGTGAGAGCTGGTGGTTGGCAAGGCCGCG 
GGAGTGGGAAGCGTCCGCCATGTTCTGCGAAAAAGCCATGGAACTGATCCGCGAGCTGCA 
TCGCGCGCCCGAAGGGCAACTGCCTGCCTTCAACGAGGATGGACTCAGACAAGTTCTGGA 
GGAGATGAAAGCTTTGTATGAACAAAACCAGTCTGATGTGAATGAAGCAAAGTCAGGTGG 
ACGAAGTGATTTGATACCAACTATCAAATTTCGACACTGTTCTCTGTTAAGAAATCGACG 
CTGCACTGTAGCATACCTGTATGACCGCTTGCTTCGGATCAGAGCACTCAGATGGGAATA 
TGGTAGCATCTTGCCAAATGCATTACGATTTCACATGGCTGCTGAAGAAAK3GAGTGGTT 
TAATAATTATAAAAGATCTCTTGCTACTTATATGAGGTCACTGGGAGGAGATGAAGGTTT 
GGACATTACACAGGATATGAAACCACCAAAAAGCCTATATATTGAAGTCCGGTGTCTAAA 
AGACTATGGAGAATTTGAAGTTGATGATGGCACTTCAGTCCTATTAAAAAAAAATAGCCA 
GCACTTTTTACCTCGATGGAAATGTGAGCAGCTGATCAGACAAGGAGTCCTGGAGCACAT 
CCTGTCATGACCATGCGCCGAGGCACTTCCAGGCTTCACTCAACTCATGGACTCCTCTGT 
ACTCACTCTCTCCACCACTCCCTTCACCTCCCTCTTTGATTTTAGAAGCTATAGACATTG 
TTTAAGATAACTAAGAATACTTGGCTAAGAAGTATAATTTGCTAACTATTAAGGACTTTC 
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TTTTTTTAATGTTGTACACTATTCTTCCTACTCrTTTTTGGTTTTGGTTTTGTTTTGTAG 
AGAOTGTCTCaCTATGTTGCCCAAGCTGGTCTOUUiCTCCTGGCCTCAAGCAGTCCTCCC 
ACCriTAGCTTCTC3iAAGTGTTGAGATa«a«jGa3TGAGCCACTGCACCCGGCCCCTACTC 
CTTTTTCTAATAAGCTGTATCTGTAATCaCAGCATTCCTACAGTTGTTACAGTGTGTTTT 
TTAAATGAAAGTAAACATGGTTACATTTGAATCTCfrTAAATAAGCAGTCACTTGGCTGGA 
CAGGAAGAAGGTAGATCCTGTGTGTCTTGTTTTCrGGTCaTGTGTATTGTACAAGCTAGA 
GAGCTGAATTTCTGAGATACACATTTTCAAATCACATGCAAGTGAAGATGATGGTCTGTA 



AGGAAGGACACACaTGGATTTTGCACTVTTTCCACCATGGTGGCTGGTGTGGCTTGTGGCT 
ATGGGGTGATCACCAGTATCACCACTTTGGAAGGGGACAGTGAAATTGGGGCTAGAGAAG 
GAACTTTGTAC3VGTTTTCCCTGAGATTCAGATTGACTGAAAAGTCACATGAAGAGTTGAT 
TGTCTTTTAATGGTATGTTTTAAACAGCTGACATTTTAAATTTTGATGAAATCCAGTTTA 
TTCGTTTGTTCTTTTATGCTTTGGGTGTTGCATCCGAGAAATCTTTTCCCATCCCAAGAT 
CACAATTTTTTTTCCTTTTTACTTCTAGAAGTGTTATAATTTTAAGCTTTATACTTTGGT 
CTATGACCC 

TGGAGCCTGGGTGATAGAGTGAGACA 



i cr: gi-22049761/// 



ACGCTCTGACCICTGCCTCTACACTCTGTCAAGTTGAACCTGTGGGAAGATGGTTTGAAG 
CTTTTGTTAAGAGGAGAAAOVSAAATGCTTCTOCCTCTTTTCAGGAACTGGAGGATAAGA 
AAGAGTTATCCEAGGAATCAGAAGATGAAGAATTGCAGTTGGAAGAGTTTCCCATGCTGA 
ARACACTTGATCCCAAAGACTGGAAGAACCAAGATCATTATGCAGTTCTTGGACTTGGCC 
ATGTGAGATACAAGGCTACACAGAGACAGATCAAAGCAGCTCATAAAGCAATGGTTTTAA 
AACATCACCCAGACAAACGGAAAGCAGCTGGTGAACCAATAAAAGAAGGAGATAATGACT 
ACTTCACTTGCATAACTAAAGCTTATGAAATGTTATCTGATCCAGTGAAAAGACGAGCAT 
TTAACAGTGTAGATCCTACTTTTGATAACTCAGTTCCTTCTAAAAGTGAAGCAAAGGATA 
ATTTCTTCGAAGTGTTTACCCCAGTGTTTGAAAGGAATTCCAGATGGTCAAATAAAAAAA 
ATGTTCCTAAACTTGGTGATATGAATTCATCATTTGAAGATGTAGATATATTTTATTCTT 

AAGCAGAATGTCGTGATGAGAGGAGATGGATTGAAAAGCAGAACAGAGCAACAAGAGCaC 
AAAGAAAAAAAGAAGAAATGAACAGAATAAGAACATTAGTTGACAATGCATACAGCTGTG 
ATCCAAGGATAAT^AAAGTTCAAGGAAGAAGAAAAAGCCAAGAAAGAAGCAGAAAAGAAAG 
CAAAAGCAGAAGCTAAACGGAAGGAGCAAGAAGCTAAAGAAAAACAAAGACAAGCTGAAT 
TAGAAGCTGCTCGGTTAGCTAAGGAGAAAGAAGAGGAGGAAGTCAGACAGCAAGCATTGC 
TGGCAAAGAAGGAAAAAGATATCCAGAAAAAAGCCATTAAGAAGGAAAGGCAAAAACTTC 
GAAACTCATGCAAGACCTGGAATCATTTTTCTGATAATGAGGCAGAGCX3GGTTAAAATGA 
TGGAAGAAGTGGAAAAACTTTGTGATCGGCTTGAACTGGCAAGCTTACAGTGCTTGAATG 
AAACACTCACATCATGCACAAAAGAAGTAGGAAAGGCTGCTTTGGAAATiACAGATAGAAG 
AAATAAATGAGCAAATCAGAAAAGAGAAAGAGGAAGCTCAGGCTCGTATGCGACAAGCAT 
CTAAGAACACAGAGAAATCAACTGGTGGAGGTGGAAATGGAAGTAAAAATTGGTCAGAAG 
ATGATCTACAATTACTAATTAAAGCTGTGAATCTGTTCCCTGCTGGAACAAATTCAAGAT 
GGGAAGTTATTGCTAATTACATGAACATACATTCTTCCTCTCGAGTCAAAAGAACTGCCA 
AAGATGTTATTGGCAAAGCAAAGAGTCTCCAAAAACTTGACCCTCATCAAAAAGATGACA 
TAAATAAAAAGGCATTTGATAAGTTCAAAAAAGAACATGGAGTGGTACCTCAAGCAGACA 
ACGCAACGCCTTCAGAACGATTTGAAGGTCCATATACAGACTTCACCCCTTGGACAACAG 
AAGAACAGAAGCTTTTGGAACAAGCTTTGAAAACATACCCAGTAAATACACCTGAAAGAT 
GGGAAAAAATAGCAGAAGCGGTGCCTGGCAGGACAAAGAAGGACTGCATGAAACGATACA 
AGGAACTTGTCGAGATGGTAAAAGCAAAGAAAGCTGCTCAAGAACAAGTGCTGAATGCAA 
GTAGAGCCAAGAAATGACAATCTTTGTTGTGTGTGCATTTTTATAATAAAACTGAAAATA 
CTGTAAACATTTTCATTCTTAAAATTATACTCATGGTAATAATTTGAAAGT 

>H_1.0.0_61535 Homo sapiens cDNA FLJ3S22S fls, clone THYMU2001018 , moderately similar to MOBl 
PROTEIN si: gi-21752445/// [Human_jongleur_201102 . cl . 22024 . singlet] [SEQ ID NO: 231] 
ACTTCCGCCCCCTCCGCCTGCCATTGGAACTAGCTGAGCCGAACTAGTTGCGGCCACCGA 

TCTTCTTTCCTGQCCCACGCCGCTCCGAGGCCTCGCGACCGCCGAGCCTGCAGCCTGCCC 
CGCGGCCAACATGAGCTTCTTGTTTGGTAGTCGCTCTTCTAAAACTTTTAAACCAAAGAA 
GAACATTCCAGAGGGTTCTCACCAGTATGAGCTCTTAAAACACGCAGAAGCCACACTTGG 
CAGTGGCAACCTTCGGATGGCTGTCATGCTTCCTGAAGGGGAAGATCTCAATGAATGGGT 
TGCAGTTAACACTGTGGATTTCTTCAATCAGATCAACATGCTTTATGGAACTATCACAGA 
CTTCTGTACAGAAGAGAGTTGTCCAGTGATGTCAGCTGGCCCAAAATATGAGTATCATTG 
GGCAGATGGAACGAACATAAAGAAACCTATTAAGTGCTCTGCACCAAAGTATATTGATTA 
CTTGATGACTTGGGTTCAGGACCAGTTGGATGATGAGACGTTATTTCCATCAA.£iAATTGG 
TATAATTAATTTTTGTAAGGGGGATCCATCATGATTTATCTTTTATATGTTTATAGAATT 
TTCCTCCCTCTTTCCACTATATCTAGTCGGAGAGTTCTTTATGGCTGTGTTGATATATGT 
ATATGTTACGCAGTTCCCAAGAAGAGGCACAAAAGTTTGTTAACCCAGTGGTAAAATAAG 
CTAGTGCTTTTAAATGCTTAAT 
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TAGCTGaAAGTATAGGXTTATTAGAAAATAAATGATCTCCCTCTCTTAAGGTARTTATTT 

TTGaTGATATTCTAGATTAAAGTATCACTGAGTTrATTTTCAGACAATGATAGCATTTTT 

TAACACTTTAAAAAAATTATGATCATCATTGAGAATAAACTTACTTCCCTGAAGTAAGGG 

AAAGGCTTAAGAAGCCCTTTCAGTAGftAAGTrCTAGATGGAGGGTTATTCCTATTCTAGG 
5 AACCATGGTAAATTACCATACaTAACaTATATTTrTAATCrTATGCACTTACAGGT<3TTC 

TATGTTTTTCATACCAAATTTATCATGAACATTAAGGTAAACCCTCTATTTTATTTTATT 

TATITTAATCTAAATTTTTCATTTTTTGGGAGACRAGAGTATCTCTGTATTGCCCAGGCT 

GGAGTGCAGTGGCGTGATCTTGGCTCACTGCAGCCTCCACCTCCCGGGTTCAAGTGATTC 

TCTTGCCTCAGCATCCTAAGTAACTGGGACTACAGACGCGTGCCACCACGCCCAGCTAAT 
10 TTTTTTGCATTTTTAGTAGAGACAGGGTTTCACCATGTTGGCCAGGCTGGTCTCGAACTC 

CTGACCTCAAGTGATCTACCCACCTCGGCCTCCCAAAGTACTGGGAACCCTCTCTATAAT 

TTTAAATGATGAGATCAGTATATCTAGGATAGTAACAAAATCTGGCCCAAAAAACAGAAT 

GGATATTGAGTAGATTGCTAATAACATCTGCCACAGTTGTATCTACTTATTTAGGGAAGT 

TCATATGGCTTCTATCCAGTGTTATTTAGTAATATATTTG'IGATCAAAAGGGAGTTTGAA 
15 TTTATGACCCACAATATGAATCTTACAGATTCAGATATTAAGCTATGTGAGAAGAAAACA 

AGATTTGAGGGGTTGCTGTATCaTCGGCTGAGTGACTTTGCriTTTTTGTATTTACTTTTA 

AGGGCAGACTTATCAAGTAGAAATTGTTTACGTTTAGATAGTCATGTTTTTGCCTTCTCTi 

AACTTCTGACAACTGATTGTCTCATVAAAGCTAAGAATCTGCTCCTGTAATGTTAGAACTT 

TTTGACATTTTACGATTTTTTTTGAAAAAAAAATGTGACAACAATATAAATAGTTGTTGT 
20 TATGGAGTACTTTAAACATATTTATTGAATGCATTAACCACTTGGAACTTTTTTAATAAA 

AGAGCAATTTTTCAAG 

>H_1.0.0_113724 Moderately similar to S12207 hypothetical protein (B2 element) - mouse [M.musculus] 
as: gi-20365192/// UI-E-EJl-aka-c-14-O-UI . rl Homo sapiens cDNA 5' end /clone=UI-E-EJl-aka-c-14-0-UI 
25 /=^°'^^-^°'^=S' /9'^=^Q18S«*1 /9i=203S5192 /ug=Hs. 373409 /len=566. [gnl|UG|Hs#S4404983] [SBQ ID NO: 

AAGATGATGTTACTCCAATATGCAGATGACCTCATCAGGGCAGCCATCCAACATGGACAC 
GTGCACAATGGCCACTCAAGAGCTCCTAGGACCTCTCCAATGCCTGAGATACTTGATGGA 
TGTGCACCAAGAAGGCCCAACTCTGCAACCGGAATGCCACATACTTGGGATTCCATGAAG 
GGAGGAAGTCCTAGTTTATGTCATGTGAACa«3GAAATCTTGGGTTCGCGAGATGGCTCAA 



TACAGGGTACTTATGTTTAATAATAAATAAATCTTTGAGCCAGAGTGAGCAAGTTTGACC 
AAAGCGAGCGGGGCCGAGTGGAGCTAGTAAAGGTCCTAAAATTTCAATTCCGAACAACCA 
CATGAAGGCCCACAACSATCTGTACAGCTACAGTGTACTCACATAAAATAAAGAAATCTT 
35 TNNNNHNNIINNHNlini^^ 

>H_1.0.o_59S8 Homo sapiens serine (or cysteine) proteinase inhibitor, clade F (alpha-2 antiplasmin, 
pigment epithelium derived factor), member 1 (SERPINFl) , mRNA cr: gi-4505708/// 
[Human_jongleur_201102.1833.Cl] [SEQ ID NO; 233] 
GGAGCCCCCTCAGTGTGCAGGCTTAGAGGGACTAGGCTGGGTGTGGAGCTGCAGCGTATC 
40 CACAGGCCCCAGGATGCAGGCCCTGGTGCTACTCCTCTGCATTGGAGCCCTCCTCGGGCA 
CAGCAGCTGCCAGAACCCTGCCAGCCCCCCGGAGGflGGGCTCCCCAGACCCCGACAGCAC 
AGGGGCGCTGGTGGAGGAGGAGGATCCTTTCTTCAAAGTCCCCGTGAACAAGCTGGCAGC 
GGCTGTCTCCAACTTCGGCTATGACCTGTACCGGGTGCGATCCAGCATGAGCCCCACGAC 
CAACGTGCTCCTGTCTCCTCTCAGTGTGGCCACGGCCXITCTCGGCCCTCTCGCTGGGAGC 
45 GGAGCAGCGAACAGAATCCATCATTCACCGGGCTCTCTACTATGACTTGATCAGCAGCCC 
AGACATCCATGGTACCTATAAGGAGCTCCTTGACACGGTCACTGCCCCCCAGA.!\GAACCT 
CAAGAGTGCCTCCCGGATCGTCTTTGAGAAGAAGCTGCGCATAAAATCCAGCTTTGTGGC 
ACCTCTGGAAAAGTCATATGGGACCAGGCCCAGAGTCCTGACGGGCAACCCTCGCTTGGA 
CCTGCAAGAGATCAACAACTGGGTGCAGGCGCAGATGAAAGGGAAGCTCGCCAGGTCCAC 
50 AAAGGAAATTCCCGATGAGATCAGCATTCTCCTTCTCGGTGTGGCGCACTTCAAGGGGCA 
GTGGGTAACAAAGTTTGACTCCAGAAAGACTTCCCTCGAGGATTTCTACTTGGATGAAGA 
GAGGACCGTGAGGGTCCCCATGATGTCGGACCCTAAGGCTGTTTTACGCTATGGCTTGGA 
TTCAGATCTCaGCTGCAAGATTGCCCAGCTGCCCTTGACCGGAAGCATGAGTATCATCTI 
CTTCCTGCCCCTGAAAGTGACCCAGAATTTGACKTTGATAGAGGAGAGCCTCACCTCCGA 
55 GTTCATTCATGACATAGACCGAGAACTGAAGACCX3K3CAGGCGGTCCTCACTGTCCCCAA 
GCTGAAGCTGAGTTACGAAGGCGAAGTCACCAAGTCCCTGCAGGAGATGAAGCTGCAATC 
CTTGTTTGATTCACCAGACTTTAGCAAGATCACAGGCAAACCCATCAAGCTGACTCAGGT 
GGAACACCGGGCTGGCTTTGAGTGGAACGAGGATGGGGCGGGAACCACCCCCAGCCCAGG 
GCTGCAGCCTGCCCACCTCACCTTCCCGCTGGACTATCACCTTAACCAGCCTTTCATCTT 
60 CGTACTGAGGGACACAGACACAGGGGCCCTTCTCTTCATTGGCAAGATTCTGGACCCCAG 
GGGCCCCTAATATCCCAGTTTAATATTCCAATACCCTAGAAGAAAACCCGAGGGACAGCA 
GATTCCACAGGACACGAAGGCTGCCCCTGTAAGGTTTCAATGCATACAATAAAAGAGCTT 



>H_1.0.0_21590 Homo sapiens, similar to sphingosine kinase, clone MGC:40267 IMAGE : 5213270, mRNA, 
complete cds cr: gi.-22539642/// [Himian_jongleur_201102 . 9905 . C4] [SEQ ID NO: 234] 
GAAAAGTTTGAGGCCGGAGGGAGCGAGGCCGGGGAGTCOSCTCCAGCGGGGCGCTCCAGT 
CCCTCAGACGTGGGCTGAGCTTGGGACGAGCTGCGTTCCGCCCCftGGCCACTGTAGGGAA 
CGGCGGTGGCGCCTCCCCAGCAAACCGGACCGACTCGGTAGGGCCGCCCACCCTGCCTTC 



TATCCCT 



70 




CCGGGAGCGGCTCCCACGAGCGCCGCGCGCGTOSCSiACGGAGCGGGGCCCTGAGAAGCGC 
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GCGCCraCGGCTCCCACCGCTCIGGAGCTCCGGGaiGGGGACaaSGCaiACCTGGATGGCT 
G(X3CaGGGATCCTCTCCCJ«3AACTTCGTGCCCflGCRATGTCCX3CTCAAGTTCTGGGATTT 
TTACGCAGCTGGACTCCCCTCCCCCTGGCAGCCCCX3AGGGGTCCAGCCGCCGCAGGGAAT 
GACGCCGGTGCTCCTACAGCCACGGCTCCGGGCGGGGAAGGCGAGCCCCACAGCCGGCCC 
TGCXSACXSCCCGCCTGGGOiGmcCGATAAGGAGCTGAAGGCAGGAGCCGCCGCCAaSGGC 
AGCGCCCCCACAGCGCCAGGGACCCCCTGGCAGCGGGAGCCBCGGGTOGAGGTTATGGAT 
CCAGCGGGCGGCCCCCGGGGCGTGCTCCCGCGGCCCTGCCGCXS'TCiCTGGTGCTGCTGAAC 
CQGCGCXSGCGGCAAGGGCAAGGCCTTGCAGCTCTTCOGGAGTCACGTGCTVGCCCCTT'rTG 
GCriGAGGCTGAAATCTCCTTCACGCTGATGCTCACTGAGCGGCGGAACCACGCGCGGGAG 
CTGGTGCGGTCGGAGGAGCTGGGCCGCTGGGACGCTCTGGTGGTCATGTCTGGAGACGGG 
CTGATGCACGAGGTGGTGAACGGGCTCATGGAGCGGCCTGACTGGGAGACCGCCATCCAG 

TATGCTGGCTATGAGCAGGTCACCAATGAAGACCTCCTGACCAACTGCACXSCTATTGCro 

CTCTTCTCTGTGCTCaGCCTGGCCTGGGGCTTCaTTGCTGATGTGGACCTAGAGAGTGAG 
AAGTATCGGCGTCTGGGGGAGATGOSCncaCTCrRMGCaCCrrTCCTGCSTCTGGCAGCC 
CTGCECaCCTACCXSCGGCCGACrGGCCTaCCTCCCTGTAGGAAGAGTGGGTTCCAAGACA 
CCTCCCTCCCCCGTTGTGGTCCMCaGGGCCCGGTAGATGCACaCCTTCTGCCACTGGAG 
GAGCCflGTGCCTTCTCACTGGACAGTGGTGCCaSACBAGGACTTTGTGCTAGTCCTGGCA 
CTGCrGCACTraCACCTGGGCAGTGAGATGTTTGCTGCACCCaTGGGCCGCTGTGCAGCT 

TT(3CTGGCCATGGAGAAGGGCAGGCATATGGAGTATGAATGCCCCTACTTGGTATATGTG 
CCCGTGGTCGCCTTCCGCTTGGAGCCCAAGGATGGGAAAGGTGTGTTTGCAGTGGATGGG 
GAATTGATGGTTAGCGAGGCCGTGCAGGGCCAGGTGCACCCAAACTACTTCTGGATGGTC 
AGCEGTTGCGTGGAGCCCCCGCCCAGCTGGAAGCCCCAGCAGATGCCACCGCCAGAAGAG 
CKCTTATGACCCCTGGGCCGCGCTGTCCCTTAGTGTCTACTTGCftGGACCCTTCCTCCTT 



AGGGTGAGAAGGTGGAGGCTATGCTTTGGGGGGACftGGCCAGAATCAAGTCCTGGGTCaG 
GAGCCCMCTOGCTGGGCCaffiCIGCrTATGTAflGGCCTTCTAGTTTGTTCTGAGACCCC 
CACCCCACGAACCAAATCCAAATAAAGTGACaTTCCC 

>H_1.0.o_15972 Homo sapiens proteasotne (prosorae, macropain) inhibitor subunit 1 (EI31) (PSMFl) , 

cr: gi-5303122/// [Human_jongleur_201102 . 6827 . CI) [SEQ ID NO: 235] 

ATTCGCGGCCGCTGCAAGAACCAGCGCAAGAGGGAAGCGGAGTTATAGCTACCCCGGCCG 

CGGAGCCGGCTCACTGeftCTACCCCCGCCCCCTTCTTrCCTCCAGACGCCGAAGTCGCGG 

GCGCTCATGGCGGGCCTGGAGGTACTGTTCGCATCGGCAGCGCCGGCCATCACCTGCAGG 

CAGGACGCGCTCGTCTGCTTCTTGCATTGGGAAGTGGTGACACACGGTTACTGCGGCTTG 

GGTGTCGGTGACCAGCCGGGTCCCAATGATAAGAAGTCAGAACTGCTGCCAGCTGGGTGG 

AACSiACAATAAAGACCTGTATGTCCTCCGGTATGAGTATAAGGATGGGTCCAGAAAGCTC 

CTTGTGAAAGCCATCACCGTGGAGAGCaGCATGATCCTCAATGTGCTGGAATATGGCTCA 

CAGmAGTGGCAGACTTGACCETGAACTTGGATGRTTATATTGATGCAGAACACCTGGGT 



GACCCTTTTGGGCCTCGGAGAGGTGGCATGATTGTGGATCCCCTGAGATCTGGCTTCCCA 
AGAGCACTTATTGACCCTTCCTCAGGCCTCCCGAACCGACTTCCTCCAGGCGCTGTGCCC 
CC&GGAGCTCGCTTTGACCCCTTTGGACCKaTTGGGACCAGCCCACCCGGACCrTAACCCA 
GACCATCTCCCCCa3CCGGGCTACGATGACATGTACCTGTGAAGGCCTCAAGAATGTAAC 
ATCCCAGGCTTCCCTCCATTCTCCTGGAGCTGCCACCGCTGTCCCCATCAGCAACCATGT 
TCTTGCAGGCTGGGGGCAAGGGATTCTGCTCATGTGTGTGGAGACCGGCTGGGATAGCCT 
(XKCAC(X:CTTATCAGAGCCaAGACACCTGCTGGAGCrCTCCACCTAGCTi3GAGATAGCT 
CCCAAAGAGAAATCAGTGTGTCTCTTTCACCATCAGCTCCTCCCCTTTCACCACCAGCTC 
CTCTCCACTTCCCAAGGGAGACTCCGGCTiACCTTCflGCAACATATATCCTaGACCAGATG 
CAGTGCTATAAGAACAGAACGCATTTTGGATGTTATTATTAAGAACCAAATGTCAATACA 
GAATTCATGTTGCCGGTTTCCCACTTTrCTTTTTACATTAATGCATAGCTGCTTCCATTT 
ATGAGACTTTAGAGTTTGAGTTTCTGTAGGGCTGAATGACTCTTTTTCCTGCCCAGGGCC 
CATTCTTGCTTCTCAGGCACCTTCCGTTTATTAATTGCCATTGCTCCTGACATCACTAAG 
ATCGGTCCCCTTCTGGCTGCATGAATGGAAATGAGTGACrraGAAATCCCATAGGCCACAA 
GAATGACTTTCACAAGGGCAGGAACATTGTGGAAAGACTGCATCATTCTGATGAGGCAAA 
ATCCTCCAGCTATTCCTGTCTGGGCCAGTTTTGTAGGTCCATCTGTGCATGGGCAGCACT 
AGTCACAAAGCCAAGGAAAAAACAGAGCAGACCTGAAGGCTAATCTTATTTTTGCCACTA 
ACTTAGTGAATGACCCTAAGCAAGTTCCTTCTCCTCTTAGGGCCTTGTGCCTU^GCCTATG 
AAATTGGAGGTGGCTTTCCTGCTCTAAAGCATTTTGATGTCTCATTCTGTGTTTGGTAAC 
CCCTATAAACTGGGGCAGAGGAAAAGAATGATGGTTCAAGGCCATACTTCCCTTGAACCT 
TGTGTGGTTCTTGCCTAACTCTGTGGTTTTTGGACCCCATGGGGCCCAGACAGAGCACAG 
GAGCATGGGCTGCCTCTGAGTGTGGTGTTGAACTTCGGGAGGAGCAGGGAGCCCTGCACC 
TTGTGTCCTGGCCCACCTGACCTTTGGTGTTCTCCGGATCCTTTTCHGCCCGAGGCCTGA 
CAGACGCGGGCAGTGATGAGCCCTGTTCTGGAGTGGAAAGAGCAOSATAGAGCACCAGGC 
TAAGAGGCACGAGATCAAGGCGGTAGTCaCTTCCGCTCTGCAGCTAGCaTTTCAACCaTA 
TGTCGATCCTTTCATTTCTCAGCTCCCTGGATTCCTTCCCCTAAATTAGGACCTATTATT 
TACCTGTAGGTAAGCAAGCTACTGTAGCTCTTCTGAGGTATCTCCCAGGCTGTTTTCTGT 
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AGCCTCAGATTGCCTATCTGCTTAGCCTGAGAACAGGTMATGAAAACTTiAACTGATGCC 

TAGGCCCAGGGTCAGTCTCAGATGGAAGCTGGGCCTGGGTGGGGAGGCTAGCATGCGTGG 

CTCCCTGGGTATTTCTGTCAGTCCCCATGGCAAGCAGTGATTTAGTAAAACACCCCAGAG 

TraGGGAAGCCAACCACCTTGAAACCTTTAGGACATCTCTGCTTTGGAGAAAGACCCAGA 
5 GATCAGGCAGAGGTGCRGATTCAftTCftTTACTCSiTAACCrTIGAGAGaTGTCaCATGGGA 

GGAGTGTTflGTCTTTGTTTTGGAGTTGGGCmTTCTTGCACCXrcrCAGGACTTAGAGCAG 

TTO3CTCATAAAGACATCCTTTATTATAAAAGG7UVGTATTTATAGGATGATAGAGACCAT 

CAGATAGAAGCAGGGGGGGTAGATAACTTTTAGGACXMTGATGTGTGGAGAAGATAAAAT 

TTAAACAATAAATTTGCCACTTAGATTTTCTflGCACCACRGTCCGACGAAAGATAGTTAT 
1 0 ATACAACATTCTGTTTTCTGATAACAACTGTGATTCACCTTCAGAATTGGCCATTTTTTT 

TGTGAGTTTCCTTGCATCAAGGACaCTGAGABACACBGTCATrGTCTTAGGTCTTCTATG 

GGAGGAAGTGAATAGAGCCTTTAGGAACTTCCTGGTCAAGCTrATGGTCCTTATTTTGAT 

CTGGGCCACTTCCCTCCTTCCAGTCATGAGTAATCATCAAGGAGCaAGTTGGAGTGTTTC 

AGGTGTATATTTTGTAGAACCCAAAAGATTGGAGCCTTAACAATAAACATCAGAGCX3GCC 
15 GCGAATTC 

>H_1.0.0_4691 Homo sapiens, hypothetical protein similar to CG7943, clone IMaGE:4827S50, mENA cr: 
gi-1991353S/// [Human_jongleur_201102.1275.C6] [SBQ ID NO: 236] 



CTGGGATTTCTGGCCTCCTCACCTCGGGACCGCTGACTGTGGAGTGTCAAAGACGGAACA 

GGGTTTAGTGATCTTGTCCAACCCCCTCCCCGCTTTTCACAGACTGGGGAAATGGAGGCC 

TGGAGAACGGAAATCCAGTTATCAAAATTGACTCCAGAAGAGflGAACCTAACAGAACAAT 
25 AACAATGGAAGAAATTGGGAATATTATCAAAAAGCTATCATTCTGTTAAACTCCAGGCTT 

GGATGGTGTTACAGGTTTAAAAAAAAAAAAAAGAAAAAGTCCTTCRTGRAAAAAGAAGAA 

CTTAAGCAACATGATGGATTCflGAAGCTCATGGABAGAGACCACCAATACTAACATCTTC 

GAAACAAGATATGTCACCTCATATTACAGATTTAGTGAAATGAAGCATTACTTGTGTGGC 

TGCTGTGCAGCCTTCAACAACGTCXSCAATCACaTTTCCCATTCAGAAGGTCCTCTTTCCA 
30 CAACRGCTGTATGGCaTCAAAftOGGGGGATGCAATACTTCAGTTGAGAACGGATGGATTT 

CGAAACTTGTATCGGGGAATCTTTCCCCGATTGATGCSUSAflGACAACTACACTTGCACTT 

AOSTTTGGTCTGTATGAGGATTTATCCTACCTTCTCCaCAflGCATGTCAGTCCTCCaGftG 

GACATTGCTTCAAGACe&CAAGCACCATGACAAATTTGCCHACATTTATCAGGCTTTCAA 
35 GGCACTGAAATGTCATGGAATTGGAGAGTTTTATCGAGGGTTGGTGCCCATTCTTTTCCA 

GAATGGACTCAGCAATGTCTTTTTTTTTTCGGCCTTCGAGGTCACGTTAAGGAGCATCTG 

CCTflCCGCGACGACTCACAATTCTCATTTGGTCAATGATTTTATCGGTGGAGGTCTATTG 

GGTGCCATGTTGGGATTCCTGTTTTCTCCAATTAATGTTGTAAAAACTCGCATACAGTCT 

CAGATTGGTGGGGAATTTCAGTCTTTCCCCAAGGTTTTCCSUWkAATCTGGCroGAACGG 
40 GACAGAAAACTGATAAATCTTTTC3«3AGGTTCTCRTCTGAATTACCATCTGTCCCTTATC 

TCTTGGGGCRTAATCAATGCAAAGGTTATftTGAAAAAAARCaTCAGTTAAGTGCCACTTA 

TCIAACTGAATAGACCTTCTAAGAAGAATGCAGTTTGGCCTCTTCCTTAATTGGCCAAATA 

CAAGTTGGTGTCATAACTCCAGGaaCACTTTTGAAGaCCAGACTGCAAATATATTACCA 

GGGATGGTTTTGTGTTGTCCTACAGACTTCTTAAATTTGATAAAAATTCAGCGGAACTTG 
45 TAACCAACAGCTTTGTCTGAACTTGAAGTCAAAATGTGTTGTTAATAAGAGATTCTAGCT 

ATTGCTTTTACCTTCAGTGTGAACCAGTGTGGTAATAATTTTGA 

>H_1.0.0_28568 603077S15P1 Homo sapiens cDNA 5' end cr: gi-15943S75/// /clone=rMAGE;51S9579 

/clone_end=5' /gb=BI832125 /gi=15943S75 /ug=Hs.llS415 /len=717 [Human jongleur 201102 . 14SS3 .CI] [SEQ 

ID NO: 237] - = _ 

50 CCAATGTGCTGGTACGGCCGGAGTACGGGATGGGCCATGGCACTCTTAACACCCCAGGGA 

GTGAAAGAAGTCTTCCAATTTCAGAGACCACAAGGTOGGGAGCGCCTGCGGAGGCTTCTG 

AACTGGGAGGAGTTTGACGAACAGAGAGACTCCOGGAGGAGCATCCTGCTGGACACCCTC 

TACGAGAGCATCATCTTTGCaiGTGGGCAAAGGCITCCCATGGGTGGAGGTGGCCEAGGTG 

GTCAflGTTmCAGAAGAGCTGCTAfiGGGAflACaw«3GTTCAGTCCaGGAGCCCAmCM 
55 CEmCCAGCIGTGTAGGAATGCCaGCAGAGGCCTGATGATGGCAATGACGGTGACAATGG 

CATTACTTATTGAGTGTTTACTGTGTACCAGGCACTGTGGAAAGCACCACATATGCATGC 

TGTCGCCTAATCTCACGAGGTAGAGATTTTTATTGCCTOrATTTTACAGGCTGCTCEATT 

ACTGAGGCTGTGACGATCCTGGGGAACAAGCTTAGAGATTACCGGGGCCATTTCAACACC 

ACCCaCCTGCTGGCCCTCTGTGACTACTTCCaCCACACCTTCftTCaSCCACTACaAACTC 
60 TACCAGTATGTCCTGGGCCAGGACCAGCAGGTCGACCTGACCGTTGCCCACCTGGAGGTG 

TGCATGCCACCCCATCCCCTCCCGCTGGCCGAGGGCATCGACAGGGACTTGTGGATCCAC 

GAGCAGCAGGTGGCCACACTGACGGAGGCCGAGGCACAGAAGCGCGCCGACGTGCTGCTC 

CTGAAAGAGGCGCTGCGCCTGGAGCGGGAGAACTCGCTGCAGAAGGCGTTCGCTGCCGCC 

GCGCCTGCGCAGCCCGGCCAGGTCCTGGAGAGACAGGAGTTGGAGAGCCTCATCTGCCAG 
65 GCAGTCCACACCCAGATGGAGCTCCTGCAGGAGCTGCTGCAGCX3CCAGATCCAGAACACA 

TTCacCATCTTGGACCTGAAGCTTCMAAGAAGACrCTGAACCTCAACGCCCCCACCCCT 

ATCCCG(X:CCCCATCACCAGCmCGCAGGCCaGGAGGftAGCECTGAAGCCCCAAAGSGCG 

CTGGGGACCAG(XACC<:aTAAa:ATaAGa:TTGCGGCS\affiTGAGCrrCAGCACCCACAGA 
70 GAGACTTCTTGTGATTAAAAGAAACAAACCC 



20 
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>H_1.0.0_40132 Homo sapiens golgin-245 mRNA, complete cds si: gi-1173564/// 
[Hmiian_jongleur_201102.cl. 746. singlet] [SEQ ID NO: 238] 
TAATTCaGACAGTCTCAACAAAGAACAGTTGATTCAGCGGTTGOSAAGAATGGAACGAAG 
CTTAflGTAGCTACRGGGGaAAATATTCTGAGCTTGTTACAGCTTATCAGATGCTTCAGAG 
5 AGaGAAGAAAAAGCTACAAGGTATATTAAGTCAGAGTCAGGATAAATCACTTCGGAAAAT 
AGCAGAATTAAGAGAGGAGCTCCBiAATGGACCaMSCflGGCAAAGAAACATCTGCAAGAGGA 
GTTTOATGCATCTTTAGAGGAGABACaTCAGCATATCMGTGTTCTCCAAACTCAGGTTTC 
TCTACTGAAACAACGATTACGAARTGGCCCGATGAATGTTGATGTACTGAAACCACTTCC 
TCMCTGGAACCACAGGCTGAAGTCTTCACTAASGAAGSGAATCCAGAAAGTGATGGAGA 

1 0 GCCAGTAGTGGAAGATGGAGCTTCTGTAAARACACTGGftAACACTCCAGCAAAGAGTGAA 
GCGTC3U«3AGAACCTACTTAAGCGTTGTAAGGAAACAATTCftGTCACATAflGGAACAATG 
TACACTATTAACTAGTGAAAAAGAAGCTCTGCAAGAACAACTGGATGAAAGACTTCAAGA 
ACTAGRAAAGATAAAGGACCTTCATATGGCCGAGAAGACTAAACTTATCACTCAGTTGCG 
TGRTGCSiAAGAACTTAATTGAACAGCTTGAACAAGATAAGGGAATGGTAATCGCAGAGAC 

1 5 AAAACGTCBGATGCATGAAACCCTGGAAATGAAAGAAGAAGAAATTGCTCAACTCKGTAG 
TCGCATCAAACAGATGACTACCCAGGGAGAGGAATTACGGGAACAGAAAGAAAAGTCCGA 
AAGAGCTGCTTTTGAGGAftCTTGAAAAAGCTTTAAGTACAGCCCAAAAAACAGAGGAAGC 
ACGGAGAAAACTGAAGGCftGAAATGGATGAACAAATAAAAACTATCGAAAAARCTWSTGA 
GGAGGAACGCATCAGTCTTCAACAGGAATTAAGTCGGGTGABACSGGAGGTTGTTGATGT 

20 AATGAAAAAATCCTCaGAAGAACAAATTGCTAAGCTACaGAAGCTTCATGAAAAGGAGCT 
GGCCAGAAAAGAGCAGGAACTGACCAAGAAGCTTCAGACCCGAGAAAGGGAATTTCAGGA 
ACAAATGAAAGTAGCTCTTGAAAAGAGTCAATCAGAATATTTGAAGATCAGCCAAGAAAA 
AGAACAGCAAGAATCTTTGGCCCTAGAAGAGTTAGAGTTGCRGAAAMAGCAATCCTCAC 
AGAAAGTGAAAATAAACTTCGGGACCTTCAGCAAGAAGCAGAGACTTACAGAACTAGAAT 

25 TCTTGAATTGGAAAGTTCTTTGGAAAAAAGCTTACAAGAAAACGAAAATCAGTCAAAAGA 
TTTGGCTGTTCATCTGGAAGCTGAAAAAAATAAGCACAATAAGGAGATTACAGTCATGGT 
TGAAAAACftCAAGACAGARTTGGAAAGCCTTAAGCATCSGCSGGATGCCCTTTGGGCTGA 
AGAACICaWSTCTTAAAGCaACaATATCAGACTGAAATGGAAAaACTTAGGGAAAAGTG 
TGAACAAGAAAAAGAAACATTOTTGAAAGACAAAGAGATTATCTrCCflGGCCCACATAGA 

3 0 AGAAATGAATGAAAAGACTTTAGAAAAGCTTGATGTGAACC3«ACAGAACTAGAATCRTT 
ATCTTCTGAACTGTCAGAAGTATTAAAAGCCCGTCACAAACTAGAAGAGGAACTTTCTGT 
TCTGAAAGATCAAACTGATAAAATGAAGCAGGARTTAGAGGCCAAGATGGATGAACAGAA 

GACTGAGAAGGCATTAftSiAGATCAAATTAATCAACTTGflGCTTCTCTTGAflGGAAAGGGA 
3 5 CAAGC ATTTGAAAG AGC ATCAGG CTCATGTAGAAAATTTAGAGGCAGATATTAAAAGGTC 
TGAAGGGGAACTCCAGCAGGCATCTGCTAAGCTGGACGTTTTTCAGTCTTACCAGAGTGC 
CACACATGAGCAGACAAAAGCATATGAGGAACAGTTGGCCCAATTGCAGCAGAAGTTGTT 
GGATTTGGAAACAGAAAGAATTCTTCTTACCAAACAGGTTGCTGAAGTTGAAGCACAAAA 
GAAAGATGTTTGTACTGAGTTAGATGCTCACAAAATCCAGGTGCAGaACTTAATGCAGCA 
40 ACTTGRAAAACAAAATAGTGAAATGGAGCAAAAAGTAAAATCTTTAACCXaAGTCTATGA 
GTCCAAACTTGAAGATGGTAACAAAGAACAGGAACAGACAAAGCAAATCTTGGTGGAAAA 
GGAAAATATGATTTTACAAATGAGAGAAGGACAGAAGAAAGAAATTGAGATACTC&CACA 
GAAATTGTCAGCCAAGGAGGACAGTATTCATATTTTGAATGAGGAATATGAAACCAAATT 

45 GTTAAAGAAA7VAATTACTGGATCAGGAAGCCAAACTTAAGAAAGAGCTTGAAAATACTGC 
TCTAGAGCTTAGTCAGAAAGAAAAACAGTTTAATGCCAAAATGCTGGAAATGGCACAGGC 
TAACTCAGCTGGAATCAGTGATGCAGTGTCAAGACTGGAAACAAACCAAAAAGAACAAAT 
AGAAAGTCTTACTGAGGTTCATCGACGAGAACTCAATGATGTCATATCAATCTGGGAAAA 
GAAACTTAATCAGCAAGCTGAAGAACTTCAGGAAATACATGAAATCCAATTACAGGAAAA 

50 AGAACAAGAGGTAGCAGAACTGAAACAAAAGATCCTCCTATTTGGGTGTGAAAAAGAAGA 
GATGAACAAGGAAATAACATGGCTGAAGGAAGAAGGTGTTAAGCAGGATACAACATTAAA 
TGAATTACAGGAACAGTTAAAGCAGAAGTCTGCCCTiTGTGAATTCTCTTGCACAAGATGA 
AACTAAACTGAAAGCTCATCTTGAAAAGCTAGAGGTTGACTTGAATAAGTCTCTGAAGGA 
AAATACriTTTCrrTCAAGAGCaGCTAGTTGAACTGAAGATGCTGGCftaAAGAAGATAAGCG 

55 GAAGGTTTCTGAGTTGACTAGaU\GTTGAAAACCACAGATGAAGAATT(XAGAGTTTGAA 
ATCriTCACaTGTiAAAAAGTAAaWiAAGCCTAGAGGACAAGAGCTTGGAATTTAAAAAACT 
GTCTGAGGAACrrAGCGATTCa«3CEAGATATTTGCTGTAAGAAAACCGAAGCCTTATTAGA 
AGCTAAAACAAATGAGCTAATCAACATTAGTAGTAGTAAAACTAATGCCATTCTTTCTAG 
GATTTCTCATTGTCAGCACCGTACAACTAAAGTTAAGGAGGCACTGTTAATTAAAACTTG 

60 CACAGTTTCTGAATTAGAAGCACAACTTAGACAGTTGACAGAGGAGCAAAATACACTAAA 
TATTTCTTTTCAACAGGCTACTCATCAGTTAGAAGAAAAAGAAAATCAAATTAAGAGCAT 
GAAGGCTGATATTGAAAGTCTTGTAACAGAAAAAGAAGCCTTACAGAAGGAAGGAGGCAA 
TCAGCAACAGGCTGCTTCTGAAAAGGAGTCTTGTATAACACAGTTGAAGAAAGAGTTATC 
TGAAAACATCAATGCTGTCACATTGATGAAAGAAGAGCTTAAAGAAAAAAAAGTTGAGAT 

65 TAGCAGTCTTAGTAAACAACTAACTGATTTGAATGTTCAGCTTCAAAATAGCATCAGCCT 
ATCCSAAAAAGAAGCAGCCATTTCATCACTAAGAAAGCAGTATGATGAAGAAAAATGTGA 
ATTGCTGGATCAGGTGCAAGATTTATCTTTTAAAGTTGACACTCTGAGTAAAGAGAAAAT 
TTCTGCTCTTGAGCAGGTAGATGACTGGTCCAATAAATTCTCAGAATGGAAGAAGAASGC 
ACAGTCAAGATTTACACAGCATCSWACACTGTTAAAGAATTGCAGATCCAGCTTGAGTT 

70 AAAATCAAAGGAAGCTTATGAAAAGGATGAGCAGATAAATTTATTCAAGGAAGAGCTTGA 
TCAGCAAAATAAAAGATTTGATTGTTTAAAGGGTGAAATGGAAGACGACAAGAGCAAGAT 
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GGAGflAAftWMAGTCTAATTTAGAAACaGAGTTaAAGTCTCAAACAGCAAGAATTATGGA 
ATTAGAGGftCCATATTACCCftGAAAACTATTGAAATAGAGTCCTTAAATGAAGTTCTTAA 
AAATTAaUVTaiACaAAAGGATATTGAACaCAAAGAATTGGTTaWSAAACTTCaU^CATTT 

5 ACTTGAAAACCAAGTTTATTCCATGAAAGCTGAACTTGAAACTAAGAAGAAAGAATTAGA 

ACATGTGAATTTAAGTGTGAAAAGCAAAGAGGAGGAGTTAAAGGCATTGGAAGATAGGCT 

TGAGTCAGAAAGTGCTGCA7VAATTAGCAGAGTTGAAGAGAAAAGCTGAACAARAAATTGC 

TGCCATTAAGAAGCAGTTGTTATCTCAAATGGAAGAGAAAGAAGAACAGTATAAAAAAGG 

TACAGAAAGCCATTTGAGTGAGCTAAATACAAAATTGCAGGAAAGAGAAAGGGAAGTTCA 
1 0 CATCTTGGAAGAAAAACTTAAGTCAGTGGAAAGTTCACAGTCAGAAACATTAATTGTACC 

CAGATCAGCAAAAAATGTGGCAGCATATACTGAACAAGAAGAAGCAGATTCCCAAGGCTG 

TGTGCAGAAGACATATGAAGAAAAAATCAGTGTTTTACAAAGAAACTTAACTGAAAAAGA 

AAAGCTATTGCAGAGGGTAGGGCAGGAAAAAGAAGAGACAGTTTCTTCTCATTTTGAAAT 

GCGAIGCCAATACOUMAGCSCTIAATAAAGCTAGAACaTGCTGnGGCAAAGCAACATGA 
1 5 AGATCAAAGTATGATAGGTCATCTTCAAGAGGAGCTTGAAGAAAAAAAC7W3AAATATTC 

CTTGATAGTAGCCCAGCATGTGGAAAAAGAAGGAGGTAAAAATAACATACAGGCAAAGCA 

AAACTTGGAAAATGTGTTTGACGACGTCCAGAAAACCCTCC3«3GAGAAGGAACTAACCTG 

TCAGATTTTGGAGCAAAAGATAAAAGAGCTGGATTCCTGCTTAGTAAGACAGAAAGAAGT 

ACATAGAGTTGAAATGGAAGAGTTGACCTCAAAATATGAAAAATTACAGGCTTTACAACA 
20 GATGGATGGAAGAAATAAACCCACAGAACTTTTGGAAGAAAACACTGAAGAAAAGTCCAA 

ATCACATTTGGTCCAACCCAAATTGCTTAGTAACATGGAAGCCCAGCACAATGATCTGGA 

GTTTAAATTAGCCGGGGCAGAACGGGAGAAACAGAflACTGGGCAAGGAGATTGTTAGATT 

GCAGAAAGACCTTCGAATGTTGAGAAAGGAGCATCAGCAAGAATTGGAAATACTAAAGAA 

AGAATATGATCAAGAAAGGGAAGAGAAAATCAAACAGGAGCAGGAAGATCTTGAACTGAA 
25 GCACAATTCCACATTAAAACAGCTGATGAGGGAGTTTAATACACaGCTGGCACAAAAGGA 

ACAAGAGCriGGAAATGACKATAAAAGAAACTATa^TAAGGCCCHGGAGGTGGAGGCTGA 

ACTTTTAGAAAGCCATCAAGAAGAGACAAATCAGTTACTTAAAAAAATTGCTGAGAAAGA 

TGATGATCTAAAACGAACflGCaUiAAGATATGAAGAAATCCrTGATGCTCGTGAAGAAGA 

AATGACTGCAAAAGTAAGGGACCTGCAGACTCAACTTGAGGAGCTGCAGAAGAAATACCA 
3 0 GCAAAAGCTAGAGCAGGAGGAGAACCCTGGCAATGATAATGTAACAATTATGGAGCTACA 

GACACAGCTAGCACAGAAGACGACTTTAATCT^GTGATTCGAAAITGAAAGAGCAAGAGTT 

CAGAGAACAGATTCACAATTTAGAAGACCGTTTGAAGAAATATGAAAAGAATGTATATGC 

AACAACTGTGGGGACACCTTACAAAGGTGGCAATTTGTACCATACGGATGTCTCACTCTT 

TGGAGAACCTACCGAATFTGAGTATTTGCGAAAAGTGCTTTTTGAGTATATGATGGGTCG 
3 5 TGAGACTAAGACCATGGCAAAAGTTATAACCACCGTACTGAAGTTCCCTGATGATCAGAC 

TCAGAAAATTTTGGAAAGAGAAGATGCTCGGCTGATGTCATCGCTCCGATCTTCATCTTG 

AAGAAGAGTGACATTGGGTGACTGCTGCTTGGAAAACTGTCCACACTTGCTACTCTTTGA 

GAATGAAGTTGTCATTCAGGGCCCCTCATGTAGCCAAAAGACCAAGAAAAATCTGGCCCA 

CflGATAAGTTGCAGACTGCCTTTAAAATAGATTTTATCAGTGGAGAAATGGTCATAGTTT 
40 TTICTTmGTTTTCTCTTGGGAAGAGTTTTATGTTGTTTAAAAGATATTTTGATAACTTA 

ACCTGCTTTATGGGCTTACaTAATATTCCTTTCATCCa^TTCTTTTTAAAGAACGGCTTAC 

CTTTCCTATTTATTTTTAGGGTGATTTTTTAAAAAGACTTGTGCAATACaTTTTGAGGTG 

AAACITAGTGGATTTTTTCTGATAAATTAGAGCaTTTAATTGACrATTTTATTCflGGTTG 

ATCTGTTGAATATTTGCTAAAGACCAGTTCTTTAAGCTAAGACATGTAAAAAATCCCAAA 
45 TGGmGTACCICATTGTTTACTTAGCTTTTGTACTTATATTTTTCAGAGGAAAAAACACT 

ACTGTAAATTGTGAATAGCCAATACaTflACTGTATTGTATGCAAATCTGTGATTGTTGGC 

AGTGTCATCTCTGAGAAACAGATAAATAAAGTTTATTTACTATATAACanmSINNNN^^ 

NNNNN 

>H_1.0.0_31804 Homo sapiens cDNA: FLJ2124S fis, clone COL0119S, highly similar to AF005S32 Homo 
50 sapiens phosphodiesterase l/nucleotide pyrophosphatase beta (PDHP3) miaiA cr: gi-10437313/// 

/gb=AK024399 /gi=1043 7313 /ug=Hs . 264750 /len=3180 .Weakly similar to PC1_HUMAN Ectonucleotide 

pyrophosp [Human_jongleur_201102. 18041. Cl] [SEQ ID NO: 239] ~ 

GTTAGTTAGAGTAGTGTTTTCCAAAGGGTGTACTGCAGTCTACAGGATTTTGATAATCTT 

TTCATTAGAGGAGTATTCAAGCTTTATTTAACCAAGGGGGTTGTCATAGAACTCATGTTC 
55 CATGGAACCAAACTTTGAGAATCACTGCCTTAGGGTCACTGAAACTAGAAGAGTTTAGCA 

TCCACTATTTGCTAAAATTCTCTTTGACCAACACTATTATTAATTTAGCTTCTTTCATCA 

CCAAACTGTAACCCCTTTTCAGCATGGAGTACACATGCTAGGATGCaCCAGTCTAGATAC 

ATAAGAAAATAGTGAATTTAAATTGATTAGTGAAAATTGCTTGGATTTGGGGAGTTAGAA 

GTCTTGGGTATCAGTTCTAGTTCTGGCACCTAGTAAATAATTTTGAGCAATAAGTCATAT 
60 AIAATAACTTAATTTAAATAATCAGAGCCTTAATTTGCTCATCTAAAAACAAGAATAAAA 

TGTTTATAAGGGATATTTTTAAGTTTGACTTGAGCTAATGTGTATAAAAACTTGTCAAAT 

TGTGAACACTGTAAAAAGCAAGATATAATTATCACAGAACTAAGTACTTTATATTGGTTC 

AGCAGAGTTTCAGAATTTCTACTGTTGTCAAAGCACATGTTTTGCTATGTTGATTTTCAG 

CTGCTATGAAGTTTATAGAAAAGCGGAAAGTCTGAAATTTCTGTGACAAGGCTTTTTGTT 
65 CGGGGTTATTTTTAAAGAAAACAGAAGATCGGATTGCATTAAAATTTGATGATTGTGTTA 

TTCTTGTTATATATGTCTTGACTAGTATTTAGTAAAAGTTATAAGGAAAAAAGGAGCAGT 

TGTCTGCSiATATACTAGAAATGAACTTTAATCTTTTCACACGATTCriTATTACAACATTT 

TTTCCTCTCTCCAGATTGCCCAATCACTGAAGAGCTGTGATCrrcCTAAACAGTTAAAAG 

TCAGGCACAGCTATGTAACTCATAGAGTTTCTCTTTGCCAGACIAGACTAASGAAGGAGC 
70 ACTACTTTATTCTGATAAAACAGGTCTATGCAGCTACCAGGACS^TGGAATCTACGTTGA 

CTTTAGCaACGGAACAACCTGTTAAGAAGAACACTCTTAAGAAATATAAAATAGCTTGCA 
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TTGTTCTTCTI<X:TTTGCTGGTGATaiTGTCACTTGGATTflGGCCTt3G<3GCTTGGACTCa 
GGAaACTGGAAAAGCAAGGCaGCTGCAGGAflGAAGTGCTTTGATCCATCRTTTAGAGGAC 
TGGAGAACTGCCBGTGTGATGTGGCaTGTAAAGACEGAGGTGATTGCTGCTGGGATTTTG 
AAGACMCTGTGTGGAATCAACTCGAATATGGATGTGCAATAAATTTCGTTGTGGAGAGA 
CCAGATTAGAGGCCAGCCTTTGCTCTTGTTCAGATGACTGTTTGCAGAGGAAAGATTGCT 
GTGCTGACTATAAGAGTGTTTGCCAAGGAGAAACCTCATGGCTGGAftGAAAACTGTGACA 
CAGCCCAGCAGTCTCAGTGCCCAGAAGGGTTTGACCTGCCACCftGTTATCl"roTTTTCTA 
TGGATGGATTTAGAGCTGAATATTTATACACATGGGATACTTTAATGCCAAATATCAATA 
AACTGAAAACATGTGGAATTCATTCAAAATACATGAGAGCTATGTATCCTACCAAAACCT 
TCCCAAATCATTACACCATTGTCACGGGCTTGTATCCGGAGTCACATGGCATCATTGACA 
ATAATATGTATGATGTAAATCTCAACAAGAATTTTTCACTTTCTTCAAAGGAACAAAATA 
ATCCAGCCTGGTGGCATGGGCAACCAATGTGGCTGACAGCAATGTATCAAGGTTTAAAAG 
CCGCTACCTACTTTTGGCCCGGATCAGAAGTGGCTATAAATGGCTCCTTTCCTTCCATAT 
ACATGCCTTACAACGGAAGTGTCCCATTTGAAGAGAGGATTTCTACACTGTTAAAATGGC 
TGGACCTGCCCAAAGCTGAGAGACCCMGTTTTATACCM^TGTTTTTTGAAGARCCTGATT 
CCTCTGG ACAT GCAGGTGGACCAGTCAGTGCCAGAGTAATTAAAGCCTTACAGGTAGTAG 
ATCATGCTTTTGGGATGTTGATGGAAGGCCTGAAGCAGCGGAATTTGCACAACTGTGTCA 
ATATCATCCTTCTGGCTGACCATGGAATGGACCAGACTTATTGTAACAAGATGGAATACA 
TGACTGATTATTTTCCCAGAATAAACTTCTTCTACATGTACGAAGGGCCTGCCCCCCGCG 
TCCGAGCTCATAATATACCTCATGACTTTTTTAGTTTTAATTCTGAGGAAATTGTTAGAA 
ACCTCAGTTGCCGAAAACCTGATCAGCATTTCAAGCCCTATTTGACTCCTGATTTGCCAA 
AGCGACTGCACTATGCCAAGAACGTCAGAATCGACAAAGTTCATCTCTTTGTGGATCAAC 
AGTGGCTGGCTGTTAGGAGTARATCAAATACAAATTGTGGAGGAGGCAACCATGGTTATA 
ACAATGAGTTTAGGAGCATGGAGGCTATCTTTCTGGCACATGGACCCAGTTTTAAAGAGA 
AGACTGAAGTTGAACCATTTGAAAATATTGAAGTCTATAACCTAATGTGTGATCTTCTAC 
GCATTCftACCAGCACCAAACAATGGAACCCATGGTAGTTTAAACCATCTTCTGAAGGTGC 
CTTTrrATGAGCCATCCCATGCAGAGGAGGTGTCSUiAGTTTTCTGTTTGTGGCTTTGCTA 
ATCCaTTGCCCACAGAGTCTCTTGACTGTTTCTGCCCTCACCTACAAAATAGTACTCAGC 
TGGAACAAGTGAATCAGATGCTAAATCTCACCCAAGAAGAAATAACAGCAACAGTGAAAG 
TAAATTTGCCaTTTGGGAGGCCTAGGGTACTGCAGAflGAACGTGGACCACTGTCTCCTTT 
ACCACflGGGAATATGTCAGTGGATTTGGAAAAGCTATGAGGATGCCCATCTGGAGrrCAT 
ACACAGTCCCCCAGTTGGGAGACACATCGCCTCTGCCTCCCACTCTCCCAGACTGTCTGC 
GGGCTGATGTCAGGGTTCCTCCTTCTGAGAGCCAAAAATGTTCCTTCTATTTAGCAGACA 
AGAATATCACCCACGGeTTCCTCTATCCTCCTGCCAGCAATAGAACATCAGATAGCCAAT 
ATGATGCTTTAATTACTAGCAATTTGGTACCTATGTATGAAGAATTCAGAAAAATGTGGG 
ACTACTTCCACftGTGTTCTTCTTATAAAACATGCCACAGAAAGAAATGGAGTAAATGTGG 
TTAGTGGACCAATATTTGATTATAATTATGATGGCCATTTTGATGCTCCAGATCAAATTA 
CCAAACATrTAGCCAACACTGATGTTCCCATCCCAACACACTACTTTOTCGTGCTGACCA 
GTTGTAAAAACAAGAGCCACACACCGGAAAACTGCCCTCGGTCGCraGATGTCCTACCCT 
TTATCATCECTCACCGACCTACCAACGTGGAGAGCTGTCCTGAAGGTAAACCAGAAGCTC 
TTTGGGTTGAAGAAAGATTTACAGCTCACATTGCCCGGGTCGGTGATGTAGAACTTCTCA 
CTGGGCrTGACTTCTATCAGGATAAAGTGCAGCCTGTCTCTGAAATTTTGCAACTAAAGA 
CATATTTACCAACATTTGAAACCACTATTTAACTTAATAATerCTACTTAATATATAATT 
TACTGTATAAAGTAATTTTGGCAAAATATAAGTGATTTTTTTCTXKiAGAATTGTAAAATA 
AAGTTTTCTATTTTTCCTTAAGTCCCCTAAAAGCCATAATTTTTATTATTCCTTTTTCTC 
TTTTTTCAATTCTATGAATATGTATTATTTTAAAGTTATATTTTTCACACAGAGATGATG 
CTATATTACACCTTCCCTTTTTTGTTGGTTTCTTAAACTCTAATCTCATGACAGATTATA 
CCTTCCTTATTACTTGTTTTATCTTACTCAGAATCTTTGAATATATTTTTCTGCCCAGAA 
TTATCTAAACAAAAGGGAGAACAAAAGAAGTATGTCTCACTTGGGAACTGAATCAACTCT 
AAATCAGTTTTGTCACAAAACTTTTTGTATTTGACTGGCAATGCTGATTAAAATTAAAAA 
TGCAC 

>M_l.o.o_l4970 Mus musculus von Willebrand factor A-domain containing 1 (Vwal -pending) , i 
2229S596/// [Mouse_jongleur_201102 . 9085 .CI] [SEQ ID NO: 240] 
TCGATCAAGAGCCCGCCACTCCAGGCGCGATGCTGTTCTGGACTGCGTTCAGCATGGCTT 
TGAGTCTGCGGTTGGCATTGGCGCBGAGCAGCATAGAGCGCGGTTCCACAGCATCAGACC 

CAAGAGTTCGGGAATTTGTGGGGCAGCTGGTGGCTACGATGTCTTTCGGACCCGGGGCTC 
TGCGTGCTAGTCTGGTGCACGTGGGCAGCCAGCCTCACACAGAGTTTACTTTTGACCAGT 
ACAGTTCAGGCCAGGCTATACGGGATGCCATCCGTGTTGCACCCCAACGTATGGGTCATA 
CCAACACAGGCCTGGCACTGGCTTATGCCAAAGAACAATTGTTraCTGAGGAAGCAGGTC 
CCCGGCCAGGGGTTCCCAAGGTGCTGGTGTGGGTGACAGATGGTGGCTCCAGCGACCCCG 
TGGGCCCCCCTATGCAGGAGCTCAAGGACCTGGGTGTCACCATCTTCATTGTCAGCACTG 
GCCGAGGCAACCTGTTGGAGCTGTTGGCAGCTGCCTCGGCTCCTGCCGAGAAGCACCTAC 
ACTTTGTGGATGTGGATGATCTTCCTATCATTGCCCGGGAGCTGCGGGGCTCCATAACTG 
ATGCGATGCS^GCCACAACAGCTTCATGCCTCGGAGGTTCTGTCCAGTGGCTTCCGCCTGT 
CCTGGCCGCCCCTGCTGACAGCGGACTCTGGTTACTACGTGCTGGAATTCGTACCTAGCG 
GCAAACTGGCAACCACAAGACGCCAACAGCTGCCCGGGAATGCTACCAGCTGGACCTGGA 
CAGATCTCGACCCGGACACAGACTATGAAGTATCACTGCTGCCTGAGTCCAACGTGCACC 
TCCTGAGGCCGCAGCACGTGCGAGTACGCACACTGCAAGAGGAGGCCGGGCCAGAACGCA 
TCGTCATCTCGCATGCGAGGCCGCGCAGCCTCCGCGTAAGCTGGGCCCCCGCGCTTGGCC 
CGGACTCCGCTCTCGGCTACCATGTACAGCTCGGACCTCTGCAGGGCGGGTCCCTAGAGC 
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GCGTGGAGGTGCCaGCAGGCCaGAACAGCACTACEGTCCAGGGCCTGAa3(X:CTGCACCA 



CTTACETGGTGACTGTGACroCEGCCTTCCGCTCCGGCCGCaMSAGGGCGCTC 
AGGCCTGTACEGCCTCTGGCX3CX3CGGACX:a3TGCTCCGCAGTCCATGCEGCCGGAGGCTG 

5 CGGAGAGAGAGACACTGCTGCTCXSTGGGTTTTCTTGTGGATGGAGTaSGGTGGGGAGATC 




CGGTTGCCAGTGGAGTTGAGCACACCGTGGTCCTTGGGCAACTCTTGGCGAGGGGATGGA 
CAGTGTCTGAGGTCAGGTTGAGGACATAAGACCCAGGACCCGCCTTCAGGAGAGGAGGCC 

10 ACAGAGTTTCCAACCTGTGCCAAAGGCTGGGCCCTCTGGTGGCAGGGACTACGCATGGqT 
TTGAGGAGGCGTTCAGGACCATCCAGGTCCTGCCTGGGCCTAGAAAGTGGGTAGGAGAAA 
GGGAAGAGAGACTAGTGTAGACAGGATTCCCGAAAACTTCeTCAAGGAAAGGAAAGATAG 
GGAGGTATGCTGGGAGGCTGATGATGTGGCATTGGTTTTCATCAAGATGTCCTGCCAGCC 
TAGAGGCCGGGATCTGTCAGGGTCACTGACrCTGCCTTCCTGCCCAGGACCTGCACTGGG 

1 5 CCCTCGATCSGTGCCaW3GATGCa«3TCTTTTCa^a«3GAATGGGACGAGACCTTGGCATTT 

TGTAGGGAGaVAGGTGTCaTGa«3GTGGGCTACOTCCTGCCATCACEATTACCCTGGGGC 
ATCTGACAGATACCTAAGGGTGGTCAGGAACAGGTTTCCTCTCAAGTCCCTATGTAGGCC 



20 ATGACCCGGACTCTAACAACAATACAGTCAGACAGACATAAACTGTGCCTGCAGTCTCAT 

TAAAATGCTGTATTTTTCGTCAA 

>gi|448505l|gb|AI552688,l|AI552688 mm03cll.yl Stratagene mouse kidney (#937315) Mus musculus cDHA 

clone IMAGE:52043S 5', mRNA sequence [SEQ ID NO: 241] 

CAGCAGCTGGCTATACAGACAGTGAGGATGAAGGTGACGATCTTTTTGTAGAAGAGCCCA 
25 AAACAAATGATGTAAAGGACTCAGAAACAGACCCAGAACTTGTCATTACAGGAGAAGAAA 

AGGACATCC7«3GAATCCAGGAAAGGCCTGGTACAGCCTGAGTCACAATCAGAGGATGCCA 

AGTCAGAAAaSGOaGCBCTTATCGTCTTCMGGTAGCaAGCTCSiACCCTCTGTCAGCTG 

CIGAAAAGGGCAGAGACTTTACaCTAAAAGCCGTCTTTGAAAAAAAAGAAAATGGCCTAA 

AATAATCAGTTATCCATATCTCAAAGGAAACACTACATGAAGACAAGACCAGAGAGATCC 
3 0 AG AGAGACAGCTTGNAGAGTGAATTGGTACACAGAGCTTTAGGGAGTTCAGTGACA 

>H_1.0.0_S347 Homo sapiens eukaryotic translation termination factor 1 (ETFl) , mRNA or: gi- 

4759033/// [Human_jongleur_201102.2013.C4) [SEQ ID NO: 242] 

GCTGCTCTGGGTGCACGTCCACTTGGACTTGTTCTCTTCATAGTGAGCACTGGTCTTAAT 

GTATCTGGCCAGCTCTJSTCTGCATGTCGCCGAAAAGGGGCACCACCTGCAGCTGCCTGGA 
35 GAGAGGGAGCCGGTGTCCTACGTCAGAGCCGCCGCCaCCGCCGGAGCCGCCGCCGGGGAG 

GRGCAGCCGCTGCCCCCAGGACTGGGCCCTTAGGGAGGAGGAGGCGAGAAGATGGCGGAC 

GACCCCRGTGCTGCCGACAGGAACGTGGAGATCTGGAAGATCAAGAAGCTCATTRAGAGC 

TTGGAGGCGGCCCGCGGCAATGGCACCAGCATGATATCATTGATCATTCCTCCCAAAGAC 

CAGATTTCACGAGTGGCAAAAATGTTAGCGGATGAGTTTGGAACTGCATCTAACATTAAG 
40 TCACGAGTAAACCGCCTTTCA6TCCTGGGAGCCATTACATCTGTACAACAAAGACTCAAA 

CTTTATAACAAAGTACCTCCAAATGGTCTGGTTGTATACTGTGGAACAATTGTAACAGAA 

GAAGGB\AAGGAAAAGAAAGTC»AmTTOACTTTGAACCTTTCAAACCAATTAATACGTCA 

TTGTATTTGTGTG&CAAO^TTCCaTACaiGAGGCTCTTACAGCACTACTTTCAGATGAT 

AGC3iAGrTTGGATTCATTGTAATAGATGGTAGTGGTG(a.CTTTTTGGCACACTCCAAGGA 
45 AACACAAGAGAAGTCCTGCACAAATTCACTGTGGATCTCCCAAAGAAACACGGTAGAGGA 

GGTCAGTCAGCCTTGCGTTTTGCCCGTTTAAGAATGGAAAAGCGACATAACTATGTTCGG 

AAAGTAGCAGAGACTGCTGTGCAGCTGTTTATTTCTGGGGACAAAGTGAATGTGGCTGGT 

CTAGTTTTAGCTGGATCCGCTGACTTTAAAACTGAACTAAGTCAATCTGATATGTTTGAT 

CAGAG6TTACAATCAAAAGTTTTAAAATTAGTTGRTATATCCTATGGTGGTGAAAATGGA 
50 TTCAACCAAGCTATTGAGTTATCTACTGAAGTCCTCTCCAACGTGAAATTCATTCAAGAG 

AAGAAATTAATAGGACGATACTTTGATGAAATCAGCCAGGACACGGGCAAGTACTGTTTT 

GGCGTTGAAGATACACTAAAGGCTTTGGAAATGGGAGCTGTAGAAATTCTAATAGTCTAT 

GAAAATCTGGATATAATGAGATATGTTCTTCATTGCCAAGGCACAGAAGAGGAfiAAAATT 

CTCTATCTAACTCCAGAGCAAGAAAAGGAT7\AATCTCATTTCACAGACAAAGAGACCGGA 
55 CAGGAACAT<aGCTTATCGAGAfiCM<JCCCCTGTTGGAATGGTTTGCTAACAACTATAAA 

AAATTTGGAGCTACGTTGGAAATTGTCACAGATAAATCACAAGAAGGGTCTCAGTTTGTG 

AAAGGATTTGGTGGAATTGGAGGTATCTTGCGGTACCGAGTAGATTTCCAGGGAATGGAA 

TACCAAGGAGGAGACGATGAATTTTTTGACCTTGATGACTACTAGGTAGTCGACATGGGT 

CCGGCAAAACGTGCCTCACCCTCCAGCATCCAACCCAAGGAGCATACCCATGGTGGAATC 
60 CAAACAGATCCCTGCCTTACAATTGGAACATTTCCAGAACTTAATCCATGAGCATTGGAT 

ATTGAAAAGAAAACCGAAACAAAACCAGACCCAGCCCTACACTTTGGTTTGTCATGGTGT 

CAGCGCAGCAGCCTACAACTAAGTTCCTAAACGCCACTTTGGACTAATTTAAAAAAGAAT 

CCCAGTTTTTACTTTTACTGGATGGTGAAATTGGTTGCTCTTGTATTTTATGAAAAAAAA 

TGATTTTTTTAACCTTCATACATAGAAGCAAAAATACTTTAACTGCTGTAAACCTTCAAA 
65 AGTTAATAGAAGTGAGATCATACTGGTTTGTTTCTTATTTTGATTGGAGAAAAATTAAAT 

TGCTGCATTTCGCAGTGACCCATTTACATGGCATTCTCAGCTTAGACTGCGTAAGAAGAA 

TGAGCTAATAGGAGGCACTTTCAACTTCACTCCCTCACGCTACCCCGTCCCCCTCCAGAC 
TGGCA6TTTCAAGGAT6CAAATTGCATTGCAAAATCAAACTGACTCATGAAGCATTTGGG 
70 (XAGTGCACIGTTTACTTCCATCTGTTTGCAGACACATTTGTGCCCGGCGTTTGGGAGCC 
CTTTGTATCAATGTTCTGACAAGGGTCCCTATAACCTTAACCTACTCGAAACCGGTTTGG 
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ATTAAAATGAACTGCAAGGTTTTTCACftGGAACGACAGACATGTATGACTGCATGTRATT 
ATAAACTCCTGACCTCCTGGTGGGGTTGGAGCATCTGTTTCAAATGTGGGACTTACAAGC 
ACTTCTCACATGAGAAATTAGGGGCGGGTGGGAAGGGATGGGACACAGCTTCTGGCaCCa 
TGGATTTAAGACCATGTTGGATCCAAAAGTTGGCCTGAAACCCTGAAGCTGATGCTTCAC 
AGCTGGGCTGTAAGTCAGACTTGAACCCAGCTGRTATGCAAGGTCATGGCGTGCCAGGGT 
GGTGACAGTTGAACAAAGTGTATAGTACGTGCCCAGTGGTAGCGATGGAAAAAAGTATAC 
CAAATGGACTTTGAAGGACCAAAGGTTTTAAAAGTCAATTGGTATCACCTCCACACTGAC 
TAGGGTAGTGGGGTGCATTTGGTTTTCAAATTGGGTACTTTTAACACTTTAGTGCCTGAC 

TGTTCCCAGGTTACAGACCTGCCTATCGTTCCAATAATCCTGrrTCACITGAATGAAGGG 
AGTATGTCTTAAATGTAAAGTTTCTGGTTCTCa^CTGTACTCTGAGGTCCAAATACTGT 
CTGTCAATGTGTAACCTGATGTCTCAACCCCCTGTGAGAAGAGTCCaTTATTTGGTGTTC 
ACO^CGTGGGAGACTTCACCXSGAACAGGCTTTTTTGCTTTGGGCTCTGCTATTTGTTTG 
CAGAACACCCAAGAGa3AGa\AACACX3CTCTCTTCy^CAGCMTACCrrAGGGTTTTGCCA 
TTGTAAATGGGTCTGATGTGATATGACAAGACCAGAGAAATTGGATGTAAATTTACATTT 
TTGAATATGCTTGTTGTTTCACATGATACATTTAGGGTATGCAGCTCCTTTTGTAGTTTT 
TATTTTTACTATTTAAGTTTGGAAATGATGCCAAATTTTTGTATTTCTTTAATCAATGTG 
TTCTCTTCGGTGATATATATTGCATTATATATTGATGTGTGTATCAATATATATTGATAT 
GTATTACACTTACACATACAAACACATATAAGAGGGGGTGAAAACCGTAGCCTTTGCATT 
CTCTATAGCCTCTGCAGAGAGATACTAAGCAGCAAAATCTTGGTGTTGTGATGTACAGAA 
ATGGAGAAGAGTATTAAACCATATTTAAGAAT 

iH_l.o.O_l639 Homo sapiens interleukin 1 receptor, type I (ILIRI), mKNR cr: gi-4504658/// 
[Human_jongleur_201102.103.Cl] [SEQ ID NO: 243] 
GCCGGAGCCGACTCGGAGCGCGCGGCGCGGCCGGGAGGAGCCGAGCGCGCCGGGCGOSGC 
GTGGGGGCGCCGGCTGCCCCGCGCGCCCAGGGAGCGGCAGGAATGTGAC3\ATCGCGCGCC 

CCGCCCGGGCTGGGATCCCATCACCCTCCACGGCXIGTCaSTCCAGGTAGACGCACCCTCT 
GAAGATGGTGACTCCCTCCTGAGAAGCTGGACCCCTTGGTAAAAGACAAGGCXITTCTCCA 
AGAAGT^TATGAAAGTGTTACTCAGACTTATTTGTTTCATAGCTCTACTGATTTCTTCTC 
TGGAGGCTGATAAATGCAAGGAACGTGAAGAAAAAATAATTTTAGTGTCATCTCCaAATG 
AAATTGATGTTCGTCCeFGTCCTCTTAACCCAAATGAACACAAAGGCACTATAACTTGGT 
ATAAAGATGACAGCAAGACACCTGTATCTACAGAACAAGCCTCCAGGATTCATCAACACA 
AAGAGAAACTTTGGTTTGTTCCTGCTAAGGTGGAGGATTCAGGACATTACTATTGCGTGG 
TAAGAAATTCATCTTACTGCCTCAGAATTAAAATAAGTGCAAAATTTGTGGAGAATGAGC 
CTAACTTATGTTATAATGCACAAGCCATATTTAAGCAGAAACTACCCGTTGCAGGAGACG 
GAGGACTTGTGT6CCCTTATATGGAGTTTTTTAAAAATGAAAATAATGAGTTACCTAAAT 
TACTIGTGGTATAAGGATTGCAAACCTCTACTTCTTGACAATATACACTTTAGTGGAGTCA 
AAGATAGGCTCATCGTGATGAATGTGGCTGAftAAGCATAGAGGGAACTATACTTGTCATG 
CATCCTACACATACTTGGGCAAGCAATATCCTATTACCaSGGTAATAGAATTTATTACTC 
TAGAGGAAAACAAACCCACAAGGCCTGTGATTGTGAGCCCAGCTAATGAGACAATGGAAG 
TAGACTTGGGATCCCAGATACAATTGATCTGTAATGTCACCGGCCAGTTGAGTGACATTG 
CTTACTGGAAGTGGAATGGGTCAGTAATTGATGAAGATGACCCAGTGCTAGGGGAAGACT 
ATTACAGTGTGGAAAATCCTGCAAACAAAAGAAGGAGTACCCTCATCACAGTGCTTAATA 
TATCGGAAATTGAAAGTAGATTTTATAAACATCCATTTACCTGTTTTGCCAAGAATACAC 
ATGGTATAGATGCAGCATATATCCAGTTAATATATCCAGTCACTAATTTCCAGAAGCACA 
TGATTGGTATATGTGTCACGTTGACAGTCATAATTGTGTGTTCTCTTTTCATCTATAAAA 
TCTTCAAGATTGACATTGTGCTTTGGTACAGGGATTCCTGCTATGATTTTCTCCCAATAA 
AAGCTTCAGATGGAAAGACCTATGACGCATATATACTGTATCCAAAGACTCTTGGGGAAG 
GGTCTACCTCTGACTGTGATATTTTTGTGTTTAAAGTCTTGCCTGAGGTCTTGGAAAAAC 
AGTGTGGATATAAGCTGTTCATTTATGGAAGGGATGACTACGTTGGGGAAGACATTGTTG 
AGGTCATTAATGAAAACGTAAAGAAAAGCAGAAGACTGATTATCATTTTAGTCAGAGAAA 
CATCAGGCTTCAGCTGGCTGGGTGGTTCATCTGAAGAGCAAATAGCCATOTATAATGCTC 
TTGTTCAGGATGGAATTAAAGTTGTCCTGCTTGAGCTGGAGAAAATCCAAGACTATGAGA 

ACTTTACACAGGGACCACAGTCTGCAAAGACAAGGTTCTGGAAGAATGTCAGGTACCACA 
TGCCAGTCCAGCGACGGTCACCTTCATCTAAACACCAGTTACTGTCACCAGCCACTAAGG 
AGAAACTGCAAAGAGAGGCTCACGTGCCTCTCGGGTAGCATGGAGAAGTTGCCAAGAGTT 
CTTTAGGTGCCTCCTGTCTTATGGCGTTGCAGGCCAGGTTATGCCTCATGCTGACTTCCA 
GAGTTCATGGAATGTAACTATATCATCTTTTATCCCTGAGGTCACCTGGAATCaGATTAT 
TAAGGGAATAAGCCATGACGTCAATAGCAGCa:AGGGCACTTCAGAGTAGflGGGCTTGGG 
AAGATCTTTTAAAAAG6CAGTAGGCCCG6TGTGGTGGCTCACGCCTATAATCCCAGCACT 
TTGGGAGGCTGAAGTGGGTGGATCACCAGAGGTCAGGAGITCGAGACCAGCCCAGCCAAC 
ATGGCAAAACCCCATCTCTACTAAAAATACAAAAATGAGCTAGGCATGGTGGCaCACGCC 
TGTAATCCCAGCTACACCTGAGGCTGAGGCAGGAGAATTGCTTGAACCGGGGAGACGGAG 
GTTGCAGTGAGCCGAGTTTGGGCCACTGCACTCTAGCCTGGCAACAGAGCAAGACTCCGT 
CTCAAAAAAAGGGCAATAAAT6CCCTCTCTGAATGTTTGAACTGCCAAGAAAAGGCATGG 
AGACAGCGAACTAGAAGAAAGGGCAAGAAGGAAATAGCCACCGTCTACAGATGGCTTAGT 
TAAGTCATCCACAGCCCAAGGGCGGGGCTATGCCTTGTCTGGGGACCCTGTAGAGTCACT 
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GACCCTGGAGCGGCTCTCCTGAGflGGTGCTGCAGGCaAAGTGAGACTGACACCTCACTGA 
GGAAGGGAGACATATTCTTrGGAGAACTTTCCATCTGCTTGTATTTTCCATACACRTCCCC 
AGCCAGAAGTTAGTGTCCGAAGACCGAATTTTATTTTACAGAGCTTGAAAACTCACTTCA 
ATGAACAAAGGGATTCTCCAGGATTCCAAAGTTTTGAAGTCATCTTAGCTTTCCACAGGA 
5 GGGAGAGAACTTAAAAAAGCAACAGTAGCAGGGAAlTOATCXaCTTCTTAATGCTTTCCT 
CCCTGGCATGACCATCCTGTCCTTTGTTATTATCCTGCaiTTTTACGTCTTTGGAGGAACA 
GCTCCCTAGTGGCTTCCTCCGTCTGCAATGTCCCTTGCACAGCCCACACaTGAACCATCC 
TTCCCATGATGCCGCTCTTCTGTCATCCCGCTCCTGCTGAAACACCTCCCAGGGGCTCCA 
CCTGTTCAGGAGCTGAAGCCCATGCTTTCCCACCAGCATGTCACTCCCAGACCACCTCCC 

10 TGCCCTGTCCTCCAGCTTCCCCTCGCTGTCCTGCTGTGTGAATTCCCAGGTTGGCCTGGT 
GGCCATGTCGCCTGCCCCCAGCACTCCTCTGTCTCTGCTCTTGCCTCGACCCTTCCTCCT 
CCTTTGCCTAGGAGGCCTTCTCGCATTTTCTCTAGCTGATCAGAATTTTftCCAAAATTCA 
GAACATCCTCCAATTCCACAGTCTCTGGGAGACTTTCCCTAAGAGGCGACTTCCTCTCCA 
GCCTTCTCTCTCTGGTCAGGCCCACTGCAGAGATGGTGGTGAGCACATCTGGGAGGCTGG 

1 5 TCTCCCTCCAGCTGGAATTGCTGCTCTCTGAGGGAGAGGCTGTGGTGGCTGTCTCTCTCC 
CTCaCTGCX^TTCCAGGSGCAATTTGCACATGTAACATAGATTTATGTAATGCTTTATGTT 
TAAAAACATTCCCCAATTATCTTATTTAATTTTTGCAATTATTCTAATTTTATATATAGA 
GAAAGTGACCTATITTTTAAAAAAATCACACTCTflAGTTCTATTGAACCTAGGACTTGAG 



20 CCCCCTCACTCCACACTGGCACGTTTGTGAGAAGAAATGACATTTTGCTAGGAAGTGACC 
GAGTCTAGGAATGCTTTTATTCAAGACACCAAATTCCAAACTTCTAAATGTTGGAATTTT 
CAAAAATTGTGTTTAGATTTTATGAAAAACTCTTCTACTTTCATCTATTCTTTCCCTAGA 
GGCAAACATTTCTTAAAATGTTTCATTTTCATTAAAAATGAAAGCCAAATTTATATGCCA 
CCGATTGCAGGACACAAGCACAGTTTTAAGAGTTGTATGAACATGGAGAGGACTTTTGGT 

25 TTTTATATTTCTCGTATTTAATATGGGTGAACACCAACTTTTATTTGGAATAATAATTTT 
CCTCCTAAACAAAAACSiCATTGAGTTTAAGTCTCTGACTCTTGCCTTTCCACCTGCTTTC 
TCCTGGGCCCGCTTTGCCTGCTTGAAGGAACaGTGCTGTTCTGGAGCTGCTGTTCKAACA 
GACAGGGCCTAGCTTTCaVTTTGACACACMGACTACMCCflGAAGCCCATGGAGCAGGGAT 
GTCTiCGTCTTGAAAAGCCTATTAGATGTTTTACAAATTTAATTTTGCaGATTATTTTAGT 

30 CTGTCATCCAGAAAATGTGTCA6CATGCATAGTGCTAAGAAAGCAAGCCAATTTGGAAAC 
TTAGGTTAGTGACAAAATTGGCCAGAGAGTGGGGGTGATGATGACCAAGAATTACAAGTA 
GAATGGCAGCTGGAATTTAAGGAGGGACAAGAATCAATGGATAAGCGTGGGTGGAGGAAG 
ATCCAAACAGAAAAGTGCAAAGTTATTCCCCATCTTCCAAGGGTTGAATTCTGGAGGAAG 
AAGACACATTCCTAGTTeCCCGTGAACTTCCTTTGACTTATTGTCCCCACTAAAACAAAA 

35 CAAAAAACTTTTAATGCCTTCCACATTAATTAGATTTTCTTGCAGTTTTTTTATGGCATT 
TTTTTAAAGATGCCCTAAGTGTTGAAGAAGAGTTTGCAAATGCAACAAAAATATTTAATT 
ACCGGTTGTTAAAACTGGTTTAGCACAATTTATATTTTCCCTCTCTTGCCTTTCTTATTT 
GCAATAAAAGGTATTGAGCCATTTTTTAAATGACATTTTTGATAAATTATGTTTGTACTA 
GTTGATGAAGGAGTTTTTTTTAACCTGTTTATATAATTTTGCAGCAGAAGCCAAATTTTT 

40 TGTATATTAAAGCACCAAATTCATGTRCAGCATGCATCACGGATCAATAGACTGTACTTA 
TTTTCCAATAAAATTTTCAAACTTTGTACTGTTAAA 

>H_1.0.0_2S53 Homo sapiens lipase, hepatic (LIPC) , mRNA cr: gi-4557722/// 
[Human_jongleur_201102.432.Cl] [SEQ ID NO; 244] 
GGTCTCTTTGGCTTCAGAAATTACCAAGAAAGCCTGGACCCCGGGTGAAACGGAGAAATG 
45 GACACAAGTCCCCTGTGTTTCTCCATTCTGTTGGTTTTATGCATCTTTATCCAATCAAGT 
GCCCTTGGACAAAGCCTGAAACCAGAGCCATTTGGAAGAAGAGCTCAAGCTGTTGAAACA 

TGTCAGATTCGAATCAATCATCCGGACACGTTACAGGAGTGCGGCTTCAACTCCTCCCTG 
CCTCTGGTGATGATAATCCACGGGTGGTCGGTGGACGGCGTGCTAGAAAACTGGATCTGG 



TGGATCACCCTGGCCCACGACCACTACACCATCGCCGTCCGCAACACCCGCCTTGTGGGC 
AAGGAGGTCGCGGCTCTTCTCCGGTGGCTGGAGGAATCTGTTCAACTCTCTCGAAGCCAT 
GTTCACCTAATTGGGTACAGCCTGGGTGCACACGTGTCAGGATTTGCCGGCAGTTCCATC 
GGTGGAAOSCACAAGATTGGGAGAATCACAGGGCTGGATGCCGCGGGACCTTTGTTTGAG 

55 GGAAGTGCKC(XAGa\ATa3TCTTTCTCCAGaTGATGCa\ATTTTGTGGATGCCATTCAT 
ACCTTTACGCGGGAGOiCATGGGCXITGAGCGTGGGCATCAAACAGCCCATAGGACACTAT 
GACTTCTATCCCAACGGGGGCTCCTTCCAGCCTGGCTGCCACTTCCTAGAGCTCTACAGA 
CATATTGCCCAGCACGGCTTCAATGCCATCACCCAGACCATAAAATGCTCCCACGAGCGA 
TCGGTGCACCTTTTCATCGACTCCTTGCTGCACGCCGGCACGCAGAGCATGGCCTACCCG 

60 TGTGGTGACATGAACAGCTTCAGCCAGGGCCTGTGCCTGAGCTGCAAGAAGGGCCGCTCC 
AACACGCTGGGCTACCACGTCCGCCAGGAGCCGCGGAGCAAGAGCAAGAGGCTCTTCCTC 
GTAACGCGAGCCCAGTCCCCCTTCAAAGTTTATCATTACCAGTTAAAGATCCAGTTCATC 
AACCaAACTGAGAOTCCMTACAAACaACTTTTACCATGTCACTACTCGGAACAAAAGAG 
AAAATGCAGAAAATTCCCATCACTCTGGGCAAAGGAATTGCTAGTAATAAAACGTATTCC 

65 TTTCTTATCACGCTGGATGTGGATATCGGCGAGCTGATCATGATCAAGTTCAAGTGGGAA 
AACAGTGCAGTGTGGGCCAATGTCTGGGACACGGTCCAGACCATCATCCCATGGAGCACA 
GGGCCGCGCCACTCAGGCCTCGTTCTGAAGACGATCAGAGTCAAAGCAGGAGAAACCCAG 
CAAAGAATGACATTTTGTTCAGAAAACACAGAT6ACCTACTACTTCGCCC3iACCCAGGAA 
AAAATCTTCGTGAAATGTGAAATAAAGTCTAAAACATCAAAGCGAAAGATCAfiATGAGAT 

70 TTAATGAAGACCCAGTGTATiAGAATAAATGAATCTTACTCCTT 




MTTCAGGTCAATAACGGTC 



50 
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GTCATGGCTCTGCTATTCTCCTTGATCCTTGCCATTTGCyiCCflGACCT«aTTCCTRGCG 



GAACAGAAAGGCCAGTGGG3CACCGTGTGTGATGACGGCTGGGACATTAAGGACGTC3GCT 
GTGTTGTGCCGGGAGCTGGGCTGTGGAGCTGCCAGCGGAACCCCTAGTGGTATTTTGTAT 
GAGCCACCAGCAGAAAAAGAGCAAAAGGTCCTCATCCAATCAGTCAGTTGCACAGGAACA 
GAAGATACATTGGCTCAGTGTGAGCAAGAAGAAGTTTATGATTGTTCACATCATGAAGAT 
GCTGG6GCATCGTGTGAGAACCCAGAGAGCTCTTTCTCCCCAGTCCCAGAGGGTGTCAGG 
CTGGCTGACX3GCCCTGGGCATTGCAAGGGACGCGTGGAAGTGAAGCACCAGAACCAGTGG 
TATACCGTGTGCXyVGACAGGCTGGAGCCTCCGGGCCGCAAAGGTGGTGTGCCGGCAGCTG 
GGATGTGGGAGGGCTGTACTGACTCAAAAACGCTGCAACAAGCATGCCTATGGCC6AAAA 
CCCATCTGGCTGAGCOMSATGTCaTGCTCaiGGACGAGAAGCAACCCTTCAGGATTGCCCT 
TCTGGGCCTTGGGGGAAGAACACTTGCAACCATGATGAAGACACGTGGGTCGAATGTGAA 
GATCCCTTTGACTTGAGACTAGTAGGAGGAGACAACCTCTGCTCTGGGCGACTGGAGGTG 
CTGCACAAGGGCGTATGGGGCTCTGTCTGTGATGACAACTGGGGAGAAAAGGAGGACCAG 

TGCTATGGCCCTGGGGTTGGCCGCATCTGGCTGGATAATGTTCX3TIGCTCAGGGGAGGAG 
CAGTCCCTGGAGCAGTGCCAGCACAGATTTTGGGGGTTTCACGACTGCACCCACCAGGAA 
GATGTGGCTGTCATCTGCTCAGGATAGTATCCTGGTGTTGCTTGACCTGGCCCCCCTGGC 
CCCGCCTGCCCTCTGCTTGTTCTCCTGAGCCCTGATTATCCTCATACTCATTCTGGGGCT 
CAGGCTTGAfiCCACTACTCCCTCATCCCCTCAGGAGTCTGAACACTGGGCTTATGCCTTA 
CTCTCaGOJACS^GCAGCXICCCTTTGCTGCCTGTAGATGTGAGCTGTTGAGTrCCCTCTT 
GCTGGGGAAGATGAGCTTCCATGTATCCTGTGCTCAACCCTGACCCTTTGACACTGGTTC 
TGGCCTTTCCreCCTTTTCTCAAGCTGCCTGGAATCCTCAAACCTGTCACTTTCGTCaGA 
TGTGCAGACCATTACTAAGGTCTATGTCTGCAAACATTACTAATCTAGGTCCTATTACTA 
ATCTATGTCTGCAAACATTAAAGGAATGAAACAATGAAAGGAACATTTGAAAGAAAATGT 
GGGTAGACAATTTCTTGCAACTTGGGG6AAAGTTTAGAATTCTTTTGATTGGACTACTTT 
TTTTTTTTTCCTCAAGCTTCAGGTGACCACAATAGCAACACCTCCCTATTCTOTTATTTC 
TTAGTGTAGGTAGACAATTCTTTCAGGAGCAGAGCAGCGTCCTATAATCXITAGACCTTTT 
CATGACGTGTAAAAAATGATGTTTCATCCTCTGATTGCCCCAATAAAAATCTTTGTTGTC 
CATCCCTATACAACCTGCCAACATGGTTGACATTTAATGAGAGGAATGTCAAAAATACAT 
TTTACTTTATTCAAAGftftAAATATATTGGTTACTGGGAAAAGGTCAAGAAAGAGGCAGAA 
AGAGATCAGGGAGGGCTAAAGTTGTGTCTTATGCCAAGCGGAAGTGGAAAATATCACTTT 
TCACTTTATCAACTGAGACTTTGGGGCCTGTAAGCTTGAGGCAAGACA6AAATAAGAGAA 
TC3UU3ACTTGATTGTAAAAATTGACAACTTTAGATTCTGAGGCTAGGCTGAGTACTTATT 
ATACGGCTACATTTACACATTTACACTTATCTAATAAATCAGATTTCACAGTCTC 

>H_1.0.0_59392 Homo sapiens similar to evidence !NAS-hypothetical protein-putative {LOC135121) , mRNA 
si: gi-20550015/// [Human_jongleur_201102 .cl. 17434. singlet] [SEQ ID NOi 24S] 

GGGACTTCCAATCTCTCAGAGACAGAGCCCCCTCTGTGGAAGGAGAGTCrTGGTCAGCTC 
AGTGACTACAGGGTGGAGAACAGCATGTACATTATTAATCCCTGGGTATACCTTGAGAGA 
ATGGGGATGTATAAAATCATATTGAATCAGACAGCCAGGTATTTTGCAAAATTTGCACCA 
GATAATGAACAGAATATTTTATGGGGGTTGCCTCTGCAGTATGGCTGGCAATATAGGACA 
GGCAGATTAGCTGATCCAACCCGAAGGACAAACTGTGGCTATGAATCTGGAGATCATATG 
TGCATCTCTGTGGACAGTTGGTGGGCTGGTCACTTTAAGGGATTTAAGAGCCACAATGTC 
AATAATGATTCCTTAGGACATATCCAGCTTTTCACAGAAGGACGAAAACAAGGTTCTGCA 
AAAGCAGTCGCCTCTGAGGGGCCaiGCTCTGTATTTGCAGTCACCTTTTAGTAAGTTTGAT 
GATCTGTTGAAGTACTTATGGGCTGCACACACTTCAACCTTGGCAGATAATATCAAAAGT 
TTTGAAGAOiSATATGATTATTATTCTAAAGCAGAAGCGCATTTTGAGAGAAGTTGGGTA 
CTGGCTGTGGATCATTTAGCTGCAGTCCTCTTTCCTACAACCTTGATTAGATCATATAAG 
TTCCAGAAGGGCATGCCACCACGAATTCTTCTTAATACTGATGTAGCCCCTTTCATCAGT 
GACTTTACTGCTTTTCAGAATGTAGTCCTGGTTCTTCTAAATATGCTTGACAATGTGGAT 
AAATCTATAGCTCATTGGAGCCAGTGTGGTGTGCACACCAAACATAGGGAAACTAATTCA 
GAGGCTACATTCTACCAGAACAAACGTATCTCCAGGGCATTTGTGTTTTGA 

>H_1,0.0_20792 Homo sapiens elastase 1, pancreatic (ELAl) , mRNA cr: gi-22507386/// 

[Human_jongleur_201102.9449.Cl] [SEQ ID NO: 247] 

ACAGCACCCAGGACCTTCCGGAAACCAATGCCCGCGTAGTCGGAGGGACTCAGGCCGGGA 
GGAATTCCTGGCCCTCTCAGATTTCCCTCCAGTACCGGTCTGGAGGTTCCXX3GTATCACA 
CCTGTGGAGGGACCCTTATCAGACAGAACTGGGTGATGACA6CTGCTCACTGCGTGGATT 
ACCAGAAGACTTTCCGCGTGGTGGCTGGAGACCATAACCTGAGCCAGAATOATGGCACTG 
AGCAGTACGTGAGTGTGCAGAAGATCGTGGTGCATCCATACTGGAACAGCGATAACGTGG 
CTGCCGGCTATGACATCGCCCTGCTGCGCCTGGCCCAGAGCGTTACCCTC3UVTAGCTATG 
TCCAGCTGGGTGTTCTGCCCCAGGAGGGAGCCATCCTGGCTAACMCAGTCCCTGCTACA 
TCACAGGCTGGGGCAAGACCAAGACCAATGGGCAGCTGGCCCAGACCCTGCAGCAGGCTT 

AGAACACCATGGTGTGTGCTG6TGGAGATGGAGTTCGCTCTGGATGCCAGGGTGACTCTG 
GGGGCCCCCTCCATTGCTTGGTGAATGGCAAGTATTCTCTCCATGGAGTGACCAGCTTTG 
TGTCCAGCCGGGGCTGTAATGTCTCCAGGAAGCCTACAGTCTTCACCCAGGTCTCTGCTT 
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ACATCTCCTGGATAAATAATGTCATCGCCTCCAACTGAACATTTTCCTGAGTCCAACGAC 
CTTCCCAAAATGGTTCTTAGATCTGCAATAGGACTTGCGATCAAAAAGTAAAACACATTC 
TGAAAGACTATTGAGCCATTGATAGAAAAGCAAATAAAACTAGATATACaTT 

>H_1.0 .0_234S7 Homo sapiens complement component 8, alpha polypeptide (CBA) , mRNA cr: gi-4557388/// 
[Human_jongleur_201102 ,11044 .CI] [SEQ ID NO: 248] 
NCATCCTACTTTGTTTTATTGGGCGTTGATTGTTACAGGTCCCAGCCTGTAGACATCTTT 
TACTCCAATTTCCTGAATAGATAGCTTTATTCCTTCAAGGTAATATAGTGCGGTGGCTTC 
TGGCTGAGATGTTTGCTGTTGTTTTCTTCATCTTGTCTTTGATGACTTGTCAGCCTGGGG 
TAACTGCACAGGAGAAGGTGAACCAGAGAGTAAGACGGGCAGCTACACCCGC31GC3VGTTA 
CCIGCCAGCTGAGCAACTGGTCAGA6TG6ACAGATTGCTTTCCGTGCCAGGACAAAAAGT 
ACCGACACKGGAGCCTCTTGCAGCCAAACAAGTTTGGGGGAACCATCTGCAGTGGrGACA 
TCTGGGATCAAGCCAGCTGCTCCAGTTCTACAACTTGTGTAAGGCAAGCACAGTGTGGAC 
AGGATTTCCAGTGTAAGGAGACAGGTCGCTGCCTGAAACGCCACCTTGTGTGTAATGGAG 
ACCAGGACTGCCTTGATGGCTCTGATGAGGACGACTGTGAAGATGTCAGGGCCAITGACG 
AAGACTGCAGCCAGTATGAACCAATTCCAGGATCACAGAAGGCAGCCTTGGGGTACAATA 
TCCTGACCCAGGAAGATGCTCAGAGTGTGTACGATGCCAGTTATTATGGGGGCCAGTGTG 
AGACGGTATACAATGGGGAATGGAGGGAGCTTCGATATGACTCCACCTGTGAACGTCTCT 
ACTATGGAGATGATGAGAAATACTTTCGGAAACCCTACAACTTTCTGAAGTACCACTTTG 
AAGCCCTGGCAGATACTGGAATCTCCTCAGAGTTTTATGATAATGCAAATGACCTTCTTT 
CCAAAGTTAAAAAAGACAAGTCTGACTCATTTGGAGTGACCATCGGCATAGGCCCAGCCG 
GCAGCCCTTTATTGGTGGGTGTAGGTGTATCCCACTCACAAGACACTTCATTCTTGAACG 
AATTAAACAAGTATAATGAGAAGAAATTCATTTTCACAAGAATCTTCACAAAGGTGCAGA 
CTGCACATTTTAAGATGAGGAAGGATGACATTATGCTGGATGAAGGAATGCTGCAGTCAT 
TAATGGAGCTTCCAGATCAGTACAATTATGGCATGTATGCCAAGTTCATCAATGACTATG 
GCy^CCCaTTAOVTOiCATCTGGATCCATGGGTGGCATTTATGAATATATCCTGGTGATTG 
ACAAAGCAAAAATGGAATCCCTTGGTATTACCAGCAGAGATATCACGACATGTTTTGGAG 
GCTCCTTGGGCATTCAATATGAAGACAAAATAAATGTTGGTGGAGGTTTATCAGGAGACC 
ATTGTAAAAAATTTGGAGGTGGCAAAACTGAAAGGGCCAGGAAGGCCATGGCTGTGGAAG 
ACATTATTTCTCGGGTGCGAGGTGGCAGTTCTGGCTGGAGCGGTGGCTTGGCACAGAACA 
GGAGCACCATTACATACCGTTCCTGGGGGAGGTCATTAAAGTATAATCCTGTTGTTATCG 
ATTTTGAGATGCAGCCTATCCACGAGGTGCTGCGGCACACAAGCCTGGGGCCTCTGGAGG 
CCAAGCGCCAGAACCTGCGCCGCGCCTTGGACCAGTATCTGATGGAATTCAATGCCTGCC 
GATGTGGGCCTTGCTTCAACAAT6G6GT6CCCATCCTCGAGGGCACCAGCTGCAGGTGCC 
AGTGCCGCCTGGGTAGffPTGGGTGCTGCCTGTGAGCAAACACAGACAGAAGGAGCCAAAG 

GGAGAAGAGAGTGTGACAATCCAGCACCTCAGAATGGAfiGGGCCTCGTGTCCAGGGCGGA 
AAGTACAGAraCaGGCTTGCTGAGGGCCTCTGGACACAGGCTGGACCAGATGCTGTGGAT 
GTCGACCCCTGCACTGACTATTGGATAAAGACTTCTTTCAACTAAGAGAAGATGC3\AATC 
AGCACACTTTTTTCTTTGTTCTGCrAGCTTCCAGGCCTAAGACTAGGTTTTGCTGTCTAC 
AGCCAACTATTCTATTAGTTACAAAACTCAATCATTTTATTCAGCT^CTGGATGTTGACT 
GTTAACTAGAAGCTCTGTCCTACTTACAGCACTTTGGATCATCAAAAAAATAAAGTAAAA 
TAGAAAACTGAGAAAACTCAATCCATGACCAGGGAGAACTTACAGGATGTTAGAGACAAA 
ACAAGCAGACACCTGAAACAATCAACGCCCAATAAAACAAAGTAGGATGAAAATTCTCTT 
AGTTCTTTGATAACAATTTGTTCACTCATAGAAACATTATTAATTGGTAGGGTAAGCAGA 
CACTCTGAAACAATGAGAAAAATACTAAAAATTGACTTGAGTTATTTC 

sH_1.0.0_6S725 S03390782F1 Homo sapiens cDNA 5' end as: gi-16001577/// /clone=IMAGE: 5399756 

/clone_end=5' /gb=BI860842 /gi=16001577 /ug=Hs . 112472 /len=917 tgnl | UG|hs#S3937223] [SEQ ID NO: 249] 

TTCATATCCa^GGTTTGTCCCTOVGGTCTGAGCACTGTATTAAAGAGTTTTTGTTGAGTCA 

TTTAACCTTAGTGTCCACATCCAGATCAGCTGTAAAATGGGGAAGACX5TGTGCTGATTTG 

GAATGAATCCAAAATATCACTATOlTTTTCCTAATTACftGAGGAfiCAAAGGTTATCTTCA 

GCCCTTTCAGTTCTATGCTCAOiTATTCAAATATCAAATGTAATTTAGCTGAAGTTATTT 

AATAATCAAGTCTTTCAATATCTGTTCAAAGAAAAAGAACACACTTTGAAAATTCTGCAA 

AGCTGTCTCCCAGTCTTTAAAATGTCTGGAAGCACTCTCCTTCTTTACAATACCAACATC 

ACIGGCCCAGAATCTTCCCTGTGCTAGTTTGTAAATATAAATAAATTACTTGTTTTGTAA 

ACTTTTGTAAAGAATATTTTGGTAGAAATACTTCAAACATATTCTTTGGGTTATATTTAT 

ACATATGTGAAATAAATATACTATCAAAAGGTTATATTTTATACAAAAAGTAAATTGCTA 

CCTTGTGTATGCTAATATGCAAAGTATTGTATAATATGATGGTTACTTTTCAGCTCTACA 

CTTAAACCATAGGTGGTTGAGTGGGAACTTTTGAAAACTATCAAGAGGCTTGTTAGACAA 

ATCTATATTCTGAAACCTCAATAAGAAAGCATTCCAGGTTTCAATCCTTGGTAGGTGTCC 

TGGTCCCAAATTCTTTTATGAAGCCATAGTACTAGTGTCTAATCCGGAATCTGCTGGAGG 

AGCACATAGGATAGGACCTATGTGGCATGTAGACTATGAGGGGAAGGCCGATCTATAAAG 

GCAGATCGCTGATACAGACAAAACACAAAAAGGCGGACCGACACAAGACCCCX3CAAAGGA 

CAGGCTAGCACAACCAG 

>H_1.0.0_24569 Homo sapiens transcription elongation factor B (SIII) , polypeptide 1 (ISlcDa, elongin 

C) (TCEBl), mRNA cr: gi-16933562/// [Human_jongleur_201102 .11S37.C2] [SEQ ID NO: 250] 

NCGGCCCTGGGATAGGGGCTGTGGCAGTACGCGGGGACCCGGCTGCGGTGGCTGCGGGAC 

TGACGAGAAACTACTAAAGTTCCTGGGGAAGCAAAGTAGAATTTCATAAGAACAAAATGG 

ATGGAGAGGAGAAAACCTATGGTGGCTGTGAAGGACCTGATGCCATGTATGTCAAATTGA 

TATCATCTGATGGCCATGAATTTATTGTAAAAAGAGAACATGCATTAACATCAGGCACGA 

TAAAAGCCATGTTGAGTGGCCCAGGTCAGTTTGCTGAGAACGAAACCAATGAGGTCAATT 

TTAGAGAGATACCTTCACATGTGCTATCGAAAGTATGCATGTATTTTACGTACAAGGTTC 
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GCTACACTAACAGCTCCACCGAGATTCCTGAATTCCCMUVTTGCACCTGAAATTGCACTGG 
AACTGCTGATGGCTGCGAACTTCTTAGATTGTTAAATAAAATAAATTATAATftAACTGTT 
AACTCTTTTCAGTATTTAATACCTGTAGTTCAGTTAGTAACTTTTTCATATAXAGCATCT 
TGCCTGTATGCAGTTGAACTATATAAAGTTCy^TTCXa^GCyiGATTATCTTGTTrTrTTG 
CATAGCAATCAAAGTTGAAATTTGTTTGCTACATCAACAAATTAAGGACATTTTCACAAA 
CTGAGAAATAAACAAATATGCCAATTCGTAGGTG6TTTTGCCTTATCCTTTGAATGTGAC 
TTAAAATCAGCAATGATGATATAGTAAATACTGAAATTTAGGTGTAAATCAATACGTTCT 
ACAGGGAAATAATGAGGCTAAGTATTTTTATGTTTTTAGTGGTTTTTTAGAAACCTAATC 
TTATAGCCGCCATTAGCATTACTAGAGTTATGCAAATAATTGCATTATAAACATGTTTAT 
AACTTAGCCaaflACATTGATTTTTATAACTCTCCAAGTftTGAGTTGAAATTTCTTATGTC 

AAGAACTTTATTTAAAAACAATTTTGGAAGGTTACTAGGTACAGCTTTTGCAGAAGAAAC 
TGAACTGTAGCCAGATGGTCAGCAAGTAaACTACATGACTTAGAGTTCTTGTGCATTATA 
CATTTTGGGTAATT(»AAGTACTGTATTTGCATTGACTATAAAGCGTCGTTTGCAATATT 
TATTCTTCCTTCATAGTCCCTTGTTGTGATTATACTTCCAGTTGTTTAAATGTATTTTAA 
AAGACTCACTATTAACTITAITCaGATCTTAftAAGCTACACCTTTTTGAACTATTCCAGT 
CTTTCTCCATCCAATTAGAATGTTATGGAATAACATGTGAAGAGATACAGTOAAAATCAT 
ATTATAATGCATTGAAGATATCCTACATGAATTATCTTCTATTAAAATATGTCCCAATAA 
ATATACCCATAATCAGTGGGTCTTCTACTGAAATCAAGCTCATTCAGCTTTTCTATTAAG 
CAGCCAAAAAATTTTTTGAAAAAATATGACAGCATCATTCCTTATGCATGGGGAAAGAAG 
CACTGGAGATGGGTTTAGTATTGTCTTTATCTCAGAGGTGGAACAAAGTTGTCATTATAG 
GGTCTATAAACTTAAGTCTCCAGCTTATTTGAGACTGGCTTAATA 

>H 1.0,0_1033 UI-H-BWl-aul-f-11-O-UI.sl Homo sapiens cDNA 3' end cr: gi-llS00492/// 
/clone=IMAGE:3082892 /clone_end=3 ' /gb=BF515225 /gi=11600492 /ug=Hs. 221599 /len=439 
[Huinem_jongleur_201102.56.C847] [SEQ ID NO: 251] 
GGATCCTTAGGGCATCTCTTAGTATTACCATGCCCTGTGATTAAGGTCARTGGGAAACTA 
CAATAGCCCAATCCAGGCSUSGACTGOU^TGGTTCAGACCCTTmGGAATGAAGGTTTGG 
GTCACTCCACCAGGTAAAAAACTACAACCAGCTGAGGTGCTTGCTGAAGGCAAAGGGAAT 
ACAAAATAGGTAGCAGAAGATAGTTATTAATACCAGCTACAGCCaCGTGACCAATTGCAG 
AAACAAGGATTGTAAITGTCACGACTATTTCCTCCTTATTTTGTTAAaAATGTTTGTGCA 
TTGTATACACTTGTACTAAGAAAACATCTTCATTAATTTCCTTTCTTTTTCCATTATCAT 
GTGACATAAGATTTATTGATTTTATATCAGCACTTTTAAAGTTTGTTAACTTTAGTTAAT 
AGCCATTTAGGTTAAGGATTAGGTGTCTTCTGTGTGTATGAGGATAGCTGTATTACGTTA 
GGTGTAATTATGACCTI^ATTATTTCCTTTATTTaGAGATTAAATATGAITTCAGGAGAT 
TGTGTATGGGTGTCAAGTTGACTCaGGGGTTCAAGTTGACAAGGACTTGTGATGTTAATA 
TATCAACCTGATCAGATTGAAGGATGCCTAGATAGCTGGTAAACTTGTTCCTGGGTGTGT 
CTGTGAGGGTGTTGCCflfiflGGftGATTAGGAGATGCCGCCCCGGGCCCCCRGACACCGGCT 



CCCGAGTCTCCSSCCGCCCGTGCCCTGCGCCCGCAACCCGAGCCGCACKCGCCGCGGACGG 
AGCCCATGCGCGGGGCGAACCGCGCGCCCCCGCCCCCGCCCCGCCCCGGCCTCGGCCCCG 
GCCCTGGCCCCGGGGGCAGTCGCGCCTGTGAACGGTGAGTGCGGGCAGGGATCGGCCGGG 
CCGCGCGCCCTCCTCGCCCCCAGGCGGCAGCAATACGCGCGGCGCGGGCCGGGGGCGCGG 
GGCCGGCGGGCGTAAGCGGCGGCGGCGGCGGCGGCGGCGGGTGGGTGGGGCCGGGCGGGG 
CCCGCGGGCACAGGTGAGCGGGCGTCGGGGGCTGCGGCGGGCGGGGGCCCCTTCCTCCCT 
GGGGCCTGCGGGAATCCGGGCCCCACCCGTGGCCTCGCGCTGGGCACGGTCCCCACGCCG 
GCGTACCCGGGAGCCTCGGGCCCGGCGCCCTCACACCCGGGGGCGTCTGGGAGGAGGCGG 
CCGCGGCCACGGCACGCCCKGGCACCCCCGATTCAGCaTCACflGGTCGCGGACCAGGCCG 
GGGGCCTCAGCCCCAGTGCXITTTTCCCTCTCCGGGTCTCCCGCGCCGCTTCTCGGCCCCT 
TCCTGTCGCTCAGTCCCTGCTTCCCAGGAGCTCCTCTGTCTTCTCCAGCTTTCTG'reGCT 

CGGCGGCGCCTAGTACGCAGTAGGCGCTCAGCAAATACTTGTCGGAGGCACCAGCGCCGC 
GGGGCCTGCAGGCTGGCACTAGCCTGCCCGGGCACGCCGTGGCGCGCTCCGCCGTGGCCA 
GACCTGTTCTGGAGGACGGTAACCTCAGCCCTCGGGCGCCTCCCTTTAGCCTTTCTGCCG 
ACCCAGCAGCTTCTAATTTGGGTGCGTGGTTGAGAGCGCTCAGCTGTCAGCCCTGCCTTT 
GAGGGCTGGGTCCCTTTTCCCATCACTGGGTCATTAAGAGCAAGTGGGGGCGAGGCGACA 
GCCCTCCCGCACGCTGGGTTGCAGCTGCACAGGTAGGCACGCTGCAGTCCTTGCTGCCTG 
GCGTTGGGGCCCAGGGACCGCTGTGGGTTTGCCCTTCAGATGGCCCTGCCAGCAGCTGCC 
CTGTGGGGCCTGGGGCTGGGCCTGGGCCTGGCTGAGCAGGGCCCTCCTTGGCAGGTGGGG 
CAGGAGACCCTGTAGGAGGACCCCGGGCCGCAGGCCCCTGAGGAGCGATGACGGAATATA 
AGCTGGTGGTGGTGGGCGCCGTCGGTGTGGGCAAGAGTGCGCTGACCATCCAGCTGATCC 

GGTGCCAGCAGCTGCTGCGGGCGAGCCCAGGACAOiGCCAGGATAMGCTMCTGmGC^ 



CTCGTCTCAGCACCCCAGGAGAGGAGGGGGCaTGAGGGGCATGAGAGGTACCAGGGAGAG 
GCTGGCTGTGTGAACTCCCCCCACGGAAGGTCCTGAGGGGGTCCCTGAGCCXITGTCCTCC 
TGCAGGATTCCTACCGGAAGCAGGTGGTCATTGATGGGGAGACGTGCCTGTTGGACATCC 
TGGATACCGCCGGCCAGGAGGAGTACAGCGCCATGCGGGACCAGTACATGCGCACCGGGG 
AGGGCTTCCTGTGTGTGITTGCCATCAACAACACCAAGTCTTTTGAGGACATCCACCAGT 
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ACAGGTGAACCCCGTGAGGCTGGCCCGGGAGCCCACGCCGCACAGGTGGGGCCAGGCCXSG 
CTGCGTCCAGGCAGGGGCCTCCTGTCCTCTCTGCGCATGTCCTGGATGCCGCTGCGCCTG 
CAGCCCCCGTAGCCAGCTCTCGCTTTCCACCTCTCAGGGAGCAGATCAAACGGGTGAAGG 
ACTCGGATGACGTGCCCATGGTGCTGGTGGGGAACAAGTGTGACCTGGCTGCACGCACTG 
TGGAATCTCGGCAGGCTCAGGACCTCGCCCGAAGCTACGGCATCCCCTACATCGAGACCT 
CGGCCAAGACCCGGCAGGTGAGGCAGCTCTCCACCCCACAGCTAGCCAGGGACCCGCCCC 
GCCCCGCCCCAGCCAGGGAGCAGCACTCACTGACCCTCTCCCTTGACACAGGGCAGCCGC 
TCTGGCTCTAGCTCCAGCTCCGGGACCCTCTGGGACCCCCCGGGACCCATGTGACCCAGC 
G6CCCCTCGCGCTGTAAGTCTCCCGGGACGGCAGGGCAGTGAGGGAGGCX3AGGGCCGGGG 
TCTGGGCTCACGCCCTGCAGTCCTGGGCCGACACAGCTCCGGGGAAGGCGGAGGTCCTTG 
GGGAGAGCTGCCCTGftGCCAGGCCGGBGCGGTGACCCTGGGGCCCGGCCCCTCTTGTCCC 
CAGAGTGTCCCACGGGCACCTGTTGGTTCTGAGTCTTAGTGGGGCTftCTGGGGACACGGG 
CCGTAGCTGAGTCGAGAGCTGGGTGCAGGGTGGTCAAACCCTGGCCAGACCTGGAGTTCA 
GGAGGGCCCCGGGCCACCTTGACCTTTGAGGGGCTGCTGTAGCATGATGCGGGTGGCCCT 
GGGCACTTCGAGATGGCCAGAGTCCAGCTTCCCGTGTGTGTGGTGGGCCTGGGGAAGTGG 



CCTCCTGAT6AGAGTGGCCCCGGCTGCATGAGCTGCAAGTGTGTGCTCTCCIGACGCAGG 
TGAGGGGGACTCCCAGGGCGGCCGCCACGCCCACCGGATGACCCCGGCTCCCCGCCCCTG 
CCGGTCTCCTGGCCTGCGGTC7i.GCAGCCTCCCTTGTacCCCGCCCAGCACAAGCTCAGGA 
CATGGAGGTGCC6GATGCAGGAAGGAGGTGCAGACGGAAGGAGGAGGAAGGAAGGACGGA 
AGCAAGGAAGGAAGGAAGGGCTGCTGGAGCCCAGTCACCCCGGGACCX3TGGGCCGAGGTG 
ACTGCAGACCCTCCCaGGGAGGCTGTGCaa«3ACTGTCTTGAACATCCCaAATGCCACCG 



ATCACAGTAAATTATIGGATGGTCTTGATCTTGGTTTTCGGCTGSGGGTGGGACACGGTG 



CTCTGTGGCCTGAAGCeSTCTGTGGACCTTGGAAGTAGGGCTCCAGCACCGACTGGCCTC 
AGGCCTCTGCCTCATTGGTGGTC3GGGTAGCGGCCAGTAGG6CGTGGGAGCCTGGCCATCC 
CTGCCTCCTGGAGTGGACGAGGTTGGCAGCTGGTCCGTCTGCTCCTGCCrCACTCTCXICC 

CCTGGTAGTGTCACTGGCTCaGCCTTGCTGGGTATACACaGGCTCTGCCACCCACTCTGC 
TCCAAGGGGCTTGCCCTGCCTTGGGCCAAGTTCTAGGTCTGGCCACSGCrACAGACAGCT 
CAGTCCCCTGTGTGGTCATCCTGGCTTCTGCTGGGGGCCCACAGCGCCCCTGGTGCCCCT 

CCCCTCCCAGGGCCCGGGTTGAGGCTGGGCCAGGCCCTCTGGGACGGGGACTTGTGCCCT 
GTCAGGGTTCCCTATCCCTGAGGTTGGGGGAGAGCTAGCAGGGCATGCCGCTGGCTGGCC 




ACACTCCCCCTTCTCTCCAGGGGACGCCACACTCCCCCTTCTCTCCAGGGGACGCCACAC 
TCCCCCTTCTGTCCAGGGGACGCCACACTCGCCCTTCTCTCCAGGGGACGCCACACTCGC 
CCTTCTCTCCAGGGGACGCCACACTCGCCCTTCTCTCCAGGGGACGCCACACTTGCCCTT 
CTGTCCAGGGAATGCCACACTCCCCCTTCTCCCCAGCAGCCTCCGAGTGACCAGCTTCCC 
CATCGATAGACTTCCCGAGGCCAGGAGCCCTCTAGGGCTGCCGGGTGCCACCCTGGCTCC 
TTCCACACCGTGCTGGTCACTGCCTGCTGGGGGCGTCaGATGCAGGTGACCCTGTGCAGG 



TCTGGGGACAGGCCAGCCACACCCCGAGTCCTAGGGACTCCAGAGAGCAfiCCCACTGCCC 
TGGGCTCCACGGAAGCCCCCTCATGCCGCTAGGCCTTGGCCTCGGGGACAGCCCAGCTAG 
GCCAGTGTGTGGCAGGACCAGGCCCCCATGTGGGAGCTGACCCCTTGGGATTCTGGAGCT 
GTGCTGATGGGCAGGGGAGAGCCAGCTCCTCCCCTTGAGGGAGGGTCTTGATGCCTGGGG 
TTACCCGCAGAGGCCTGGGTGCCGGGACGCTCCCCGGTTTGGCTGAAAGGAAAGCAGATG 
TGGTCAGCTTCTCCACTGAGCCCATCTGGTCTTCCCGGGGCTGGGCCCCATAGATCTGGG 
TCCCTGTGTGGCCCCCCTGGTCTGATGCCGAGGATACCCCTGCAAACTGCCAATCCCAGA 
GGACAAGACTGGGAAGTCCCTGCAGGGAGAGCCCATCCCCGCACCCTGACCCACAAGAGG 
GACTCCTGCTGCCCACCAGGCATCCCTCCAGGGATCC 
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>H_1.0.0_95182 UI-E-EJO-aih-g-03-O-UI.sl Homo sapiens ciDNA 3' end as: gi-18992463/// /cloue=UI-E- 
EJO-aih-g-03-O-ui /clone_eiid=3 • /gb=BMS82567 /gi=18992463 /ug=Hs , 303527 /len=6S8 
[gnl|UG|H3#S40982S4] [SEQ ID NO: 252] 
^m^NN^n!JHNNNNIraNMJ^TOCACAATCTTTTTATTTTTAT^ 

TACACACTAGCCAACATTATTATATATTTACATGCTGAAACTGGCTGCAATAAGTTTAAA 
TTCAAGAAAATAATTCTTATGTGCTATTCATTTATAATCCTCATTTTTTACTATCTCATG 
TATCCCAGAGATTTTAATAGTCCTGTTTTTAGAAftGACATGAAAATAGATCCAATCATaT 
CCACTGTGTTTTGCATTTTTCTAGCCATCGGAAAATGTGCATTATCTGCATAITAAGAAA 
GGCTACAAGGTAATTAGTAAGGCTGATAATCACTACATTGTGAAGAAACTAGAATATCAC 
TTTTTTTTTTTATAAAAGGACAATTTAGAACTGTGCAGGGACAATRTTCGTAACAGAACT 
ATTTAAACACCCATGCaAAATAAATTAAAAATGCTGTGAGATTTAAATTAAACTATAGGC 
AACTTTGTTGGGATTAATTATGTTTAAAATGACGATGGTTGAACTCAAATTATTGAACCA 
AaAACAAAAACAAAAACAAACTGATGGAACTGTCAACTTGCTTCAAATGGCGCSUUSGACa 
CACAO^TGGGCATCaGATTAGAGGATGTGACACraGCAGTGACaTTTGGTTTGGGaACTai 



^?ilr?M^Pp'f^i^^r^f" n'''"*^"^ veSlgOl.yl Beddington mouse embryonic region Mus musculus cDNA 

clone IMAGE:822672 5', raRNA sequence [SEQ ID NO. 253] 

GGGGCAGCATGCATTTTAGGAAGTCAGAGCCTGCTGTAATTCATGGTTCGATTCTCTACA 

TTTGCATATCATCAGATGTCCATTTTGAATACCAGATGTGGAAAAAGAGTTTGAACTGTA 

TTGTAAAGAGCTGGTACCTGAAGCAACCATGTATTTTGCAAGATTTTCTTCCTGAAAATT 

TACTACATGCATCACTGATAAAATTGCTTTGGTAGAAGTAAAAA 

>H 1.0.0_123169 nr61h04.sl Homo sapiens cDNA 3- end as: gi-25S8472/// /clone=IMAGE: 1172503 
ittZ^-^v'^'^' ^^Z^^,"^^^ /gi=25S8472 /ug=Hs. 407987 /len=552 . Weakly similar to JAK3 MOUSE Tyrosine- 
S^^^^iS '^^^ '■^^'"^ 3) (JAK-3) [M. musculus] [9nl|UG|Hs#S85a910] [SEQ ID NO: 254] 

TTTTTGGTTTTTCGAGACAGGGCTTCTCTGTXJTAGCECTGGCTGTCCTAGAACTCACTCT J I is« wo. ^54J 

GTAGACCaGGCTGGCCTCGAACTCAGAAATCCACCTGCCTCTGCCTCCCAAGTGCTGGGA 
TTAAAGGTGTGCGCCACCA(XG(XTGGCCAAATCTACCAATTTTAAGTGACATTTTCKCC 
CTTCTCTTTTAGTGTGGAATGGACAATTAAAAAAATAAGATAATAGTGATTTAATCACAA 
CCATTCTACAACTTAGGCTGCTTATGGAGTGTTGTGCTTTTTAACAATGAAAGACACTAT 
ACTATATTTCATTCCCGGCCCTACATGCATGCATGTATGAACATTTATACATATGTATCT 

GGGTTGGGGCTAGGGAATGTGGTACATTGATAGAACATTTGCCTAGCATGGATGAAACTA 
AGTTATCCTCAAAGGATGCATAGGAAAAAGTCCAAACATGTTAAAGAGATCAATTACTGA 
GTTCTCTCTATC — 

^?7hS;^7/^/^^^ sapiens programmed cell death lo (pdcdio) , transcript variant 3, mRNA cr: gi- 

22538793/// [Human_jongleur_201102 . 12145 . C2] [SEQ ID NO: 255] 

TGCaAGGTGGGAAGTGAAGTOUSTGCCTCMTTGCTGATCAGTGTGTTTTTTGTGTCCAA 

TTCTTTTATCACCAAAAAAGGGAAGAAATATTGCAGTGAATGAAGATTCCTCTGCATTTT 

AGCACTGCTTTTTCAACTGTAGTTGGCTITTGAATGAGGATGACSiATOGAAGAGATGAAG 

AATGAAGCTGAGACCACATCCATGGTTTCTATGCCCCTCTATGCAGTCATGTATCCTGTC 

TTTAATGAGCTAGAACGAGTAAATCTGTCTGCAGCCCAGACACTGAGAGCCGCTTTCATC 

AAGGCTGAAAAAGAAAATCCAGGTCTCACACAAGACATCATTATGAAAATTTTAfiAGRAA 

AAAAGCGTGGAAGTTAACTTCACGGAGTCCCTTCTTCGTATGGCAGCTGATGATGTAGAA 

GAGTATATGATTGAACGACCAGAGCCAGAATTCCAAGCCCTAAACGAAAAGGCACGAGCA 

CTTAAACAAATTCTCAGTAAGATCCCAGATGAGATCAATGACAGAGTGAGGTTTCTGCAG 

ACAATCAAGGATATAGCTAGTGCAATAAAAGAACTTCTTGATACAGTGAATAATGTCTTC 

AAGAAATATCAATACCAGAACCGCAGGGCACTTGAACACCAAAAGAAAGAATITGTAAAG 

TACTCCAAAAGTTTCAGTGATACTCTGAAAACGTATTTTAAAGATGGCAAGGCAATAAAT 

GTGTTCGTAAGTGCCAACCGACTAATTCATCAAACCAACTTAATACTTCAGACCTTCAAA 

ACTGTGGCTTGAAAGTTGTATATTGTTAAGAGATGTACTTCTCAG'reGCAGTATTGAACT 

GCCTTTATCTGTAAATTTTAAAGTTTGACTGTATAAATTATCAGTCCCTCCTGAAGGGAT 

CTAATCCAGGATGITGAATGGGATTATTGCCATCTTACACCATATTTTTGTAAAATGTflG 

CTTAATCATAATCTCACACTGAAGATTTTGCATCACTTTTGCTATTATCATTCTTTTAAG 

AATTATAAGCCAAAAGAATTTACGCCTTAATGTGTCATTATATAACATTCCTTAAAAGAA 

TTGTAAATATTGGTGTTTGTTTCTGACATTTTAACTTGAAAGCGATATGCTGCAAGATAA 

TGTATTTAACAATATTTGGTGGCAAATATTCAATAAATAGTTTACATCTGTT 

>H_1.0.0_48959 Homo sapiens deleted in lung and esophageal cancer 1 (DLECl) , transcript variant 

DLEC1-S2, mRNA si: gi-6715592/// [Humanj ongleur_201102 . cl . 6757 . singlet] [SEQ ID NO: 25S] 

GTTAGCGGCGTCTCGGTTGCCATGGAGRCCAGGAGCTCCAAAACGCGGAGGTCTTTAGCG 

TCCCGGACCAACGAGTGCCAGGGGACAATGTGGGCGCCAACTTCGCCACCAGCCGGGTCC 

AGCAGCCCCAGCCAGCCCACCTGGAAGTCCTCCTTGTATTCCTCCCTCGCCTACTCTGAG 

GCCTTCCACTACAGCTTCGCAGCCCGGCCCCGCCGCCTCACGCAGCTTGCGCTGGCGCAG 

CGTCCCGAGCCTCAGCTGCTTCGTCTGCGCCCCTCCTCX3CTGCGCACCCAAGATATCTCG 

CACTTGCTCACa3GCGTCTTCCGCAACTTGTACTCAGCCGAGGTCATCGGCX3ACX3AAGTG 

AGCGCAAGCTTGATCAAGGCCCGCGGCAGCGAGAATGAGCGCCACGAGGAGTTCGTGGAC 

CAGCTGCAGCAGATTCGGGAGCTCTATAAGCAGCGGCTGGATGAGTTTGAAATGTTGGAfl 

AGACATATCACTCAGGCCCAAGCACGGGCTATTGCGGAAAATGAGCGGGTCATGAGCCAG 

GCTGGAGTACAGGACCTCGAGAGCCTTGTCAGGTTGCCTCCAGTGAAGAGTGTCTCCAGA 

TGGTGTATAGACAGCGAGTTGCTACGGAAACATCATTTGATCTCCCCAGAAGATTACTAC 

ACCGATACAGTGCCGTTTCACTCTGCACCTAAAGGCATCTCCCTACCTGGATGTTCAAAA 

CTGACATTTAGCTGTGAGAAGCGTTCCGTCCAGAAGAAAGAGCTGAACAAGAAGCTTGAA 
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GATTCATGCAGGAAGAAGCTTGCTGftGTTCGAAGATGAGTTAGACCACACTGTGGaCAGC 
CTGACATGGAATTTAACTCCTAAGGCCAAAGAAAGGACCAGAGAACCTCTCAAGAAAGCA 
AGTCAACCAAGGAATAAAAACTGGATGAACCACTTACGTGTGCCACAGAGAGAGCTAGAC 
. , "TGCCAGAATGGAGAGTCGGAACCACTTCCTAAAAAATCCCCGTTTTTTT 



CCATACTTCGCTCTGGGACTGGGGATGTTCCCAGGAAAAGGTGGAATGGTGGCTCCTGGA 
ATGACCTG(XAGTACATTGTCC3«3TTTTTTCCCGACTGCCTTGGGGATTTTGATGATTTT 
ATTTTAGTGGAGACCCAGTCAGCCCaCACACTTCTGATCCCCCTGCAGGCCCGGAGGCCG 
CCCCCCGTGCTGACATTGTCACCGGTGTTGGACTGTGGTTACTGCCTCATTGGGGGAGTC 
AAGATGACCaGATTCATCTGOUUiAATGTGGGTTTCAGTGTTGGCAGGTTCTGCATTATG 
CrcAAMCAAGCTGGCCaCCaCTAAGTTTaWiGGCmTTOaU^CCG^ 

GTGGAGGTCTTGTTTTCCCCAAAGAGCCTAGGAAAGGCAGAGCAGACCTTCATCaTCATG 
TGCGACAACTGCCAGATAAAGGAGCTGGTGACCATAGGAATTGGGCAGCTGATTGCTTTG 
GATCTGATCTATATTTCTGGTGAAAABAGCCAGCCAGACCCTGGAGAGCTCACAGACTTA 
ACAGCCCAGCACTTCATACGATTTGAGCCTGAAAACCTTCGGTCCACGGCTAGGAAGCAG 
CTGATTATTAGAAATGCTACCTGAGGGATTTTCACAGTGTGCTCCaGATGGTGCTAGAGG 
AAGTCCCAGAGCCTGTAAGTTCAGAAGCGGAGAGCCTGGGGCACTCCTCCTACTCTGTGG 
ATGATGTGATTGTCCTGGAAATCGAGGTGAAAGGCTCAGTAGAACCTTTCCAGGTTCTCT 
TAGAGCCATATGCCCTCATCATCCCAGGGGAGAACTACATTGGGATAAATGTGAAGAAGG 
CTTTTAAGATGTGGAACaACAGC3W3TCACCCATCAGATACCTGTGGGGGAAGATCAGCG 
ACTGCCACATCATTGAAGTGGAGCCOSGCACAGGGGTCATAGAGCCCAGTGAGGTCGGGG 
ATTTTGAGTTGAACTTTACTGGGGGTGTCrCTGGCCCCACAAGCCAGGACCTGCTGTGTG 
AAATCGAAGACTCGCCCTCGCCAGTGGTGTTACACATTGAGGCTGTCTTTAAGGGGCCTG 

CAAACTCCATCCAGATCCX3GAACGTCAGCCAGCTCCCAGCCACATGGCGCATGAAGGAGA 
GCCCAGTCTCCCTCCAG6AAAGGCCTGAGGATGTGTCTCCCTTCGACATTGAGCCTTCGA 
GTGGCCAGCTTCACTCTCTGGGGGAGTGCAGGGTGGACATCACCTTGGAGGCCCTGCACT 
GCCAGCATCTGGAGACCGTCCTGGAGCTGGAGGTGGAAAATGGTGCCTGGAGCTACCTTC 
CTGTGTATGCTGAGGTACAGAAGCCCCATGTGTACCTACAGAGCAGCKAGGTGGAGGTTA 
GAAATCTCTACCTGGGTCTGCCCACGAAGACAACCATCACACTTATCAATGGCACGCTCC 
TGCCTACCCAGTTCCACTGGGGCAAGCTCCTCGGACACCAAGCAGAATTCTGCATGGTGA 
CAGTCTCCCCCAAACATGGCCTGCTGGGCCCAAGTGAGGAGTGCCAGCTCAAGTTGGAGT 
TGACTGCTCATACCCAGGAAGAGCTGACCCATCTGGCXICTCCCTTGTCACGTGTCAGGCA 
TGAAGAAGCCy^CTGGTTCTAGGCATTTCTGGGAAGCCCCAGGGACTGCAAGTGGCCAITA 
CCATCTCTAAGGAGAGCTCTGATTGCAGCACAGAGCAGTGGCCAGGCCACCCAAAGGAGC 
TCCGCCTGGACTTTGGCTCAGCGGTGCCACTGAGGACCCGTGTGACTCGCKAGCTCATTC 
TCACCAATCGCTCCCCAATACGGACCCGTTTCTCCCTCAAGTTTGAGTATTTCGGGAGCC 
CCCAAAACAGCCTGAGCAAAAAGACCAGCCTTCCCAACATGCCTCXITGCCCTGCTAAAGA 
CAGTGCGGATGCAAGAGCACCTGGCCAAGCGAGAGCAGCTGGATTTTATGGAGAGCATGC 
TATCCCACGGGAAAGGAGCTGCTTTCTTCCCTCACTTTTCCCAGGGCATGCTGGGGCCCT 
ACCAGCAGCTGTGCATTGACATCACAGGCTGTGCCAACATGTGGGGCGAGTACTGGGACA 
ACCTCATCTGCACGGTGGGAGACCTGCTGCCGGAAGTCATCCCAGTGCACATGGCAGCGG 
TGGGCTGCCCCATCAGCTCCCTGAGGACCACCTCCTACACTATTGACCAGGCCCAGAAGG 
AACCAGCCATGAGGTTCGGCACCCAGGTCTCCGGAGGAGACACAGTTACCCGAACCCTTC 
GCCTGAATAACTCCaGCCrCTGTGACATCCGCCTGGATTGGGAGACCTATGTTCCAGAAG 
ACAAGGAAGACTGGCTGGTGGAGCTGCTGGTGTTTTATGGGCCACCTTTCCCGCTGCGGG 
ACCAAGCCGGGAATGAGCTTGTGTGCCCTGATACCCCTGAGGGTGGCTGCCTCCTCTGGT 
CCCCAGGCCCCTCCAGITCATCGGAATTCAGCCATGAAACTGACTCATCAGTTGAGGGCA 
GCTCCAGTGCCAGCAATAGGGTGGCACAGAAGCrCATCTCAGTCATCCTGCAGGCACATG 
AGGGGGTGCCCTCCGGCCACCTGTACTGTATCAGCCCCAAGCAGGTGGTGGTCCCTGCTG 
GGGGCAGCAGTACCATCTACATCTCCTTCACCCCTATGGTGCTeAGCCCTGAGATCCTGC 
ACAAGGTGGAGTGTACTGGCTACGCCCTGGGTTTCATGAGCTTGGACAGCAAGGTGGAAA 
GGGAGATTCCACGGAAGAGGCATCGCCTGCAGGACTTTGCGGTGGGACCCCTGAAACTGG 
ACCTGCATAGCTACGTGAGGCCTGCACAGCTAAGTGTGGAGCTGGACTACGGCGGCAGTA 
TGGAATTCCAGTGCCAGGCCAGTGACCTCATTCCCGAGCAGCCCTGCTCTGGGGTGCTGA 
GTGAGCTGGTGACCACCCACCACCTGAAGCTGACCAACACTACAGAGATCCCACACTACT 
TCCGGCTTATGGTCTCCAGGCCCTTCTCCGTTTCTCAAGATGGGGCGAGCCAGGACCACa 
GAGCTCCTGGCCCTGGCCAGAAGCAGGAGTGTGAGGAGGAGACAGCCTCAGCGGACAAGC 
AGCTGGTGCTCCAAGCACAGGAGAACATGCTGGTGAACGTGTCCTTCTCACTCTCCCTGG 
AGCTGCTCTCCTATCAGAAGCTCCCAGCTGACCAGACACTGCCTGGGGTGGACATTCaGC 
AGAGTGCGAGTGGAGAGAGAGAGRTGGTGTTTACTCAGAACCTGCTCCTGGAGTACACCA 
ACCAGACCACTCAGGTGGTGCCCCTGCGGGCTGTGGTGGCCGTGCCTGAGCTGCAGCTCT 
CCACCAGCTGGGTGGACTTTGGGACCTGCTTTGTGAGCCaGCAGCGAGTCCGGGAGGTCT 
ACCTGATGAACCIGAGCGGGTGCCGAAGCTACTGGACTATGCTGATGGGCCAGCAGGAGC 
CAGCCAAGGCCGCTGTGGCCTTCAGGGTCTCCCCAAACAGTGGGCTGCTAGAAGCACGAT 
CCGCCAATGCACCCCCAACCTCCATCGCGTTGCAGGTTTTCTTCACTOCCAGGAGTAGTG 
AGCTGTACGAGTCCACGATGGTGGTGGAAGGTGTGCTCGGTGAGAAGTCCTGCACCCTGC 
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GGCTCCGGGGCCAAGGCTCCTATGRTGAGSGATACATGTTGCCTCACCAGCCCTGAGGCT 
CCGCCCCAGCCCTCAGCCCCAGGCCCCflGCTGGAGAAAAflACaTTGCCCftGGGATTAGGA 
GCAGCTCTTCAGCACAAAGACACaGACTTGGGGACCTGGGGACCTCTGGGCAGCTCCTGG 
AATGGAAGAACCCCCTTCCACAATGGTCTCAGCCTAGGCCCTCATGATTTGTCCTCAGAG 
5 CTAACATAAAGGACAGGCCACACCACAGCAGAGACCACCACATTGAGATCaCTACTCAGT 
GCATAGCGAAGACCAGTATGGCAAAATTAGTCTTGGAAAAAAACCACAGCCACTAAGTAA 
ATTCATGCACTTTTACTATGCA 

>H_1.0.0_25S80 Human mast cell chymase gene, complete cds cr: gi-180541/// 
[Human_jongleur_201102.1221S.C2] [SEQ ID NO: 257] 
10 TCCCA6TTAATACATAATCAATATGCAATTTATTAATACATCTCTCCATGTCCACTCCCC 
CTGTATCTTGCCATTCTTGACCTGCATTTCCATCCTCCTTACCTTCCCTAGAGGCCAACT 
CATTTTCTTTGAAAAACCTGGCATTTCCCAGAAAAAAAAGTGAAGGGCTGGGAGCTGTCC 
GTTGTCCTGATTTGCTCKCTCTOCCTTTGCTTCCAAATGTGGTTGGAAAGAAGCACTATT 
GAAAAATCCCTAAACGCaCCCCTGCAGGGTTGGCTCTACCCTGTAGCCATGGACACATGC 

1 5 TGTTOATACCS^CETGCCTCATGAGTCTCACATAATTTGCCCTTTCACACTATCTACCCCA 
TCAGCCTTACCAAAACCaTACCTGC3iTCX:TGGGCAGCATCTGCECTTC3«\GAGACTAAGG 
AATCTCCTTGCAACCAAGAAT6ACTAGACCAATGAGACACCCTTTAAGGCCCCAGCACAA 
TATAGAAATCCCACAATATGGTAATCCCAGTAAGGAGCTATCAAGCCATTGCAGGACCAT 
CTAGAATACAACTAGAGTATAGTTCCTTTCAATCCAGGAACTATACTCTAACAGCTTGGC 

20 TCACAGGAACCAGAAGTGAAGATGATGAGGATCAGGGCTGAGCCTGTGAGCACCAGCTCC 
ACCACTGACACCAACCACAGATTAAACAAGCATCTTGTGGACCCCTGGGATGGAAAGAAT 
AGTTGTTGCCTTATCAACCTCCCCCaCAGCCCACACAGAAAAGATAAAATCATCATGGCT 
ACAGTGTTACAGAAGATGATGACCCAAGGAGTAGGCCTGCCTGAGTGAATGCTGAGAGTO 
ATAATGGGAGOiGTAGCATCTCAGaGACTAGAGCAGAAACCATCCACATAAAGAGCTTTG 

25 CCCAAACTTATGATAAAGGGCACCCTCAGAGACTCTCCCTACTTTAATATTAGCCCATTG 
CAGAAATGGTGAGTGGAAAGAGAAATCTTAGGAAGAACCCCTTAAAAAAGCAAAATGCTT 
TTTAGGTTTGTGCTGAAGAGCCTGGAAAAGAAATAAGGACACACACGCTGAGAAATCTTC 
CTCCTGCCCCAACACTGGGATAATCTCCAAGGATCTCTCCATATCTCATTCTCCTGGATA 
CACTGTCCACTCAGAAATATTGTGCAGAGTGCAGTAATTCAAAAGTGAGCTATTGTGTTA 

30 GGAGTGAAGGCAAGAGTATCGTAAAATAAATCAAATTTGAAATGAATTCTCTTAAATTGC 
TTTATAGATGTTTAATGTAAGCCAGCAGCTATTAAACGATAAACCTTAAATTCGAGAAAA 
ACTTGGTCATTCAGAAACTATAGAAACAGGCAGGACTTATTGCGAGGGCAAACACAGAGT 
GAGCTCCAGCCTGCTTCAGGAAAATCTGCCAGTGCCATGAAGGATGTACTCTGTCTGCTC 
CACTGCACTACTGCTCftSTATGAGCCCATGCCATCAGCTGTCCCTGACCCACAGGAGTTC 

35 TTTAGAAGAGACTGGTCAACAAAAGITTCTAGGGTGTTTTATACCTGCCAACTCGAGGGT 
TAAAACAAGTTGCATAGAAATGCTCAATCAAGAAAGACACAGTCATTACTCAGAGAATAA 
TAAACAGCCTGGCAGCACATGAATaaATAGAAAAAAGATGTTACATGCAAAGCATGAAAT 
AACCMATTCXaTAACAGATGTTRATCTGTAATGTGTTTAGGAGAATTTAGAGGAAGTAT 
AAGATTTATTCTTTCATCAAAAAAATTATAGCCAATGAGGATATATCTATCAATTATCCA 

40 TCAAGTGGTGATATGGCAGCACAAGGTAAAACACAAAGGAATAAAACCAACGTTTATTAA 
GAACCAATCATGTGGCATTTCACATTGAGCATCATATTTAATTCTGAAAAAAATCCTTGT 
ACTGTATCATTCTTCATATTTTATGGATGCAGTAACTAAGGCTGAGAACTTTAAAATTTT 
TCCTAAGTTCAGACACATAGCTAAGTGGCAGAACCAAGATTCAAACTCACCCCATCTAAC 
TGCAGAGCAAACTGCATGCCTTAAATGTCAAAGTGAATACTAGCACAGTTAATACAATGT 

45 TTGGAAACTCAGAGAAGGAATGATCCCTCTGCATTATAGTTACTAAGGAATCATTGCCAT ' 
TATTTAAATGCCAGTGCTTCTACATCAGGCCCAAATTTTCTGTCCTACTAACTGTGAATC 
AAGACTTGATTCAACCTCTACTTGAGTATCTGCCGCAATGAGAAATCACTTACCTCCACT 
AACCACACATTTATTTTATAACAACAGATTGTTAGTAAGTCCTTTCTTATACATACTCAA 
CAGCTGCrrCCCAAGATGCTGTAGGATTATGTCTAGAGTCAAACTAGCCSGAAGCAATGT 

50 CCAAAATACaCCATAACACTGTGCAGOUUUKTCX^TACTACCACTTGTTTGGCCCAAACa 
TTCTAGGCAGCACTGGATATCTGRATC&TCAATTATTTCrACAAACACTGACCCCTCTAC 
CAGTCACCCTCACTAGAAGAATTAATTCCaCATGATAATAGCTCCCTCATGTTACTCCCT 
TCTAAGTCAAATTGTACACCCCTTTATCTGATTAACAGAGTCTAAGTCACATGACCTAAA 
TGCAAGAGAACTGGGAATGGACGTTTGTGGATTCTACCTTAGTAAGGCAAAGTTATCATT 

55 GGGAATTCCTCTAATACAGGAAGGGTGTTCCAGAGACATTAAGGAGCCATATAAATGGAA 
AATGTCCACTACAATCCATCACTTGGTTGCCCCACATCAACATTCATTCTTTTGCCACAC 

ttaaagtttccaagaacaaaaattatcccactgaacataatctttactatcttttatata 
aaggaaaattagacttgactcagcagaactgaaataacccagctctaacagttactgctt 
ttaacttcaagtactgtgtctctaggtgatacctgctccaacaatagtttggtcacattt 

60 tcaatttgatattctctagtctcccaacttgataactgtaccctaaaccataaagttcac 
taccaacatgctatatataaaataaccaaagggggaagaagaaagagaaaaaggaaatct 
cttaaaatacacaggtatacatatgacaaagcaaagaaggaaatgtgagca6atagtgca 
gtcctcgtttctgaaattggtcccktgactggggctatacctattccatttcctcaccct 
ctlgccaggcaggtggagoiaaaacttaagtcttggtggatctgaatcttgatgctgtgga 

65 gctgtcttactagccccagactacx:tgcctctcaatttctaattatatcagtgaaagcaa 
acagctttgatttgtttaagcctctgattttttggtctaactgatgtaagaccacaagga 




70 



GAGTTGCCAACTTTGGCAAATAAAAAATACAGGATTCCAGTTAAATTCAAATTTAGATAA 
ACAACAATTTTTTAGTATTAGTGTGTCCCATTCAATATTTGGACATACTTAACTAAAAAA 
TGATTTGTTGTTCATCTGAAATACSUy^TTTAACTGGGCATTCTGAATATTCTCTGGCAAC 
CCCCGAGAGAGTGAAGAAAGTGGTACAAGGACACTTAAGAAGACCaGATTTGAAAAGACA 



134/349 



[f jje>'/^:/yv'GG30S820l .ape] 



WO U3/058201 PCT/US02/41825 



TTACGGATGTGTTTAAATGTCTTATTCTAGAGAGAGTTAGAGCTGTAGGTAGAACTTGGG 
AAATTAAGTTAAAAGCAGACACAGAGACCTGGCCAATATATACTAAGGAGTGGATCACTC 
TGGTCACAAGCCCAACCTGAGACCAAGGGCATAGTGAGATGATTTGGGAAAGGCACTTAT 
ACACTACTCATCCCCGTCTTTGAACTAAATGCCTTATAAATCTCCAAGAGAAATGACAGT 
CCACCATGTGGACTGCTTTCTGTAAGTCCAGGGAAAATAAAAGCTATGTGCTTGAAACCX: 
ACTTCTGATAITATAftGGTGTGTGATCTTTGTCATGTTAATGGGTCTGAGTATCAATTCT 



ATGCAACAGTAGGAAACCCCAGCETCTCTGGAGCAAACACCCTTCTACATCTTTACTTCC 
CCTGCACy^TTGGCAGGACTCTATTCCTCTATTTCTCTCTAGTGCTAGAGCAGAAAGGGAC 
CTTGATTTGATATCAGGAAAATCTAITTCTGAACXJATAAGCTATGATAGCTGATTTAAAA 
AATTGACTATCATGACATGATAATGATCATAATGGTAATACATATTGATAGGGTTGCCGT 
GAARGTAATAATATATCTflAGAGTTGTGACAATATATGATACG(XTAGACTCTCAGAAAA 
TGCTAATTCCAATCCCAATTGCTCTTTGCATA 

AGATCCAGGTCAATGTTTTTCAAATTACAAGGAATTATCATTTAAATGGGGAAGAAGCTC 
AAGTTTTGACGTGTAGTGGAATTGGAGTGGAGTGGAGTGGAATGGAAACTAACAGGAAGA 
CACTGCACATGGTTAAGATAAAGATTGTTTCCTGAAACCTTTAATTTGTGCTTACATACT 
CACACATACATATGTGCATGCACTGGGACTCTGCAATATGCATTTCTGACTATGGAACAT 
AGCCa^TAAAAGTCTTTGCACTGAAOSTTCAGTGGGCCTTTCAaWVGCTGCCCTAATTGGG 



AGGGTAC»TCTGAGAAGCCAGO\CTTGGGAGTTCAGGGCTCAAGTTCCTTTCTAGAAAAA 
CACTGGGTGATTCTAGGGGAACrrCCGATCAGAAACAGCCAATTCAGAGTGAGAGAAGAA 

ATAAAACCCAAGACTGGAAAGGAAAACCAGCATTTGCTCAGGCAGCCTCTCTGGGAAGAT 
GCTGCTTCTTCCTCTCCCCCTGCTGCTCTTTCTCTTGTGCTCCAGAGCTGAAGCTGGTGA 
GTATCAGGGTTCTTCCCTCTGAAATCTGCTGCAGTATCAGCTCCTGAAACAAAGATGTTT 
AGTCTGAAAATAGCTGACTCCTAAACAGGGTTCCAAGATCTCTCTTCAAGAGTCCCACAG 



GCAAGTGGAAGGAAAAGGGGTATCCCCAGGAAAACAGACATGTCCTCTTAATCTTCTGAG 
CATCAGGGCTACCCATTACTTTGTGACTTTCTCACTCTGTGACCATGCTCARGAGCTATG 
GAGAAATCTAAAACAGGAACCTGGACAGTGGGTCCTACACAGAGACAGAGGAGAGTGGGC 
CAGGGCAAGGTGGGAGTGGGAGAA6TCTGAGATGAAAACATCAGAATGGAGCAGAGGCAA 



TTAACCCAATTTGTCCATTCATTGGAGAGAGTATCTATGGCCGTGTTCAAACCCTGGGGT 
GCTCTGTTCCAGGGGAGATCATCGGGGGCACAGAATGCAAGCCACATTCCCGCCCCTACA 
TGGCCTACCIGGAAATTGTAACTTCCAACGGTCCCTCAAAATTTTGTGGTGGTTTCCTTA 



ACCCCTACCCAACTCAAGACACACGGCTCACTTTTCAGG6CCCCACCCAGTCTCAGGGCC 
ACTTCCTCTATGGCCTTTTCAAGAACACTGGCCTCTAGTTCTCAGGGTCCTGAACCCATC 
AITTTATGGGAGGCAGAGAACAGGTCTACATAAGACCCCCACTTTCCaSTTTTAACTGAT 
ATCTCCTGCTTCAGGGGCTGGCCCTCATGCAGGGTTCCCTGAATTAGGAAGTGTGAACXIC 
TGTCCCCTGAGTCCTCCCTGGCCTGTTCAGTCCCCAGCAATTCCAGGGGTCGTAGAAATT 
GTGTCTGTTTCCTGAGAAAGCTCTTTCATGAGTTAAGCCTGAGCCCTCAAATGCCACAAG 
TGGCCCATGAAAAGGGAGATGGGTAGAGTCCGGCGACCCAGTGACAGAGTTTAGTCCTCT 



GAAGAAGACACATGGCAGAAGCTTGAGGTTATAAAGCAATTCCGTCATCCAAAATATAAC 
ACTTCTACTCTTCACCACGATATCATGTTACTAAAGGTGACAACACCTCTCTTCTCCCTT 
TCCACTTCCCATTCTCCTAAGCTTCTCCTTCAGGTCCTCATTGCCCTGAATTTTTCTTAA 
GGACTTGGCTATAACATGAAGCTACTCACCCTGGCCCTCCCTGATCACCTCCAACTGTCC 
AGAGCCCATTTCGAGGACTGACAGTCCTTCATTCCXITTCACAGTTGAAGGAGAAAGCCAG 
CCTGACCCTGGCTGTGGGGACACTCCCCTTCCCATCACAATTCAACTTTGTCCCACCTGG 
GAGAATGTGCrGGGTGGCTGGCTGGGGAAGAACAGGTGTGTTGAAGCCGGGCTCAGACAC 
TCTGCAAGAGGTGAAGCTGAGACTCATGGATCCCCAGGCCTGCAGCCACTTCAGAGACTT 
TGACCACAATCTTCAGCTGTGTGTGGGCAATCCCAGGAAGACAAAATCTGCATTTAAGGT 
GATCCTCCAACTAGGTTTCCTCTCO^AAACTCACTGTTCAGGGACCAGAATGCTCTTAGA 
ACGNAGGAGATGGGGTCAGAAGGTTGTCAGTCAGGTGACAGGGTGAGCATCACAGGAATT 
GCTGTCCTCCCGTGGTCCAAGACAGCCTCTGACCATCCATTCCAGTCTACTGCACTGGGG 
GCATGGGGTGACTGTGGAGAATGTGAATGACGGTCCCAAGAAAGGAAGAAGGGGCATCAG 
AACTAGATGTATAAGTGAGGAGCTCCACCTCCTGGGTCTGACTTTAGGTCTCACTGTGAC 
TCCAAGCTGGCTGGCAGACAGGAGTGGAGGACTTCCCGGGCTCACCTTCTTCTCTCTCTC 
CTCCCCCTACAGGGAGACTCTGGGGGCCCTCTTCTGTGTGCTGGGGTGGCCCAGGGCATC 
GTATCCTATGGACGGTCGGATGCAAAGCCCCCTGCTGTCTTCACCXJGAATCTCCCATTAC 
CGGCCCTGGATCAACCAGATCCTGCAGGCAAATTAATCCTGGATCCTGAGCCAGCCTGAA 
AGGGAAGCTGGAACTGGACCTGAGCAGCAAAGTGTGTGCAACTCATTCTGGTTCTACCCT 
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TGGTTCCCTCAGCCACAACCCTAAGCCTCCAAGAAGTATCCTACAGGTAACAGAACTCTC 
TCTTCTCCCTGCACATAGTGACCTGATTCCCAGCCCAAGCACCCAAGGATTTGGAAGGG 

>H_1.0.0_9733 Homo sapiens hypothetical protein MGC2S28 (MGC2628) , mRNA cr: gi-13129063/// 

[Human_jongleur_201102 .3501.01] [SEQ ID NO: 258] 
GGCACGAGGGTAACTCCAGGACGAGACCGGA6CGACCCGCGCAGCGAGCATAGGCGGCGA 
AGCTGCGCCXIGGCGCCCGAGACCGGCAGCTGCGTGGGGCGGGGGCTGCGCCCGAGCCCGA 
TCTGCCGGCTCCGAGCAGTGGTCTCGGAAAGAGGGTCGTGGTCCCGCACGGATGCGCTTG 
TTGGGAGAAACCTTGGAGATTCACGGCAAGGCGTAAAGCCTGGGGCTTCCAACGATACTC 
TGGGCAGGGATGGAAGCCTAGATGCCTCaCCGCAAGGAGCGGCCGAGCGGGTCCTCGCTT 
CACACACACGGCAGCACCGGCACCGCGGAGGGAGGAAACATGTCCCGGCTGTCTCTCACC 

TCCAATGCACCTGTGCACATCGATGTGGGC3«5CCACATGTACACCAGCflGCCTGGCCACG 
CTCACCAAGTACCCTGACTCCAGGATAAGCCGCCTCTTCAATGGCACTGAACCCATCGTC 
CTGGACAGTTTGAAGCAACATTATTTCATTGACCGGGATGGGGAGATTTTCCGCTACGTC 
CTGAGCTTCCTGCGGACGTCCAAGCTGCTGCTTCCGGATGACTTTAAGGACTTCAGTCTG 
CTGTACGAGGAGGCGCGCTACTATCAGCTCCA6CCCATGGTGCGCGAGCTGGAGCGCTGG 
CAGCAGGAGCAGGAGCAGCGGCGCCGCAGCCGGGCCTGTGACTGCCTGGTGGTGCGCGTC 
ACGCCC6ACTT6GGCGAGCGGATCGCACTCAGCGGCX3AGAAGGCCCTCATCGAGGAGGTC 
TTCCCCGAGACCGGAGACGTCATGTGCAACTCCGTCAACGCCGGCTGGAACCAGGACCCC 
ACGCACGTCATCCGCTTCCCGCTCAATGGCTACTGCCGGCTCAACTCGGTACAGGATGTT 
CTATAAAAATGGCCCaGAGTATTITO^CAAAGCGTGCTTCATTTGACACCCAGAGTCTG 
ACTTTGGATTCGAACTAAACCCAGGCAACAGGCGAGGCAGGACAGAGGCTGAGTGGAAAG 
GTGGTCTGGAGCCCCTTCCCTCTCCCTGCTGACCTTGGAGTCGCAGGCACCCACCAGCTG 
CCAAGAGAATCCCTGGACCGGCTCTTCCTGGATGGGTCCAAGAATTGGACAGCTCAGATG 
GAGTGAGGGCCTATTTTCCAACAGCTCTTCGCAGACCCAAGAGCTTCGCACATTTCCGGG 
TTAGGGTGGAATGGGCTTTGCAGGGAAGAGGGCCCCCTGTGCACGCRTTCCACAGCCTGT 
CGGTCAGAACTTGCTAGTTGCAGGAGACGGGTGTTACACGCAGTCATCAGACCTCACCCT 
CACAGAGGCACAAACCCACATAGTTGTGGACGCCTGCAGAGACTCAAATATTGAGAGGAC 
TTCTCCTTTTTCTCTCCCTCCAGAGCTCCCACGAGCTGATGCACCCCCAGGCTTCAAACC 
ACCTGGAATGCACAGCTCAGGGAAGCTGGTGGATGCCTAGAGGCTGAAGGACAGGGAACT 
CTCCATTATTGGGGCAGGACTCaGGGAGGACACTTGGGGCCATGTGTCTGGAGAGAGGGC 
ATAGGTTACACCCTACAGAATAAAGaSGGGACCCAAAGCCTCTTTTTGCCTCCCGGAATC 
AAGGCCCTGAGGGCAGeRGGATGGTGGCCTGGGTGGGGTCGTCCAACTAGGTTTGCTAAC 
CTGAGGGGTCACTGGGCCTGGCEACTTCTGTCCCTCTGGTGGTGGAACCCAGCACGTGGT 
TCTGTAGGGACCTTTGTCAGTGAGCAAGACTGAGATCGTCACAGGAGAAG6TGCCCTTGC 
TGGCTGCCCCAGCAGGCACCCACCTCCCTGCCAGGCCAAGCCAGGTGTCCTCTTGCAGCT 
TGGCCTTGATGACCTCTGTTTCTTCCTGGGCAGGTCCTGGAGCGGCTGTTCCAGAGGGGT 
TTCAGCGTGGCTGCGTCCTGTGGGGGCGGTGTGGACTCCTCCCAGTTCAGCGAGTATGTG 
CTTTGCCGGGAGGAGCGGCGGCCGCAGCCCACCCCCACTGCTGTTCGAATCAAGCAGGAA 
CCCCTGGACTAGGCCCTGCTTCAGTGCCCACCTGGGCCCCCCCAGGGACCTGGAAACAGT 
GCTGGGGAGTTCTGCCTGTGTATACTTGGCCGTGGGCATGAGACCGAGGGTGAGGCTGGA 
GGGTCCAAAGCTG6CCCAGCGAGCACCAGGGTCCCAGGTGTCATGGCAACAGAACGTGGG 
ATGCTGGAGGCATGCCTGCAGAAGGACTGTTGATGCGACCCAAAGATACAGCGGTGGGAT 

TATCCCTCTCaVCGCGGGGOiGACTCTOSraGGTCTCCTAGCGTCCBMAGM^ 

TTTTCTACAGTATTTAAAATGGATGCAGCCCTAACTGCAAAAGTCAGAGAGGCTGACAAG 

GACCAATGCTTCTTTATCTGGTGCTCAGTTCTCAGTCAGACGTGCAGCATGGCTGCAGGG 



TGCAGGGATGTGTGCTGCAGGGCTGCTGGGAGGAGAGTGGTGGGGGCCTGAGGGCTGAGT 
GATTCTGTAACCACCTGAGACCTTCACGTTTGCTGCCGTTGGGGGCTCAGGCTGCACTCC 
CCGGGTCACCTGACCTGCTGCCCAGGGGCTTCCAGTCCTGTCTGTGTGGACTGGCACCTG 
GGCTGCTGGAGAAGTCTCCTCCCGTTCGGACCAGCCTCAGGGCTGCACGTTACCTCAGGA 
ATGGGCCCCACCATGAAGGGGCCCATCTGTCAGCAGCGTCTTCTAGGTCCCCAGCTCAGG 
GAGCCATCCCCAGCTCCAGTTTTCTCATGCGAATATGCACAGTTTTAATTCACGTTGTTA 
CACTAGCCTGCCGATGAGACCCAGACACAGGCAGACCTGGCGCTCTTGACCCCTGATTCC 
AGTGAGGACTGGCCCTGAGGAGTCCrrGCAGACCTGCTGCCTGCCCCACGACAGGCCCAA 
AGATGGACCCCCCCTGGCCTTGTGACAGCTCCCCAAGTGTTCTCCGGTGGAGAAACTGCA 
GAGGACTGGTGGGCGGGGCTCCCCAGCXaVTCACCATCCTGTGTACAATGGCTGTAGACTT 
GTATATGGCTCCTTTAATATTGTAAAGATGCTGATGTACAATTGTCGTGCATTTGTGTGA 
ACACATTGCGTTCCCAGTCCATGCCATAAATGATGCTCTCAAGCAAAAGACTGGAGGCTC 
TGTCCTGTGCAGAAGCAGCAGCCAGACTCCCGCATTCGATGTTGTGCAGGGAGGTTTGGG 
GGCGGAACGGATTCCTCCCTTGGATCCTTCAGTTCCCATCGAGGAATAACCCGCAGCAGT 
GGTGGAGGAAGGTCAGTGGCTGGGTCCTGAGCTTGGTGTTATTTRTTGCATTTGGGTGCC 
TGTCCCCTCAGGGCAGCACAGATTCTGAATTCTGATTCACAGTCCCTAGCCAGATGGGAA 
CTGGGAAAGAGACAGAAGGCGTCTGGGTGCTTTTGAACCCTGTCTCAAATGTTTGGGATT 
TTCTCTCTCACTATTCTTTGGTTGGGGAIGATGTCCTCTTTAGACCCCCACGTAATGGTA 
TGAGAAGGTGGCAGGCAGTGGCTCAGCCAGCCAGGGGGCACCAAGTCATGCAGCCAGCGT 
GAGACCTGCAGTTCACCTAAGCACAGAACGAGATCTCAGTATGCCTCCATGTAAACAGAT 
TCACATAGGCCTCCAATTTCAATGAGACCTTTTGCATTTTTTCTCAAAGCCCTTATGTTC 
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TAACCCATGAGAACCATTTTACCTGCCCTCTAAGGGCEACCAGCTTCX3ACCTGCCTCAGG 
GGACAGCAGCACAGACCAGTGGCTCCCTGTCCAAGGCCGCAGAGCAGACGCCRTCCCACT 
GTACAATCGAATTTGCTGGACAAACTTGATAGGTTTCTCTGCTTAGCAACGAGCCTATAG 
TTAGTTGGCACATCTGCGTTTTGGCATCTGAGGCTCCCATCTGAGTGGAGGAGAAAGTGT 
TGTGTTTATTAGCAGGAAGTCTTGTGAAAACAGCTCGCTGCTGTGTATGTTTATGGATTT 
TTCTGATATAACAGCCAGCATGGTTACCGAGTGGTAGAGATTCTCGAACATTCTCAAACT 
CTCTTTTTGGGTAAATGATTGTGCTAAAATAAAATTTATTAATAAAGAAGGGGAAAAAGG 
AGTAACTCTACCTG 

>H_1.0.0_10873 Homo sapiens \mc-119 horaolog (C. elegans) (UNC119) , transcript variant 1, 

gi-lS93S537/// tHuman_jongleur_201102 .4091.01] [SEQ ID NO: 259] 

ACTTCCCCCGGCTCCAGCCGGCGCAGGCAGCGGCGGCAGCAGCAGGCGAGCCTCGGCCCC 

GCAAGGCCATGAAGGTGAAGAAGGGCGGCGGTGGGGCCXSGGAaJGCGACGGAGTCCGCTC 

CGGGGCCCTCGGGCCAGAGCGTGGCCCCCATACCACAGCCGCCTGCGGAATCCGAATCTG 

GGTCCGAGTCGGAGCCGGACGCAGGCCCAGGGCCCAGGCCGGGGCCGCTGCAGAGGAAGC 

AGCCGATCGGGCCGGAGGACGTGCTGGGGCTGCAGCGGATCACCGGTGACTACCTCTGCT 

CCCCTGAGGAGAATATCTACAAGATCGACTTTGTCAGGTTTAAGATTCGGGACATGGACT 

CAGGCACTGTCCTCTTTGAAATCAAGAAGCCCCCAGTCTCAGAACGGTTGCCCATCAACC 

GGCGGGACCTGGACCCCAATGCTGGGCGCTTTGTCCGCTACCAGTTCACGCCTGCCTTCC 

TCCGCCTGAGGCAGGTGGGAGCCACGGTGGAGTTCACAGTGGGAGACAAGCCTGTCAACA 

ACTTCCGCATGATCGAGAGGCACTACTTCCGCAftCCAGCTACTCAAAAGCTTCGACTTCC 

ACTTTGGCTTCTGCATCCCCAGCAGCAAGAACACCTGCGAGCACATTTACGACTTCCCCC 

CTCTCTCCGAGGAfiCTGATCAGCGAGATGATCCKCCACCCGTATGAGACCCAGTCTGACA 

GCTTCTACTTCGTGGATGACCGGCTGGTGATGCACAATAAAGCAGACTATTCCTACAGCG 

GGACRCCCTGACCCCACEGCTGCCCTGACCrCAGGAGGCTCCAGTTCTGGGCTGGGAGCT 

GTGACCTCCCCAACGCTC»CCCCTC3UVCKCaUiGTCCTCTGCTTGGGGAGTTCTCCAGGA 

GCTCCGGACCCTGAGTCAATGTTGGGAGGAAGGGTACCTGGTGTCCCCAGTCAAGCCCAT 

GAAGCCCATGCGGCCTGCTACATGGGGTGGGGTCGTAGGGAGGCTGTTTGCCTCCACGTC 

TAGGAAGGCCTGTGAGAGGAGCAGTCAGGACTTCCGGACAACTTAGCTGGGCCCTACTTG 

G6CCCAAGTTTCAGAATAGTGTTCCCCTATCAAGGCTGTGACTAGATCAGGCAGGGATCC 

ATTCCCTGTCCCCTGCCCACTACCTTCftGGCCATTTAGAGTTGTAAATTTACAAAGATCC 

ACGGTGGGCTCCAGCTGCCAAGCCACCCaAGGGAGTCTGGGCCCTAGGCCTAGCCCCATC 

CCTCCCCATGAGGGGCCAAGACACTGCCTAAGGTGTGGGAGGGACTGGCTGAGATTGCAG 

CCCATGGTAGGAGCTGGACCaACTGTATATAGTTTTOUVTAAACTTTTTCCTTTTCTGTT 

C — 

iH_l.o.0_l4514 Homo sapiens hypothetical SBBI03 protein (SBB103) , niRNA en gi-5032070/// 
[Huraan_]ongleur_201102.6023.Cl] [SEQIDNO; 260] 
CTTTCCCTTCCCTTCCCGGGAGAGGCTGGGACCCGGCACCAGGGCAGTACTGTGGCCGCT 
GCGGCCTCAGCTCCGACTGGGTCAGGTTGCGGAGACTCCAGGCCGCTTCCAfiGGCX3AGTA 
CTCCTGATTGTGACATCACATTCATCCCCTGGGCGATGGAGCTTGTCACTGGGAAGGAAT 
ACTCAGTCGGAGAATAGCCAACAAGATGGGTTACTGGGAGAATCTCTTCAGTGGCACTGA 
GTGGAGGCATCAGGGGGTTGGAGCCITGTGAACAGGGAACCTGCCCCCCAACACTTGGAA 
GGACCTGGGTTTCAGTGATGAGACATGGGGTATGATGTAACCCGTTTCCAGGGGGATGTT 
GACGAAGATCTTATCTGCCCTATTTGCAGTGGAGTCTTGGAGGAGCCAGTACAGGCACCT 
CATTGTGAACATGCTTTCTGCAACGCCTGCATCACCCAGTGGTTCTCTCAGCAACAGACA 
TGTCCAGTGGACCGTAGTGTTGTGACGGTCGCCCATCTGCGCCCAGTACCTCGGATCATG 

cggaacatgttgtcaaagctgcagattgcx:tgtgacaacgctgtgttcggctotagtgcc 
gttgtccggcttgacaacctmtgtctoicctcagcgactgtgagcacaacccgaagcgg 
cctgtgacctgtgaacagggctgtggcctggagatgcccaaagatgagctgcccaaccat 

AACTGCATTAAGCACCT6CGCTCAGTGGTACAGCAGCAGCAGACACGCATCGCAGAGCTG 

gagaagacgtcagctgaacacaaacaccagctggcjggagcagaagcgagacatccagctg 
ctaaaggcatacatgcgtgcaatccgcagtgtcaaccccaaccttcagaacctggaggag 
acaattgaatacaacgagatcctagagtgggtgaactcccttcagccagcaagagtgacc 

CGCTGGGGAGGGATGATCTCGACTCCTGATGCTGTGCTCCAGGCTGTAATCAAGCGCTCC 

ctggtggagagtggctgtcctgcttctattgtcaacgagctgattgaaaatgcccacgag 

CGTAGCTGGCCCCAGGGTCTGGCCACACTAGAGACTAGACAGATGAACCGACGCTACTAT 

gagaactacgtggccaagcgcatccctggcaagcaggctgttgtcgtgatggcctgtgag 

AACCAGCACATGGGGGATGACATGGT6CAAGAGCCAGGCCTTGTCATGATATTTGCGCAT 
GGCGTGGAAGAGATATAAGAGAACTCX3ACTGGCTATCAGGAAGAGATGQAAATCAGAAAA 
TCCCATCACTCCAGCAGCTGGGACCTGAGTCCTACCCACCATTCTTAATACTCTGGCTTA 
TACCTGAGCCACACATCTCCCTGCCCTTCTGGCACTGAAGGGCCTTGGGGTAGTTTGCTC 
AGCCTTTCAGGTGGGAAACCCAGATTTCCTCCCTTTGCCATATTCCCCTAAAATGTCTAT 
AAATTATCAGTCTGGGTGGGAAAGCCCCCACCTCCATCCATTTTCCTGCTTAGGGTCCCT 
GGTTCCAGTTATTTTCAGAAAGCACAAAGAGATTCAATTTCCCTGGAGGATCAGGACAGA 
GGAAGGAATCTCTAATCGTCCCTCTCCrCCAAAACCAGGGAATCAGAGCAGTCAGGCCTG 
TTGACTCTAAGCAGCAGACATCCTGAAGAAATGGTAAGGGTGGAGCCAAATCTCTAGAAA 
TAAGTAGTGAGGCCGTTAATTGGCCATCACTGATGGCCCTTAGGGAAAGACTGGACCTCT 
GTGCCAAGCAGTATCCCTGTTCAGCCCACCTTAAAGGTGTAGGCACCCACTGGGTCTACC 
AGTATGCA6GTTGGGATACTGAAAATTTCCAGATGAGCTCTTCTTTCCTACAAGTTTTCA 
TAATTAGGGAATGCCAGGGTTTAGGGTAGGGGTTAATCTGTTGGGGGTTGATGTGTTTAG 
CAAGAAGCTACTCCTAGCTTTTGCTAAAATATGGTTGGCACTGCCTCTTGTGGCACAGGC 
CATAATTGTTCCATAGACCCCTCTCTAGCCCTGTGACTGTAGTTAGTTACTTTGATAATT 
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TTCTTTGGCCATTGTTTGTTTATATTTCACAAACTCCACCTACTGCCCCCCCCCCTCTTT 
TTTTTAAGAATGGCCTGATCATGGCTATCTCAGCCACATTGTTGGCAATTTAATTTATTT 

TTTTGATGTTCCTATTGTGGGGGTTCTGGATAGGGTGGGACAGGGATGGGGGTGTGTTTT 
ATAITTTTTCCTTTTCSUSCACAACCTTTGGCTTTAaTATftGGAftGAGCCAAGGGAGTCCT 
OSGCTGAACTTACGATATCTGCCCaUWiCCTCTGTAACCCrAACTGAAATGflfiGRGCTTC 

TCCTCCTAGCCCTTCCAGGGCCTTATCATAAAACTCTGGATTTAGAGTATTCATTTTGAA 
GGCAACTCCCCCTTCCCCAAGTTTCCTTGGAGCTGTATAGCTGGGTTCTAAGCTTCACCA 
TGCAAATCAGAAATTTTATCTCTAAGTRCAGGCTGTGCCGTGTCTCACCCACACCCCCCT 
GGGGACTTCAGTTCCATTTCAGGTTACCTGGGGTATACCTTGATC(XTAGAGTGACTGGC 
AGAGTAAGAGAAGGGGAGAGATAATAGGTGTGATTATTTTRATRTGAAGGTGGGAGTGTG 



GGCTAGCTTGCTGCAGGTCTGGGTAGTTGGATCATGGCTCCACTGGGATTGGGGTGGAAA 
GCTTGAGGGGAGTAGGGTTCCAGCTCTGGGACATTGTGCTCAGGAATTTGAAAACGCTGC 
TATACTTACTCTGGTTACTACATTTCTTCCACTCCCCTTTCCCCTACCTGCCTTAACCAA 
GGCTCATACTGTCCTGTCCTTACCCTCAGATGGAGCCAGGAAGCTCAGTGAAAGGCTTCC 
CTACCCTTTGCACTAGTGTCTCTGCAGGTTGCTGGTTGTGTTGTATGTGCTGTTCCATGG 
TGTTSACTGCACTAATAATAAACCTTTTACTCSiACTCTCT 

>H_1.0.0_36S69 Human phosphoglycerate mutase 2 (muscle specific isozyme) (PGAM2} gene, 
gi-189869/// [Human_jon9leur_201102 . cl. 25 .singlet) [SEQ ID NO: 261] 
CTGCAGGGTACTCAGCTTCTACTTCCACTCCTACACAGCTGCAAGTGACTTGAAAATATG 

ACCATGCTTCAAAGTCTCCAGTGATTCCCACTGTGTTGGGACACAAAGCCCACCTCTCTG 

CTCCGCTCTTTCCACTCACATGTCACCTCAGGGCTGTCCCCGGCCTCTCCTTTCCCATCT 
CTCX;CAGTACATTATGGTCCTTCCTTCCTAGCATCTGGTGCTATCTACGGTAGGCATGTT 

ACTOC(aGAGCCTGGTCCTC»GTCATGTTTAGTTGGGCTAGTGAATa«^CTCTTGGTC^ 
AGGGACSlAAAGCAGATGAGGAGATGTGGCTTCflATCAGGATCAGTGTGGAACAGTGAGAC 
CTGCGCATGGCACTGCTAGGAGG6ATGGGTTCCACCTCCCAGCCTTGGGGGTCCTGGCAG 
CaaaWMACTTTGCCCACTGGGACTTGTCTGCCAAOITTTGGGTACAGAGCCTTAGCTT 



CCCTTCATTAGGGCCCCAATTGTGACTTTATTGCTCATAGTCTCTTCCCTGCCTTGGTGG 
CTCTCATCCCCCAAACCTGAATGCAGAAGTCTTGGTCCTAGACTCAACTCCGTGCCACCC 
TTCAGCCTACGTTGTGGGTTCCTGCTAAGCTGAGCATTTftCCTAACAATCAAGACTTCTG 

TAGGAGAGTGAGCGTGGCTTGGGTGAGGGGCflGATAGGGTGGGAGCATGGGGCATGTATG 
GATGAGAOTTGACaAAGGGACCCCGGAGGAAAGACflGGGGCX:CTTTCCCX:CTTTGTCCT 



AAGGCCAGACTCCTCTCCACAAAGCTGTGGTCTGCACCAGCTCCTCTGGCTCTCCTCCTC 

TGCCTGCTGAGGGCCGCCTCCTAGCCTGGCTGCCAATCACAGGAGAAAGGGGTTGGGATT 
TTGTTTGTGCETCTGTCTGAGCAGAGAATGGCTGATAGGCCACTGAGCGTTGCCCTGGAG 
AGCCCCTCTGTCCCTGCTATCCCCATCTCCCCTGGCCCAGACTTCTGCCCTTCACGCCCA 
TCCCTGACCAGCAGCCCCACTCAGTCTGGGCTCTGGGTGCCAGCTGTTATAGACATGCCA 
CCTGAACCCAGGCCAGGAGCTGGTGGATGCGTGGGGCTATTTTAAGCACAGCCTCTTGGC 

TGGAATGCTGATTGGCAGTTGGCTGGGGTGGGTGGGGGCTGGGAAGACACTATTATAAAG 
CTGGGAGTGTTGGGAAGCAGCCGTCCCCGTCCAGAGTCCTCTGTGGTCCCTGCTGCCACC 
ATGGCCaCTCACCGCCTCGTGATGGTCCGGCACGGCGAGAGCACATGGAACCAfiGAGAAC 
CGTTTCTGTGGCTGGTTCGATGCAGAGCTGAGTGAAAAGGGGACCGAGGAGGCCAAGCGG 
GGAGCCAAGGCCATCAAGGATGCCAAGATGGAGTTTGACATCTGCTACACGTCAGTGCTG 
AAGCGGGCCATCCGCACCCTCTGGGCCATCCTGGACGGCACGGACCAGATGTGGCTGCCT 
GTGGTGCGCACTTGGCGCCTCAATGAGCGGCATTACX3GGGGCCTCACAGGCCTCAACAAG 
GCAGAAACGGCCGCCAAGCACGGGGAGGAGCAGGTGAAGATCTGGAGGCGCTCCTTCGAC 
ATCCCGCCGCCCCCGATGGACGAGAAGCACCCCTACTACAACTCCATTAGCAAGGTGGGC 
TGCCTTTGCTGGGAAGGCCTCTGGGAAGCTGCAGAGTGGGGAGTCGGGTGGGGGCCCACT 
GGCTTGGGAGGGAAAGCAGCGTGCCTGTGTCCCCCAGGAGCGTCGGTACGCAGGCCTGAA 
GCCCGGGGAACTCCCCACCTGCGAGAGCCTCAAGGACACCATTGCCCGGGCCCTGCCCTT 
CTGGAACGAGGAGATTGTTCCCCAGATCAAGGCCGGCAAGCGAGTGCTCATTGCAGCCCA 
CGGGAACAGCCTGCGGGGCATTGTCAAGCACCTGGAAGGTGAGGCCACCTTCAGGAGCCT 
GGGCAGGGTGGGTGGGCAGCAGCCCCAGCTGGCTTCTCATCTCAGCAAAGTCTCTCGCCC 
AGGACCAGGCTTTCTAGGCGTGGGGCTCCACATCATTCACTGAAAAAGGAGGGCTGAGAA 
Ga:ATTTTTTAfiTTrrGTGAAATTTTCCCCATTTCTGTGTAACTGGGACACACTCCACAG 

CTGCCAAGGGACACCCAGCTAGGAAACGGAAGGGCTGGGCTTAGAGCATCTGGCTCCAAA 
TCCCAACTTACTGTGGGGCCCTGGACAAGCCACTTCCATCTCTGGGCCTCTCCCTTTTCC 
GGGGTGGTGGGGAGCTCCCCCTGGTACTGAATTCCTCTTGATGTAGGCTTGGACCCCTCG 
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a\G(3GCCCTCCCCCATCAGGTCCrCAGAATCCCTGCaTGA(X:TTCaCCaCCTATCTCCCT 
CTGGAGCCCCTCTCTGGGCAAAGGAAAGACCAATCAAAACSftGGGGTGCAGGACTATGGAG 
TGGCCMACTCTGGGCTTGCAGCTGGGCTCCCACTGAAGAGCAAGGGCTGACSU^TGGGC 
CCKGGATGCATGGGCGCAGTAAGGCCTCGCCCAGAGTGACTGGCacCTCCCTCCraCCTCC 
CACCTTAGTATTCTGACACAAGGGCAGTCTAAATTAGCATCTGAATGACCTTAAAGCTTG 
TTGAGTCCTGGAAAGGCTAGAAGGGTGTGCCCCAGACCTCCTOCTCCTAGGGCCGTTGGG 
CAGTTGGCCAGAGCACCCAGACCGGCAGGCCCCGGAGACCCAGCCAGCCCCAAGCCTGCC 
CGCTCCAAACACGGACACCTGGCACCTGGCACTGGGGCCaGGCAGAGGGAAGGACCACCT 
GCCTCCTCTCCCTTCCGGAGACTTCATGCAGCCCCATGACCCrcCCACAGCCTGGTTTGG 
GGAAAGGGGACGCACTTTTGGTGGTGAATATGAGGGATTTCACTCTGACTCCCCAGAGAA 
CATTTTCTTAAACCCTCCTGCACGGAGCAGGGGTGGAGTGGCGCGAACATCAAAGGTCGA 
GCTGCTATTCCCAGCTCAGGGGCTGCAG 

9H_1.0.0_3 8061 Homo sapiens KIAA0877 protein (KIAA0877) , uiRNA si: gi-20541808/// 

[Hunian_iongleur_201102.cl. 56. singlet] [SEQ ID NO: 262] 
CCCCCTTGTCATTAATACATTAAAAAGATTCAATCTTTACCCIGAGGTAATTTTGGCCAG 
TT6GTACCX3GAITTATACCAAAATAATGGACTTGATTGGTATTCAAACCAAGATATGTTG 
GACGGTTACCAGAGGAGAAGGACTCAGTCCTATTGAAAGCTGTGAAGGATTGGGAGATCC 
TGCTTGCTTTTATGTTGCTGTAATTTTTATTTTAAATG6ACTAATGATGGCATTATTCTT 
CATATATGGCACATATTTAAGTGGCAGCCGATTAGGAGGCCTGGTTACAGTGTTGTGCTT 
CTTTTTCAATCATGGAGAGTGTACCCGTGTAATGTGGACACCACCTCTCCGTGAAAGCTT 
CTCATATCCATTTCTTGTTCTTCAGATGTTGCTAGTGACTCATATTCTCAGGGCTACAAA 
ACTTTATAGAGGAAGCTTGATTGCACTCTGCATTTCCAATGTATTTTTCATGCTTCCTTG 
GCAGTTTGCTCAGTTTGTACTTCTTACTCAGATTGCATCATTATTTCCAGTATATGTTGT 
CGGGTACATTGATATATGTAAATTACGGAAGATCATTTATATACACATGATTTCTCTTGC 
ACTTTGTTTTGTTTTGATGTTTGGGAACTCAATGTTATTAACTTCTTATTATGCTTCTTC 
TTTGGTAATTATTTGGGGTATTCTGGCAATGAAACCACATTTCCTGAAAATAAATGTATC 
TGAACTTAGTTTATGGGTTATTCAAGGATGTTTTTGGTTATTTGGAACTGTCATACTTAA 
ATACTTGACATCTAAAATTTTTGGTATTGC3«3ATGACGCTCATATTGGCAACTTACTAAC 
ATCAAAATTCTTTAGTTATAAGGATTTTGATACTTTATTGTATACCTGTGCAGCGGAGTT 
TGACTTTATGGAAAAAGAGACTCCACTGAGATACACAAAGACATTATTGCTTCCAGTTGT 
TCTTGTAGTGTTTGTTGCTATTGTTAGAAAGATTATTAGTGATATGTGGGGTGTCTTAGC 
TAAACAACAGACACATGTAAGAAAACACCAGTTTGATCATGGAGAGCTGGTTTACCATGC 
ATTGCAATTGTTAGCATATACAGCCCTTGGTATTTTAATTATGAGACTAAAACTCTTCTT 
GACACCACACATGTGTSTTATGGCATCACTGATCTGCTCAAGACAGCTATTTGGATGGCT 
CTTTTGCAAAGTACATCCTGGTGCTATTGTGTTTGCTATATTAGCAGCAATGTCAATACA 
AGGTTCAGCAAATCTGCAAACCCAGTGGAATATTGTAGGGGAGTTCAGCAATTTGCCCCA 
AGAAGAACTTATAGAATGGATCAAATATAGTACTAAACCAGATGCAGTGTTTGCGGGTGC 
CATGCCCACGATGGCAAGTGTTAAGCTCTCTGCACTTCGGCCCATTGTGAATCATCCACA 
TTATGAAGACGCAGGCTTGAGAGCCAGAACAAAAATAGTATACTCAATGTATAGTCGGAA 
AGCAGCCGAAGAAGTGAAGCGAGAACTGATAAAGTTAAAAGTGAACTATTACRTTCTAGA 
AGAGTCATGGTGTGTAAGAAGATCCAAGCCTGGTTGCAGTATGCCTGAAATTTGGGATGT 
AGAAGATCCTGCCAATGCTGGGAAAACTCCCTTATGTAACCrCTTGGTGAAGGATTCCAA 
ACCTCACTTCACCACTGTATTCCAGAACAGTGTTTACAAAGTCCTAGAAGTTGTAAAAGA 
ATGACTGCTACATGACCTGCTGCCTACGGAGAACTACATCTATGACTAGACATTCACTTT 
GCAAATAATTGTTGTGACTCTATGTTTGCTCCAGACACaMSAGCTTTTATTGTCACCCAAA 
GATGCCTATGGGAACCAAAAGAATCAAGCTGAACCAAGATTTCTGCCAGAATCAATTTCC 
TCAAGCCAGAAGGCTTTATCATTCAGTCTGTGCAACGGANHNHHNimmM^^ 



AGGAGGGGGTGACATAACCAGGGACTCGAGGTCCGCCGTGGGAATGATCCACGAACTGCT 
CTTGGCTCTGAGCGGGTACCCTGGGTCCATTTTCACCTGGAACAAGCX3GAGTGGCCTGCA 
GGTATCGCAGGACTTCCCTTTCCTCCACCCCAGTGAGACCAGTGTCCTGAATCGACTCTG 
CCGGCTCGGCACAGACTATATTCGCTTCACTGAGTTCATTGAACAGTACACGGGCCATGT 
GCAACAGCAGGATCACCATCCATCTCAACAGGGCCAAGGTGGGTTACATGGAATCTACCT 
GCGGGCCTTCTGCACAGGGCTGGATTCTGTTTTGCAGCCTTATCGCCAAGCACTGCTTGA 
TTTGGAACAAGAGTTCCTGGGTGATCCCCATCTCTCCATATCACATGTCAACTACTTCCT 
AGACCAGTTCCAGCTTCTTTTTCCCTCTGTGATGGTTGTAGTAGAACAAATTAAAAGTCA 
AAAGATTCATGGTTGTCAAATCCTGGAAACAGTCTACAAACACAGCTGTGGGGGGTTGCC 
TCCTGTTCGAAGTGCACTGGAAAAAATCCTGGCCGTTTGTCATGGGGTCATGTATAAACA 
GCTCTCAGCCTGGATGCTCCATGGACTCCTCTTGGACCAGCATGAAGAATTCTTTATCAA 
ACAGGGGCCATCTTCTGGTAATGTCAGTGCCCAGCCAGAAGAGGACGAGGAGGATCTGGG 
CATTGGGGGACTGACAGGAAAACAACTGAGAGAACTGCAGGACTTGCGCCTGATTGAGGA 
AGAGAACATGCTGGCACCATCTCTGAAGCAGTTTTCCCTACGAGTGGAGATTTTGCCATC 
CTACATTCCAGTGAGGGTTGCTGAAAAAATCCTATTTGTTGGAGAATCTGTCCAGATGTT 
TGAGAATCAAAATGTGAACCTGACTAGAAAAGGATCCATTTTGAAAAACCAGGAAGACAC 
TTTTGCTGCAGAGCTGCACCGTCTCAAGCAGCAGCCACTCTTCAGCTTGGTGGACTTTGA 
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ACAGGTGGTGGATCGCATTCGCAGCACTGTGGCTGAGCATCTCTGGAAGTTGATGGTAGR 
AGAATCCGATTTACTGGGTCAGCTGAAGATCATTAAAGACTTTTACCTTCTOGGACGK3G 
AGAACTGTTTCAGGCCTTCATTGACACAGCTCAACACATGTTGAAAACaCCaCCCaCTGC 
AGTAACTGAGCATGATGTGAATGTGGCCTTTCAACAGTCAGCACACAAGGTATTGCTAGA 
5 TGATGACAACCTTCTCCCTCTGTTGCACTTGACAATCGAGTATCACKGflAAGGAGCaCAa 
AGCAGATGCTACTCaGGCAAGAGAAGGGCCTTCTCGGGAAftCTTCTCCCCGGGAAGCCCC 
TGCATCTGGCTGGGCAGCCCTAGGTCTTTCCTACAAAGTACAGTGGCCACTACATATTCT 
CTTCACCCCAGCTGTCCTGGAAAAGTACAATGTTGTTTTTAAGTACTTACTGAGTGTGCG 

1 0 GTCGAACCAGACTGATGCAATCAAGTGGCGCCTAAGAAATCACATGGCATTTTTGGTGGA 

TAATCTTCAGTACTATCTCCAGGTAGATGTGTTGGAGTCTCAGTTCTCCCAGCTGCTTCA 

TCAGATCAATTCTACCCGAGACTTTGAAAGCATCCGATTGGCTCATGACCACTTCCTGAG 

CAATTTGCTGGCTCAATCCTTTATCCTATTGAAACCTGTGTTTCACTGCCTGAATGAAAT 

CCTAGATCTCTGTCACAGTTTTTGTTCGCTGGTCAGTCAGAACCTAGGCCCACTGGATGA 
1 5 GCGTGGAGCCGCCCAGCTGAGCATTCTCGTGAAGGGCTTTAGCCGCCAGTCTTCACTCCT 

GTTCAAGATTCTCTCCAGTGTTCGGAATCATCAGATCAACTCAGATTTGGCTCAACTACT 

GTTACGACTAGATTATAACAAATACTATACCCAGGCTGGTGGAACTCTGGGCAGTTTCGG 

GATGTGAAAATTTCTGGCTCATAAATTGAAATAACAGCCACGTTCCCAAGGTTGTAACAG 

AAGATTCAAAACATCCCATTCTAGCCACACACAAATAAATATCTGCXSGCTTAGTGATAGG 
20 ACTCTACCTTTTCTCCTAGAAGCAGTTACTGAACATCCAGGAGTACaACTCCTTCCCATC 

ATTCCCATGTGGAAGGGTCrCTCCCATCAAGGAGAACATGTGGCATCTCTGRTCCTTTAC 

ATTGAGAACATTTGTTGGATATGTTCATTTATTCARTAGTCATTTATTGAGCACCTACTA 

CGTACCTTGGTACTGTTCAAGCTGTGGGAGATACAGCGGTAGACAAACAATATAGAGCAG 

AAAGTTAAATATTTTATGGTTCATATGTGAAAAAGTAATTATGTTTATAAATAGACTAAC 
25 TGCTGGATGTTACCACC3U«3TAAGAflAGCAACaM3GTAAGATAGGCTTTCTCTCTCCCTAT 

ACCAAGTAATTTATACCTACACAGATTGGGCAATTCTAGCTAATGAAAATATACTTAAAA 

GTATTTCTTA 

>H_1.0.0_25519 Homo sapiens oxysterol binding protein-like 11 (OSBPLll) , mRNA cr: gi-23111058/// 
[Huinan_jongleur_201102. 12127. CI] [SEQ ID NO: 264) 
3 0 TCAGTCTTATACTTCCACTTAAGTCTTCTCGCCGGATGCTTTTTCCTCCTTGCTTTTGCC 

AAGTTTAACTTCTGTGGGAATGTGTATCTTCCTTTTCTGGACCATTTGACAGTCCCGCCC 

CAGCCGCCGTGTGATTTAGCAACCGGTATCATATTCAGATCAAATCTTAAAAAAAAAAAG 

TCACCTACAGAACTACftGAATTGTTCTCTCCCGCTCAAGARGGGCAAGTGGACTTTGGCG 
35 TTAAGATGCAGGGGGGTGAACCAGTGTCCACAATGAAAGTCTCGGAGAGCGAAGGAAAGC 

TGGAGGGCCAGGCCACAGCGGTGACCCCGAACAAGAACAGCAGCTGTGGAGGTGGAATCA 

GTAGCAGCAGCAGCAGCCGCGGTGGCAGTGCAAAAGGCTGGCAGTACAGTGATCACATGG 

AAAATGTGTATGGCTATTTAATGAAGTATACCAACCTTGTCACTGGGTGGCAGTACRGGT 

TTTTTGTTTTAAACAATGAAGCTGGGCTGTTGGAGTACTTTGTGAATGAACAGTCTAGAA 
40 ATCAGAAACCTAGAGGAACTTTGCAGCTTGCAGGAGCTGTAATATCACCCAGTGATGAGG 

ATTCTCACACCTTCACTGTAAACGCTGCCAGTGGGGAACAATATAAACTCAGAGCTACAG 

ATGCAAAAGAGCGACAGCACTGGGTTAGCAGACTTCAGATATGTACACAGCATCATACTG 

AAGCTATTGGAAAGAATAATCCTCCTCTGAAGTCACGGAGCTTCTCACTTGCATCTAGTA 

GTAATTCTCCTATATa3CAGA<MAGACCARGTCAaaATGCCATTTCTTTTTTTAATGTTG 
45 GACATTCCAAACTGOU^TmCTGAGCAAAftGAACTAATTTACCTCCAGACCATCTTGTGG 

AAGTCAGAGAAATGATGTCTCATGCTGAAGGACAACAAAGAGACTTAATTAGACGAATTG 

AATGCCTTCCTACTTCTGGCCaTCTTAGTTCCTTGGACCAGGATCTCTTAATGCTCAAAG 

CTACTTCCATGGC^^CTATGAACTGCTTAAATGACTGCTTTCATATTCTCCAGTTACAGC 

ATGCATCACATCAGAAGGGCTCATTGCCTTCAGGAACGACAATCGAGTGGTTAGAACCAA 
50 AGATATCTTTATCAAACCACTATAAAAATGGAGCTGACCAGCCCTTTGCAACTGATCAGA ' 

GTAAGCCGGTGGCAGTCCCAGAAGAGCAGCCTGTTGCAGAATCTGGACTATTAGCGAGGG 

AGCCTGAAGAAATAAATGCAGATGATGAGATAGAGGATACATGTGACCACAAAGAGGATG 

ACCTGGGAGCTGTAGAAGAACAACGTAGTGTCATCCTACATCTCTTGTCACAGCTTAAGC 

TGGGCATGGATTTAACAAGAGTGGTGCTTCCTACATTTATCCTAGAGAAGCGTTCCTTGC 
55 TGGAAATGTATGCAGACTTTATGTCTCATCCAGACCTATTTATAGCCATCACTAATGGAG 

CCACAGCTGAGGACAGAATGATTCGCTTTGTTGAGTACTACCTTACCTCATTTCATGAAG 

GCCGTAAGGGAGCCATTGCTAAAAAACCaTAmATCCTATCATTGGAGAAACATTTCACT 

GTTCCTGGAAGATGCCAAAAAGCGAGGTAGCATCCAGTGTTTTTAGCAGTTCTTCCaCCC 

AGGGAGTCACAAATCATGCTCCTTTATCGGGGGAGTCTTTGACCCAGGTGGGATCAGACT 
60 GTTACACAGTCAGATTTGTTGCTGAGCAGGTTTCTCATCATCCTCCAGTCTCAGGATTTT 

ATGCAGAATGTACAGAGAGGAAGATGTGTGTAAATGCGCATGTCTGGACTAAGAGCaAGT 

TCTTAGGCATGTCAATAGGCGTGACAATGGTTGGAGAAGGTATCCTTAGTCTGTTGGAGC 

ATGGAGAAGAGTACACATTTTCTCTACCCTGTGCATATGCTCGGTCAATTTTGACTGTTC 

CTTGGGTAGAACTGGGTGGCAAAGTCAGTGTCAACTGTGCAAAAACTGGATATTCAGCCA 
65 GCATCACTTTTCATACCAAGCCATTTTATGGTGGCAAACTGCATCGGGTTACAGCTGAAG 

TAAAGCACAACATCACCAACACTGTGGTATGCaGAGTGCAAGGGGAATGGAATAGTGTTC 

TTGAGTTCACATATAGCAATGGAGAGACAAAGTATGTGGACTTGACTAflATTGGCAGTGA 

CGAAGAAAAQAGTQAGRCCTCTGGAQAAGCAGGATCCATTTGAATCCAGGCGATTGTGGA 

AAAATGTGACAGACTCECTGAGAGAATCTGAAATTGATAAGGCCACAGAGCATAAGCATA 
70 CCCTGGAAGAACGTCAGAGGACTGAAGAAAGGCATCGTACTGAAACAGGCACACCTTGGA 

AAACCAAATATTTTATTAAAGAGGGAGATGGCTGGGTTTATCRTAAACCACTTTGGAAAA 
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TAATTCCAACAACACAACCaGCAGaCTGACACATACTATCTAAAACTCGACCAAATGAGG 
TTCTTCTCTGTTTACCCTAAATCCTCCCAGAATGGAGTCATTGCACTGAGTGACCTGCTT 
CCTGRTTGCGCAGACTGAAACTAGCTAAACCTGAATGTACCTACTAGGGCACCATAATAC 

5 TGTGAGCAATACCATCTTAAAACTTGTTACCrrGAATCAGTAGATGAATCTTTTATCCAGT 

TCTTGCTCCTAAAGTTAAGTTTGARTCCCCTATTTTTGCaCAGGGGCAGCAGATACaCAC 

AACAATGAGAACTCAGTGACTTTGATTTCTTTGTAGTGTlAftAGTGAAGTCTCCGTTTCAG 

AGTTTGTGTCTTTCTTTCTGTCCATAACTGAAGTATTCACTACTCTTGTARftCCAACCAA 

GAGGAGGAGAAAGATGACCCAGAAGTGGATTCAGCCATTGTGCCTGAAATCAGTGTTTAA 
10 AAAAAAAAATCAACCAGGTTGTGGTAACAAGGCATTCTATTTCTTCAAAAAGACTGTATG 

CCTGTGTCTGAGGAACTTACCTATTATCCACCTCTGTTGGAACTCTCTTTTAAAAAGTAC 

ATTTATAGATTGATCAGAATTATAACCATGGAGAATTTTTTCTTCTGAGCATTTTAATAT 

ACTTGAAAACAACATTGACTTGAAAAATTTCAGAACATTTTTCAGTACCTAGTTTTATTA 

AATATTACACTTGAGAGACACTTTTTAAAAATGTGTTAATGTCAATATGATGAGATTTTA 
15 GCCTTTCTCCAGAACTAAGGCATTAAAGAAAATAGCAAATATTAAAAAATAAAACTGTTA 

CTTTTTTCCTTCTTTCTTTTCACCTTTAGGTTARTATCCAGTATTATGTGTTATCCCTTT 

GGATAAGTATGCTTTATTTTACCTCTGTTAAAAATTAAAATAAATGATTCTATTCATATT 

TGTCAGTAATTCAAAACTTATATGTGTAACTGAACGCGCATGTAAGGTATGGTTTTATTT 

ATTTTTTTTTTTTTTGAGGAAATTTAAATGCTAAAGAAACAACGAAATGAAAAGGTATCA 
20 GGAAAAAAAGATCAGGAAGTTGTATTCAGGTACAAATCTTTTTTTAflATAAGTATTTTGT 

TGAGGTTGAAGAATTGCTGGCAATTAAAAGAATAGAGCTAATTATGGCTTTCATCATTCA 

TTCATGTATTTATTGAGCACCTACTTATTATGGTGCTCAACACTTGTTACTGCAAGCTAC 

CTTAATTTCCCAAGAGTGGTGCCTTACTCTGTTTTTTCTGATATGGTCTTCC3UiTCAGTG 

TGTGTAACATACCTGTTGTTTATCAGCCATTGTAGGTGGCTGTGTCTGTTGCaTCATCAT 
25 AAGAAGTTTAAGCTTTGTGCTCTGATAAATTGTGTTCTGTTAAAGAGGTTAGTAGGATGA 

AAACAGCAAAACAATAATTTTTTCAACAAATTGTAAATTATAAGAAAAAGAGTTGGTTTG 

TGTACAACAATTrrAATGATTCCCTTGTTCATTTTTGCTGTGAAATGCACTGAAAAAAAT 

CCTCAAAATGAGTTATAGTTCCTGTGTTGGGAAAATTGACAAATAATAAAACTAGAGAAC 

avCCCCa9mAAAANNC3miNNNa\a«ICAflAACCTACAACACAAACAGGGGGGGGGGGGCA 
30 CAATTTAGCGCTTCCCGGGGCCGGGATCTAACCTTAAGGCGCCCCCCTTTTTCCTGGTCC 

CAACCGTTCCCCTATATAAGGAGGCCTCAAATTTTATGCXSCTTGGGGACAGTGGCCCCTC 

TTCTAATATCGAACGG 

>H_l.o.o_24 979 Homo Sapiens pogo transposable element with ZNF domain (POGZ), transcript variant 1, 

itiKNA cr: gi-2202?*S8/// [Human_jongleur_201102. 11858. CI] [SBQ ID NO: 265] 
35 GGAGCATGGCGGACACCGACCTGTTCATGGAATGTGAGGAGGAGGAGTTGGAGCCATGGC 

AGAAAATCAGTGATGTCATTGAGGACTCTGTAGTTGAAGATTATAATTCAGTGGATAAAA 

CTACCACAGCTGGCAATCCTTTGGTCCAGCAAGGTGGACAGCCACTCATCCTGACCCAGA 

ATCCAGCCCCAGGTCTGGGCACAATGGTTACTCAACCAGTATTGAGGCCTGTTCAGGTCA 

TGCAGAATGCCAATCATGTGACTAGTTCCCCTGTGGCCTCACAACCAATATTTATCACTA 
40 CGCAGGGATTTCCTGTAAGGAATGTCCGGCCTGTACftAAATGCAftTGAATCAGGTTGGGA 

TTGTGCTGAACGTACAGCAAGGCCAftACGGTTAGACCAATTACACTAGTTCCAGCCCCAG 

GTACCCAGTTTGTTAAGCCGACAGTTGGaGTTCCACAAGTGTTCTCCCAGATGACCCCTG 

TGAGGCCAGGCTCCACAATGCCTGTGAGGCCCACCACCAACACCTTCACCACCGTCATCC 

CGGCCACTCTTACCATTCGAAGCACCGTCCCACAGTCCCAGTCCCAGCAGACCAAGTCCA 
45 CTCCCAGCACTTCTACCACTCCCACTGCCACACAGCCAACCTCACTGGGGCAACTAGCTG 

TTCAGTCTCCAGGCCAGTCAAACCAGACCACGAATCCCAAGCTAGCTCCCTCCTTCCCCT 

CTCCACCTGCAGTGAGCATTGCCAGCTTTGTCACTGTGAAGCGACCTGGTGTTACAGGCG 

AAAATAGCAATGAAGTGGCCAAATTGGTGAATACCCTTAACACCATCCCTTCCCTGGGCC 

AGAGTCCTGGGCCAGTGGTGGTGTCCAACAACAGCTCTGCTCATGGCTCTCAAAGAACCA 
50 GCGGACCTGAGTCTTCAATGAAAGTGACCTCTTCCATCCCAGTATTTGACCTCCAGGATG 

GTGGACGGAAAATATGTCCACGATGTAATGCTCAATTTCGTGTTACTCAAGCTTTGAGAG 

GTCACATGTGTTACTGTTGCCCAGAAATGGTTGAATACCAGAAGAAAGGAAAGTCCCTGG 

ATTCAGAACCCAGTGTCCCATCAGCAGCAAAGCCCCCATCCCCTGAGAAAACAGCTCCTG 

TTGCTTCCAOiCCCTCTTCTACACCTATTCCTGCTCraTCACCGCCTACCAAAGTACCAG 
55 AACCAAATGAGAACGTGGGCGATGCC3GTCCAGACCAAACTCATTATGCTTGTflGATGACT 

TCTACTATGGACGGGATGGTGGCAAAGTAGCCCAGCTCACAAATTTCCCTAAGGTCGCCA 

CATCTTTCCGATGCCCACATTGTACCAAAAGGCTAAAAAACAATATTCGATTCATGAACC 

ATATGAAACACCACGTAGAACTCGATCAGCAGAACGGTGAGGTAGATGGTCACACTATCT 

GCCAGCACTGTTACCGCCAGTTTTCCACTCCCTTCCAGCTTCAGTGCCACTTGGAAAATG 
60 TTCATAGTCCCTATGAATCTACTACCAAGTGCAAGATCTGTGAATGGGCGTTTGAAAGTG 

AGCCACTATTTCTCCAGCATATGAAGGATACTCATAAGCCTGGAGAGATGCCTTATGTTT 

GCCAGGTGTGTCAATATCGCTCCTCACTCTACTCTGAGGTAGATGTCCATTTTCGGATGA 

TCCATGAGGATACCCGGCATCTGCTCTGCCCTTATTGCCTGAAGGTCTTCAAAAATGGCA 

ATGCATTCCAACAGCATTACATGAGGCACCAGAAGAGAAATGTTTATCACTGCAACAAAT 
65 GCCGGCTGCAGTTTCTCTTTGCCAAGGACSiAAATTGAACACAAGCTTCAACACCATAAAA 

CCTTCCGTAAACCCAAGCAGCTGGAGGGCTTGAAACCAGGCACCAAGGTGACAATCCGGG 

CTTCCCGAGGGCAGCCACGAACTGTTCCTGTATCCTCTAATGATACACCTCCCAGCGCCT 

TGCAGGAGGCAGCACCGCTGACCTCCTCAATGGACCCTCTGCCTGTCTTCCTTTATCCCC 

CTGTCCAGCGCAGCATCCAGAAGAGAGCTGTTAGGAAAATGAGTGTCATGGGCCGGCAGA 
70 CATGCCTGGAGTGCAGCTTCGAGATCCCAGACTTCCCTAATCATTTCCCTACTTACGTAC 
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ACAATCaTGTTCCACGGAAGAGCCKCAAGTATTTGGCTTTGTTTAAAAATTCTGTGAGTG 
GAATCSiAGCrGGCCTGCACTTCATGTACCTTTGTTACCTCTGTGGGCGATGCTATGGCCA 
AGCATITGGTATTCAACCCCTCTCACAGATCCAGCAGCATCCTGCCACGGGGACTCACTT 
GGATAGC[a«?rCAAGGCATGGCCAGACTCGTGACCGAGTGCATGACCGGAACGTGAAGA 

CCACCXX:aWCreAGCCrrGAAGAGCrrACTAACTCCCTTAGCCCa«Ka«:TCCCATCACCAG 

CCTOUMTTOCAACCCmCCaCCAACCCCCACTCACCCGCAGGCTTTAGCCCTTCCMCGC 

TGGCTACAGAGGGAGCCGAATGTCTGAATGTTGATGATCAGGATGAAGGGAGCCCAGTCA 

CCCAAGAACCTGAQCTAGCATCAGGTGGTGGTGGTAGTGGTGGAGTTGGCAAAAAGGAGC 
1 0 AGCTGTCTGTGAAGAAGCTTCGAGTAGTACTGTTTGCTCTATGCTGCAATACaM3AACaM3G 

OiGCTGAACACTTCCGAAATCCCCAGCGACGTATTCGCCGTTGGCTTCGACGTTTCCAGG 

CCTCCXaGGGGGAGAATCTAGAGGGCAAATATCTGAGCTTTGAGGCAGAAGAGAAACTGG 

CTGAGTGGGTGCTAACCCAGCGCGAACAACAGCTRCCTGTAAATGAGGAGACCTTGTTCC 

AGAAGGCCACCAAAATAGGACGTTCTTTGGAAGGGGGGTTTAAGATCTCCTATGAGTGGG 
1 5 CTGTGCGTTTCATGCTGCGGCACCACCTGACTCCCCATGCCCGGCGAGCTGTGGCCCACA 

CCCTACCTAAGGATGTAGCAGAGAATGCAGGACTCTTCATTGATTTTGTACAACGGCAGA 

TTCACAACCAGGACTTACCCTTGTCTATGATTGTGGCTATTGATGAGATCTCTTTGTTCC 

TGGATACAGAGGTGCTGAGCAGTGATGATCGAAAGGAGAATGCCCTGCAGACAGTGGGCA 

20 CCCTGGTTTTCTACAGAGGGCAGATGGATCAGCCTGCTAACATGCCAGACTCCATATTGC 

TAGAGGCAAAGGAGAGTGGCTACAGTGATGACGAGATCATGGAGCTGTGGTCAACTCGAG 

TGTGGCAGAAGCACACAGCTTGCCAGCGCAGCAAAGGCATGCTTGTGATGGACTGTCATC 

GCACTCACTTGTCAGAAGAGGTACTGGCTATGCTTAGTGCCTCTAGCACTTTGCCTGCAG 

TGGTCCrAGCAGGCTGTAGCTCCAAAATTCAGCCATTAGATGTATGCATCAAAAGAACTG 
25 TCAAGAACTTCCTGCATAAAAAATGGAAGGAACAGGCTCGGGAAATGGCAGATACTGCAT 

GTGATTCTGATGTCCTGCTTCAGCTGGTGCTTGTCTGGCTGGGTGAAGTGCTAGGTGTCA 

TTGGGGACTGTCCAGAGCTAGTTCAGCGCTCCTTCCTGGTGGCTAGTGTTCTGCCTGGCC 

CCGATGGCAACATTAACTCACXn:ACAAGaAATGCTGACATGCAGGAGGAGCTAATTGCCT 

CCCTAGAGGAGCAACTGAAGCTGAGTGGGGAACATTCTGAGTCTTCCACTCCACGACCCA 
30 GATCATCTCCTGAAGAGACAATTGAGCCTGAAAGTCTTCACCAGCTCTTTGAGGGTGAAA 

GTGAGACCGAGTCTTTCTATGGCTTTGAAGAAGCTGACCTAGATCTGATGGAGATTTGAG 

TGTTGGGGTCATGAGGGGGTGTGGAGTGGGGGTGGGAACATGTGAGGGAGGGTAAAGGGG 

CTTAGGGAAAAGGGGGCATACCAGGTGGGGTATTTGGTTTCTATTTTTTAATTTTATACC 

35 CCAATAGTAATCACGTCTGAGCCAAGGAGCTGGCCCATTGGTCATTCACTTCTGCTAAAA 

ACAGGTTTTTGTGACTTTTTTTTTTTTTAAATTTAAATCACTGTGTTTGGTATTTTTCTG 

ACAAAATTAAGAAAAAGAAAAAAAATTATTTGTGGGCAAATGTTAAATTTTTTTGTTTCC 

CCTTTTACCTCAATTGTATCATAGTACTGGGTTTTTTTGTTTGTTTTATTGTGTGGCCAA 

TGTCTTTGGGCATGATGCTATCTAATCATTGTTAATGTGAGAACATTTCTGAAGATGGGA 
40 AAGACAAATTATGTAGCTCACAAACTGGTTTATTATATATATGGATAAAAAACTTTTTTC 

ATTGTGGTCTTAACACTTTTATATAAAAATGAAAATGGAAAAAAAGTCCKACTGAACTCT 

CTCTTCCTTCTCCTTTTCTTTCCTTCCCTCTCCAGAGATGTTGGTTTCTACAGCAACCCT 

AGATATAAAATTGTGGCTTTAAAAATGCATGAAACCACCTTTAATTATCCAGAATGAATA 

45 TTGTGATCCTTGGCCCCTTTCCCCATTCTCAACACCATCCATCCCTCTGGACAAAGGATC 
ATACAGGTGTTATTAGCAAGCAAGAGATACTGAAGCGATCAAACAGTTTTAGGGTGGAAG 
CCATTCCCAGTTTGAGTCTTCATCCTGTAAGCCCCCAGGGGCAGTCCCTGCTTTACTGAA 

CTTCATCCTGTTAGATGGAGAGCATGCCTGTTTAAGGGATTACTGGTCCTACAGCCAGGA 
GCTAATTGTTCAAGAAGTGTTGAACTTTAAAAAGACAAGACCACTTGTTGAAATCCAGCG 
50 TGCTCTGTGGCTTTCCCCTATTTCTCTTAATACTTAGGGAAGAATCTGACAGGAAGAAGC 

GAAAGAAAATTTTTTCTACAATTTGCATGAGGGATTTTTTTAATTGTATGTACTCATGGT 

TGTAAACCAAAACGTACTGTACCGTACAGAGAAAAGGAGC3«kAAAftCCAAGTCTTCTGTT 

TATCCTGAGGCTTTCCACAATGTTCCCCTCCTGTGAGCCAAGGAGGCAAACTGCACAAGC 
55 TTGTAAATGGTTCGTCTTTAAAATGTACATAAGTGGAACATTTAATAAAATGAGGGGAAA 

TGGATTTATAAACTTGTTTTTTTTCTAGGTGACCCTGTTTAATAGGCTTTCACAGACTGG 

GGAATGCTCAAGATGTGATGGGCCTGGTGGTACAGGTGTGACATTTGTTACCACCCATTT 

CTCCCACCCCACCCTGCTTTTTTGTTTGTTTGTTTTTTCATCCECCAGCACACTATAATA 

TAGTGAACTGGAAAAGTCCCTTCCAGAAACAGCTTGGCCAGCTTTGTGAACCTTTGACAT 
60 CTGAAAACAACCAAGGATCCATCTGGGCTTCTCTTCCCCAGCTTTTTGCCTGATGCCATT 

TTATTGACAGACAATGGACTTTGAAGTCAGCCTTTGCCTTTGAGAAAGTTCAAGAACTAT 

GGTTGGTCACGTCTATCTACAACCTAATCCTACTCTTTGGTAGTCTCTGCAGCAGCCACA 

GCCTTAGCAGAGCTGGGGTTCCTGTCTTCTGCACACGATTGACTTTCTTGATGGGTAATT 

TTTTTTAAGATTATACCAACAGTGGATCAGCTGGGTTTTGGCCAGGAAGTTGTCTTTGTG 
65 GACTCTGCCTGCATGGCTTAGTAGTAGAAGGAAATTTTTTTTTGGTTTTGTTTTTTATAA 

TTCAGTTTAATCAATAAACATGTATTTATTGACTGTT 

>gillS398196lgb|AV378B49.2lAV378849 AV378849 RIKEN full-length enriched, adult male cecum Mus 
musculus cDNA clone 9130604J16 3', mHNA sequence [SEQ ID NO: 265] 

70 NATGTGGTAAGAAATACCAGAATTGAGATTTTGGACTTTGGATTTAGTTTGTTTTGTTCC 
CCTTGTAAGCAGCTGAGCTCTAAGTACAAGACAGCCAATCAAGTGACCTGGAAACAATCC 
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CAAAGGGAATCTTTGTTCTCAAAAGAftACCAAAACCCACACACTATATTCAGCTATGATT 
TTGTTTTCTCTAAAGTCTTATTGTCCTGTGCGGTTATTTTTGTTGTTTTTTCCATACTCA 
AAAACTGAAGTACTAGTT1TGCCCTATTTTAACTTTTTTTTTTTTAAA.CTCTTCTTTCTT 
GATATTTACTTAAGACSVACTTTTGGGAGTCAGTTCTCAAACCATGTAGGTCTCAGGAATC 
CAACTCCAGTCACTGGAATTGAGTTTTACCCGRGCCATCTTGCTCGCCCATTTTAAACCC 
TAAGCTGCCTTTGGACTATTTTTCCaCTAGTATGAAGGGTATATACCTGTTAGTAACACC 
TGTTGATCTATGTCATAAACATTGTTTACTTGATCTTTCGCAAAGTGTTGGGTAGGAAAC 
GACTCCTTAATTTGTTATTGGACAGAATCCCCTTCTTAGTAAAACTGTAAGAaATATTTT 
CATTAAAAAGGACATTGAGT 

>H_1.0.0_4005 Homo sapiens serine/threonine kinase 12 (STK12) , mRNA cr: gi-4759177/// 
[Human_jQngleur_201102.9S7.Cl] [SEQ ID NO: 2S7] 
GGCACGAGGCAGATTCAGTTGTTTGCGGGCGGCCGGGAGAGTAGCAGTGCCTTGGACCCC 
AGCTCTCCTCCCCCTTTCTCTCTAAGGATGGCCCAGAAGGAGAACTCCTACCCCTGGCCC 
TACGGCCGACAGACGGCTCCATCTGGCCTGAGCACCCTGCCCCAGCGAGTCCTCCGGAAA 
GAGCCTGTCACCCCATCTGCACTTGTCCTCATGAGCCGCTCCAATGTCCAGCCCACAGCT 
GCCCCTGGCCAGAAGGTGATGGAGAATAGCAGTGGGACACCCGACATCTTAACGCGGCAC 
TTCACAATTGATGACTTTGAGATTGGGCGTCCTCTGGGCAAAGGCAAGTTTGGAAftCGTG 

TACTTGGCTCGGGAGAAGAAAAGCCATTTCATCGTGGCGCTCAAGGTCCTCTTCARGTCC ' 

CAGATAGAGAAGGAGGGCGTGGAGCATCAGCTGCGCAGAGAGATCXSAAATCCAGGCCCaC 

CTGCACCATCCCAACATCCTGCX3TCTCTACAACTATTTTTATGACCGGAGGAGGATCTAC 

TTGATTCTAGAGTATGCCCCCaSCGGGGAGCTCTACAAGGAGCTGCAGAAGAGCTGCACA 

TTTGACGAGCAGCGAACAGCCACGATCATGGAGGAGTTGGCAGATGCTCTAATGTACTGC 

CATGGGAAGAAGGTGATTCACAGAGACATAAAGCCAGAAAATCTGCTCTTAGGGCTCAAG 

GGAGAGCTGAAGATTGCTGACTTCGGCTGGTCTGTGCATGCGCCCTCCCTGAGGAGGAAG 

ACAATGTGTGGCACCCTGGACTACCTGCCCCCAGAGATGATTGAGGGGCGCATGCACAAT 

GAGAAGGTGGATCTGTGGTGCATTGGAGTGCTTTGCTATGAGCTGCTGGTGGGGAACCCA 

CCCTTTGAGAGTGCATCACACAACGAGACCTATCGCCGCATCGTCAAGGTGGACCTAAAG 



CCCTCGGAACGGCTGCCCCTGGCCCAGGTCTCAGCCCACCCTTGGGTCCGGGCCAACTCT 



CCCTTATCTGTTTTCTACCTCCTCCTTTGTTTAATAAAGGCTGAAGCTTTTTGTACTCAT 
G 

>H_1.0.0_22673 HtSfno sapiens. Similar to like-glycosyltransf erase, clone MGC:33333 IMRGE:4821103, 
mRNA, complete cds cr: gi-22713409/// [Huraan_i ongleur_201102 . 105B1 .C2] [SEQ ID NO; 268] 

AGCGGGCGAGCGCAGGGCCCAGCCCGGGAGCCGCTGGAGCAGGGCCTGCGATGGAGCCTG 

GCCCCCGGGCGCTGGGGGCCGCCGCGCTGTTGCTGCTGCTGCTGCTGCTCGG?iTTCCTCC 
TGTTCGGTGGGGACCTGGGGTGTGAGCGCCGCGAGCCTGGCGGGCGAGCGGGGGCCCCGG 
GATGCTTCCCCGGCCCGCTCATGCCACGTGTCCCCCCAGACGGGAGGCTGCGGAGAGCCG 
CCGCCCTCGACGGAGACCCGGGGGCCGGCCCCGGGGACCACAACCGCTCCGACTGCGGCC 
CGCAGCCGCCGCCGCCGCCCAAGTGCGAGCTCTTGCATGTGGCCATCGTGTGTGCGGGGC 
ATAACTCCAGCCGAGACGTCATCACCCTGGTGAAGTCCATGCTCTTCTACAGGAAAAATC 
CACTGCACCTCCACTTGGTGACTGRCGCCGTGGCCAGAAACATCCTGGAGACGCTCTTCC 
ACACATGGATGGTGCCTGCTCTCCGTGTCaGCTTTTATCATGCCXSACCAGCTCAAGCCCC 
AGGTCTCCTGGATCCCCAACAAGCACTACTCCGGCCTCTATGGGCTAATGAftGCTGGTGC 
TGCCCAGTGCCTTGCCTGCTGAGCTGGCCCGCGTCATTGTCCTGGACACGGATGTCACCT 
TCGCCTCTGACATCTCGGAGCTCTGGGCCCTCTTTGCTCACTTTTCTGACACGCAGGCGA 
TCGGTCTTGTGGAGAACCAGAGTGACTGGTACCTGGGCAACCTCTGGAAGAACCRCAGGC 
CCTGGCCTGCCTTGGGCCGGGGATTTAACACAGGTGTGATCCTGCTGCGGCTGGACCGGC 
TCCGGCAGGCTGGCTGGGAGCAGATGTGGAGGCTGACAGCCAGGCGGGAGCTCCTTAGCC 
TGCCTGCCACCTCACTGGCTGACCAGGACATCTTCAACGCTGTGATCAAGGAGCACCCGG 
GGCTAGTGCAGCGTCTGCCTTGTGTCTGGAATGTGCAGCTGTCAGATCACACACTGGCCG 
AGCGCTGCTACTCTGRGGCGTCTGACCTCAAGGTGATCCACTGGAACTCACCAAAGAAGC 
TTCGGGTGAAGAACAAGCATGTGGAATTCTTCCGCARTTTCTACCTGACCTTCCTGGAGT 
ACGATGGGAACCTGCTGCGGAGAGAGCTCTTTGTGTGCCCCAGCCAGCCCCCACCTGGTG 
CTGAGCAGTTGCAGCAGGCCCTGGCACAACTGGACGAGGAAGACCCCTGCTTTGAGTTCC 
GGCAGCAGCAGCTCACTCTGCACCGTGTGCATGTCACTTTCCTGCCCCATGAACCGCCAC 
CCCCCCGGCCTCACGATGTCACCCTTGTGGCCCAGCTGTCCATGGACCGGCTGCAGATGT 
TGGAAGCCCTGTGCAGGCACTGGCCTGGCCCCATGAGCCTGGCCTTGTACCTGACAGACG 
CAGAAGCTCAGCAGTTCCTGCATTTCGTCKAGGCCTCACCAGTGCTTGCTGCCCGGCAGG 
ACGTGGCCTACCATGTGGTGTACCGTGAGGGGCCCCTATACCCCGTCAACCAGCTTCGCA 
ACGTGGCCTTGGCCCAGGCCCTCACGCCTTACGTCTTCCTCAGTGACATTGACTTCCTGC 
CTGCCTATTCTCTCTACGACTACCTCAGGGCCTCCATTGAGCAGCTGGGGCTGGGCAGCC 
GGCGCAAGGCAGCACTGCTGGTGCCGGCATTTGAGACCCTGCGCTACCGCTTCAGCTTCC 
CCCSVTTCCAAGGTGGAGCTGTTGGCCTTGCTGGATGCGGGCACTCTCTACACCTTCAGGT 
RCCACGAGTGGCCCCGAGGCCACGCACCCACAGACTATGCCCGCTGGCGGGAGGCTCAGG 

GTCCCCGCTATGATCCTCGCTTTGTGGGCTTCGGCTGGAACAAAGTGGCCCACATTGTGG 

CCCACGCTCCAAGCCTGGACATCTCCCGCTTCCGCTCCAGCCCCACCTATCGTGACTGCC 
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TCAAATACCTCCCAGCCCTGCAGCAGCCCCAGAGCCCTGCCCGAGGCTGAGGCTGGGCCG 
GCGCTGCCCCTCATCTTAGCATTGGGCAGACACCAGGGCAACCTGCCCTCCGCCATCCCT 
GCTATTTAAATTATTTAAGGTCTCTGGGAAGGGCTGGGGCAGAGCATCTGTGGGGTGGGG 
TCTTCCCCTTGCTGCTATTGTATGGCTGGGGACTGGTCTCTCTCTGCCCCAGCCAGTTTG 
GGGCTGGTTCCCCCaTCTTGAATTGTTTATCCCTTTTTCATAATTAftAGTTTTftAAACAT 

>H_1.0.0_20190 Homo sapiens hypothetical protein CL25022 (CL25022) , 
[Human_jongleur_201102.9081.Cl] [SBQ ID N0= 2S9] 

GGAAGAGTCCGGTTCTGGGACAGCTGGAGACAGTGGTGGTGACTGAAATAACTTTACCAA 
AGGAAAGCTATTTTGCGAACTATCTTCTCCAGCXSGAGATGGCCAATGTGCTTTGTAACAG 
AGCCAGACTGGTTTCCTATCTCCCAGGATTTTGCTCTTTAGTTAAAAGGGTTGTCARTCC 
CAAAGCCTTTTCGACTGCAGGATCATCAGGTTCGGATGAGTCTCATGTGGCTGCTGCACC 
TCCAGATATATGCTCTCGAACAGTGTGGCCTGATGAAACTATGGGACCCTTTGGACCTCA 
AGATCAGAGGTTCCAGCTTCCTGGGAACATAGGTTTTGATTGTCACCTCAATGGGACTGC 
TTCACAGAAGAAAAGCCTGGTTCATAAAACTTTGCCTGATGTTCTAGCAGAACCTTTATC 
AAGTGAAAGACATGAGTTTGTGATGGCACAATATGTGAATGAATTTCAGGGTAATGATGC 
ACCTGTTGAACAAGAAATTAACAGTGCaGAaACTTACTTTGAAaGTGCCAGAGTAGflGTG 
TGCAATACAAACATGTCEAGAATTGCTGCGAAaaGATTTTGAATCACTGTTTCCAGAAGT 
AGCTAATGGCAAACTAATGATTCTGACTGTM.CACAAAftAACTAAGAATGATATGACTGT 
TTGGAGTGAAGAAGTAGAAATTGAAAGAGAiGTGCTCTTAGAAAAGTTCATCAATGGTGC 
TAAGGAAATTTGCTATGCTCTTCGAGCTGAGGGTTATTGGGCTGACTTTATTGACCCATC 
ATCTGGTTTGGCATTTTTTGGACCATATACAAACARCACTCTTTTTGAJ4ACTGATGAACG 
CTACCGACATTTAGGATTCTCTGTTGATGACCTTGGATGCTGTAAAGTGATTCGTCATAG 
TCTCTGGGGTACCmTGTAGTTGTAGGGAGTATCTTaW^TAATGOU^CACCAGACAGCCA 
TATTATGAAGAAATTAAGTGGAAATTAGCAGAAATATCCATTCATTTGCTGTACTATTTG 
TATGTAATATTTGGGTTGATCTATAAACACTGTCAGACTAaAGTTTTTAAAATATACTTA 
TTTCTAAGTATTTATTTCAGCATTTATGAATTTGCAACATTGGCAAGTGATTTGGGATTT 
TAAAATTGCAAATGTTCATTTATTCATATCATTGAATACACGTTGAACACATCCACATTG 
TATAGGATGTGGTAATTAGCTTGTAACCAGGGTATGATCTGCTATTGTTATTTCTCCTCT 
TTATTGGAAAAAGGCCTCAGTTTTAATTATTTTCTTCCCAAAATAAATCACACATTTGGT 



\ cr: gi-7661547/// 



GCAGAAATCCTTCCAAAAATGTAGAATGGGGCAAAATTTTGAACTGCTGCTTATCATTAA 
AAAAGGGGTGGAAAAGACTATATCACAGGTGTCAGAGTGATTTGAACTCATCTTTGAAAG 
GATGGAATTTGTTTTACATCCAAATTTACTAAGTAACCTCACTTTAAAAACTATACAAAG 
CTCAGCCCTCAGGCCATCTCAGCAGAAAAATAATCCTGCTTTCTGAGAAGTTTTAAACCG 
TTCTTTTTCTAGAGAGCATAGAATTGATTTTGAAGAACTGTGTATTATGTATAGACTTTA 
TTTTAGTACATACATGGAGTGAATGGTTCTTCACTTGTTATCTCTGGTATGTGTTGTTTG 
ACATGTTATTTTGTCACAGAGATCAAACCX3CCTTACCGTAGCATGTACATACAGATCTTA 
GTAATATATTGTTGAGAAATACTGAGTGATTGGTflGTTCTTGTTCCCAATGTCTTTATCC 
CTCAAACAGATGTATAGATTTGGAGATTTTTTTTGTGTATGTGATATTTTAATCCACCCT 
TTTTGCACTTAACCCAGAAATTACAAAGGATGTGAAAGTATAATAAAGTGTTCTAGCTTT 
CTGAAGCTC 

>H_1.0.0_13832 Homo sapiens hypothetical protein DKFZp5e4K0822 (DKF2P5S4K0822) , mRNA c 
135405777// [Human_jcngleur_201102.5608.Cl] rSEQ ID NO: 271) 
AGCCGGGCCCCCCAGCGGTCGGCGGGACGGCTCCCGGCTGCAGTCTGCCCGCCCGCCCCG 



GGAGTGCACAGAAGCCAAAAAGCATTGCTGGTATITCGAAGGACTCTATCCAACCTATTA 
ACAGAGGCTGTGGTACTTCTGGTTCCTTCTGATGATGGGCGTGCTTTTCTGCTGCGGAGC 



CTATTACACCGACCCAGGAGGACCGGGGATGAACCCTGTCX3GGAATTCCATGGCAATGGC 
TTTCCAGGTCCCACCCAACTCACCCCAGGGGAGTGTGGCCTGCCCGCCCCCTCCAGCCTA 
CTGCAACACGCCTCCGCCCCCGTACGAACAGGTAGTGAAGGCCAAGTAGTGGGGTGCCCA 
CGTGCAAGAGGAGAGACAGGAGAGGGCCTTTCCCTGGCCTTTCTGTCTTCGTTGATGTTC 
ACTTCCAGGAACGGTCTCGTGGGCTGCTAAGGGCAGTTCCTCTGATATCCTCACAGCAAG 
CACAGCTCTCTTTCAGGCTTTCCATGGAGTACAATATATGAACTCACACTTTGTCTCCTC 
TGTTGCTTCTGTTTCTGACGCAGTCTGTGCTCTCACATGGTAGTGTGGTGACAGTCCCCG 
AGGGCTGACGTCCTTACGGTGGCGTGACCAGATCTACAGGAGAGAGACTGAGAGGAAGAA 
GGCAGTGCTGGAGGTGCAGGTGGCATGTAGAGGGGCCAGGCCGAGCATCCCAGGCAAGCA 
TCCTTCTGCCCGGGTATTAATAGGAAGCCCCATGCCGGGCGGCTCAGCCGATGAAGCAGC 
AGCCGACTGAGCTGAGCCCAGCAGGTCATCTGCTCCAGCCTGTCCTCTCGTCAGCCTTCC 
TCTTCCAGAAGCTGTTGGAGAGACATTCAGGAGAGAGCAAGCCCCTTGTCATGTTTCTGT 
CTCTGTTCATATCCTAAAGATAGACTTCTCCTGCACCGCCAGGGAAGGGTAGCACGTGCA 
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ACATCCRCTAAGCAAATTTATTTAAATTCATGGGAAATCACTTCCTGCCCCAAACTGAGA 
CATTGCRTTTTGTGAGCTCTTGGTCTGATTTGGAGAAAGGACTGTTACCCATTTTTTTGG 
TGTGTTTATGGAAGTGCATGTAGAGCGTCCTGCCCTTTGAAATCAGACTGGGTGTGTGTC 
TTCCCTGGACATCACTGCCTCTCCAGGGCATTCTCAGGCCCGGGGGTCTCCTTCCCTCAG 
GCAGCTCCAGTGGTGGGTTCTGAAGGGTGCTTTCftAAACGGGGCACATCTGGCTGGGAAG 
TCACATGGACTCTTCCAGGGAGAGAGACCAGCTGAGGCGTCTCTCTCTGAGGTTGTGTTG 

ARGTACTGACTCAACTGCACTGACCaTGTTGTCATAATTAGAATAAAGAAGftAGTGGTCG 
GAAATGCACATTCCTGGATAGGAATCACAGCTCACCCCAGGATCTCACAGGTAGTCTCCT 
GAGTAGTTGACGGCTAGCGGGGAGCTAGTTCCGCCGCATAGTTATAGTGTTGATGTGTGA 
ACGCTGACCTGTCCTGTGTGCTAAGAGCTATGCAGCTTAGCTGAGGCGCCTAGATTACTA 
GATGTGCTGTATCACGGGGAATGAGGTGGGGGTGCTTATTTTTTAATGAACTAATCAGAG 
CCTCTTGAGAAATTGTTACTCATTGAACTGGAGCATCAAGACATCTCATGGAAGTGGATA 
CGGAGTGATTTGGTGTCCATGCTTTTCACTCTGAGGACATTTTiATCGGAGAACCTCCTGG 
GGAATTTTGTGGGAGACACTTGGGAACAAAACAGACACCCTGGGAATGCAGTTGCAAGCA 

CCTCCCATGCTGCAGGCCTCCATCTAAATGAGACAACAAAGCACAATGTTCACTGTTTAC 



CAGAGTTTGTTTTCCCTTGAACTTGGTTAGAATTGTGCTACTGTGAACGCTGATCCTGCA 
TATGGAAGTCCCACTTCGGTGACATTTCCTGGCCATTCTTGTTTCCATTGTGTGGATGGT 
GGGTTGTGCCCACTTCCTGGAGTGAGACAGCTCCTGGTGTGTAGAATTCCCGGAGCGTCC 
GTGGTTCAGAGTAAACTTGAAGCAGATCTGTGCATGCTTTTCCTCTGCAACAATTGGCTC 
GTTTCTCTTTTTTGTTCTCTTTTGATAGGATCCTGTTTCCTATGTGTGCRAAATAAAaAT 
AaAPITGGGCA 

>H_1.0.0_30721 AGENCOURT_7896003 Homo sapiens dDUA 5' end cr: gi-21179761/// /clone=IMaGE: 6156113 
/clone_end=5 ' /gb=BQ440685 /gi=211797Sl /ug=Hs. 191045 /len=883 [Human_jongleur_201102. 16845. CI] [SEQ 
ID NO! 272] 

AAACCTTGATTGTGATTTCCAGTTTTTATTTTCTCTGACX3TAGTAGRAAGGAATGTTTAC 
ATTGAAAATACTTTTGTTTCTCATAAATGGATATTGTACTCCCCCCTTTCAflAGCATTAT 
TTTACAATAATTCATGGCATTTTAAAAAATAAGGCSyWVGATAATAOSACAAAAAftTATAC 
ATGCTTTCAAGGCAAA'WCTCCAATAAGTTGGAAAATGTAAAAAGGATCAAGTGGATGCA 
GCCTCTACCTAAATAATTAAAATATATTTCAGTATATTTCTGAATTAACACCAGGTCTTC 
ATTATTTAGAACTTACTAAATTGTTTTCATTTTCTTAGTTTTACCTGTGTATCTCCATGT 
TTGCAAAAATTACTATAAGTCAAATTTTGCCAGTGAATTTAACTATTTTTCTTTCCTTGC 
AATTAAGGGGAAAAAAGCATTTATCTTATCTTCTCATACCCCTTGCATCTAAGTACTTAG 
CAAAGTCAATATTTTCCCATTTTCCAAATGCGTCCATCTCTAACATAAATATTAATTGAA 
CATAGAGCTATGTTTGGAGTGAGTGGACTGGCAGGACAGTTGGAAGTCCATCACAGTCTA 
TTGACAGTTTCATCAAAGCTGTATAGTCCAACTAGTGGGGCAGCTTGGCTACTATGGTGG 
AAGTCTCAGCAAACTGTCTGGTTTTGTTTGTTTGTTTTGTTTTAAGGTACAGGAAATAAG 
AGGAATAATAGTGGCCMAGCAATTAGAACATCTTCATTCCAGAACTGTGTTCAGCAATC 
CAGGCAGATTGATACATTTTTCTTTAAAAATAAATTGCTATTACAGCTAGACGTCAATTG 
GGATAAATAAAGGGATGAAGATCCACTAAGTTTGTGACTTTCATACACACCCAGTACATC 
TCAAAGGATGCTAAGGGACATTTTCTGCCAGTAGAGTTCTCCCCCTTTTTGGTGACAGCA 
ATATTATTATGTTCACATCTAACTCCAGAGCTTACTTCCTGTGGTGCCAATG7ATTTGTT 
GCAATTTACTACATTTTTATATGAGCCTATTTATAGGTGCCATTAAACTCAGGTCTTTCA 
AATGAAAGAGTTTCTAGCCCACTTAGGGARAAAGATAATTGTTTAGAAAACCATAAAATC 
AATGGTAGGAAAAGTTGGAACTGGTTACCTGGATGCCATGGTTCTCTGTTAflATAAAGTA 
AGAGACCAGGTGTATTCTGAGTGTCATCAGTGTTATTTTCAGCATGCTAATAAATGGTCT 
TTCCGGTTATATATCTATCTAAATTAACCTTTAAAAATATTGGTTTCCTTGATAAAAGCA 
CCACTTTTGCTTTTGTTAGCTGTAATATTTTTTGTCATTTAGATAAGACCTGGTTTGGCT 
CTCAATAAAAGATGAAGACAGTAGCTCTGTACAGGGATATATCTATATTAGTCTTCATCT 
GATGAATGAAGAAATTTTCTCATATTATGTTCAAGAAAGTATTTACTTCCTAAAAATAGA 
ATTCCCGATTCTGTCTATTTTGGTTGAATACCCAGAACAAATCCTITCCCGTTGCAATCC 
CCAGTAAAACGAAAGAAAAGGAATATCTTACAGACTGTTCATATTAGATGTATGTAGACT 
GTTAATTTGCAATTTCCCCATATTTCCTGCCCTATCTTACCCAGATAACTTTCTTTGAAG 
GTAAAAGCTGTGCAAAAGGCATGAGACTCAGGCCTACTCTTTGTTTAAATGATGGAAAAA 
TATAAATTATTTTCTAAGTAATAAAAGTATAAAAATTATCATT 

>H_1.0.0_11806 Homo sapiens heterogeneous nuclear ribonucleoprotein L (HNRPL) , mRNA cr: gi- 
4557644/// [Human_j ongleur_201102 . 4589 . C4] [SEQ ID NO: 273] 

AGGCAGCAGCCGGACGAGCAGCGGAGGCGGTCGGGAGCGATGGTGAAGATGGCGGCGGCG 

AAGCMGCTCAAGACTGACAACGCCGGCGACCAGCACGGAGGCGGCGGCGGTGGCGGTGGA 



GACAACCAAATATACATTGCTGGTCACCCAGCTTTTGTCAACTACTCTRCCAGCCAGAAG 
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ATCTCCCGCCCTGGGGACTCGGATGACTCCCGGAGCGTGAACAGTGTGCTTCTCTTTACC 
ATCCTGAACCCCATTTATTCGATCACCACGGATGTTCTTTACACTATCTGTAATCCTTGT 
GGCCCTGTCCAGAGAATTGTCATTTTCAGGAAGAATGGAGTTCAGGCGATGGTGGAATTT 
GACTCAGTTCAAAGTGCCCAGCGGGCCAAGGCCTCTCTCAATGGGGCTGATATCTATTCT 
GGCTGTTGCACTCTGAAGATCGARTACGC7UUU3CCTACACGCTTGAATGTGTTCAAGAAT 
GATCAGGATACTTGGGACTACACAAACCECaATCTCAGTGGACAAGGTGACCCTGGCAGC 
AACCCCaACAAACCCCAGAGGCAGCCKCCTCTCCTGGGAGATCACCCCGCAGaATATGGA 



TACGGCCCCCAGTATGGGCACCCCCCACCCCCTCCCCCACCACCCGAGTATGGCCCTCAC 
GCCGACAGCCCTGTGCTCATGGTCTATGGCTTGGATCAATCTAAGATGAACGGTGACCGA 
GTCTTCAATGTCTTCTGCTTATATGGCAATGTGGAGAAGGTGaAATTCATGAAAAGCaAG 
CCGGGGGCCGCCATGGTGGAGATGGCTGATGGCTACGCTGTAGACCGGGCCATTACCCAC 
CTCAACAACAACTTCATGTTTGGGCAGAAGCTGAATGTCTGTGTCTCCAAGCAGCCAGCC 
ATCATGCCTGGTCAGTCATACGGGTTGGAAGACGGGTCTTGCAGTTACAAAGACTTCAGT 
GAATCCCGGAACAATCGGTTCTCCACCCCAGAGCAGGCAGCCAAGAACCGCATCCAGCAC 
CCCAGCAACGTGCTGCACTTCTTCAACGCCCCGCTGGAGGTGACCGAGGAGAACTTCTTT 
GAGATCTGCGATGAGCTGGGAGTGAAGCGGCCATCTTCTGTGAAAGTATTCTCAGGCAAA 
AGTGAGCGCAGCTCCTCTGGACTGCTGGAGTGGGAATCCAAGAGCGATGCCCTGGAGACT 
CTGGGCTTCCTGAACCATTACCAGATGaftAAACCCAAATGGTCCATACCCTTACACTCTG 
AAGTTGTGTTTCTCCACTGCTCAGCACGCCTCCTAATTAGGTGCCTAGGAAGAGTCCCAT 
CTGAGCAGGAAGACATTl 
GATCTTGTATTCCTTTT1 



TCCTTTATGCCATT': 



CTAAATGCTAGGTTTGTAGAGGCTTAC 
TTAACCTTAATGGAAACGCTGGAAATCTGCAGGGGGAGGGAGAGGGGAACTGTTATCTCC 
CAAGATTAACCTTCACTTTTAAAAAATTATTGTACATGTGATTTTTTTl 

LTTGTTTGGAAAATfl 



>H_1.0.0_34B7 Homo sapiens GDP dissociation inhibitor 2 (GDI2) , 
[Huinan_jongleur_201102.744.C2] [SEQ ID NO: 274] 
GGCGGTCGGTCTCXSCCTTGTCGCCaGCrrCCATTrTCCTCTCTTTCTCTTCCCCTTTCCTT 
CGCGCCCAAGAGCGCCTCCCAGCCTCGTAGGGTOGTCACGGAGCCCCTGCGCCTTTTCCT 



TGGGCACCGGCCTGACGGAATGTATCCTGTCAGGTATARTGTCAGTGAATGGCAAGAAAG 
TTCTTCATATGGATCGftRACCCTTACTACGGAGGAGAAAGTGCATCTATAACACCATTGG 
AAGATTTATACAAAAGATTTAAAATACCaGGATCACCACCCGAGTCAATGGGGAGAGGAA 
GAGACTGGAATGTTGACTTGATTCCCAAGTTCCTTATGGCTAATGGTCRGCTGGTTAAGA 
TGCTGCTTTATACAGAGGTAACTCGCTATCTGGATTTTAAAGTGACTGAAGGGAGCTTTG 



GCCTAATGGGATTGTTTGAAAAACGTCGCTTCAGGAAATTCCTAGTGTATGTTGCCAACT 
TCGATGAAAAAGATCCAAGAACriTTTGAAGGCATTGATCCTAAGAAGACCACAATGCGAG 
ATGTGTATAAGflAATTTGATTTdGGTCAAGACGTTATAGATTTTACTGGTCATGCTCTTG 
CACTTTACMAACTGATGATTACTTAGATCAACCGTGTTATGAAACCATTAATAGAATTA 
AACTTTACAGTGAATCTTTGGCAAGATATGGCAAAAGCCCATACCTTTATCCACTCTATG 
GCCTTGGAGAACTGCCCCAAGGATTTGCAAGGCTAAGTGCTATTTATGGAGGTACCTATA 
TGCTGAATAAACCCATTGAAGAAATCATTGTACAGAATGGAAAAGTAATTGGTGTAAAAT 



GGGTAGAAAAAGTGGGCCAGGTGATCAGAGTTATTTGCATCCTCAGCCACCCCATCaAGA 
ACACCAATGATGCCAACTCCTGCCAGATCATTATTCCACAGAACCRAGTCRATCGAAAGT 
CAGATATCTACGTCTGCATGATCTCCTTTGCGCACAATGTAGCAGCACAAGGGAAGTACA 
TTGCTATAGTTAGTACAACTGTGGAAACCAAGGAGCCTGAGAAGGAAATCAGACCAGCTT 
TGGAGCTCTTGGAACCAAITGAACAGAAATTTGTTAGCATCAGTGACCTCCTGGTACCAA 
AAGACTTGGGAACAGAAAGCCAGATCTTTATTTCCCGCACATATGATGCCACCACTCATT 
TTGAGACAACGTGTGATGACATTAAAAACATCTATAAGAGGATGACAGGATCAGAGTTTG 
ACTTTGAGGAAATGAAGCGCAAGAAGAATGACATCTATGGGGAAGACTAACAGCAGTACA 
TGTTATTATGTAATTAGGACACATTTAAAATTTGGCAAATAATGCaTATAATGAAATCAA 
TATTGTAAGGCCTGCTTTTGTAATGAAAATGGAGAGAATGAAGAGCGCTGTGCCAGTAAA 
TACTCCCCTTCACCTTTCTAATTATTAACTTGTTTTCATGGAGTGGCTATTCAGCATTGG 
CAGTTACCACATTCTGTTCAATTTAACCAAACTGGCTTTTTTTTTTTTCTAGTGAAGTTA 
AACAAACATTGGGATACCGACACAGACAACTTGAGACAGTTTTTTTAATCTTTTAATCAG 
TGTAGCTATGTGCTGCTGCTGCTCAAGAGCTGGATCCATACAGGTTGTGTGTCATCTGTC 
CTCTTGAGGTTCAGGAGATTCTAAATTGAATATTCCACGGTTTGGGACAGCATCCGGAAG 
TTTTCCCTATGACTTTATATTTTGTATTATGTCAAATGTTATGGCAGGGCCCAAATAGCA 
TAGCCACAAGTTTGGTTTATGTGGGCATAAAATTCTAACCAAACCCCAGACATAGGGAGT 
CATTTGGAGAAAGCCTGTATGTGGTGTTTTAACCTAATAAAGTTGATGAGAGAGAAGGGG 
AGAGGAAGCGAACATAAAGCGGGTCAAGTGTAGTGCATCTTTTGTATCTCAGGCGTGGCT 
TCTTCAGTGGACCAAGCTGCAATGCAGTATTGACTTGACaGAGCCTCTACTTCTGTCTCA 
AAATGGCTCCAAATGATTTCTGTACTGCAAAATAAAGCCAAATTCTGAGAACAAACAAAC 
AACAACAACAACAAAAGTGGAGAGGTAGTTTTCCTATTACTCTAAGTTGTGAAGGTATTC 
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CCTCATTTGTTGAATTATCTCTAGA 

>H_1.0.0_6594 Homo sapiens mliNA for period (Drosophila) homolog 3 hPER3, complete cda c 
13160924/// [Humaii_jongleur_201102,2143.C5] [3BQ ID NO: 275] 
NAGCAGGCCGGAGTCCTGAAAGTCGAGCGAGCTCCGGGTTTTGAAAATGTTGGAGEGAAA 
AGCTCCTCGGAGATGAGCGTGACCCCrTGGCTCGTGGTGGCCGCCTGTTCTCACTAAaSC 
CATGGCGGGGACCGGAGTGAGAAACCGGTGTCTCTCACTGACTGCAAAGTGAGCGRGAAG 

GGGAAGCTCCTGGCCCCGGGAGACGGGGGGCTAAGGACGAGGCCCTGGGCGAAGAATCGG 
GGGAGCGGTGGAGCCCCGAGTTCCATCTGCAGAGGAAATTGGCGGACAGCAGCCACAGTG 
AACAGCAAGATCGAAACAGAGTTTCTGAAGAACTTATCATGGTTGTCCAAGAAATGTlAAA 
AATACTTCCCCTCGGAGAGACGCAATAAACCAAGCACTCTAGATCCCCTCAACTATGCTC 
TCCGCTGTGTCCACAGCGTTCAAGCAAACAGTGAGTTTTTCCAGATrCTCAGTCAGAATG 
GAGCACCTCAGGCAGATGTGAGCATGTACAGTCTTGAGGAGCTGGCCACTATCGCTTCAG 
AACACACTTCC3USAAACACAGATACCTTTGTGGC3«3TATTTTCaTTTCTGTCTGGAAGGT 
TAGTGCaCATTTCTGAACAGGCTGCTTTGATCCrGaATCGTAAGAaAGaTGTCCTGGCGT 
CTTCTCSiCTTTGTTGACCTGCTTGCACCTCaiAGACATGAGGGTATTCTACGCGCACACTG 
CCAGAGCTCAGCTTCCTTTCTGGAAC3UVCTGGACCCAAAGAGCAGCTGCACGGTATGAAT 
GTGCTCCGGTGAAACCTTTTTTCTGCAGGATCCGTGGAGGTGAAGACAGAAAGCAAGAGA 
AGTGTCACTCCCCATTCCGGATCATCCCCTATCTGATTCATGTACATCACCCTGCCCAGC 
CAGAATTGGAATCGGAACCTTGCTGTCTCACTGTGGTTGAAAAGATTCACTCTGGTTATG 
AAGCTCCTCGGATCCCAGTGAATAAAAGAATCTTCACCACCACACACACCCCAGGGTGTG 
TTTTTCTTGAAGTAGATGAAAAAGCAGTGCCTTTGCTGGGTTACCTACCTCAGGACCTGA 
TTGGAACATCGATCCTAAGCTACCTGCACCCTGAAGATCGTTCTCTGATGGTTGCCATAC 
ACCAAAAAGTTTTGAAGTATGCAGGGCATCCTCCCTTTGAACATTCTCCCATTCGATTTT 
GTACTCAAAACGGAGACTACATCATACTGGATTCCAGTTGGTCCAGCTTTGTGAATCCCT 
GGAGCCGGAAGATTTCTTTCATCATTGGTCGGCATAAAGTTCGAACGAGCCCACTAAATG 
AGGRTGTTTTTGCTACCAAAATTAAAAAGATGAAaSATAATGACAAAGACATAACAGAAT 
TACAAGAACAAaTTTAawi.CITCTCriTACAGCCaGTTCACGTGAGCGTGTCCAGCGGCT 
ACGGGAGCCTGGGGAGCAGOMGTCraaiGGAGCMCTTGTCAGCATCGCCTCCTCKAGTG 
AGGCCAGCGGGCACCGTGTGGAGGAGACGAAGGCGGAGCAGATGACCTTGCAGCAGGTCT 
ATGCCAGTGTGAACAAAATTAAAAATCTGGGTCAGCAGCTCTACATTGAGTCAATGACCA 
AATCATCATTCAAGCCAGTGACGGGGACACGCACAGAACCGAATGGTGGTGGTGAGTCAG 
CGAATGGTGGTGGTGAATGTAAGACCTTTACTTCCTTCCACCAAACACTGAAAAACAATA 
GTGTGTACACTGAGCCS-TGTGAGGATTTGAGGAACGATGAGCACAGCCCATCCTATCAAC 
AGATCAACTGTATCGACAGTGTCATCAGATACCTGAAGAGCTACAACATTCCAGCTTTGA 
AAAGAAAGTGTATCTCCTGTACAAATACAACTTCTTCCTCCTCAGAAGAAGACAAACAGA 
ACCACAAGGCAGATGATGTCCAAGCCTTACAAGCTGGTTTGCAAATCCCAGCCATACCTA 
AATCAGAAATGCCAACAAATGGACGGTCCATAGACACAGGAGGAGGAGCTCCACAGATCC 
TGTCCACGGCGATGCTGAGCTTGGGGTCGGGCATAAGCCAATGCGGTTACAGCAGCACCA 
TTGTCCATGTCCCACCCCCAGAGRCAGCCAGGGATGCTACCCreTTCTGTGAGCCCTGGA 
CCCTGAACATGCAGCEAGCCCCTTTGACKTCGGAAGAATTTAAACACGTGGGGCTCyW^AG 

AAAAGATCCTGTCATCACCCTACAGCTCCTATCTTCAGCAAGAAAGCAGGAGCAAAGCTA 
AATATTCATATTTTCAAGGAGATTCTACTTCCAAGCAGACGCGGTCGGCCGGCTGCAGGA 
AAGGGAAGCACAAGCGGAAGAAGCTGCCXSGAGCCGCCAGACAGCAGCAGCTCBAACACCG 
GCTCTGGTCCCCGCAGGGGAGCGCATCAGAACGCACAGCCCTGCTGCCCCTCCGCGGCCT 
CCTCTCCGCACACCTCGAGCCCGACCTTCCCACCTGCCGCCATGGTGCCCAGCCAGGCCC 
CTTACCTCGTCCCAGCTTTTCCCCTCCCAGCCGOSACCTCACCCGGAAGAGAATACGCAG 

ACCCAGCTTTCCCTTTTCCTTACTTGGATACTTTTATGACCGTTTTCCTGCCTGACCCCC 
CTGTCTGTCCTCTGTTGTCGCCATCGTTTTTGCCATGTCCATTCCTGGGGGCGACAGCCT 
CTTCTGCGATATCACCCTCAATGTCGTCAGCAATGAGTCCAACTCTGGACCCACCCCCTT 
CAGTCACCAGCCARAGGAGAGAGGAGGAAAAGTGGGAGGCACAAAGCGAGGGGCaCCCGT 
TCATTA(nTCGAGAAG(:yM3CTCACCCTTGCAGTTAAACTTACTTCAGGAAGAGATGCCCA 
GACCCTCTGARTCTCCAGATCGGATGAGAAGGAACACGTGCCCACAAACTGAGTATCAGT 
GTGTTACAGGCAACAATGGCAGTGAGAGCaGTCCTGCTACTACCGGTGCACTGTCCACGG 

CTCCCATGAAGAATCCATCCCATCCTACTGCCAGCGCTCTGTCCaCGGGATCGCCTCCCA 
TGAAGAATCCATCCCATCCTACTGCCAGCACACTGTCCATGGGATTGCCTCCCAGCAGGA 
CTCCATCCCATCCTACTGCCACTGTTCTGTCCACGGGGTCACCTCCCAGCGAATCCCCAT 
CCAGAACTGGTTCAGCAGCATCAGGAAGCAGCGACAGCAGTATATACCTTACTAGTAGTG 
TTTATTCTTCTAAAATCTCCCAAAATGGGCAGCAATCTCaGGACGTACAGAAAAAAGAAA 
CATTTCCTAATGTCGCCGAAGAGCCCATCTGGAGAATGATACGGCAGACACCTGAGCGCA 
TTCTCATGACATACCAGGTACCTGAGAGGGTTAAAGAAGTTGTACTAAAAGAAGACCTGG 
AAAAGCTAGAAAGTATGAGGCAGCAGCAGCCCCAGTTTTCTCATGGGCAAAAGGAGGAGC 
TGGCTAAGGTGTATAATTGGATTCAAAGCCAGACTGTCACTCAAGAAATCGACATTCAAG 

TTCTGGTAGAAGACAGCTGTTGAGTGACTGTGAGGATGAACCTTCATACrCTTTCCAAGA 
CGTGTTACACAGACAGACCTTTTTAAGTCCTGGRCTTTTAAATGACCATGAAGTTATCAT 
TGAATGTTAAGATTTTTTCTTCTTGATTTTTTAATACACGTAATCTTTTrGAAGCAGACA 
TTGTATACAGAATCTTACTTCTCTTTGTTCCTGATATATTAAAATGGCCAGTTAGGCTCT 



147/349 



1 [l!je>'/^:/yv'GG30S8201.s^] 



WO 03/058201 PCT/LS02/41825 



TTTTGTAGTTGAATTGTCTTCTAAAGAGATTGGATGGCCTCTAAAGAGGTATGTGTATCT 
TTATTTCAGATGTCACCCAGAGTAAATTATAATTAGAAGTATAGOTAGAATCAGCCCCAA 
ACCTTAGCCTCATTTATTTTGTTCTGTTACATAAGTCATTTTCCCCTTAGAGTC-CTTGAA 
GAAATGCCACCTACAGGTTGTGTACTTTTCATAATGGTTTCCATGAATGTAGTACGTTCA 
5 TACaGGCTTCATTCAACCTGGCGTTCCCCTCCATAATTAAGATGAAACATTCCGGTTTTC 
TaVCMCaCATTAGCMATACTGTCCATTAGCaTaTCTGGGATAACCftGGTTTTGGGGGT 
TGAGTrrTGGCCTTCATCCTTGTAGATCCETTTCCTATTGATTTCCCACCTTCCAGTGAA 
ATTCTGAAAGTCTTATCTTAAAAATCGATCCGCTTACCATGGGCCTATTCTTGTAAGTTT 
CAGTTAGCATTTGCATGTGTAATATTAAAATGAAAGAGCTTCrrACKCAGTGCTGTTGCC 
1 0 CrTTTGAGTATTTTTGTTTTTAAAATAATGATTGTAAAATGTTTTACAAGTAATGTa&aR 
GCTAGTATCATTCTTACATACTTCTGTGTTTAAATTTTCATTCTTACCAARACAGTTAAC 
TCTTTCTTTCCAATCAATTTATAC3\AAAGAGGTCGCTCCAGCCCTACCACAGGTCTGACT 

CGTCX:ftGGCGAGCCCAGTTGTCCTCGCCCACAGGGTCCTGCAGGCTCCATCAGTCACCGC 
15 TTTCTATGGCGTTTGTAGTTGTGTCTTTTAAGAAGTGAGTGTGATTGTTTACTTGATAAA 

TCAGCTCACTCTCTGGTGCTTTTTAGAGAAGTCCXrrGATTCCTTCTTAAACTTGGAATGA 

TAGATGRAATTCACftCCCCTGCAGATCAGAAAAAACAAATAGAAGAAAATGAGGGTTACA 

GTAACCTOTTGTCTTTATATAACTTGCAACAAACTAATTTATTTTTTTTTCCTTTTTTTG 

TTTTTGGTTTTTTATGGTTTTTTAAGGAAAATACTTTTCTCCTTTGAAGTTTTACAGCTT 
20 TTTGTAAATGCGTCCTGATAATGATTAGGAAAATCGACCTTTTCa.TCCATGATGACCATC 

CTCATAGCTCAGATTTCCTTTCAAAGTAGTGGCTTTCTGGATGGTAATTCCATCTTAAGG 

TGTCAGAACTATTTTCAAATGCTGCCTTTGACaGTTCTTGGAATTTTCTGATATTAAGCA 

GTTCCATGCAAATATTCGTGTTTTATAAATAGCTCTCATAGTCTGCTCCATCTTGATAGT 

25 TAAAGAATCAAATTTGAAACAATTAACCAGCCAGTAGATTGTCTGTCAGTGACCTTCTGT 
AGTAATAAAGTTTTTGCCACTGTAAATAAAAACAGTATCOGTAGCTATCAGGATCATTGC 

CTTGTTATACTAGGTTTGATTTGARACTOGTGCTTGTCGCAGAACTGTCAGAGCATGAGG 
30 AGCGCTCCTCCTGTGGGTGGACGCATTCACGCaCTCCCAGGTTGCACCTGCTGCTGGCGG 

TGAGCAGGGGGTTCAGCAGCTTGACCGATGCCCCCCGAGGGGGCTCTCCCCAGCTTAAAC 

TTTGTTGTTTAAATTTGTTAACTTTTTATATTAATGACTATTGAAflGTGGTAATAAAAAT 

TTATATTATAGGCTTCAATGTTTTCATGAATGTTACCCAAAAAGCTCTGTTTTCTTTGGT 

CAGAGGTCAAAATTTATOAAAAACAAAATGCTGTATGAATGGAAATCATTTTGCAATTGA 
35 GTGACACTTCATTGTAATTCACAGTGTAAATTTAATCCAAACTCAAATTTTGTTTCAACT 

GAATTTGTAATTAACTCTGAATTTGTTTTTAATCATTAGTAATATTTCAGTTGGGTATCT 

TTTTAAGTAAAAACAACAAATAAACTCTGTACATGTAAAACGTG 

>H_1.0,0_9423 Homo sapiens oDNA FLJ10331 fis, clone NT2RM2000635, highly similar to Homo sapiens 

mRNA for KIAA0729 protein cr: gi-7022294/// (Human_jongleur_201102 . 3321 .C2] [SEQ ID NO: 276] 
40 ATTCTCTTGCTCCCCGCCCCGTCGGGATCAGTCAGTGTGATCCGAAGCGGGGGAGGGGGG 

GGGCGGCGGCCGAACGATGTGCGAGAACTGCGCAGACCTGGTGGAGGTGTTAAATGAAAT 

ATCAGATGTAGAAGGTGGTGATGGACTGCAGCTCAGAAAGGAACATACTCTCAAAATATT 

TACTTACATCAATTCCTGGACACAGAGGCAATGTCTATGCTGCTTCAAGGAATATAAGCA 

TTTGGAGATTTTTAATCAAGTAGTGTGTGCACTTATTAACTTAGTGATTGCCCAAGTTCA 
45 AGTGCTCCGGGACCAGCTTTGTAAACATTGTACTACCATTAACATAGATTCCACGTGGCA 

AGATGAGAGTAATCAAGCAGAAGAACCACTGAATATAGATAGAGAGTGTAATGAAGGAAG 

TACAGAAAGACAAAAATCAATAGAAAAAAAATCAAACTCTACAAGAATTTGTAATCTGAC 

TGAGGAGGAATCTTCAAAGAGTTCTGATCCTTTTAGTTTATGGKGTACAGATGAGAAGGA 

AAAACTCTTACTATGTGTGGCAAAAAATTTTTCAAATTCAGTTTCCCTTATATACTGCTT 
50 ACAAGCATAATACTCACCCTACTATTGAGGATATATCAACTCAAGAAAGTAACATATTAG 

GGGCATTCTGTGATATGAATGATGTAGAAGTACCATTGCATTTGCITCGTTATGTATGTT 

TGTTTTGTGGGAAAAATGGCCTTTCTCTCATGAAGGATTGCTTTGAATATGGAACTCCTG 

AAACTTTGCCATTTCTTATAGCACATGCGTTTATTACAGTTGTGTCTAATATTAGAATAT 

GGCTACATATTCCCGCTGTCATGCAGCACATTATACCTTTTAGGACCTATGTTATTAGGT 
55 ATTTATGCAAGCTCTCGGATCAGGAGTTACGACAGAGTGCAGCTCGTAACATGGCTGACT 

TTIATGTGGAGCACAGTCAAAGAACCATTGGATACAACATTATGCTTTGATAAAGAAAGCC 

TAGATCTTGCATTTAAGTACTTTATGTCACCTACTTTGACTATGAGGTTGGCTGGATTGA 

GTCAGATAACAAATCAACTCCATACCTTCAATGATGTGTGCAATAATGAATCATTAGTAT 

CGGACACAGAAACGTCCATTGCAAAAGAACTTGCAGACTGGCTTATTAGCAACAATGTGG 
60 TGGAGCATATATTTGGACCAAATTTACATATTGAGATTATCAAACAGTGCCAAGTGATTT 

TGAATTITTTGGCAGCAGAAGGGCGACTGAGTACTCAACATATTGACTGTATTTGGGCTG 

CAGCACAGTTGAAACATTGTAGTCGGTATATACATGACTTATTTCCTTCACTCATCAAGA 

ATTTGGATCCCGTACCACTTAGACATCTACTTAATCTGGTCTCAGCTCTTGAGCCAAGTG 

TTCATACTGAACAGACACTGTACTTGGCATCCATGTTAATTAAAGCACTGTGGAATAACG 
65 CACTAGCAGCTAAGGCTCAGTTATCTAAACAGAGTTCTTTTGCATCTTTATTAAATACTA 

GGTCACCTGCAGCTAGTCCTCAAAGCAGTGATAATAGCGATACACATCAAAGTGGAGGTA 
GTGACATTGAAATGGATGAGCAACTTATTAATAGAACCAAACATGTGCAAC3\ACGACTTT 
CAGACACAGAGGAATCCATGCAGGGAAGTTCTGACGAAACTGCCAACAGTGGTGAAGATG 
70 GAAGCAGTGGTCCTGGTAGCAGTAGTGGGCATAGTGATGGATCTAGCAATGAGGTTAATT 
CTAGCCACGCAAGCCAGTCAGCTGGGAGCCCTGGCAGTGAGGTACAGTCAGAAGACATTG 
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CAGATATTGAAGCCCTCAAAGAGGAAGATGAAGACGATGATCATGGTCATARTCCTCCCA 
AAAGCAGTTGTGGTACAGATCTTCGGAATAGAAAGTTAGAGAGTCAAGCAGGCATTTGCC 
TGGGGGACTCCCAAGGCACGTCAGAAAGAAATGGGACAAGCAGCGGAACAGGAAAGGACC 
TGGTTTTTAACACTGAATCATTGCCATCAGTAGATAATCGAATGCGAATGCTGGATGCTT 
5 GTTCACACTCTGAAGaCCCAGAACATGATATTTCAGGGGARATGAATGCTACTCATATAG 
CACAAGGGTCTCAGGAGTCTTGTATCaCACGaACTGGGGACTTCCTTGGGGAGACTATTG 
GGAATGAATTATTTAATTGTCGACAATTTATTGGTCCACAGCATCACCACCACCaCCaCC 
ACCATCACCACCACCACGATGGGCATATGGTTGATGATATGCTAAGTGCAGATGATGTCA 
GTTGTAGTAGCTCCCAGGTTAGTGCAAAATCaGAAAAAAATATGGCTGATTTTGATGGTG 
1 0 AAGAATCTGGATGTGAAGAGGAGCTAGTTC AGATTAATTCACATGCGGAACTGACATCTC 
ACCTCCAACAACATCTTCCCAATTTAGCTTCCATTTACCATGAACATCTTAGTCAAGGAC 
CTGTAGTTCATAAACATCAATTCAACAGTAATGCTGTTACAGACATTAATTTGGATAATG 
TTTGCAAGAAAGGAAATACTTTGTTGTGGGATATAGTCCAAGATGAAGATGCAGTTAATC 

15 CAGATAGACAAATTCGAATGAGATTCATTGAAGGTTGCCTTGAAAACTTGGGAAACAACA 
GATCAGTAGTAATTTCACTTCGTCTTCTTCCAAAACTATTTGGTACTTTTCAGCAGTTTG 
GGAGCAGTTACGATACACACTGGATAACAATGTGGGCAGAAAAAGAACTGAACATGATGA 
AGCTTTTCTTTGATAATTTGGTATACTACATTCAAACTGTGAGAGAAGGAAGACAAAAAC 
ATGCACTGTACAGCCATAGTGCTGAAGTTCAAGTTCGTCTTCAATTCTTGACTTGTGTAT 

20 TTTCaACTCTGGGATCAOITGATCATTTCaGGTTAAGTTTAGAGCAAGTTGACATCTTAT 
GGCATTGTTTAGTAGAAGATTCTGAATGTTATGATGATGCACTCCATTGGTTTTTAAATC 
AAGTTCGAAGTAAAGATCAACATGCTATGGGTATGGAAACCTACAAACATCTTTTCCTGG 
AGAAGATGCCCCAGCTAAAACCTGAAACAATTAGCATGACTGGCTTAAACCTGTTTCAGC 
ATCTCTGTAACTTGGCTCGATTGGCTACCAGTGCCTATGATGGTTGTTCAAATTCTGAGC 

25 TGTGTGGTATGGACC3UVTTTTGGGGCATTGCTTTAAGAGCACAATCTGGTGATGTCAGTC 
GAGCAGCTATCCAGTATATTAACTCCTATTATATTAATGGTAAAACAGGTTTGGAGAAGG 
AGCAAGAATTTATTAGTAAGTGCATGGAGAGTCTTATGATAGCTTCTAGCAGTCTTGAAC 
AGGAATCACACTCAAGTCTCATGGTTATAGAAAGAGGACTCCTTATGCTGAAGACACATC 
TGGAAGCGTTTAGGAGAAGGTTTGCATATCATCTGAGACAGTGGCAAATTGAAGGCACTG 

GCCAGCCAGCTGGACTTCCTGACSiAGATGACTATTGAAATGTATCCTAGTGACCaGGTAG 
CAGATCTTAGGGCTGAAGTAACTCATTGGTATGAAAATTTACAGAAAGAACAAATAAATC 
AACAAGCTCMCTTCAGGAGTTTGGTCAAAGCAACCGAAAAGGAGAGTTTCCTGGAGGCC 
TCATGGGACCTGTCAGSSfTGATTTCATCTGGACACGAGTTAACAACAGATTATGATGAAA 
35 AAGCACTTCATGAGCTTGGTTTTAAGGATATGCAGATGGTATTTGTATCTTTGGGTGCAC 

AGAAGGACAACATTCO^TGCTTTTGCTTTTACAAGAGCCTCATTTAACTACTCTTTTTG 
ATTTATTAGAGATGCTTGCATCATTTAAACCACCCTCAGGAAAAGTGGCAGTGGATGATA 
GTGAGAGCTTACGATGTGAAGAACTTCATCTTCATGCAGAAAATCTGTCTAGGCGGGTCT 
40 GGGAGCTACTGATGCTTCTTCCTACATGTCCTAATATGTTGATGGCATTCCAGAATATCT 
CAGATGAGCAGAGTAATGATGGATTTAATTGGAAAGAACTTCTCAAAATTAAGAGCGCCC 
ACAAGCTATTGTATGCTCTGGAAATTATTGAAGCACTGGGAAAACCTAATAGAAGAATAA 
GGAGGGAGTCTACGGGAAGTTACAGTGATCTTTATCCAGATTCAGATGATTCAAGTGAGG 

45 AACAGTTATTAGAAATTTTTAATTCTGGAATTCTAGAGCCTAAAGAGCAGGAATCATGGA 
CTGTGTGGCAGCTAGACTGTCTTGCTTGCTTGCTGAAGTTAATATGCCAGTTTGCAGTAG 
ATCCATCCGATTTGGATTTAGCTTATCATGATGTCTTTGCCTGGTCTGGTATAGCGGAAA 

GCCATAGGAAAAGAACCTGGCCTGGCAAATCAAGGAAGGCTGCTGGTGATCATGCTAAGG 
GTCTTCATATACCACGATTAACAGAGGTATTTCTTGTTCTTGTCCAAGGAACCftGTTTGA 

50 TTCAGCGACTTATGTCTGTTGCTTATACGTATGATAATCTGGCTCCTAGAGTTTTAAAAG 
CTCAGTCTGATCACAGGTCTAGACATGAAGTTTCACATTATTCAATGTGGCTCTTGGTGA 
GTTGGGCTCATTGCTGTTCTTTAGTGAAATCTAGCCTTGCTGATAGCGATCATTTACAAG 
ATTGGCTAAAGAAATTGACTCTCCTTATTCCTGAGACTGCAGTTCGTCATGAATCATGCA 
GTGGTCTCTATAAGTTATCCCTGTCAGGGCTGGATGGAGGAGACTCAATCAATCGTTCTT 

55 TTCTGCTATTGGCTGCCTCAACATTATTGAflATTTCTTCCTGATGCTCPAGCACTCAAAC 
CTATTAGGATAGATGATTATGAGGAAGAACCAATATTAAAACCAGGATGTAAAGAGTATT 
TTTGGTTGTTATGCAAATTAGTTGACAACATACATATAAAGGACGCTAGTCAGACAAOSC 
TCCTCGACTTAGATGCCTTGGCAAGACATTTGGCTGACTGTATTCGAAGTAGGGAGATCX: 
TTGATCATCAGGATGGTAATGTAGAAGATGATGGGCTTACAGGACTCCTAAGGCTTGCAA 

60 CAAGTGTTGTTAAACACIAAACCACCCTTTAAATTTTCAAGGGAAGGACAGGAATTTTTGA 
GAGATATCTTCAATCTCCTGTTTTTGTTGCCAAGTCTAAAGGACCGACAACAGCCAAAGT 
GCAAATCACATTCTTCAAGAGCTGCCGCTTACGATTTGTTAGTAGAGATGGTAAAGGGGT 
CTGTTGAGAACTACAGGCTAATACACAACTGGGTTATGGCaCAACACATGCAGTCCCATG 
CACCTTATAAATGGGATTACTGGCCTCATGAAGATGTCCGTGCTGAATGTAGATTTGTTG 

65 GCCTTACTAACCTTGGAGCTACTTGTTACTTAGCTTCTACTATTCAGCAACTTTATATGA 
TACCTGAGGCAAGACAGGCTGTCTTCACTGCCAAGTATTCAGAGGATATGAAGCACAAGA 
CCACTCTTCTGGAGCTTCAGAAAATGTTTACATATTTAATGGAGAGTGAATGCSiAAGCAT 
ATAATCCTAGACCTTTCTGTAAAACATACACCATGGATAAGCAGCCTCTGAATACTGGGG 
AACAGAAAGATATGACAGAGTTTTTTACTGATCTAATTACCAAAATCGAAGAAATGTCTC 

70 CCGAACTGAAAAATACCGTCAAAAGTTTATTTGGAGGTGTAATTACAAACAATGTTGTAT 
CCTTGGATTGTGAACATGTTAGTCAAACTGCTGAAGAGTTTTATACTGTGAGGTGCCAAG 
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TGGCTGATATGAAGAACATTTATGAATCTCTTGATGAAGTTACTATAAAAGRCACTTTGG 
AAGGTGATAACATGTATACTTGTTCTCATTGTGGGAAGAAAGTACGAGCTGAAAAAAGGG 
CATGTTTTAAGAAATTGCCTCGCATTTTGAGTTTCAATACTATGAGATACACATTTAATA 
TGGTCACGATGATGAAAGAGAAAGTGAATACACACTTTTCCTTCCCATTACGTTTGGACA 
TGACGCCCTATACAGAAGATTTTCTTATGGGAAAGAGTGAGAGGAAAGAAGGTTTTAAAG 
AAGTCAGTGATCATTCAAAAGACTCAGAGAGCTATGAATATGACTTGATAGGAGTGACTG 
TTCACACAGGAACGGCAGATGGTGGACACTATTATAGCTTTATCAGAGATATAGTAflATC 
CCCATGCTTATAAARACAATAAATGGTATCTTTTTAATGATGCTGAGGTAAAACCTTTTG 
ATTCTGCTCAACTTGCATCTGAATGTTTTGGTGGAGAGATGACX3ACCAftGACCTATGATT 
CTGTTACA6ATAAATTTATGGACTTCTCTTTTGRAAAGACACACAGT6CATATATGCTGT 
TTTACAAACGCATGGAACCAGAGGRAGAAAATGGCAGAGAATACAAATTTGATGTTTCGT 
CAGAGTTACTAGAGTGGATTTGGCATGATAAC3\TGCAGTTTCTTCAAGACAAAAACATTT 
TTGAACATACATATTTTGGATTTATGTGGCAATTGTGTAGTTGTATTCCCAGTACATTAC 

CATTTATTCATTCTAAAGAAAAGCCCACGATGCTTCAGTGGATTGAACTGTTGACGAAAC 
AGTTTAATAATAGTCAGGCAGCTTGTGAGTGGTTTTTAGATCGTATGGCTGATGACGACT 
GGTGGCCAATGCAGATACTAATTAAGTGCCCTAATCAAATTGTGAGACAGATGTTTCAGC 
GTTTGTGTATCCATGTGATTCAGAGGCTGAGACCTGTGCATGCTCATCTCTATTTGCAGC 
CAGGAATGGAAGATGGGTCAGATGATATGGATACCTCAGTAGAAGATATTGGTGGTCGTT 
CATGTGTCACTCGCTTIGTGAGAACCCTGTTATTAATTATGGAACATGGTGTAAAACCTC 
ACAGTAAACATCTTACAGAGTATTTTGCCTTCKTTTACGAATTTGCAAAAATGGGTGAAG 
AAGAGAGCC3iATTTTTGCrTTCaTTGCAAGCrATATCTAC3\ATGGTACAT.TTTTACATGG 
GAACAAAAGGACCTGAAAATCCTCAAGTTGAA6TGTTATCAGAG6AA6AAGGGGAAGAAG 
AAGAGGAGGAAGAAGATATCCTCrCTCTOGCAGAAGAAAAATACaGGCCaGCTGCCCTTG 
AAAAGATGATAGCTTTAGTTGCTCTTTTGGTTGAACAGTCTCGRTCAGAAAGGCATTTGA 
CATTATCACAGACTGACATGGCAGCATTAACAGGAGGAAAGGGATTTCCCTTCTTGTTTC 
AACATATTCGTGATGGCATCAATATAAGACAAACTTGTAATCTGATTTTCSiGCCTGTGTC 
GATACAATAATCGACTTGCAGAACATATTGTATCTATGCTTTTCACATCAATAGCAAAGT 
TGACTCCTGAGGCAGCCAATCCTTTCTTTAAGTTGTTGACTATGCTAATGGAGTTTGCTG 
GTGGACCTCCAGGAATGCCTCCCTTTGCATCTTATAITCTGCAGAGGATATGGGAGGTGA 
TTGAATACAATCCTTCTCAGTGTCTAGATTGGTTGGCRGTGCAGACACCCEGAAATAAaC 
TGGCACaCAGCTGGGTCTTACAGAATATGGAAAACTGGGTCGAGCKGTTTCTTTTGGCTC 
ACARTTATCCTA6RGTGAGGACTTCTGCAGCTTATCTTCTGGTGTCCCTTATACC3\AGCA 
ATTCATTCCGTCAGATCTTCCGGTCAACSiAGGTCTTTGCACATCCCAACCCGTGACCTTC 



ATCACAATAAACAGGCTTTGCTTTCATTTTGGTACAATGTCTGTGCTGACTGTCCAGAGA 
ATATCCGCCTTATTGTTCAGAACCCAGTGGTAACCAAGAACATTGCCTTCAATTACATCC 
TTGCTGACCATGATGATCAGGATGTGGTGCTTTTTAACCGTGG6ATGCTGCCA6CGTACT 
ATGGCATTCTGAGGCTCTGCTGTGAGCAGTCTCCTGCATTCACACGACAACTG6CTTCTC 
ACCAGAACATCCAGTGGGCCTTTAAGAATCTTACACCAC31TGCCA6CCAATACCCTGGAG 
CAGTAGAAGAACTGTTTAACCTGATGCAGCTGTTTATAGCTCaGAGGCCAGATATGAGAG 
AAGAAGAATTAGAAGATATTAAACAGTTCAAGAAAACAACCATAAGTTGTTACTTACGTT 
GCTTAGATGGCCGCTCCTGCTGGACTACTTTAATAAGTGCCTTCaGAATACTATTAGAAT 
CTGATGAAGACAGACTTCTTGTTGTATTTAATCGAGGATTGATTCTAATGACAGAGTCTT 
TCAACACTTTGCACATGATGTATCACGAAGCTACAGCTTGCCATGTGACTGGAGATTTAG 
TAGAACTTCTGTCAATATTTCTTTCGGTTTTGAAGTCTACACGCCCTTATCTTCAGAGAA 
AAGATGTGAAACAAGCATTAATCCAGTGGCAGGAGCGAATTGAATTTGCCCATAAACTGT 
TAACTCTTCTTAATTCCTATAGTCCTCCAGAACTTAGAAATGCCTGTATAGATGTCCTCA 
AGGAACTTGTACTTTTGAGTCCCCATGATTTTCTTCATACTCTGGTTCCCTTTCTACAAC 
ACAACCATTGTACTTACCATCACAGTAATATACCAATGTCTCTTGGACCTTATTTCCCTT 



ATCGTATGCTGCTAGACTACTTCTTTTCTTATCATCAGTTCATCCATCTATTATGCCGAG 
TTGCAATCAACTGTGAAAAATTTACTGRAACATTAGTTAAGCTGAGTGTCCTAGTTGeCT 
ATGAAGGTTTGCXaCTTCATCTTGCACTGTTCCCCAAACTTTGGACTGAGCTATGCCAGA 
CTCAGTCTGCTATGTCAAAAAACTGCATCAAGCTTTTGTGTGSAGATCCTGTTTTCGCAG 
AATATATTAAATGTATCCTAATGGATGAAAGAACTTTTTTAAACAACAACATTGTCTACA 
CGTTCATGACACATTTCCTTCTAAAGGTTCAAAGTCAAGTGTTTTCTGAAGCAAACTGTG 
CCAATTTGATCAGCACTCTTATTACAAACTTGATAAGCCAGTATCAGAACCTACAGTCTG 
ATTTCTCCAACCGAGTTGAAATTTCCARAGCAAGTGCTTCTTTPAATGGGGACCTGAGGG 
CACTCGCTTTGCTCCTGTCAGTACACACTCCCAAACAGTT.^AACCCAGCTCTAATTCCAA 
CTCTGCAAGAGCTTTTAAGCAAATGCAGGACTTGTCTGCAACAGAGAAACTCACTCCAAG 
AGCAAGAAGCCAAAGAAAGAAAAACTAAAGATGATGAAGGAGCAACTCCCATTAAAAGGC 
GGCGTGTTAGCAGTGATGAGGAGCACACTGTAGACAGCTGCATCAGTGACATGAAAACAG 
AAACCAGGGAGGTCCTGACCCCAACGAGCACTTCTGACAATGAGACCAGAGACTCCTCAA 
TTATTGATCCAGGAACTGAGCAAGATCTTCCTTCCCCTGAAAATAGTTCTGTTAAAGAAT 
ACCGAATGGAAGTTCCATCTTCBTTTTCAGAAGACATGTCAAATATCAGGTCACAGaATG 
CAGAAGAACAGTCCAACAATGGTAGATATGACGATTGTAAAGAATTTAAAGACCTCCACT 
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GTTCCAAGGATTCTACCCTAGCTGAGGAAGAATCTGAGTTCCCTTCTACTTCTATCTCTG 
CAGTTCTGTCTGACTTAGCTGACTTGAGAAGCTGTGATGGCCAAGCTTTGCCCTCCCAGG 
ACCCTGAGGTTGCTTTATCTCTCAGTTGTGGCCATTCCAGAGGACTCTTTAGTCATATGC 
CATTTTAGATACCCTGTGTAGGACCATTGAATCTACAATCCATGTCGTCA 



TTTARGTCCCTCACCCCCAACCCCCATGCTGTTTGTATAAGTTTTGCTTATTTGTTTTTG 
TGCTTCaGTTTGTCCAGTGCTCTCTGCTTGAATGGCAAGATASaTTTATAGGCTTAATTC 
TTGCTCAGGCAGAACTCCAGRTGAAAAAAACTTGCaTCTTCAGTATACTrCCTAftAGGGC 
AATCAGATAATGGATATGTTTTATGTAATTAAGAGTTCACTTTAGTGGCTTTCATTTAAT 
ATGGCTGTCTGGGAAGAACAGGGTTGCCTAGCCCTGTACAATGTAATTTAAACTTACAGC 
ATTTTTACTGTGTATGATATGGTGTCCTCTGTGCCAGTTTTOTACCTTJWCAGAGGCAGAT 
TGCCTCCGATCGCTGTGGTTCTTATTATCAAAATTAAGTTTACTTGTATACGGAACAACC 
ACAAGAAATTTGATTCTGTAAAGAATCCTCTTTAGCTGTGGOCTGGCAGTATATAAATGG 
TGCTTTATTTAACAGAATACCTGTGGAGGAAATAAAGCACACTTGATGTAAAAATAATTG 
TTTTATTTTTATTGACATGACTGATTGATTGATTGCTATTCTGTGCACTTAATTAAACTG 
ATTGTGATGACTTTTC 

>H_1.0,0_8051 Homo sapiens hypothetical protein FLJ10997 (FLJ10997) , mRNA cr: gi-8922809/// 
[Human_jongleur_201102.2733.Cl] [SEQ ID NO-: 277] 

CTCTTACAGATCAGftGCACTGGAGAGACTGaTCCTGATGATGTATCTGGAGTGCAGCCTA 

ATGTCCCAAGGCATCGTTGTATGTTATGTAACAAGGAATTTTTAGGTGGTCRCATTGTAA 

GGCATGCCCAGGCTCATCAGAAAAAAGGCAGTTTTGCATGTGTAATATGTGGTAGGAAAT 

TTAGAAACAGAGGACTTATGCAGAAGCaTTTGAAGAATCATGTTAAGAAGATACAGAGGC 

AGCAAATTGCTGCAGCTCAACAGGATGATCaGGAAGTCACTGCTTTGGAAGAAATAAATT 

GTTCTAGTTCTTCCATTTCATTTGAAAATGGGAATTCTGATAGTAAGGATTTGGAAGTGG 

AGACACTTACTGCTTCTAGTGAAGGAAACAAAGAAGTCATCCCTGAGCATGTGGCTGAAT 

TCATTGAAATTCCCATAAGTGTACCAGAAGATGTTATTGAAAATGTTATTGAAAATGGCA 

GTCCTAATAATTCTTTAAATAATGTTTTCAAGCCTTTAACTGAATGTGGGGATGATTATG 

AGGAGGAAGAGGATGAAGAAGGTGATTATGAAGAAGATGATTATGACCTGAATCAAGAAA 

CTTCAGTAATTCATAAAATCAATGGAACTGTGTGCCATCCSiAJiAGACATATATGCCaCAG 

ATOUiGSUVGGRAACTTTAAGTGTCCTGCTCTTGGTTGTGTCCGGATATTTAflAAGARTTG 

GGTTTCTAAATAAACATGCAATGACCGTACATCCAACCGATTTAAATGTGCGACAAACAG 

TAATGAAGTGGftGaUUttMAAAATGCaftATTTTGTCAAAGGOiaTrTGftAGATTCTCAAC 

ATTTTATAGACCAACTTAATAGACATAGCTATCCAftATGTGTATTTTTGTTTGCATTTTA 

ATTGOUiCGAGTCKTTTaAGCTGCCGTTCCAGCTTGCCCAGCACACAAAAAGTCACAGGA 

CATTTa«3GCrrCA(jrGTAGTTTTCCAGAATGC(:aiTGAGCTTTITGAAGP.TCrTCCTCTGC 

TGTATGAACATGAAGCrcAACACTATTTAAGTAAAACACCAGAGTCATCTGCACAACCAA 

GTGAAACAATTCTTTAGGATGTTCAGACAGACTCAAATCCTAATCAGGAAAAAGACTCAT 

CTAGTAATGAGAAACAAACTATTAGTCTGCCRGTTTCTACTAGCAAATCAAGGAAAGAGT 

CTACAGAACCAAGGACATGTATAGAAAGTATGGAAAAGAAAACAGACAGTTTAGTTCAGA 

ATGGAftACGAACGTTCTGATGACACTGTTTCAAATATAAGCTTGATAGACCAAAAGATGC 

CTGACATAGAGCCAAATTCTGAAAATAATTGTAGTAGTAGTGATATAGTCAATGGACACA 

GTGAAATAGAGay«VCACCTTTAGTTTCATCAGATCCTGCTTTGAAAATTGATACAAACA 

GAATCAGGRCAGAAAATGGTTCCATTTTGCCCAGTGTTGTACCACAAGAACACAACACCT 

TGCCAGTATCTCa«KCACCTTCCMACCAAATCTGACAAGTGTACATACTTCATATGGCT 

TAATTITAACAAAACCATACGTCAGACCATTGCCTCCCAGTTACCTTGflTGAACGGTATC 

TTAGTATGCCAAAACGCAGRAAATTTCTGACTGATAGAGTAGATGCCTGTTCTGATCAAG 

ATAACGTGTATAAAAAATCAGTGAAAAGATTAAGATGTGGCAAATGCCTGRCCACCTACT ' 

GTAATGCAGAAGCACTTGAGGCTCATCTTGCACAAAAGAAATGTCAGACACTCTTTGGAT 

TTGATTCAGATGATGAAAGTGCCTGATGAAAATGGTTCAGAAAGATCTGTCAATCAAGCA 

GTAGTGTGAAAAAAGCACTATAAGAAAATGCATCATCAGTTTGCTATTTCCCTGATGGCC 

TTAATTTTAGAGTGGTCTTGGATTACTAAAGATAAAGACAAAGCACATTTTCTAGAATGA 

ACTCACAGAGATGTGCTGGCTTAGACTCCAAAAGGATTATAAAACTCCCAAAGTACCAGT 

TTTCCAGAAAACCACATTTTACAGTTTATGATGATTAATAGCAGCAGCATGTTCAGTTTC 

CCTTATATGAGAAACATGTTTAGGCAACTAGTCAGAAAACCAGCTATGGCCTTACAGAAA 

GGGAAAAGTTTAACCCATTATTAAAAAGTGTGTGTCGGAGGGGGGCTGGTTTACAATATT 

AAACCATTTAAAGTATTTTATTCTACAAATGGGGTTTGTTTTCTTGTCATGCATAATCAG 

ATTATGTCCCCTCCCTTCTGGTTAAACATGGTTTAAGGAACCGCTGCTGTTTGGTTTGTG 

ATTGATTTAGGAACTTATACATTAACTTACCACAGTGCTATCAATTAAAGATTGTAACAG 

GTTTCCAGATGATTAATTAGGTCAAAGTTCAATGAATGGCACGCCAGCATTGAAAATT 

>H_1.0.0_9230 Homo sapiens phosphoprotein regulated by itiitogenic pathways (C8FM) , mRNA or: g: 
13399327/// [Human_j ongleur_201102 . 3199 . CI] [SEQ ID NO: 278] 
GCGGCCGCCCCCAGCGAGGCTCCGGGAGCCCTTGCCTGCGGGGGTCCGGGGACTCGAGCC 
GGCCTCCGCCCCCCGGACGCACAGCCAGCGTGGTCCCCGCGTGCAACGCGAGCGCCGGGG 
AGTGGCTCCTGCTTTGCCCCTCGTGGGGGCCGAGCCAAGACCAGTCTGCAAACTCCATCC 



GCCCGCXSCCTCTCCGAGTGCTCCAGCCCCrCGGACTACCTCAGCCCCCCCGGCTCGCCCT 
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GCAGCCCGCAGCCCCCGCCTGCCGCTCCGGGGGCCGGCGGAGGCTCCXSGGAGCGCGCCGG 
GGCCCAGCCGCATCGCCGACTACCTGCTGCTGCCCCTAGCCGAGCGCGAGCATGTGTCCC 
GGGCGCTGTGCATCCACACTGGACGCGAGCTGCGCTGCAAGGTGTTTCCCATTAAACACT 
ACCAGGACAAAATCAGGCCTTACATCCAGCTGCCATCGCACAGCAACATTACTGGCATTG 
5 TGGAAGTGATCCTTGGGGAAACCAAGGCCTATGTCTTCTTTGAGAAGGACTTTCGGGACA 
TGCACTCCTATGTGCGAAGCCGGAAlGAGGCTGCGGGAAGAGGaaGCCGCCCGGCTCTTCA 

AGCTTAGGAAGTTCGTCTTCTCCACGGAGGAGAGAACCCAGCTTAGACTAGAAAGTCTAG 

AAGACACACACATAATGAAGGGGGAAGATGATGCTTTGTCAGACAAACATGGCTGCCCAG 
10 CCTACGTGAGCCCTGAGATCCTCAACACCACTGGGACCTACTCCC-GAPAGGCTGCGGACG 
TTTCGAGCCTGGGGGTGATGCTCTACACCCTTCTGGTTGGACGATACCCCTTCCATGACT 
CAGACCCCAGTGCCCTTTTCTCCAAAATTCGGCGTGGACAGTTCTGCATTCCTGAGCACA 
TTTCCCCCAAAGCCAGGTGCCTCATTCX3CAGCCTCTTGAGACGGGAGCCCTCCGAGAGAC 
TCACTGCCCCCGAGATCCTACTGCACCCCTGGTTTGAGTCCGTCTTGGAACCCGGGTACA 
1 5 TCGACTCAGAAATAGGAACTTCAGACCAGATTGTTCCAGAGTACCAGGAGGACAGTGACA 
TTAGTTCCTTCTTCTGCTAATCCCCAAARCCTCAGAAACCTCATAATTCTTARCACCTGG 
CATTTCCATTTCTAAAGATGGACAGGCCCTTTGGC6TGGTACCAACCAGATAATGACTGC 

CTTTATTGATTTGAGCAGCATATGCTGTGATTGGCTGCCCTGCAAATTTGTTTCCCTTAA 

20 G6AACCCTCACCAACTATCTCTGCTGGATTTGGGAGTTCCGCATCTTTTGTGGAGGGCAG 
AGTATGGACATCTTACACCCGGTGGTCAAGTGTGTAATAAACTTGAGCATTCGAATGGGA 
GAAAAAGCAAATCGCACAATGACATATTTTGAGTAATAACCGTATTTTTCACAGGGTGAC 
AAATTGGGCCAATAAATCTGCCATCTTTGAACTCATCTTTGGTGGCTAGACTGCTACGGC 
AGCTTCTCTGATGGGAAAGTTCCTTTTTTGGCTTAACACTCACCCTTTCTTCACACTCAC 

25 ATTTACCAATGACTCTGCTCCGTTTTTGGAGCAGACTGTTTTAAGTTGCTCAGGAGCCTG 
ATGGAACCATGAACCGAGACTCTTCTCTGTTTCCTGCCAAGACCTCATCTGCACTAATGC 
CTTCTCCCTGACCTTGACACTTCCCCCTTTAGCTATAAAAGCACTTACCAGCCGAACGTG 
GAACAGTATCACAAAAGATTCCATCTCKCAaCGATTTCAGAACTCTGAGGTCAGaGAGAC 
TCO^GATTTTAaAAAATAATTTGAGTGCTTGGAAACTATTAGCTTTTTAAGTTCCTTCCA 

30 AATATGTTAGTACCTACCCTTTACTTTTTCCCCAAGACCATCTCAGGGTGGAGCATTCTC 
TCTAAGAGAAGAAAGATAAGGAGGCTCX:CACCCACCTCTCCCAAGAGCAGACATTAAACA 
TCTTTGTGCTTTGAAGAGAGTGAATTTTGGATAGTCTTGTGATTCTCAGACTAACTTCCA 
GAATTATACTTTAACCCCTCCCAGATATGGTCCGCCTTTGGCATTGTGTGTACATCTGCA 
GTTTTGCATGGTGGGTTCTTAATATTTCAAATGTGTGGTTTATGAATACGTCTGTATAAT 

35 CGGCTTCTGGAGTGAAACAGCAAACCCCAAATCTTCAAAGTTGGAAGGAACTTTAAAAAT 



CTTCTTTTGTAGGTGGGAATCCAGCCTCTGTTAGATATGTCCAGAGATGGAAACTGACTC 
CCCTACAAAAGATGGAGCTTAATGGAGAAATTGCAACTTTCATTAAAAAACAAATTCAGA 
TGAAATATCAGTAACTGTCTTGGACAGTGCTGAAATCAGGTGGTTAAACGGGTAAACAAA 
40 ATATACTGTATTTTGAGAAATGGCAC3«kAAACAGGCAGTCATCTTTAAGGGCTATGCCTA 

GGCAAACTACTAACATGCATTGTGAGAATCCCGTGTATACCTCACGTACTGTGTACTTTG • 
TACATATATTTTACCTTTTATACCTATGTTa3ATTTTGTTTTGTTTTGTTCTGGCTTTGA 

TGAATGATTATTGGCAATATTACCTTGACAGAATCATGGGAC'ITTGAGAflGAGGGRGGAC 
45 AGAGGCCTCTGTCGCACTAACGCTCTCGTGGTTGCTCGACTGTTGTATCTGTGATACATT 
ATCCGACTAAGGACTCTGGGCTGGCaGGGCCTTCTGCCGGGAAAGCTAGAAACACTAGGT 
TCTTCCTGTACATACGTGTATATATGTGAACAGTGAGATGGCCGTTTCTGACTTGTAGAG 
AAATTTTAATAAACCTGGTTTCGTAAAT 

>H 1.0.0_ia336 Homo sapiens deoxyguanosine' kinase (DGUOK) , transcript variant 1, nuclear gene • 
50 encoding mitochondrial protein, mRNA cr: gi-1842S96S/// IHuman_jongleur_201102 .4322.C2] [SEQ ID NO: 



TTTTCCAAGTCTGAGTTTACATAGGTAAAGAAATGTAAGCAGTTTTTTTTTGTTTTTGTT 
TTGTTTTGTTTTGTTTTGTTTTAAC7W3AAGTGGCTGCTGGAGTGGAGATGGGAATGGGTA 
GGACTTTAGCCGCTCCAGTAGCCATTAACGCCCCACCCTGGTTATCCTTAAAAARTTCGA 
55 TTAAAAAAAAAGTTCTTAATATATAAACATGACCTCAGCCATCCTATATATACATCAACA 
TAAGAAAAAGGTCCCGTGCTTTTTATGGGAACAGCTTCAAGAGAGGTATCCCAGCCCCCG 
GCCCCTCCCCAGCCCCCTTGCAATCAGATCCTTGTCTTCTAAAACCTGCCACACCTAAGA 
GCGCTGCCTGAAGGCCGGTTTGGCCTGTTGACTCCTGGTTTTGACTGTTGGTGATTTAAG 
CGATTGGAACTGGAAGCACCATTTGACAACATTTTGTAAATCATTACTTCTGAGGTTGTT 
60 ATGACGACGGGGTGTGGCAGTCCGGCTTCACCTGTGGCAGCAGCTTAGGTCCCTGCCCTC 
CTGCAGAGCACACTTCACCGACAGCAGGACTCAGGTTTTATACAAGTCTCTACTCGCCAT 
TGCTTACGTCCAAGAACCCAACCTACCAGGTTTAAACAATTTCCAGTCACATACCTGAGC 
CACCACCACCTTCTCCTGAAGGGATTTTTTGGGTATAATGCAAATCGGTTGACCGAACAT 
TTATTTACTTATTCAAGACACAAACTAAGAGATGGGGTGTAACTGATTATCTAATTTGTT 
65 AATTTAGTCAATAATATGCCAGCATTGTGCAGGGGAATTACAGGGAATAGGAAAAAGTTA 
AATTTGTGTAAATCATCAGATTGAGTCATTTTCCTACTTTAAAACTTCCATTTTCTTCCG 
ATATTAflAATAAAAACCAGAraA(aAGCACCTGGGGGGGGGAAATCCCCTCTTAAAATTA 
CAATTTCTATTTTTAATTTTGTCTrCAGTTATAAflATTTATTTTAAAGTTATACAAAAAT 
GAAGTGGTTGGATTGTGGAATTACGTCTTTTAAAATGTTATTTGTCCAATGAACAAAAAC 
70 OiCTCGCACCGCAACTCCrTTTACTATau^VTTCTGaiCCGTTGaWiACTTCKTTCACT 
CAACGCTTCTTTACAAACATCGCGATAGCGGAGCGGTCTCTTGGGCGCACCCCGTCGCAT 
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GTTCAACCCCACCCACTTCCTGTCTGACGATCTCCTTACGTCAACGGTGCGCTGGAGCGA 
GTGAGCAGCGATACCTAGGGCGGAAGTGCTCTCGGCGGAAGTGATCGCTGTGTGAATOST 
GGGTGGGATGGCCGCGGGCCGCCTCTTTCTAAGTCGGCTTCGAGCACCCTTCAGTTCCAT 
GGCCAAGAGCCCACTCGAGGGCGTTTCCTCCTCCAGAGGCCTGCACGCGGGGCGCGGGCC 
CCGAAGGCTCTCCATCGAAGGCAACATTGCTGTGGGAAAGTCCACGTTTGTGAAGTTACT 
CACGAiUUVCTTACCCAGAATGGCACGTAaCTACAGARCCTOTAGCAACATGGCAGAATAT 
CCAGGCTGCTGGCACCCAAAAAGCCTGCACTGCCCAAAGTCTTGGAAACTTGCTGGATAT 
GATCTACCGGGAGCCAGCACGATGGTCCTACACATTCCAGACATTTTCCTTTTTGAGCCG 
CCTGAAAGTACAGCTGGAGCCCTTCCCTGAGAAACTCTTACAGGCCAGGAAGCCAGTACA 
GATCTTTGAGAGGTCTGTGTACAGTGACAGGTATATCTTTGCAAAGAATCTTTTTGAAAA 
TGGTTCCCTCAGTGACATCGAGTGGCATATCTATCAGGACTGGCATTCTTTTCTCCTGTG 



TTGTTTGAAGAGACTGTACCAGAGGGCCAGGGAGGAGGAGAAAGGAATTGAGCTGGGCTA 
TCTAGAGCAGCTGCATGGCCAACACGAAGCCTGGCTTATTCACAAGACAACGAAGCTCCA 
CTTTGAGGCTCTGATGAACATTCCAGTGCTGGTGTTGGATGTCAATGATGATTTTTCTGA 
GGAAGTAACCAAACAAGAAGACCTCATGAGAGAGGTAAACACCTTTGTAAAGAATCTGTA 
ACCAATACCATGAAGTTCAGGCTGTGATCTGGGCTCCCTGACTTTCTGAAGCTAGAAAAA 
TGTTGTGTCTCCCAACCACCTTTCCATCCCCAGCCCCTCTCATCCCTGGAGCACTCTGCC 
GCTCAAGAGCTGGTTTGTTAATTATTGTTAGACTTTGCCATTGTTTTCTTTTGTACCTGA 
AGCATTTTGAAAATAAAGTTTACTTAAGTTATGCTTGTTTTTCTAA 

>H_1.0.0_2 9656 qy66d05.xl Homo sapiens cDNA 3' end cr: gi-3897024/// /clone=IMAGE:1986537 
• /clone_end=3 ' /gb=AI274750 /gi=3a97024 /ug=Hs . 145890 /len=4 34 .Weakly similar to KAIN_HOMAN 
Kallistatiti precursor (Kallikreln inhibitor) (Protease inhibitor 4) [H. sapiens] 
[llumanjongleur_201102 .15782 .CI] [SEQ ID NO; 280] 
NCaCAGAACCCAAGGTCAACTTTATTAGAATCTTGGCACACTGATTAACTGAACCACATA 
GCAGCCCCAGGATGCAGGCTGGTTCTGGCCTATCTGTTTGGTCCAGGATGAGATAAGATA 
ACTCCTGGCCTC(X:ACCATGGTTACCCTGCAACTGGGTTGACAACTTTTCCCAGGAaGAG 
TAAGCTCTCGGTGGTGACCTCCCAAAGGAGCAAGAGGAAAGGCCTGTTGAAGTGGGCATG 



CCTOK'l'pCCCTTCTCACTCATGTCCACCATCGCCITGTCTGAaVCCTTGGAGATGGTTT 
TGTTGAGCTGCCCAGTGACTCCTGAGAAGTCAGCTTCTAAGTTGAGTATGTTGGTGAGAC 
CAATTTGGGGAAGTATGTCTTCCAGGTTATATGTTCCAGAAATTGAAAACCTTGGCAAGT 



GAGCAGCCTCCACCTGeFTCATTTTCCCCGGGTCAGGGAGGACCAGC 

>H_1.0.0 399S6 xjOScOl.xl Homo sapiens cDNA 3' end as: gi-6438834/// /olone=IMAGE:2SS6320 
/clone_end=3' /gb=AW172836 /gi=6433a34 /ug=Hs . 277923 /len=250 tgnl | UG|HsftS1666742] [SEQ ID N 
NNNNlJlNNNmJNNNmraNNNNNNNNNNNNimNm^ 

GTTCCAAAAAGTTAAATCCTAAAGCTAAAAACATTTAAATTCGGGGCAGGCTTTTTTAAA 
ATCCCCCCCTCCCCTTCTTTGCAAAATTTTTAAAGGGTGAATTAAACCAATGCTTTAAAT 



>H_1.0.0_5S284 Homo sapiens LOC219701 (LOC219701) , niHNA si: gi-205454S0/// 

[Human_jongleur_201102.cl. 12722. singlet] [SEQ ID NO: 282] 

CTCAGAAGCTGCTTGCTCTGCCCCCAGGACAGGAGCTIGACGGATGAAGTGCAGCCAGCC 

ACCCAGGTGCCATTTCCAGTCTGACTTCCAGAAATGTGCACCATGTCCTAGAGCACAGAC 

CCATTGGCTGGAGCCTCCTGGGAGGGTTCAAACCATCAGCTCTATGAGAAATGCCCAGAA 

AGGCTTTGCCGACTCCATCCGTCTGTGGAGGCTGCCTGCCTCCGGGGTGGGATGGGTGGT 

TTCTCCTGAGGGTGCAGGGGATCCTTCTCATCTCCTGGACCCTCCAGGGCACTCTGGTCC 

CTATTCCCCAGCTCCTAGGCAGCTGAGCCGGGTCCCTTAGGGGAGGTGACCAGGAGCTTT 

GGTGCAGGGAGCTCTTGGTGGGGCAAAGGGCTGGACCCCTGCCAGGTCTGTGGACATGGT 

TATATGCCCGGGAGAGGGGGGTGCAGGGCCCCAGGGATGGCCCCCAATCCCACCTCTGTT 

TATTCTGTAAACTGCAACCTATAAATAACCTTTAGCATTCCTATTGTAACAAAATTAATT 

TTTATGAAATAAATTATATTTCCTAGTCTAAT 

>H_1.0.0_14841 Homo sapiens HSPC150 protein similar to ubiquitin-conjugating enzyme (HSPC150) , 
cr: gi-7S61807/// [Human_jongleur_2C1102 . S192 . CI]. [SEQ ID NO: 283] 
GCGCGCAGCGCTGGTACCCCGTTGGTCCGCGCGTTGCTGCGTTGTGAGGGGTGTCAGCTC 

AGTGCATCCCAGGCAGCTCTTAGTGTGGAGCAGTGAACTGTGTGTGGTTCCTTCTACTTG 
GGGATCATGCAGAGAGCTTCACGTCTGAAGAGAGAGCTGCACATGTTAGCCACAGAGCCA 
CCCCCAGGCATCACATGTTGGCAAGATAAAGACCAAATGGATGACCTGCGAGCTCAAATA 
TTAGGTGGAGCCAACACACCTTATGAGAAAGGTGTTTTTAAGCTAGAAGTTATCATTCCT 
GAGAGGTACCCATTTGAACCTCCTCAGATCCGATTTCTCACTCCAATTTATCATCCAAAC 
ATTGATTCTGCTGGAAGGATTTGTCTGGATGTTCTCAAATTGCCACCAAAAGGTGCTTGG 
AGACCATCCCTCAACATCGCAACTGTGTTGACCTCTATTCAGCTGCTCATGTCAGAACCC 
AACCCTGATGACCCGCTCATGGCTGACATATCCTCAGAATTTAAATATAATAAGCCAGCC 
TTCCTCAAGAATGCCAGACAGTGGACAGAGAAGCATGCAAGACAGAAACAAAAGGCTGAT 
GAGGAAGAGATGCTTGATAATCTACCAGAGGCTGGTGACTCCAGAGTACACAACTCAACA 
CAGAAAAGGAAGGCCAGTCAGCTAGTAGGCATAGAAAAGftAATTTCATCCTGATGTTTAG 
GGGACTTGTCCTGGTTCATCTTAGTTAATGTGTTCTTTGCCARGGTGATCTAAGTTGCCT 
ACCTTGAATTTTTTTTTAAATATATTTGATGA(^TARTTTTTGTGTAGTTTATTTATCTT 
GTACATATGTATTTTGAAATCTTTTAAACCTGAAAAATAAATAGTCATTTAATGTTG 
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»gi|24800794|gb|CA436374.l|CA436374 UI-H-DFl.-aug-m-lB-O-UI . si HCI_CGAP_DF1 Homo sapiens cDNA c 

UI-H-DFl-aug-m-18-O-UI 3", mRNA sequence [SEQ ID NO: 284] 

TTTTTTTTTTTTTlTTTTAATATCAGATTTCTTTATTTTTrCCAaCACAACTGAATCAGT 

TTTCTTAAATAAAAGTTTATTGTCTACTGTTTACACTCATGTTGCTGCTGTGAGTACAAC 

AACAGACACAAATTCCTAGCATGAATATATTCATTGTTCACCCCCACTGAACTACAGACA 

TTGCTTGAGAATTAGATCTTTGCTTTAGGGATTTAAACAGAAAAGAATCX3GGGCCCAGAA 

TCTTGAAAGAATATTCTCAAGTGACTGGTTGGAGTTAGAAGGCATAGCCAATACAGGCAA 

ACAGCACGATGATGCTGTCACTGGGAAGAGAGGAGGAGGAGAAGGAAAAGGAGGAAGAGG 

AAGAGGAGGAGGAGAAGGAGGGAGGCCTTAGAAGCAGTTGTGGCAGAAATAACTGGAGAC 

TTGATTTCGCCCATGTGGGCTAAGTGGCTGCTTTGAGAAGGGACAAATAAAAATGAGGTG 



>gi|24814117|gb|CA449697.l|CA449S97 UI-H-EIl-ayy-i-09-O-UI . si NCI_CGAP_EI1 Horao sapiens cDNA clone 

UI-H-EIl-ayy-i-09-O-Ur 3', itiRNA sequence [SEQ ID NO: 285] 

TTTTTTTTTTTTTTTTCTGTCTCACACAGTTTATTTAACAATAGGTAATAfiGAAATCAAA 

TTTAACAGTCTATACAGTGATCCAAAGTTCATATTTATAAGTAATCAACTTTAATTCCAT 

GATTTAaW^CAGTTGAGGGTTTTTGCTATTTTCTUiGTTTTATAGAAAGTGTGTGTGTG'K; 

TGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGAGTGGGGGGTAGGGTAACGGAGGA 

ANAAAGCAAGCAAAGAAGAAACCCCCAGGGACATTTTGCATGTTAAAATCATCCCACCKG 

AATCGTTTCTTACCCTCTTTTTAATTTTTTTACTTTGTTAGATGTAAAAATAACGAAAAA 

ATTCTTTCAAGAAACAGAA-iiCCACAATATATAATACATCAATTTGGCAGCTGCCCCTGTA 

TATTTTTGAAAAAGTCATTTTTCTCTCTACATGTACAAATTATTTTAATACTTGAAGTTT 

TACGCTCAGACTTACAGAATAGAAAATTTTCTGGAGCACAAAAGTTGACTTGAGGGGAAG 

AAAGGCAGTTTTTTTTTTTTTTTACACATTTTTTAAAAGAATGAACATCTTTGCACCCAG 



>H_1.0.0_2274S Horao sapiens hypothetical protein DKFZp7e2I194 (DKFZp762I194) , mRNA cr: gi- 

22748822/// [Human_j ongleur_201102 .10630 . CI] [SEQ ID NO: 286] 

CAGAGAGACGCAGCTAGGCCTCCACGGCTGTGGAGAGATCCTGCCACGGGCCTTGTTCAC 

CATGTCXSGTGCTGGATGCGCTTTGGGAGGATCGGGATGTCCGTTTCGACCTGTCCGCGCA 

GCAAATGAAAACAAGACCTGGAGAAGTCCTTATTGATTGTTTAGATTCCATTGAAGACAC 

CAAAGGAAATAATGGAGATAGAGGTAGACTCTTGGTAACAAATTTAAGAATTCTCTGGCA 

AACAAGGACTGCTAACTCTAAAITACGAGGCCAAACTGAAaCTCTCTATATACTAACAAA 
ATGTAACAGTACTCGTTTTGAATTTATATTTACAAATTTGGTTCCTGGTVAGCCCTAGACT 
TTTTACTTCTGTGATGaeAGTACACAGAGCTTATGAAACTTCTAAAATGTATCGTGATIT 
TAAATTAAGAAGTGCACTAATTCAG1\ACAAGCAACTAAGACTGTTGCCACAAGAACATGT 
ATATGATAAAATAAATGGAGTTTGGTiATTTATCCAGTGATCAGGGCAATTTAGGAACCTT 
TTTTATTACCAATGTGAGAATTGTGTGGCATGCAAATATGAATGATAGTTTTAATGTCAG 
TATACCATATCTGCAAATTCGTICAATAAflGATTAGAGATTCAAAATTTGGTTTAGCTCT 
TGTCATAGAAAGCTCTCAGCAGAGTGGTGGATATGTTCTTGGCTTTAAAATAGATCCTGT 
GGAAAAACTACAAGAATCAGTTAAGGAAATCAATTCACTTCACAAAGTCTATTCTGCCAG 
TCCCATATTTGGAGTTGATTATGAGATGGAAGAAAAGCCCCAGCCGCTCGAAGCTCTGAC 
AGTCGAACAARTTCAAGATGATGTAGAAATAGACTCTGATGGTCACACGGATGCTTTTGT 
GGCTTATTTTGCTGATGGCAATAAGCAACAAGATCGTGAACCTCTATTTTCAGAAGAACT 
GGGGCTTGCAATAGAGAAATTGAAGGATGGATTCACCCTACAGGGACTTTGGGAAGTAAT 
GAGTTGATTGACCTTGAGTTGAGATGGATTTCTATTAAAGATATCTCTAGTTTAAAGATA 
CTAGTCACCTGCCATAAGTCATGGAATAGTTTTTATATTTACAGCTTTTATATTTAAAAC 
TTGTAAGAGTTTTTTTAATGATTGAGGAAAAAGTCATTTAGAAAACTTCAGfrTTTCGGCC 
AGCGCGTCGAGGGAGGGGCCAGCGACACATGGCCTAGTAACCGTCCGGCCGCGGCGCTGG 
CTTAAGCCATGGCTGAGGGTAGCTGGATTCCTCAGGCCCGGGCGCTCCTACAGCAGTGCC 
TGCACGCCCGGCTGCAAATTCGCCCAGCCGATGGGGACGTCGCGGCCCAGTGGGTGGAGG 
TCCAAAGAGGACTGGTGATCTACGTGTGCTTTTTCAAGGGAGCTGATAAAGAACTTCTTC 
CCAAAATGGCCGAAGCIGGACTGTACTGCTGCCATCTCTGGCTCACTGCAACCTCCCTGC 
CTGATTCTCCTGCCTCAGCCTGCCGAGTGCCTGCGATTACAGGCGCGCGCCX3CCACACCT 
GACTGGTTTTCGTATTTTTTTGGTGGAGACGGGGTTTCGCTGTGTTGGCCGGGCTGGTCT 
CCAGCTCCTAACCGCGAGTGATCCGCCAGCCTCGGCCTCCCGAGGTGCCGGGATTGCAGA 
CGGAGTCTGGTTCACTTAGTGCTCAATGGTGCCCAGGCTGGAGTGCAGTGGCGTGATCTC 
CGCTCGCTACAACCTCCACCTCCCAGCTGCCTGCCTTGGCCTCCCGAAGTGCCAAGAGTG 
CAGCCTCTGCCCGGCCGCCACCCCGTCTGGGAAGTGAGGAGCGTCTCTGCCTGGCTGCCC 
ATTGTCTGGGACGTGAGCAGCCCCTCTGCCTGGCTGCCCAGTCTGGAAAGTGAGGAGCGT 
CTCTGCCCGGCCGCCATCCCATCTAGGAAGTGAGGAGCGCCTCTTCCCACCCGCCATCCC 
ATCTAGGAAGTGAGGAGCTTCTCTGCCCGGCCGCCCATCGTCTGAGATGTGGGGAGCACC 
TCTGCCCGGCCGCGACCCCATTTGGGAGGTGAGGAGCAACTCTGCCCAGCCGCCCCGTCT 
GAGAAGTGAGGAGACCCTCCGCCTGGCAACCGCCCCGTCTGATAAGTAAGGAGCCCCTCT 
GCCCAGCAGCCGCCCCGTCTGAGAAGTGAGGAGCCKCTCTGCCCAGCAGCCACCCTCTCT 
GGGAAGTGAGGAGCGTCTCCGCCCGGCAGCKACCCAGTCCGGGAGGGAGGTGGGGGGGGT 

CCCTACTGGGAAGTGAGGAGCCCCTCTGCCCCGCCAGCCACCCCGTCCGGGAGGGAGGIG 
GGGGGGTCAGCCCCCCGCCCGGCCAGCCGCCCCGTCCGGGAGGGAGGTGGGGGGTCAGCC 
CCCCGCCCGGCTAGCCGCCCCGTCCGGGAGGCGAGGGGCGCCTCTGCCCGGCTGCCCCTA 
CTGGGAAGTGAGGAGCCCCTCTGCCCGGCCAGCCGCCCCGTCCAGGAGGGAGGTGGGGGG 
GTCAGCCCCCCGCCCGGCCAGCCGCCCGGTCCGGGAGGGAGGTGGGGGGGTCAGCCCCCC 
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GCCCGGCCAGCCGCCCCGTCCGGGAGGTTAGGGGCGCCTCTGCCCGGCCGCCCCTACTGG 
GAAGTGAGGAGCCCCTCTGCCCGGCCACCACCCCGTCTGGGAGGTGTACCCAACAGCTCA 
TTGAGAGCGGGCGATGATGACAGTGGCGGCTTTGTGGAGTGGAGGTGGGGGGAAGGTGGG 
GAAAAGATTGAGAAATCGGATGGTTGCCGTGTCTGTGTAGAAAGAAGTAGACATGGGAGA 
5 CTTTTCATTTTGTTCTGTACTflAGAAAAATTCTTACCCTAAAACTTAAAGTATAATAAAA 
ARAAAAAACTTCJWSTTTTCTAAAAATTATATTTAAAATTGTAATCAAAATGTACCTAGTT 
TATAAATGTTTATTTTGTACTTAATACCTGTAAAGTCTTAGTTTTCAGACATTAAGTGAC 
TGTATCATGTTCGGTTTAATAAAGAATTTATGCAGCACCA 

>M_1.0.0_19735 BB034567 Mus musculus cDNA, 3' end cr: gi-15403S46/// /clone=5830499F16 /clone_end=3 ' 
10 /gb=BB034567 /gi=lS403646 /ug=Mra. 37986 /len=S99 [Mouse_jongleur_201102 .12991 .CI] [SEQ ID NO: 287] 

TTTTCATTTTGGTAAGGTTTAGTTGAGCCTAATTATTTTTTTAAGTAGAATATGCKAACG 

AATTGAAT(»AATTTTAGCATTAATGCAGAG(aAATATTGCCACTTAAAAAAAaTCCCTG 

TAGCCGAGTTATTACTAATATAAATCATCCAAACTGTAAATTTTGTAGCTTACCATTTTT 

AAATATTGGGTATCATTAAAATGAAATTTTATAAAGCAATGGTTAGTTTTATGAATTACT 
15 GTTTTTGTCCTGTCTCTACTTTTTTTGGTGTCTACTTTTTrCAAGTAGCCTTTAGCTCTT 

ATTATATTTTTGAGTTAGCATATTAGGGAATGGATTTCATGGTGATATTTTCATATGCAT 

ATATCATCATACTTGGTTCTTATTTACTCCCCACAACCTTGGCTACCATCCAATTCCTGT 

TGGTGCCTTCCTTCTAAATTCTCTCTTTTGCACTCTTGATACAAATGTTTATTACATCTT 

GTATTTGATTACCTCCCTTAAACTTCGTACACATCCTGTACACATTTTTTCTTCCCCTCT 
20 CTACTTTTATGTTTTGCATATATATTGTGTATTATAAATATTTGATTGAAAAATGTGATA 

TTTGTCTGGCTTATTTCGCTTAACACACTGATCTTCAGTTCCAAAAAACATTATAAATTA 

ATTCTTCTTTACACATCAATAAAATTCCAGTTTATACAT 

>H_1.0.0_24134 Homo sapiens matrix metalloproteinase 12 (macrophage elastase) (MMP12) , mRNA cr: gi- 

4505206/// tHuman_jongleur_201102 .11395 .CI] [SEQ ID NO; 28B] 
25 CTGAGGTGGGTAAGAGTACAATGGCTAAATCTTAACACACTCTTACGTGTACACCCTACC 

GTACACCATCCAGACTCGTCCCCATACAATCAGGAGTGATCAGTACGTAAATGCTTATGG 

TGTCATTrGAAGGGGTCTTAGAGTAGATCATCTCTCACACCGa«3a^GCaOT3CTTCKAA 

TTCaTCCTTTGGAATTTTATTCCCTGACTCTTAAAAGTTTTTAGTGCTTAAATATTCTCT 

ATTGAGGTAAGAGACAGATTCTGTGCAATGGGAOU^TTAGGTCAAGAGGGAAAGAAGCTG 
30 AGGTGATAGGCAGATAGATTCCAGAGGCaAACTTTTCCCATCTGCTAAAGTTGAftAflGAG 

TAACCCACATCCTACCAACGCTAGACAATCTAGGATGTAGGGAAAGTTTGTCTCTGGAAT 

CTATCCAGGTACCCAGTTGGGACTGAGCTTCflGCTTAGATGTCTGAAGATGTTAAGTTAT 

AGAATCAGGTTTAAGTCTGAAGATGTrAAGTTATAGAATCAGGATCTGAGCCGGTACAAC 

ACGTGGATAAACAATGftftGTCGATGTTACAAATTTTTTTTTGCTACTTGTAAAATCTCTG 
35 TATCACATTTCTCTAGGGAGCTGGATTCCXSTrTAGGAGCACTCATTTACTCCAGGAAAAG 

GATTTTATTTAATCTTTCAACATTTACTTTAAAAACTTTTTTTATCTATAATGAATATAA 

GGAAGTATTATAATGAAAACCAAGTTATCAGGCTTTAAGAAAATATATTTTAAGTTCTCC 

TTCTCTTTTAGTTGCTTGATATTTCTTTTACAAGGGCTTATTTTGTAGATAGGIGGACGT 

AGAGGCTTATTTATCATTTTGAAGGTACATACTCT6AATTGCTTGAGTGATGGACTAGAT 

AGTCAAGGGATGATATCAACTATGAGTCACTCATAGGATTCATATTCACAGAACCCXSG.'iC 
TAAGGGCTATATAAAGAGGAACaCTTCAGGAACTTAGGCTAGAAAGGACACAGTAAACTG 
AATTGATCCGTTTAGAAGTTTACAATGAAGTTTCTTCTAATACTGCTCCTGCAGGCCACT 
GCTTCTGGAGCTCTTCCCCTGAACAGCTCTACAAGCCTGGAAAAAAATAATGTGCTATTT 
45 GGTGAGAGATACTTAGAAAAATTTTATGGCCTTGAGATAAACAAACTTCCAGTGACAAAA 

atgaaatatagtggaaacttaatgaaggaaaaaatccaagaaatgcagcacttcttgggt 

ctgaaagtgaccgggcaactggacacatctaccctggagatgatgcacgcaectcgatgt 

ggagtccccgatctccatcatttcagggaaatgccaggggggcccgtatggaggaaacat 

tatatcacctacagaatcaataattacacacctgacatgaaccgtgaggatgttgactac 
50 gcaatccggaaagctttccaagtatggagtaatgttacccccttgaaattcagcaagatt 

aacacaggcatggctgacattttggtggtttttgcccgtggagctcatggagacttccat 

gcttttgatggcaaaggtggaatcctagcccatgcttitggacctggatctggcattgga 

ggggatgcacatttcgatgaggacgaattctggactacacattcag6aggcacaaacttg 

ttcctcactgctgttcacgagattggccattccttaggtcttggcs:attctagtgatcca 
55 aaggctgtaatgttccccacctacaaatatctcgacatcaftcacatttcgcctctctgct 

gatgacatacgtggcattcagtccctgtatggagacccaaaagagaaccaacgcttgcca 

aatcctgacaattcagaaccagctctctgtgaccccaatttgagttttgatgctgtcact 

accgtgggaaataagatctttttcttcaaagacaggttcttctggctgaagstttctgrg 

agaccaaagaccagtgttaatttaatttcttccttatggccaaccttgccatctggcatt 
60 gaagctgcttatgaaattgaagccagaaatcaagtttttctttttaaagatgacaaatac ■ 

tggttaattagcaatttaagaccagagccaaattatcccaagagcatacattcttttggt 

tttcctaactttgtgaaaaaaattgatgcagctgtttttaacccacgtttttataggacc 

tacttctttgtagataaccagtattggaggtatgatgaaaggagacagatgatggaccct 

ggttatcccaaactgattaccaagaacttccaaggaatcgggcctaaaattgatgcagtc 
65 ttctattctaaaaacaaatactactatttcttccaaggatctaaccaatttgaatatgac 

ttcctactccaacgtatcaccaaaacactgaaaagcaatagctggtttggttgttagaaa 

TGGTGTAATTAATGGTTTTTGTTAGTTCACTTCAGCTTAATAAGTATTTATTGCATATTT 
GCTATGTCCTCAGTGTACCACTACTTAGAGATATGTATCATAAAAATAAAATCTGTAAAC 
CATAGGTAATGATTATATAAAATACATAATATTTTTCAATTTTGAAAACTCTAATTGTCC 
70 ATTCTTGCTTGACTCTACTATTAAGTTTGAAAATAGTTACCTTCAAAGCAAGATAATTCT 
ATTTGAAGCATGCTCTGTAAGTTGCTTCCTAACATCCTTGGACTGAGAAATTATACTTAC 
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TTCTGGCATAACTAAAATTAAGTATATATATTTTGGCTCAAATAAAAITG 

>gi|23S23S88|gb|BU700918.l|BU700918 UI-M-DJI-bty-E-lO-O-UI . si NIH_BMftP_DJl Mus inusculus CDNA clone 

UI-M-DJl-bty-f-10-O-UI '3 ' , raRNA sequence [SBQ ID NO: 239] 

TTTTTTTTTTTTTTTTTTAACTGTGCATGTAGGTAGATTTATTTTAAAGCCAACAGAGGG 

AACAGAAAGACAGCACCTTCTTGAGACAGGACACTCCAGCTTTGCTTACATGCCCCGACA 

CTGAAAATGCAGAATGGGACATTCTCGAAATGACAGCAAGAAATCACAGTTTCTGGATAG 

GAGGAGGGTCAGGAAAGGCTGATGGGAAGGTAAGTGTTGGCCTTCTGGGTCGGGAGGATG 

GTGCATGGGTGGTTCTACGGGAAATAAACACAGTGACTACCAGGGTTGGATCCAACCTTT 

CTGATTGTTCAAATCAAGTAGCGTATCGCTGCAAGGAACAGAGGGTTCAAAGTGCTCTCA 

ACAATTCCTGGGTATACCACAGGAGGCTCAACTATGGCAAAGCTTTAAGACCAAAGATTG 

TTCCTCATTACGGCTTTGTATGTCCAACTTGAGGACAACATTCACAAGTAAGTTTTGTTT 

CTCTGAATGCCCATCTCTGTGCCCACGATTC 

>H_1.0.0_49S5 Homo sapiens guanylate cyclase activator 2B (uroguanylin) (GUCA2B) , mENA cr: gi- 
6005773/// [Human_jongleur_201102.1395.Cl] [SEQ ID NO: 290] 

gacagcgcagggggaacccagggagcgcgatgggctgcagggctgcgtcagggctcctgc 
caggagtggccgtggtcctcctgctgctgctgcagagcacacagtcagtctacatccagt 
accaaggcttccgggtccagctggaatccatgaagaagctgagtgacx:tggaggcacagt 
gggcacccagcccccgcctgcaggcccagagcctcctgcccgcggtgtgccaccaccctg 
ctctgcctcaggaccttcagcgtgtctgcgcctcgcaggaggcttccagcatcttcaaga 
ccctgaggaccatcgctaacgacgactgtgagctgtgtgtgaacgttccgtgtaccggct 
gcctctgagatagccctgggtaccctgagcccaccagggacacctcgcccttcagcccac 
caccctggcaggcttccatccccgtccatgctcaagatgggtccctggccaccatggtca 
tcaccacccttccagggcctgagcagctggatctggtacaaagcaatcggacatagagtt 
ggagggggaggcccctgaggcagcccagctcctgaataaagattctacaacacacx3 ■ 

>M 1.0.0 7865 Mus TOUSCulus uterine- specif ic proline-rich acidic protein (Upa) , mRNA cr: gi-6S78S10/// 
[Mouse_jongleur_201102.4046.Cl] [SEQ ID NO: 291] 

AGTCATGAAGAGGTTTCTCCTGGCCACCTGTTTGGTGGCTGCACTGCTGTGGGAGGCAGG 

GGAAACAGAGAAGGTCTGGGATACTAGAGCCCTGGAGCCTCTTGAAAAGGACAACCAGCT 
GGGGCCACTGCTTCCTGAACCCAAACAGAAGCCTGCAGCTGCCGAGGAAAAGCGTCCSWSA 
TGCCATGACCTGGGTGGAGACTGAGGATATCCTGAGCCATCTTCGCAGTCCTCTTCAGGG 
TCCAGAACTGGATCTTGACAGCATAGACKATCCCATCTCTGACGATGTCKAGGATGAAGA 

agtgccccagtcacggeecatcctgtatcgtcaggtgctgcagggaccagaggaggaccy 
tgaccacctcgcccactctatggaggattcttgaaacccctaaccactcttccactcctt 

Dtease inhibitor, Kazal type 1 (SPINKl) , mRNA cr: gi-4507178/// 
ED NO: 292] 



acagagggagttagggatcaaactaaccactagaactattttcctgacagaatctttgcc 
ttgcaigtrrcaggcccacctggctcctttcacctttcttacacaggtgacattcccaga 
acctggaggccaggctatgacacagagtcaatcaataaccagggagatctgtgatatagc 
ccagtaggtggggckttgctgccatctgccatatgacccttccagtcccaggcttctgaa 
gagacgtggtaagtgcggtgcagttttcaactgacctctggacgcagaacitcagccatg 
aaggtaacaggcatctttcttctcagtgccttggccctgttgagtctatctggtaacact 
ggagcigactccctgggaagagaggccaaatgttacaatgaacttratggatgcaccaag 
atatatgaccctgtctgtgggactgatggaaatacttatccc3«itgaatgcgtgttatgt 
tttgaaaatcggaaacgccagacttctatcctcattcaaaaatctgggccttgctgagaa 
ccaaggttttgaaatcccatcaggtcaccgcgaggcctgactggccttattgttgaataa 
atgtatctgaatatcccctgttgtttccatttgctttttcctcaaaggtatgtttgatta 
taccagggtcaggggactttggtaagactgagaatagaccaagttta 

>H_1.0.0 5875 Horao sapiens villin 1 (VILl) , mRNA cr: gi-6005943/// [Human_jongleur_2C1102 .1802 .CI] 
[SEQ ID iiO: 293] 

cattctcccccaggctcactcaccatgaccaagctcagcgcccaagtcaaaggctctctc 
aacatcaccackccxjgggctgcagatatggaggatcgaggccatgcagatggtgcctgtt 
c;cttccagcacx:tttggaagcttcttcgatggtgactgctacatcatcx:tggctatccac 
aagacagccagcagcctgtcctatgacatccactactggattggccaggactcatccctc 
gatgagcagggggcagctgccatctacaccacacagatggatgacttcctgaagggccgg 
gctgtgcagcaccgcgaggtccagggcaacgagagcgaggccttccgaggctacttcaag 
caaggccttgtgatccggaaagggggcgtggcttctggcatgaagcacgtggagaccaac 
tcctatgacgtccagaggctgctgcatgtcaagggcaagaggaacgtggtagctggagag 
gtagagatgtcctggaagagtttcaaccgaggggatgttttcctcctggaccttgggaag 
cttatcatccagtggaatggaccggaaagcacccgtatggagagactcaggggcatgact 
ctggccaaggagatccgagaccaggagcggggagggcgcacctatgtaggcgtggtggac 
ggagagaatgaattggcatccccgaagctgatggaggtgatgaaccacgtgctcggcaag 
cgcagggagctcaaggcggccgtgcccgacacggtggtggagccggcactcaaggctgca 
ctcaaactgtaccatgtgtctgactccgaggggaatctggtggtgagggaagtcgccaca 
cggccacigacacaggacctgctcagtcacgaggactgttacatcctggaccaggggggc 
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AACCGGACCTCAGGCCTAGGCAAAACCCACACTGTGGGCTCCGTGGCCAAAGTGGAACAG 
GTGAAGTTCGATGCCACATCCATGCATGTCAAGCCTCAGGTGGCTGCCCAGCAGAAGATG 
GTAGATGATGGGAGTGGGGAAGTGCAGGTGTGGCGCATTGAGAACCTAGAGCTGGTACCT 
GTGGATTCCAAGTGGCTAGGCCACTTCTATGGGGGCGACTGCTACCTGCTGCTCTACaCC 
TACCTCATCGGCGAGAAGCAGCATTACCTGCTCTACGTTTGGCAGGGCAGCCAGGCCAGC 
CAAGATGAAATTACflfiCATCaGCTTATCAflGCCGTCATCCTGGACCAGAAGTACAATGGT 
GAACCAGTCCAGATCCGGGTCCCAATGGGCAAGGAGCCACCTCATCTTATGTCCATCTTC 
AAGGGACX3CATGGTGGTCTACCAGGGAGGCACCTCCCGAACTAACAACTTGGAGACCGGG 



GTCCCAGCGCGGGCCAATTTCCTCAATTCCAATGATGTCTTTGTCCTCAAGACCCAGTCT 
TGCTGCTATCTATGGTGTGGGAAGGGTTGTAGCGGGGACGAGCGGGAGATGGCCAAGATG 
GTTGCTGACACCATCTCCCGGAOSGAGAAGCAAGTGGTGGTGGAAGGGCAGGAGCCAGCC 
AACTTCTGGATGGCCCTGGGTGGGAAGGCCCCCTATGCCAACACCAAGAGACTACAGGAA 
GAAAACCTGGTCATCACCCCCCGGCTCTTTGAGTGTTCCAACAAGACTGGGOSCTTCCTG 
GCCACAGAGATCCCTGACTTCAATCAGGATGACTTGGiyiGAGGATGATGTGTTCCTACTA 



GCCGCAGCAACCACTGCACAGGAATACCrCAAGACCCATCCCAGCGGGCGTGACCCTGAG 
ACCCCCATCATTGTGGTGAAGCAGGGACACGAGCCCCCCACCTTCACAGGCTGGTTCCTG 
GCTTGGGATCCCTTCAAGTGGAGTAACACCAAATCCTATGAGGACCTGAAGGCGGAGTCT 
GGCAACCTTAGGGACTGGAGCCAGATCACTGCTGAGGTCACAAGCCCCAAAGTGGACX3TG 
TTCARTGCTAACAGCAACCTCAGTTCTGGGCCTCTGCCCATCTTCCCCCTGGAGCAGCTA 
GTGAACAAGCCTGTAGAGGAGCTCCCCGAGGGTGTGGACCCCAGCAGGAAGGAGGAACAC 
CTGTCCATTGAAGATTTCACTCAGGCCTTTGGGATGACTCCAGCTGCCTTCTCTGCTCTG 
CCTCGATGGAAGCAACAAAACCTCAAGAAAGAAAAAGGACTATTTTGAGAAQAGTAGCTG 
TGGTTGTAAAGCAGTACCCTACCCTGATTGTAGGGTCTCATTTTCTCACCGATATTAGTC 
CTACACCAATTGAAGTGAAATTTTGCAGATGTGCCTATGAGCACAAACTTCTGTGGCAAA 
TGCCAGTTTTGTTTAATAATGTACCTATTCCTTCAGAAAGATGATACCCC 

>H_1.0.0_99143 7p07c08.xl Horao sapiens cDNA 3' end as: gi-11448929/// /clone=IMAGE!3644943 
/cloiie_end=3 ' /gb=BF436690 /gi=11448929 /ug=Hs .319750 /len=5 48 .Weakly similar to DEHULC L-lactate 
dehydrogenase (EC 1.1.1.27) chain x - human [H. sapiens] [gnl|UG|Hs#S291000a] [SEQ ID NO: 294] 
TTTGATCTTAACAGGTTTCCftAAATTTTATTGAACTTTGTTATGATGTGGAAACACTTTC 



GTTTATAACTGCAGATCCTTCTGCATAITCCAGAGTGIGTCCGCACTCTTCTTGAGGAGA 
CCCTCCTCCTCAGCGGTCATGTTGACTTTCACAAAGTCTGTGATACCACTITGTCCCAAG 
ACACAAGGGATACTGAGGAAGACCTCTTCCTTTATCCCATGGAAfiCCCTTHACCAGCGTG 
GTAACAGGATGCACTCTCTTAAGATTCTTCAAGATGGATCGCGCCAGATCAGTCACAGAC 
AGCCCGATAGCCCSyVGAGGTATAGCCCTTCATGTTAAGGACCTCATAGCCGCCTTCCACC 

AGTGACTAGAGAGTTACGCCAGCAACGTTGACACCACTCCATATGGGCACACTGATATAC 
CGATGTTC 

>gi|2145236S|gb!BQ551479.ljB0551479 H4009E10-S NIA Mouse 7.4K cDNA Clone Set Mua musculus cDNA clone 
H4009E10 S', mRMA cequence ISEQ ID NO: 295] 

GGAAAATTCTTAGGGCTGCTCTTCTCTTCCTTTGTTACCTTCTAGTAATAA.TAAATGTTC 
TCAAACGGTGCTAGCAATCGCCCTTGTTACAGGGGGTCCTGACTAACTTCTGAGAAATAA 
CTTCATATCATTTCCACTTTGCCCTGAACTAATTCCTAAATAATCTGACAGGCCATTTCA 
GTACCTTTTGTAGAARGAATTCCIGTTTAAAAGAGGTAGTCGTCCTAGTCTCTGGTTAGT 
TCATACATCTGCTGTGTAATAAAAZiATGAACTGTCAGAAGCCGTCTAGTTTTGATATATC 
ACATTGAAAGAGAGCAGTACATGGAGCTTAGAGGGTGGCCATTAXGACTAGAGTAGCITA 
TCTCCATCTGTGACTTGTCAAGATAAATTTGGAGGGGATGTTTTTATTGTTTGGTGCTTT 
AAGACTACCCACTCTGTCTCATTGCTGCTTCTTTACARACCCTAAATRTCTAAAGTAATG 
GTTTCTGTGTTACTGTGACCATGATACAAGACAGTAGCAAAGAGGGGAGGTTTGTGGGGT 
ATTTTCCCTTTAGACATATTGGAGTTTCCCTAAAAACATTTGGCAGGGACTCAAAGTCAT 

GATGGACCAGGGAACTA ' 
>H_1.0.0 310 Horao sapiens cell-type T-cell iirmunoglobulin gamma chain, V region (IGHVffl) miJNA, 
partial cds cr: gl-185420/// /cds=(0,393) /gb=L0317S /gi=ia5420 /ug=Hs. 402428 /len=394 
[Human_jongleur_201102.56.CB100] [SEQ ID NO:. 296] 
GGCTATTTTAAAAAGTGTCCAATGTGAGGTGCAGCTGGTGGAGTCTGGGGGAGGCTTGGT 
ACAGCCTGGGGGGTCCCTGAGACTCTCCTGTGCAGCCTCTGGAT.TCACCTTTAGCAACTA 
TGCCATGAACTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAGTGGGTCTCAGTTATTAG 
TGGTTGATGGTAGTAGCACATACTACGCAGACTCCGTGAAGGGCCGGTTCACCATCTCCA 
GAGACAATTCCAAGAACACGCTGTATCTGCAAATGAACAGCCTGAGAGCCGAGGACACGG 
CCGTATATTACTGTGCGAGAGAGATCCGCGATTACGGGGAACTAGATGATACAATACTAC 
TACGATATGGACGTCTGGGGCCAAGGGACCACGGTCACCGTCTCCTCAGGG 

>H_1.0.0_19016 Homo sapiens cysteine-rich, angiogenic inducer, 61. (CYR61) , raRNA cr: gi-4504612/// 
[Human_jongleur_201102.8413 .C2] [SEQ ID NO: 297] 
GGCACGAGGGCGCCCCCGAGCAGCGCCCGCGCCCTCCGCGCCTTCTCCGCCGGGACCTCG 
AGCGAAAGACGCCCGCCCGCCGCCCAGCCCTCGCCTCCCTGCCCACCGGGCCCACCGCGC 
CGCCACCCCGACCCCGCTGCGCACGGCCTGTCCGCTGCACACCAGCTTGTT3GCGTCTTC 
GTCGCCGCGCTCGCCCCGGGCTACTCCTGCGCGCCACAATGAGCTCCCGCATCGCCAGGG 
CGCTCGCCTTAGTCGTCACCCTTCTCCACTTGACCAGGCTGGCGCTCTCCACCTGCCCCG 
CTGCCTGCCACTGCCCCCTGGAGGCGCCCAAGTGCGCGCCGGGAGTCGGGCTGGTCCGGG 
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ACGGCTGCGGCTGCTGTAAGGTCTGCGCCAAGO^GCTCaACGAGGACTGCAGCAAAftCGC 
AGCCCTGCGACCACACCAAGGGGCTGGAATGC3VACTTCGGCGCCAGCTCCACCGCTCTGA 
AGGGGATCTGCAGAGCTCAGTCAGAGGGCAGACCCTGTCAATATTiACTCCAGAATCTACC 
AAAACGGGGAAAGTTTCCAGCCCAACTGTAAACATCAGTGCACATGTATTGATGGCGCCG 

CTCGGCTGGTCAAAGTTACCGGGCAGTGCTGCGAGGAGTGGGTCTGTGACGAGGATAGTA 
TCAAGGACCCCATGGAGGACCAGGACGGCCTCCTTGGCAAGGAGCTGGGATTCGATGCCT 
CCGAGGTGGAGTTGACGAGAAACAATGAATTGATTGCAGTTGGAAAAGGCAGCTCACTGA 
AGCGGCTCCCTGTTTTTGGAATGGAGCCTCXSCATCCTATACAAGCCTTTACAAGGCCAGA 
AATGTATTGTTCAAACAACTTCATGGTCCCAGTGCTCAAAGACCTGTGGAACTGGTATCT 
CCACACGAGTTACCAATGACAACCCTGAGTGCCGCCTTGTGAAAGAAACCCGGATTTGTG 
AGGTGCGGCCTTGTGGACAGCCAGTGTACAGCAGCCTGAAAAAGGGCAAGAAATGCAGCA 
AGACCAAGAAATCCCCCGAACCAGTCAGGTTTACTTACGCTGGATGTTTGAGTGTGAAGA 



AGACCAAGAAATCCCCCGAACCAGTCAGGTTTACTTACGCTGGATGTTTGAGTGTGAAGA 
AATACCGGCCCAAGTACTGCGGTTCCTGCGTGGACGGCCGATGCTGCACGCCCCAGCTGA 
CCAGGACTGTGAAGATGCGGTTCCGCTGCGAAGATGGGGAGACATTTTCC3UM3AACGTCA 
TGATGATCCAGTCCTGCAAATGCAACTACAACTGCCCGCATGCCAATGAAGCAGCGTTTC 
CCTTCTACAGGCTGTTCAATGACATTCACAAATTTAGGGACTAAATGCTACCTGGGTTTC 
CAGGGCACACCTAGACAAACAAGGGAGAAGAGTGTCAGAATCAGAATCATGGAGAAAATG 
GGCGGGGGTGGTGTGGGTGATGGGACTCATTGTAGAAAGGAAGCCTTGCTCATTCTTGAG 
GAGCATTAAGGTATTTCGAAACTGCCAAGGGTGCTGGTGCGGATGGACACTAATGCAGCC 
ACGATTGGAGAATACTTTGCTTCATAGTATTGGACCACATGTTACTGCTTCATTTTGGAG 
CrTGTGGAGTTGATGACTTTCTGTTTTCTGTTTGTAAATTATTTGCTAAGCATATTrTCT 
CTAGGCTTTTTTCCTTTTGGGGTTCTACAGTCGT»AA»flAnaTAaTaar:aT'r7ir7'T«ivir!7vr' 



V.X x»iv:»i«v,i i^«i^Av:TXTi;TljTTTTCTGTTTGTAAATTATTTGCTAAGCATAT']:TTCT 
CTAGGCTTTTTTCCTTTTGGGGTTCTACAGTCGTAAAfiGAGATAATAAGATTAGTTGGAC 
AGTTTAAAGCTTTTATTCGTCCTTTGACAAAAGTAAATGGGAGGGCATTCCATCCCTTCC 
TGAAGGGGGACACTCCATGAGTGTCTGTGAGAGGCAGCTATCTCCACTCTAAACTGCAAA 
CAGAAATCAGGTGTTTrAAGACTGAATGTTTTATTTATCAAAATGTAGCTTTTGGGGAGG 
GAGGGGAAATGTAATACTGGAATAATTTGTAAATGATTTTAATTTTATATTCAGTGAAAA 
GATTTTATTTATGGAATTAACCATTTAATAAAGAAATATTTACCTAAT 

>H_1.0.0_7743 Homo sapiens eosinophil cheraotactic cytokine (TSA1902) . mi?NA t 
[Human_]ongleur^201102.257B.C2] [SEQ ID NO: 298] 
GAAACCTCCTCGTCTGTGCACGAACAGGTGGCCGACTCTGGAGCCCAGGCTCTTGCTTTC 
CAGTCTGGTGGTGAATCCTCCATAGTCTGGAACAGCCAGCTGAAAACTCTCCTGGCCATT 
GGAGGCTGGAACTTCAGGACTGCCCCTTTCACTGCCATGGTTTCTACTCCTGAGAACCGC 
CAGACTTTCATCACCTdSGTCATCAAATTCCTGCGCCAGTATGAGTTTGACGGGCTGGAC 
TTTGACTGGGAGTACCOTGGCTOTrf!Tr!fir!a(3r'r"f»ri-'f»rn7i^/5»,^«»^^T,m^™™™,„,~, 



l.«^Ai,TlTCATCACCTCSGTCATCAAATTCCTGCGCCAGTATGAGTTTGACGGGCTGGAC 
TTTGACTGGGAGTACCCTGGCTCTCGTGGGAGCCCTCCTCAGGACAAGCATCTCTTCACT 
GTCCTGGTGCAGGAAATGCGTGAAGCTTTTGAGCAGGAGGCCAAGCaGATCAACAAGCCC 
AGGCTGATGGTCACTGCTGCAGTAGCTGCTGGCATCTCC3ATATCCAGTCTGGCTATGAG 
ATCCCCCAACTGTCACAGTACCTGGACTACATCCATGTCATCACCTACGACCTCCAIGGC 
TCCTGGGAGGGCTACACTGGAGAGAACAGCCCCCTCTACAAATACCCGACTGACACCGGC 
AGCAACGCCTACCTCAATGTGGATTATGTCATGAACTACTGGAAGGACAATGGAGCACCA 
GCTGAGAAGCTCATCGTTGGATTCCCTACCTATGGACACAACTTCATCCTGAGCS^CCCC 
TCCAACACTGGAATTGGTGCCCCCACCTCTGGTGCTGGTCCTGCTGGGCCCTATGCCAAG 
GAGTCTGGGATCTGGGCTTACTACGAGATCTGTACCTTCCTGAAAAATGGAGCCACTCAG 
GGATGGGATGCCCCTCAGGAAGTGCCTTATGCCTATCAGGGCAMGTGTGGGTTGGCTAT 
GACAACGTCAAGAGCTTCGATATTAAGGCTCAATGGCTTAACrAf'aRraBa'T-rTrt^^ariA.r' 



.:iuniuuvsniu^ui.i.iij^u;uiUi(jt:eTTATGCCTATCAGGGCAATGTGTGGGTTGGCTAT 
GACAACGTCAAGAGCTTCGATATTAAGGCTCAATGGCTTAAGCACAACAAATTTGGAGGC 
GCCATGGTCTGGGCCATTGATCTGGATGACTTCACTGGCACTTTCTGCAACCAGGGCAAG 
TTTCCCCTAATCTCCACCCTGAAGAAGGCCCTTGGCCTGCAGAGTGCAAGTTGCACGGCT 
CCAGCTCAGCCCATTGAGCCAATAACTGCTGCTCCCAGTGGCAGCGGGAACGGGAGCGGG 
A6TAGCAGCTCTGGAGGCAGCTCGGGAGGCAGTGGATTCTGTGCTGGCAGAGCCAACGGC 
CTCTACCCCGTGGCAAATAACAGAAATGCCTTCTGGCACTGCX3TGAATGGAGTCACGTAC 
CAGCAGAACTGCCAGGCCGGGCTTGTCTrCGAC3«:C3«3CTGTCATTGCTGCAACTCGGCA 
TAAACCTGACCTGGTCTATATTCCCTAGAGTTCCAGTCTCTTTTGCTTAGGACATGTTGC 
CCCTACCTAAAGTCCTGCAATAAAATCAGCAGTCAAAACaTGAAA 

>H_l.o.O_1919S Homo sapiens heat shock 70kDa protein IB (HSPAIB) mRNA cr: gi-5579470/// 
[Human_]ongleur_201102.8S23.C4] [SEQ ID NO: 299] =='3«'u/// 
GCCTGAGaAGCTGCTGCGAGGGTCCGCTTCGTCITTCGAGAGTGACTCCCGCGGTCCCAA 
GGCTTTCCAGAGCGAACCTGTGCGGCTGCAGGCACCGGCGTCTTGAGTTTCCGGCGTTCC 
GAAGGACTGAGCTCTTGTrGrGf::n'rrr'r'r?'pr»r«/-'rv-«/i(T»iwTT/vtTk^r-t,-t,-ir^/-t-»«™,«™« 



i.v^i.TTii.Ljii.H;^L.io,AACjcjTGTGCGGCTGCAGGCACCGGCGTCTTGAGTrTCCGGCGTTCC 
GAAGGACTGAGCTCTTGTCGCGGATCCCGTCCGOCGTTTCXIAGCCCCCAGTCTCAGAGCG 
GAGCCCACAGAGCAGGGCACCGGCATGGCCAAAGCCGCGGCGATCGGCATCGACCTGGGC 
ACCACCTACTCCTGCGTGGGGGTGTTCCAACACGGCAAGGTGGAGATCATCGCCAACGAC 
CAGGGCAACCGCACCACCCCCAGCTACGTGGCCrrCACXSGACACCGAGCGGCTCATCGGG 
GATGCGGCCAAGAACCAGGTGGCGCTGAACCCGCAGAACACCGTGTTTGACGCGAAGGGG 
CTGATCGGCCGCAAGTTCGGCGACCCGGTGGTGCAGTOGGACATGAAGCACTGGCCTTTC 
CAGGTGATCAACGACGGAGACAAGCCCAAGGTGCAGGTGAGCTACAAGGGGGAGACCAAG 
GCATTCTACCCCGAGGAGATCTCGTCCATGGTGCTGACCAAGATGAAGGAGATCGCCGAG 
GCGTACCTGGGCTACCCGGTGACCAACGCGGTGATCACCGTGCCGGCCTACTTCAACGAC 
TCGCAGCGCCAGGCCACCAAGGATGCGGGTGTGATCGCGGGGCTCAACGTGCTGCGGATC 
ATCAACGAGCCCACGGCCGCCGCCATCGCCTACGGCCTGGACAGAACGGGCAAGGGGGAG 
CGCAACGTGCTCATCTTTGACCTGGGCGGGGGCACCTTCGACGTGTCCATCCTGACGATC 
GACGACGGCATCTTCGAGGTGAAGGCCACGGCXGGGGAa^CPrArorGnnTrifinfiar.riaf' 
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ATCAGCCAGAACAAGCGAGCCGTGAGGCGGCTGCGCACCGCCTGCGAC-S 
ACCCTGTCGTCCAGCACCCAGGCCAGCCTGGAGATCGACTCCCTGTTTGAGGGCATCGAC 
TTCTACACGTCCATCACCAGGGCGAGGTTCGAGGAGCTGTGCTCCGACCTGTTCCGAAGC 
ACCCTGGAGCCCGTGGAGAAGGCTCTGCGCGACGCCAAGCTGGACAAGGCCCAGATrCAC 
GACCTGGTCCTGGTCC3GGGGCTCCACCCGCATCCCCAAGGTGCAGAAGCTGCTGCAGGAC 
TTCTTCAACGGGCGCCSACCTGAACAAGAGCATCAACCCCGACGAGGCTGTGGCKTACGGG 
GCGGCGGTGCAGGCGGCCATCCTGATGGGGGACAAGTCCGAGAACGTGCAGGACCIGCTG 
CTGCTGGACGTGGCTCCCCTGTCGCTGGGGCTGGAGACGGCCGGAGGCGTGATGACTGCC 
CTGATCAAGCGCAACTCCACCATCCCCACCAAGCAGACGCAGATCTTCACCACCTACTCC 
GACAACCAACCCGGGGTGCTGATCCAGGTGTACGAGGGCGAGAGGGCCATGACGAAAGAC 



CAGATCGAGGTGACCTTCGACATCGATGCCAACGGCATCCTGAACGTCACGGCCACGGAC 
AAGAGCACCGGCAAGGCCAGCAAGATCACCATCACCAACGACAAGGGCCGCCTGAGCAAG 
GAGGAGATCGAGCGCATGGTGCAGGAGGCGGAGAAGTACAAAGCGGAGGACGAGGTGCAG 
CGCGAGAGGGTGTCAGCCAAGAACGCCCTGGAGTCCTACGCCTTCAACATGAAGAGCGCC 
GTGGAGGATGAGGGGCTCAAGGGCAAGATCAGCGAGGCGGACAAGAAGAAGGTTCTGGAC 
AAGTGTCAAGAGGTCATCTCGTGGCTGGACGCCAACACCTTGGCCGAGAAGGACGAGTTT 
GAGCACAAGAGGAAGGAGCTGGAGCAGGTGTGTAACCCCATCATCAGCGGACTGTACCAG 
GGTGCCGGTGGTCCCGGGCCTGGGGGCTTCGGGGCTCAGGGTCCCAAGGGAGGGTCTGGG 



GAGGTGGACTGTTGGGACTCAAGGACTTTGCTGCTGTTTTCCTATGTCATTTCTGCTTCA 
GCTCTTTGCTGCTTCACTTCTTTGTAAAGGTTGTAACCTGATGGTAATTAGCTCGCTTCA 
TTATTTTTGTAGTACSWiCCGATATGTTCATTAGAATTCTTTGCATTTAATGTTGATACTG 
TAAGGGTGTTTCGTTCCCTTTAAATGAATCAACACTGCCACCTTCTGTACGAGTTTGTTT 
GTTTTTTTTTTTTTTTTTTTTTTGCTTGGCGAAAACACTACflAAGGCTGGGAATGTATGT 
TTTTATAATTTGTTTATTTAAATATGAAAAATAAAATGTTAAACTTTAAAAAA 

>H 1-0.0 19194 Homo sapiens heat shock 70kDa protein lA (HSPAIA) , mRNA cr: gi-55794S9/// 
[Humaiijorigleur 201102 . 8 523 . C2] [SEQ ID NO: 300,302] 
CGCCATGGAGACCAACACCCTTCCCACCGCCACTCCCCCTTCCTCTCAGGGTCCCTGTCC 
CCTCCAGTGAATCCCAGAAGACTCTGGAGAGTTCTGAGCAGGGGGCGGCRCTCTGGCCTC 
TGATTGGTCCAAGGAAGGCTGGGGGGCAGGACGGGAGGCGAAACCCCTGGAATATTCCCG 



TCGCGGATCCAGTGTTCCGTTTCCAGCCCCCAATCTCAGAGCCGAGCCGACAGAGAGCAG 
GGAACCGGCATGGCCAAAGCCGCGGCAATCGGCATCGACCTGGGCACCACCTACTCCTGC 
GTGGGGGTGTTCCAACACGGCAAGGTGGAGATCATCGCCAACGACCAGGGCAACCGCACC 
ACCCCCAGCTACGTGGCCTTCACGGACACCGAGCGGCTCATCGGGGATGCGGCCAAGAAC 
CAGGTGGCQCTGAACCCGCAGAACACCGTGTTTGACGCGAAGCQGCTGATCGGCCGCAAG 
TTCGGCGACCCGGTGGTGCAGTCGGACATGAAGCACTGGCCTTTCCAGGTGATCAACGAC 
GGAGACAAGCCCAAGGTGCAGGTGAGCTACAAGGGGGAGACCAAGGCAITCTACCCCGAG 
GAGATCTCGTCCATGGTGCTGACCAAGATGAAGGAGATCGCCGAGGCGTACCTGGGCTAC 
CCGGTGACCAACGCGGTGATCACCGTGCCGGCCTACTTCAACGACTCGCAGCGCCAGGCC 
ACCAAGGATGCGGGTGTGATCGCGGGGCTCAACGTGCTCCGGATCATCAACGAGCCCACG 
GCCGCCGCCATCGCKTACGGCCTGGACAGAACGGGCAAGGGGGAGCGCAACGTGCTCATC 
TTTGACCTGGGCGGGGGCACCTTCGACGTGTCCATCCTGACGATCGACGAGKGCATCTTC 
GAGGTGAAGGCCACGGCCGGGGACACCCACCTGGGTGGGGAGGACTTTGACAACAGGCTG 
GTG/\ACCACTTCGTGGAGGAGTTCAAGAGAAAACACAAGAAGGACATCAGCCAGAACAAG 
CGAGCCGTGAGGCGGCTGCGCACCGCCTGCGAGAGGGCCAAGAGGACCCTGTCGTCCAGC 
ACCCAGGCCAGCCTGGAGATCGACTCCCTGTTTGAGGGCATCGACTTCTACACGTCCATC 
ACCAGGGCGAGGTTCGAGGAGCTGTGCTCCGACCTGTTCCGAAGCACCCTGGAGCCCGTG 
GAGAAGGCICTGCGCQACGCCAAGCTGGACAAGGCCCAGATTCACGACCTGGTCKTGGTC 
GGGGGCTCCACCCGCATCCCCAAGGTGCAGAAGCTGCTGCAGGACTTCTTC3UVCX3GGCX3C 

GCCATCCTGATGGGGGACAAGTCCGAGAACGTGCAGGACCTGCTGCTGCTGGACGTGGCT 

TCa^CCATTCOIACaAAGCaGACGCAGATCTTCACa^CCTACTCaSAaU^CCAACCCGGG 

gtgctgatccaggigtacgagggcgagagggccatgacgaaagac34ac3iatctgttgggg 
cgcttcgagctgagoggcatccctccggcccccaggggcgtgccccagatcgaggtgacc 
ttcgacatcgatgccaacggcatcctgaacgtcacggccacggacaagagcaccggcaag 
gccaacaagatcaccatcaccaacgacaagggccgcctgagcaaggaggagatcgagcgc 
atggtgcaggaggcggagaagtacaaagcggaggacgaggtgcagcgcgagagggtgtca 
gccaagaacgccctggagtcctacgccttcaacatgaagagcgccgtggaggatgagggg 
ctcaagggcaagatcagcgaggccgacaagaagaaggtgctggacaagtgtcaagaggtc 
atctcgtggciggacgccaacrccttggcx:gagaaggacgagtttgagcacaagaggaag 
gagctggagcaggtgtgtaaccccatcatcagcggactgtaccagggigccggtggtccc 

gaggaggtagattaggggcctttccaagattgctgtttttgttttggagcttcaagacit 
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TACTGCCATCTTACGACTATTTCTTCTTTTTAATACACTTAACTCAGGCCATTTTTTAAG 
TTCGTTACTTCy\ftAGTAAATaARCTTTAaAATTCAAGTGATGCCCTTTTATTCCTTTATT 
GTTTTCAGTAGGTCTGCTAAGGTGTTTCCATA 

>H_1.0.0_41040 Homo sapiens eDNA PLJ40060 fis, clone TCOIiN2000236, highly similar to PS5-C-F0S 

PROTO-0NCC3GENE PROTEIN si: gi-21757114/// [Humanj ongleur 201102 . cl . 1192 . singlet) [SEQ ID NO: 301] 

AACCGCATCTGCAGCGAGCAACTGAGAAGCCAAGACTGAGCCGGCGGCCX3CGGCGCAGCG 

AACGAGCAGTGACCGTGCTCCTACCCAGCTCTGCTTCACAGCGCCCACCTGTCTCCGCCC 

CTCGGCCCCTCGCCCGGCTTTGCCTAACCGCCACGATGATGTTCTCGGGCTTCAACGCAG 

ACTACGAGGCGTCATCCTCCCGCTGCAGCAGCGCGTCCCCGGCCGGGGATAGCCTCTCTT 

ACTACCACTCACCCTTTCGGAGTCCCCGCCCCCTCCGCTGGGGCTTACTCCAGGGCTGGC 

GTTGTGAAGACCATGACAGGAGGCCGAGCGCAGAGCATTGGCAGGAGGGGCAAGGTGGAA 

CAGTTATCTCCTGAAGAAGAAGAGAAAAGGAGAATCCGAAGGGAAAGGAATAAGATGGCT 

GCAGCCAAATGCCGCAACCGGAGGAGGGAGCTGACTGATACACTCCAAGCGGAGACAGAC 

C^ACTAGAAGATGAGAAGTCTGCTTTGCAGACCGAGATTGCCAaCCTGCTGAAGGAGAAG 

GAAAftACTAGAGTTCATCCIGGCAGCTCACCGACCTGCCTGCAAGATCCCTGATGACCTG 

GGCTTCCa«3AAGAGATGTCTGTGGCITCCCTTGATCTGACTGGGGGCCTGCCAGAGGTr 

GCCACCCCGGAGTCTGAGGAGGCCTTCACCCTGCCTCTCCTCAATGACCCTGAGCCCAAG 

CCCTCAGTGGAACCTGTCAAGAGCATCAGCAGCATGGAGCTGAAGACCGAGCCCTTTGAT 

GACTTCCTGTTCCCAGCATCATCCAGGCCCAGTGGCTCTGAGACAGCCCGCTCCGTGCCA 

GACATGGACCTATCTGGGTCCTTCTATGCAGCAGACTGGGAGCCTCTGCACAGTGGCTCC 

CTGGGGATGGGGCCCATGGCCACAGAGCTGGAGCCCCTGTGCACTCCGGTGGTCACCTGT 



TCGCTCAGCTCACCCACGCTGCTGGCCCTGTGAGGGGGCAGGGAAGGGGAGGCAGCCGGC 
ACCCACAAGTGCCACTGCCCGAGCTGGTGCATTACAGAGAGGASAAACACATCTTCCCTA 
GAGGGTTCCTGTAGACCTAGGGAGGACCTTATCTGTGCGTGAAACACACCAGGCTGTGGG 
CCTCAAGGACTTGAAAGCaiTCCATGTGiaSACrCAAGTCCTTACCTCTTCCGGAGATGTA 
6CAAAACGCATGGAGTGTGTATTGTTCCCAGTGACACTTCAGAGAGCTGGTAGTTAGTAG 

ATTAACTAATCTATrGGGTTa^TTATTGGAATTAACCTGGTGCTGGATATTTTCAAATTG 
TATCTAGTGCAGCTGATTTTAACAATAACTACTGTGTTCCTGGCAATAGTGTGTTCTGAT 



TAGAAATGACCAATATTATACTAAGAAAAGATACGACTTTATTTTCTGGTAGATAGAAAT 
AAATAGCTATATCCATGTACTGTAGTTTTTCTTCAACATCAATGTTCATTGTAATGTTAC 
TGATCATGCATTGTTGftSGTGGTCTGAATGTTCTGACATTAACAGTTTTCCATGAAAACG 

TATTTTTTTCTACCTTGAGGTCTTTTGACATGTGGAAAGTGAATTTGAATGAAAAATTTA 
AGCATTGTTTGCTTATTGTTCCAAGACATTGTCAATAAAAGCATTTAAGTTGAATGCG 

>H_1 . 0 . 0_24972 Homo sapiens kinesin-associated protein 3 (KIFAP3), raRNA cr: gi-18105053/// 

[Human_jongleur_201102 .11853 .Cl] [SEQ ID NO: 303] 

CAAGAGGTGCAGAGCAAGCGCATGCGTCGTGACGGCCCGGCTTAGGCGACTCTGGGCGGG 

TCTGGGCCGCTCCAGTGTTTTGGGGCACAGAAGCTGTGGGAGGAGCTGGAGGCTTCACCG 

TGGTAACCftCAGCGCroCTGCTGCCCCGCrTTGCAGGCCTCAGGACTGTCATCGCCTCTG 

GGTGTGAGGGTACTTTGGCCACCGTCCCCGGAAATAACCGCGCCTGCCTCTCAAGATACC 

CCATCCTCTCCACGCCGCTGCCGCTGCCGCCATGCAAGGGGAGGACGCCAGATACCTCAA 

AAGGAAAGTTAAAGGAGGGAATATAGATGTACATCCATCAGAAAAAGCACTCATTGTTCA 

CTATGAAGTGGAAGCTACCATTCTTGGAGAAATGGGGGACCCCATGTTGGGAGAACGAAA 

anAaTnTrBaaaaBTrBTTrRBrTTaananTrTfAATCiCfAACArAGATBTaArTTrrTT 



GGCAAGGAAGGTGGTTGAAGAATGTAAACTCATTCATCCTTCAAAACTAAATGAGGTaGA 



AAAATCAAGCAAGCCTAAAGATCCACCTCCTTTTGAAGGAATGGAGATTGATGAAGTTGC 
TAACATTAATGACATGGATGAATATATTGAGTTATTATATGAAGATATTCCTGACAAAGT 
TCGGGGTTCTGCTTTGATCCTGCAGCTTGCTCGAAATCCTGATAACTTGGAAGAACTACT 
ATTGAATGAAACTGCCCTTGGTGCATTAGCAAGGGTCCTGAGAGAAGACTCGAAflCAAAG 
TGTCGAGTTAGCTACMACATAATTTACaTCTTTTTTTGTTTCTCCAGCTTTTCTCAATT 
TCAT6GACTTATTACTCACTATAAAATTGGAGCTCTGT6TATGAATATTATTGATCATGA 
GTTRAAAAGACATGAGCTTTGGCAAGAAGAACTCTCAAAGAAGAAGAAAGCTGTTGATGA 
AGACCCTGAAAACCAAACCTTGAGAAAGGATTATGAAAAAACCTTTAAAAAGTACCAGGG 
GCTTGTGGTAAAACAGGAACAGCTATTACGAGTTGCTCTTTATTTGCTTCTGAATCTTGC 
TGAGGATACTCGTACCGAACTGAAAATGAGGAACAAGAACATAGTTCACATGTTGGTGAA 
AGCCCTTGATCGGGACAATTTTGAGCTGCTAATTTTAGTTGTGTCATTCTTGAAGAAACT 
CAGCATTTTTATGGAGAATAAAAATGATATGGTGGAAATGGATATTGTTGAAAAACTGGT 
GAAAATGATACCTTGTGAGCATGAAGACCTGCTGAATATCACCCTCCGACTTTTACTAAA 
CCTATCCTTTGACACAGGACTGAGGAATAAGATGGTACAAGTTGGACTGCTTCCCAAGCT 
CACTGCACT.CCTAGGCAATGACAACTACAAACAAATAGCAATGTGTGTTCTTTACCACAT 
AAGCATGGATGACCGCTTTAAATCAATGTTTGCATACACTGACTGTATACCACAGTTAAT 
GAAGATGCTGTTTGAATGTTCAGATGAACX3AATTGACTTGGAACTCATTTCTTTCTGCAT 
TAATCTTGCTGCTAACAAAAQAAATGTACAGCTTATCTGTGAAGGAAATGGGCTGAAGAT 
GCTCATGAAGAGGGCTCTGAA6TTTAAGGATCCATTGCTGATGAAAATGATTAGAAACAT 
TTCTCAGCATGATGGACCAACTAAAAATCTGTTTATTGATTATGTTGGGGACCTTGCAGC 
CCAGATCTCTAATGATGAAGAAGRGGAGTTTGTGATTGAATGTTTGGGAACTCTTGCAAA 
CTrGACCATTCCAGACTTAGACTGGGAATTGGTTCTTAAAGAATATAAGTTGGTTCCATA 
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3GTTTTCCACCAAGCCftCAAGAGACGTCATAA'rCAA 
GGAAACACAGGCTCCAGCATATCTCATAGACCTAATGCATGATAAGAATAATGAAATCCG 
AAAQGTCTGIGATAATACATTAGATATTATAGCGGAATATGATGAAGAATGGGCTAAGAA 
AATTCAGAGTGAAAAGTTTCGCTGGCATAACTCTCA6TG6CTGGAGATGGTAGAGAGTCG 
TCAGATGGATGAGAGTGAGCAGTACTTGTATGGTGATGATCGAATTGAGCCATACATTCA 
TGAAGGAGATATTCTCGAAAGACCTGACCTTTTCTACAACTCAGATGGATTAATTGCCTC 
TGAAGGAGCCATAAGTCCCGATTTCTTCAATGATTACCACCTTCAAAATGGAGATGTTGT 
TGGGCAGCATTCATTTCCTGGCAGCCTTGGAATGGATGGCTTTGGCCAACCAGTTGGCAT 
TCTTGGACGCCCTGCCACAGCATATGGATTCCGCCCTGATGAACCTTACTACTATGGCTA 
TGGATCTTGATAAAGTATCTGTTTCCATGTGTAATCTCAGCTTAGAAGAAATCTGTGTGG 
GTTGGGTTAATTTTGGATCTTTGCCTAATAATGCATGTTGATGTTATTGTGGGTCTGTGT 

AAGTACAGTTGATACTGACATTGTTCACTCATCAAACCACATCTTGATGCTAAGTAACAT 
TTCCCATGAGCCTCAAAACTGAATGCTGAAAAGCTACTAGACTGGAAAACAAACACTGCA 
TTATGTATGTTAAGTGACTAATTTAATTTCAATTAAAAAGCGTAAAGTGAATUITGAA 

>H_1.0.0_13332 Hbmo sapiens cytochrome P450, subfamily IIB (phenobarbital-inducible) , polypeptide 6 
(CYP2Be), raKNA cr: gi-205222Sl/// [Human_jon9leur_201102 .5324 .CI] [SEQ ID NO:. 304,317] 



AAGTAACTTCGGGTTCAGGTCCTGGATCCAGCAAAGGGTTT6CTTAACATTGCAAGAAAG 
ATGTTGCCTCATGGTCTiAAAGTCAGGCGTAGGATGAGACAGGCAGACACGCACACATTCA 
CACCCACGTTTTGCAAAGATGGACTGACCCTGTCAGAGGATGTGTGGGTGAAGGTGCACA 
GTGAGGATAGAGACATATGGGAGTCCAGTAGACATCAATCAAACTGGACTCAGTTTGCAC 
ACACCTGGAGCTCAAGAGTCTCCAGGGGGAAAACAGAGACACAAAGTCAGACAGAGAGAG 
AGCCAGAGAAATTTCCTGCACCGTGAAGATAGTCAGAGGCAGGGAAGAAACTCCTTAGCA 
CTAGTTAGAGTGATCAGAAACCAAGAGGACCTGATCGCTGTACCTGCCAGGTCTCAGTTT 
CTGTCTCCTTCCAACTGACCACCTCTTCCTCTGAGACTCACCAGTTCTGCATCTCTTGCT 

GGGGACACTGGA6ATAGACTCAGCATCTGCAGGCTTCCAAAGA6AGGGGCTAGGAGATCC 
ACCAACACACCAGCACJBVATACACCAGCACACACAGATACACACAATTGGTTCATGTATT 
GCTAGGTTACAGTTTGCTATGCTACAAAGGCAGTAGGCCSiAATTTGATTGAATTGAATAA 
TTCCTTATTTTCATCAGCTTCTCCTTTTTTTTTTTTTTTTTTTTTTTGAGATGGAGTATT 
GCTGTGTCACCCAGGCTGGAGTGCAGTGGTGTAATCTTGGCTCACTGCAGCCTCCACCTC 
CCAGGTTCAAGTGATTCTCTTGCCTCAGCCTCCCGAGTAGCTGGGATTARAAGTACCCAC 
CATCACGCCCGGTTAATTTTTGTGTTTTTAGTACAGATGGGGTTTTGCCATGTGGGCCAG 
GATGGTCTCGAACTCTTGACCTCAATTGATCTGCCCCCCTCAGCTTCCCAACGTGCTGGG 
ATTACAGGTGTGAGCCACCGCACCCAGCCAGCCTCTCAGTTTTGAACATGCACTACCACC 
ACCTCCACAACACACAAATGT?jyi.TGCACTTTCGTATATAAAACTGTATAAATACAAGGA 
AGCTCATACACATGCAAGGATACACACATAAGCACCCCCAGATTCAACCACAGAAATATA 
CGCCAGTACATTTGCATAAATTCAAACACCCCTTTACATGTAAAAATCATATAAGCACAT 
ACAGGGATGCAAGCUVGGCATGGACAAATGCATGCAAGCaCftGACAAACAGACAAAGCTAA 
GTAAAAAAGTGCAAGCTCACCTATGCTTACAAAAATAGACATACATATACCCACAAACCC 
ACACACCCACACATTCACTTGCTCACCTGGACTTTGATATCTCTACCACTGTATCCCTGC 
CAATATCTACAGAGTGGGTAAAGGGATAGGCATCAGGTCACTGGGTTGCCCAAGCAGGAA 
GTCTGGGTTCCCTAACAACTTTTTCTAAGCTAATGCTCCTGGATGATGATGAAAAAG6AG 
GTGGGGAATGGATGAAATTTTATAACAGGGTGCAGAGGCAGGGTCAGGATAAAAGGCCCA 
GTTGGAGGCTGCAGCAGGGTGCAGGGCAGTCAGACCAGGACCATGGAACTCAGCGTCCTC 
CTCTTCCTTGCACTCCTCACAGGACTCTTGCTACTCCTGGTTCAGCGCCACCCTAACACC 
CATGACCGCCTCCCACCAGGGCCCCGCCCTCTGCCCCTTTTGGGAAACCTTCTGCAGATG 
GATAGAAGAGGCCTACTCAAATCCTTTCTGAGGTTCCGAGAGAAATATGGGGACGTCTTC 
ACGGTACACCTGGGACCGAGGCCCGTGGTCATGCTGTGTGGAGTAGAGGCCATftCGGGAG 
GCCCTTGTGGACAAGGCTGAGGCCTTCTCTGGCCGGGGAAAAATCGCCATGGTCGACCCA 
TTCTTCCGGGGATATGGTGTGATCTTTGCCAATGGAAACCGCTGGAAGGTGCTTCGGCGA 
ITCTCTGTGACCACTATGAGGGACTTCGGGATGGGRAAGCGGAGTGTGGAGGAGCGGATT 
CAGGAGGAGGCTCAGTGTCTGATAGAGGAGCTTCGGAAATCCAAGGGGGCCCTCATG6AC 

CGATTCCACTACCAAGATCAAGAGTTCCTGAAGATGCTGAACTTGTTCTACCAGACTTTT 
TCACTCATCAGCTCTGTATTCGGCCAGCTGTTTGAGCTCTTCTCTGGCTTCTTGAAATAC 
ITTCCTGGGGCACACAGGCAAGTTTACAAAAACCTGCAGGAAATCaATGCTTACATTGGC 
CACAGTGTGGAGAAGCACCGTGAAACCCTGGACCCCAGCGCCCCCAAGGACCTCATCGAC 
ACCTACCTGCTCCACATGGAAAAAGAGAAATCCAACGCACACAGTGAATTCAGCCACCAG 
AACCTCAACCTCAACACGCTCTCGCTCTTCTTTGCTGGCACTGAGACCACCAGCACCACT 
CTCCGCTACGGCTTCCTGCTCATGCTCAAATACCCTCATGTTGCAGAGAGAGTCTACAGG 
GAGATTGAACAGGTGATTGGCCCACATCGCCCTCCAGAGCTTCATGACCGAGCCAAAATG 
CCATACACAGAGGCAGTCATCTATGAGATTCAGAGATTTTCCGACKTTCTCCCCATGGGT 
GTGCCCCACATTGTCACCCAACACACCAGCTTCCGAGGGTACATCATCCCCAAGGACACA 
GAAGTATTTCTCATCCTGAGCACTGCTCTCCATGACCCACACTA.CTTTGAAAAACCAGAC 
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GCCTTaU^TCCTGACCaCTTTCTGGATGCCaATG(3GGaiCTGAAAAAGACTGAAGCTTTT 
ATCCCCTTCTCCTTAGGGAAGCGGATTTGTCTTGGTGAAGGCRTCGCCCGTGCGSRATTG 
TTCCTCTTCTTCACCACCATCCTCCAGAACTTCTCCATGGCCAGCCCCGTGGCCCCAGAA 
GACATCGATCTGACACX:CC3«3GAGTGTGGTGTGGGGAAAATACCCCCAACATACC3«5ATC 
aSCTTCCTCCCCaXrraAAGGGGCTGAGGGAAGGGGGTCaAAGGATTCCy^GGGTmTTCA 

CTGCTAOU^GCCyVSCTTCCTTCCCCTCCATGGCACCAGTTGTCTGAGGTCaCATTGCAAG 
TGAGTGCAGGAGTGAGATTATCGAAAATTATAATATACAAAATCATATATATATATATGT 
TCTTGTTTTTTGAGACAGAGTCTCACACTGTTGCCCAGGCTGGAGTGCACTGGCGTGATC 
TTGGCTCACTGCAACCTCCACCCCCGGGGATCAAGCAACTCTCCTGCCTCAGCCTCCCTA 
GTAGCTGGGATTACAGGCATGCACTACCACGCTTGGCTAATTTTTGTATTTTTAGTAGAG 
ATGGGGTTTCACTGTGTAGGCCAGGCTGGTCTCGAACTCCTGAACTCAAGTGATTCACCC 
ACCTTAGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGTCACCGTGCCCAGCCATGTATA 
TATATAATTTTAAAAATTAAGCTGAAATTCACATAACATAAAATTAGCTGTTTTAAAGTG 
TAAAATTTA6TGGCGTGTGGTTCaTTCaaUiAGCTGTAC^CCACCACCATCTA6TT<Xa 
AACATTTTCTTTTTTTCTGAGATGGAGTCTCACTCTGTCACCCAGGTTCGAGTTCaGTGG 

CTCTGGAGGAGCTCGTATCaCAGGCGTCCCCCaCCAaKCTGGCTAAATTTTGTATTTTT 



ATCTCGGCCCCTGTCAATCTGGTTTTTGTCACTATGGACTTACCAATTCTGAATATTTCC 

GTCTCCCAGGCTGGAGTGCTATGGTGCAATTTTTGTTCACTGCAACCTCTGCCTTCCAAG 
ATCAAGAGATTCTCCAGTCTCAGCTCCCAAGTAGCTGGGATTACAGGCATGTACTACOiT 
GCCTGGCTAATTTTCTTGTAGTTTTAGTAGGGACATGTTGGCCAGGCTGGTGGTGAGCTC 
CT6GCCTCAGGTGATCCACCCACCTCAGTGTTCCAAAGTGCTGATATTACAGGCATAATA 
TGTGATCTTTTGTGTCTGGTTGCTTTCATGTTGAATGCTATTTTTGAGGTTCATGCCTGT 
TGTA6ACCACAGTCACACACTGCTGTAGTCTTCCCGAGTCCTCATTCCCAGCTGCKTCTT 

TGCACTGGTGCTTTGGATTCCCTGATATGTTCCTTCAAATCTGCTGAGAATTAAATAAAC 
ATCTCTAAAGCCTGACCTCCCCACGTC 

>H 1.0.0_135942 Homo sapiens similar to data source:MGD, source key.MGI:102849, 
evidenceilSS-kallikrein B, plasma 1-putative (LOC201859) , mRNA as: gi-20472737/// 
[gi|20472737|ref-+34M_114391.1|] [SEQ ID NO:. 305] 



ATTTATAGAATGAGTGAGATGATATTTCGAAGAATAAAGATGCCCTGGCTTTGGCTTGAT 
CTCTGGTACCTTATGTTTAAAGAAGGATGGGAACACAAAAAGAGCCTTCAGATCCTACAT 
ACTTTTACCAACAGTGTCATCGCTGAACGGGCCAATGAAATGAACGCCAATGAAGACTGT 
AGAGGTGATGGCAGGGGCTCTGCCCCCTCCAAAAATAAACGCAGGGCCTITCTTGACTTG 
CTTTTAAGTGTGACTGATGACGAAGGGAACAGGCTAA6TCATGAAGATATTCGAGAAQAA 
GTTGACACCTTCATGTTTGAGGTATTGTATATTGTTA6GTTCAGATATCATTAAACAAAT 
TTCAGTT 

>gi|l088447|dbj|D49387.l|HUMNADPDLB Human mRNA for NADP dependent leukotriene b4 12- 

hydroxydehydrogenase, partial cds [SEQ ID NOi 30S] 

GGCAGTGGAACCTTCGGGCTCCTGAGCTTCAGGATGGTTCGTACTAAGACATGGACCCTG 

AAGAAGCACTTTGTTGGCTATCCTACTAATAGTGACTTTGAGTTGAAGACAGCTGAGCTC 

CCACCCTTAAAAAATGGAGAGGTCCTGCTTGAAGCTTTGTTCCTCACCGTGGATCCCTAC 

ATGAGAGTGGCAGCCAAAAGATTGAAGGAAGGTGATACAATGATGGGGCAGCAAGTGGCC 

AAAGTTGTGGAAAGTAAAAATGTAGCCCTACCAAAAGGAACTATTGTACTGGCTTCTCCA 

GGCTGGACAACGCACTCCATTTCTGATGGGAAAGATCTGGAAAAGCTGCTGACAGAGTGG 

CCAGACACAATACCACTGTCTTTGGCTCTGGGGACAGTTGGCATGCCAGGCCTGACTGCC 



GCAGCTGGAGCTGTGGGCTCAGTCGTGGGGCAGATTGCAAAGCTCAAGGGCTGCAAAGTT 
GTTGGAGCAGTAGGGTCTGATGAAAAGGTTGCCTACCTTCAAAAGCTTGGATTTGATGTC 
GTCTTTAACTACAAGACX3GTA6AGTCTTTGGAAGAAACCTTGAAGAAAGC6TCTCCTGAT 
GGTTATGATTGTTAITTTGATAATGTAGGTGGAGAGTTTTCAAACACTGTTATCGGCCAG 
ATGAAGAAATTTGGftAGGATTGCCATATGTGGAGCCATCTCTACATATAACAGAACCGGC 
CcyiCTTCCCCCAGGCCmCCCCCaGAGATTGTTATCTATCAGGAGCTTCGCATGGAAGCT 
TTTGTCGTCTACCGCTGGCAAGGAGATGCCCGCCAAAAAGCTCTGAAGGACTTGCTGAAA 
TGGGTCTTAGAGGGTAAAATCCAGTACAAGGAATATATCATTGAAGGATTTGAAAACATG 
CCCCGG 

>H_1.0.0_19a67 Homo sapiens mitochondrial ribosomal protein S6 

mitochondrial protein, mRNA cr: gi-16554615/// [Humanjongleu 

CGGCGTCTGCGCAGCTGCCAGCGCCTTTAAGCCCGGGCTCGCGCTCTCGGACCGTGCTTT 

CGCCGCCTGGGAGCCGTCCGGCGCAGCAGTTTCTAGGTCCCCACTGTCCCCGCCGTCCCG 

CCCCTTCGCGTCCCGGGAACCGGCTGGCTTCCGAGCCGCACTCGCCGATCCTCCAGGCAT 

GCCCCGCTACGAGCTGGCTTTAATCCTGAAAGCCATGCAGCGGCCAGAGACTGCTGCTAC 

TTTGAAACGTACGATAGAGGCCCTGATGGACAGAGGAGCAATAGTGAGGGACTTGGAAAA 

CCTGGGTGAACGAGCGCTTCCTTATAGGATCTCTGCCCACAGTCAGCAGCACAACAGAGG 

CGGGTATTTCTTGGTGGATTTTTATGCACCCACCGCAGCTGTTGAAAGCATGGTGGAGCA 

CTTGTCTCGAGATATAGATGTGATTAGAGGGAATATTGTCAAACACCCTCTGACCCAGGA 
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ACTflaAAGAATGTGAAGGGRTTGTCCCAGTCCCACTCGCy^GAAAAATTATaTTCCaCAAA 
GftAGAGGJ^GARGTGAGAAGATTOKCAGaTTTTAGCCTTaTATGTAATTCCTTCRCATT 
TGGGOiGCaTGGACGAGAAGGAAGAATTTGCAAGTTTGGCCTTTATATAAGCATGTGTTG 
CaGGTGCTGTTTGATTTTTCTAkGGTATTTTTAGCCCITGATCCCCTTTGCTTGCGAGflG 
5 GTGGGGAACTGCTCACTGACAGCTTCTCTGTAACCTGCAGTACCAGTGGATCATTCTTGA 
TTTTGTTTTCATTAGTGTCATTTCTTTGTCATTGAGGACTTTTCCCCTTACAACAGTAAC 
ACCATTTTTTGAAGAGCAAAACTTATAATACCTCCTGGGATTGTGAGCTAGTCaTTCAGC 
CTGTGTAACCATGTGGAAATAAAAATTGACGACCARTGTATTATATGGACAACTTTTGCT 
TTGAGTAATAAACTTGATTGTAGGAATGTG 
10 >H_1.0.0_18527 Homo sapiens D-lactate dehydrogenase (LDHD) , mRNA cr: gi-23821028/// 
[Huinan_jongleur_201102 . 8179 .CI] [SEQ id NO: 309] 
CCACGCGTCCGGTCACCCTGCCACCCAGTGCTCACACCCTCTGGCCAGTGCCTGGCTATG 
GCCCGACTGCTCAGGTCTGCAACCTGGGAGCTGTTCCCCTGGAGGGGCTACTGCTCCCAG 

1 5 TCCCACGTGTCCACTGCCGCGGTGGTCCX3AGAGCAGCACGGGCGCGATGAGTCGGTGCAC 

AGGTGCGAACCTCCTGATGCTGTGGTGTGGCCCCAGAACX3TGGAGCAGGTCAGCCX3GCTG 

GCaGCCCTGTGCTATOXiaUVGGTGTGCCXaTCATCCCATTCGGCACCGGCacCGGGCTT 

GAGGGTGGCGTCTGTGCTGTGCAGGGCGGCGTCTGCGTTAACCTGACGCATATGGACCGA 

ATCCTGGAGCTGAACCAGGAGGACTTCTCTGTGGTGGTGGAGCCAGGTGTCACCCGCAAA 
20 GCCCTCAACGCCCACCTGCGGGACAGCGGCCTCTGGTTTCCCGTGGACCCAGGCX3CGGAC 

GCCTCTCTCTGTGGCATGGCGGCCACCGGGGCGTCGGGGACCAACGCGGTCCGCTACGGC 

ACCATGCGGGACAACGTGCTCAACCTGGAGGTGGTGCTGCCCGACGGGCGGCTGCTGCAC 

ACGGCGGGCCGAGGCCGGCATTTCCGGAAGAGTGCAGCCGGCTACAACCTCACGGGGCTC 

TTC6TGGGCTCCGAGGGGACGCTGGGCCTCATCACAGCCACCACCCTGCGCCTGCACCCT 
25 GCCCCTGAGGCCACAGTGGCCGCCACGTGTGCGTTCCCCAGTGTCCAGGCTGCTGTGGAC 

AGCACTGTACACATCCTCCAGGCTGCAGTGCCCGTAGCCCGCATTGAGTTCCTGGATGAA 

GTCATGATGGATGCCraCAACyWMTACAGCSUUKTGAATTGCTTAGTGGCGCCCATACTC 

TTCCTGGAGTTCOiTGGCTCCCaGCaGGCACTGGAGGAGCAGCTGCAGCGCaCAGAGGAG 

3 0 GGCTTTGGACAGCACGGCACAATGCCTGGTACGTCAGCCCTGGCCACGCGGCCAGGCTGC 

ACCAAGGAGGATCTGAATGCCTCAGGACTCACAGGAAGCATTGTCGGGCATGTGGGTGAC 

GGCAACTTCCACTGCATCCTGCTGGTCAACCCTGATGACGCC6AGGAACTGGGCA6GGTC 

AAGGCTTTTGCAGAACSGCTGGGCAGGCGGGCACTGGCTCTCCACGGAACGTGCAACGGG 
35 GGGAGCATGGCATCGGAAATGGGCAAGCGGCACGTGCTGCAGGGAGGAfiGTGGGCGCCGT 

GGGCTGGGAAGACCATGCGGCACGTCAAAGGCCGTGCTAGACCCCCAAGGCCTCATGAAT 

CCaGGCAAAGTGCT GTGA ASGGGGTCTGAGCACTTAGCCCACAAGTTCCCTGACTACGGA 

GCCGGTTCTGGAACTTTTCTTCATGCCACGGCCCCTGCAAGAAAATAGATGCTGAGGCAG 

TCTTCCTGCCAGCGAGCKCACTGTATCTGGGCCCAAGGCCAGAGGGCCCAGAGAGAAGCC 
40 TGAGCACCGTGTTACCTCCCTGGCCCTCTGGCTG6CCCCAGGAGCCTTTGGTTCAGTAAA 



ACTGCCGGGGTC CCAGGACCCTTCCCCCTTCACETGGTGACAGGAACACTCCTTTCCTGG 

TATGGAACGTGAGCTCCCGTGACAGATGATAGGTCTTCTCCTTGGGGCCTCCCCCCAATA 
45 AATCTGTAATAAACCTGN 

>H_1.0.0_losai Homo sapiens methylene tetrahydrof elate dehydrogenase (NAD+ dependent), 

methenyltetrahydrofolate cyclohydrolase (MTHFD2), nuclear gene encoding mitochondrial protein, mRNA 

or: gi-13699869/// [Human_jongleur_201102 . 3990 . C6] [SEQ ID NO: 310] 

ATATAACCGCGTGGCCCGCGCGCGCGCTTCCCTCCCGGCGCAGTCACCGGCGCGGTCTAT 
50 GGCTGCGACTTCTCTAATGTCTGCTTTGGCTGCCCGGCTGCT6CAGCCCGCGCACAGCTG 

CTCCCTTCGCCTTCGCCCTTTCCACCTCGCGGCaGTTCGAAATGAAGCTGTTGTCATTTC 

TGGAAGGAAACTGGCCCAGCAGATCAAGCAGGAAGTGCGGCAGGAGGTAGAAGAGTGGGT 

GGCCTCAGGCAACAAACGGCCACACCTGAGTGTGATCCTGGTTGGCGAGAATCCTGCAAG 

TCACTCCTATGTCCTCAACAAAACCAGGGCAGCTGCAGTTGTGGGAATCAACAGTGAGAC 
55 AATTATGAAACCAGCTTCAATTTCAGAGGAAGAATTGTTGAATTTAATCAATAAACTOAA 

TAATGATGATAATGTAGATGGCCTCCTTGTTCAGTTGCCTCTTCCAGAGCATATTGATGA 

GAGAAGGATCTGCAATGCTGTTTCTCCAGACAAGGATGTTGATGGCTTTCATGTAATTAA 



60 GTCAAAAAACGTTGGAATGCCCATTGCAATGTTACTGCACACAGATGGGGCGCATGAACG 
TCCCGGAGGTGATGCCACTGTTACAATATCTCATCGATATACTCCCAAAGAGCAGTTGAA 
GAAACATACAATTCTTGCAGATATTGTAATATCTGCTGC31GGTATTCCAAATCTGATCAC 
AGCAGATATGATCAAGGAAGGAGCAGCAGTCATTGATGTGGGAATAAATAGAGTTCACGA 
TCCTGTAACTGCCAAACCCAAGTTGGTTGGAGATGTGGATTTTGAAGGAGTCAGACAAAA 

65 AGCTGGGTATATCACTCCAGTTCKTGGAGGraTTGGCCCCATGACAGTGGCAATGCTAAT 
GMGAATACCATTATTGCTGCAAAAAAGGTGCTGAGGCTTGAAGAGCGAGAAGTGCTGAA 
GTCTAAAGAGCTTGGGGTAGCCACTAATTAACTACTGTGTCTTCTGTGTCACAAACAGCA 
CTCCAGGCCAGCTCAAGAAGCAAAGCAGGCCAATAGAAATGCAATATTTTTAATTTATTC 
TACTGAAAXGGTTTAAAATGATGCCTTGTATTTATTGAAAGCTTAAATGGGTGGGTGTTT 

70 CTGCACATACCTCTGCAGTACCTCACCAGGGAGCATTCCAGTATCATGCAGGGTCCTGTG 
ATCTAGCCAGGAGCAGCCATTAACCTAGTGATTAATATGGGAGACATTACCATATGGAGG 





163/349 



wo 03/058201 



PCT/LS02/41825 



:o Forkhead-like transcription factor BF-1, clone MGC:335a3 
gi-23241914/// [Hunian_jongleur_201102.ol. 11482. Ginglet] [SEQ 



ATGGATGCTTCACTTTGTCftAGCaCCTCaGTTACACaTTCGCCTTTTCTAGGATTOCATT 
TCCCMGTGCTATTGCJ^ATAACAGTTGATACTCATTTTAGGTACCAGaCCTTTTGAGTTC 
AACTGATOWVCCAAAGGAAAAGTGTTGCTAGAGAAAATTGGGGAAAAGGTGAAAAAGAA 
AAAATGGTAGTAATTGAGCAGAAAAAAATTARTTTATATATGTATTGATTGGCAACCAGA 
TTTATCTAAGTAGAACTGAATTGGCTAGGAAAAAAGAAAAACTGCRTGTTAATCATTTTC 
CTAAGCTGTCCTTTTGAGGCTTAGTCAGTTTATTGGGAAAATGTTTAGGATTATTCCTTG 
CTATTAGTACTCATTTTATGTATGTTACCCTTCAGTAAGTTCTCCCCATTTTAGTTTTCT 
AGGACTGAAAGGATTCTTTTCTACATTATACATGTGTGTTGTCATATTTGGCTTTTGCTA 
TATACTTTAACTTCATTGTTAAATTTTTGTAITGTATAGTTTCTTTGGTGTATCTTAAAA 
CCTATITrTGAAAAACAAACTTGGCTTGATAATCATTTGGGC7«;CTTGGGTAAGTACGCA 
ACTTACTTTTCCACCyu«M3AACTGTCaGCaGCTGCCTGCTTTTCTGTGATGTATGTATCC 
TGTTGACTTTTCCAGAAATTTTTTAAGAGTTTGAGTTACTATTCAATTTAATCAGACTTT 
CTGATTAAAGGGTTTTCTTTCTTTTTTAATAAAACACATCIX3TCTGGTATGGTATGAATT 

>H_1.0.0_55112 Homo sapiens, aimi; 
IMAGE:4823883, mRNA, complete cds 
ID NO: 311] 

AGCX3GGCTCCCGCGCCGCCGCCGCCGTTTCCCCCCGACGACTGGGTGATGCTGGACATGG 
GAGATAGGAAAGAGGTGAAAATGATCCCCAAGTCCTCGTTCAGCATCAACAGCCTGGTGC 
CCGAGGCGGTCCAGAACGACAACCACCACGCGAGCCACGGCCACCACAACAGCCACCACC 
CCCAGCACCACCACCACCACCACCACCATCACCACCACCCGCCGCCGCCCGCCCCGCAAC 



CCCAGACGCGGGGCGCCCCGGCCGCCGACGACGACAAGGGCCCCCAGCAGCTGCTGCTCC 
CGCQGCCGCCACKGCCACCACCGGCCGCCGCCCTGGACGGGGCTAAAGCX3GACGGGCTGG 



AGGAGAAGGGCGCCGGCGCCBGGGGGGAGGAGAAGAAGGGGGCGGGCGAGGGCGGCAAGG 
ACGGGGAGGGGGGCAAGGAGGGCGAGAAGAAGAACGGCAAGTACGAGAAGCCGCCGTTCA 
GCTACAACGCGCTCATCATGATGGCCATCCGGCAGAGCCCCGAGAAGCGGCTCACGCTCA 
ACGGCATCTACGAGTTCATCATGAAGAACTTCCCTTACTACCGCGAGAACAAGCAGGGCT 
GGCAGAACTCCATCCGCCACAATCTGTCCCTCAACAAGTGCTTOGTGAAGGTGCCGCGCC 
ACTACGACGACCCGGGCAAGGGCAACTACTGGATGCTGGACCCGTCGAGCGACGACGTGT 
TCATCGGCGGCACCACGGGCAAGCTGCGGCGCCGCTCCACCRCGTCGCGGGCCAAGCTGG 
CCTTCAAGCGCGGTGCGCGCCTCACCTCCACCGGCCTCACCTTCATGGACCGCGCCGGCT 
CCCTCTACTGGCCCATSTCGCCCTTCCTGTCCCTGCACCACCCCCGCGCCAGCAGCACTT 
TGAGTTACAACGGCACCACGTCGGCCTACCCCAGCCACCCCATGCCCTACAGCTCCGTGT 
TGACTCAGAACTCGCTGGGCAACAACCACTCCTTCTCCACa3CC3\ACX3GCCTGAGCGTGG 
ACCGGCTGGTCAACGGGGAGATCCCGTACGCCACGCACCACCTCACGGCCGCCGCGCTAG 
CCGCCTCGGTGCCCTGCGGCCT6TCGGTGCCCTGCTCTGGGACCTACTCCCTCAACCCCT 
GCTCCGTCAACCTGCTCGCGGGCCAGACCAGTTACTTTTTCCCCCACX3TCCCGCACCCGT 
CAATGACTTCGCRGAGCAGCACGTCCATGAGCGCCAGGGCCGCGTCCTCCTCCACX3TCGC 
CGCAGGCCCCCTCGACCCTGCCCTGTGAGTCTTTAAOACCCTCTTTGCCAAGTTTTACGA 



ACCCTTTAATACATTAACATCCCTGGGACCAGACTGTAAGTCAACGTTTTACACACATTT 
GCATTGTAAATGATAATTAAAAAAATAAGTCCAGGTATTTTTTATTAAGCCCCCCCCTCC 
CATTTCTGTACGTTTGTTCAGTCTCTAGGGTTGTTTATTATTCTAACAAGGTGTGGAGTG 
TCAGCJGAGGTGCAATGTGGGGAGAATACATTGTAGAATATAAGGTTTGGARGTCAAATTA 
TAGTAGAATGTGTATCTAAATAGTGACTGCTTTGCCATTTCATTCAAACCTGACAAGTCT 
ATCTCTAAGAGCCGCCAGATTTCCATGTGTGCAGTATTATAAGTTATCATGGAACTATAT 
GGTGGACGCAGACCTTGAGAACAACCTAAATTATGGGGAGAATTTTAAAATGTTAAACTG 
TAATTTGTATTTAAAAAGCAITCGTAGTAAAGGTGCCCAAGAAATTATTTTGGCCATTTA 
TTGTTTTGTCCTTTTCTTTAAAGAACTGTTTTTTTTTCTTTTGTrrACTTTTAGACCAAA 
GATTGGGTTCTAGAAAATGCACTTGGTATACTAAGTATTRAAftCftAACAAAAAGGAAAGT 
TGTTTCAGTTGGCAACACTGCCCATTCAATTGAATCAGAAGGGGACSUiAATTAACGATTG 
CCTTCAGTTTGTGTTGTGTATATTTTGATGTATGTGGTCACTAACAGGTCACTTTTATTT 
TTTCTAAATGTAGTGAAATGTTAATACCTATTGTACTTATAGGTAAACCTTGCS^ATATG 
TAACCTGTGTTGCGCAAATGCCGCATAAATTTGAGTGATTGTTAAIGTTGTCTTAAAATT 
TCTTGATTGTGATACTGTGGTCATATGCCCGTGTTTGTCACTTACAAAAATG'frTACTAT 
GAACAmCAGAAATAAAAAATAGGCTAAATCCmNrnWNNNNNNNNNN 

>H_1.0.0_38297 Homo sapiens cytochrome P450 variant 3A7 (CYP3A7) mRNA, complete cds si- 

12082808/// [Human_jongleur_201102.cl. 90. singlet] [SEQ ID NO- 312] 

ATGGATCTCATCCCAAACTTGGCCGTGGAAACCTGGCTTCTCCTGGCTGTCAGCCTGATA 

CTCCTCTATCTATATGGAACCCGTACACATGGACTTTTTAAGAAGCTTGGAATTCCAGGG 

CCCACACCTCTGCCTTTTTTGGGAAATGCTTTGTCCTTCCX3TAAGGGCTATTGGACGTTT 

GACATGGAATGTTATAAAAAGTATAGAAAAGTCTGGGGTATTTATGACTGTCAACAGCCT 

ATGCTGGCTATCACAGATCCCGACATGATCAAAACAGTGCTAGTGAAAGAATGTTATTCT 

GTCTTCACAAACCGGAGGCCTTTCGGGCCAGTGGGATTTATGAAAAATGCCATCTCTATA 

GCTGAGGATGAAGAATGGAAGAGAATACGATCATTGCTGTCTCCAACATTCACCA6CGGA 

AAACTCAAGGAGATGGTCCCTATCATTGCCCAGTATGGAGATGTGTTGGTGAGAAATCTG 

AGGOSGGAAGCAGAGACAGGCAAGCCTGTCACCTTGAAACACGTCTTTGGGGCCTACAGC 

ATGGATGTGATCACTAGCACATCATTTGGAGTGAGCATCGACTCTCTCAACAATCCACAA 

GACCCCTTTGTGGAAAACACCAAGAAGCTTTTAAGATTTAATCCATTAGATCCATTCGTT 
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CTCTCAATAAAAGTCTTTCCATTCCTTACCCCSW^TTCTTGAAGCATTAAATATCACTGTG 
TTTCCAAGAAAAGTTATAAGTTTTCTAACAAAATCTGTAARACAGATAAAAGAAGCjrCGC 
CTCAAAGAGACACAAAAGCACCGAGTGGATTTCCTTCAGCTGATGaTTGACTCTCaCSAAT 
TCAAAAGACTCTGAGACCCACAAAGCTCTGTCTGATCTGGAGCTCATGGCCCARTCAATT 
ATCTTTATTTTTGCTGGCTATGAAACCACGAGCAGTGTTCTCTCCTTCATTATATATGAA 
CTGGCCACTCACCCTGRTGTCCAGCAGAAAGTGCAGAAGGAAATTGATACAGTTTTACCC 
AATAAGGCACCACCCACCTATGATACTGTGCTACAGTTGGAGTATCTTGACATGGTGGTG 
AATGAAACACTCAGATTATTCCCAGTTGCTATGAGACTTGAGAGGGTCTGCAAAAAAGAT 
GTTGAAATCAATGGGATGTITATTCCCAAAGGGGTGGTGGTGATGATTCCAAGCTATGTT 

AAAAAGAACAAGGACAACATAGATCCTTACATATACACACCCTTTGGAAGTGGACCCAGA 
AACTGCATTGGCATGAGGTrrGCTCTCGTGAACATGAAACTTGCTCTAGTCAGAGTCCTT . 
CAGAACTTCTCCTTCAAACCrrGTAAAGAAACyiCAGATCCCCCTGAAATTACXSCrrTTCGA . 
GGACTTCTTCTAACAGAAAAACCCATTGTTCTAAAGGCTGAGTCAAGGGATGAGACCTTT 
GTAGATATGGAGCCCATTCACATGGACTTTTTAAGAAGCTTOGCATTCCAGGGCCCACAC 
CTCTGCTTTTTTTGGGAACTACTTTGTCCTACCATCAGATCCCGCTGA 

>H_1.0.0_10041 Homo sapiens hypothetical protein FLJ10830 (FLJ10830) , mENA cr: gi-892269a/// 

[Huinan_3ongleur_2Qll02.3671.C2] [SEQ ID NO: 314] 
ACGTGGTACGGAACCGGCGCCGCGCTTGCTGCTGGTAACAGGGCCTTGCCTAGTGGGCCT 
TCCTTCCCAGGTCGCCCCTCAGTCTCCACTAGAGACAGGACTGACCAGTTGCTCTTCCTT 
CCAAGAACCTTCGAGATCTGCGGTCTGGGGTCTGGTTGAAAGATGGCGGCCCTCACTACC 
CTGTTTARGTACATAGATGAAAATCAGGATCGCTACATTAAGAAACTCGCaAAATCGGTG 
GCTATCCAGAGTGTGTCTGCGTGGCCGGAGAAGAGAGGCGAAATCAGGAGGAT6ATGGAA 
GTTGCTGCTGCAGATGTTAAGCAGTTGGGGGGCTCTGTGGAACTGGTGGATATCGGAAAA 
CAAAAGCTCCCTGATGGCTCKGAGATCCCGCTCCCTCCTATTCTGCTC6GCAGGCTCGGC 
TCCGACCCACAGAAGAAGACCGTGTGCATTTACGGGCACCTGGATGTGCAGCCTGCAGCC 
CTGGAGGACGGCTGGGACAGCGAGCCKTTCACCCTGGTGGAGCGAGACGGCAAGCTCTAT 
GGGAGAGGTTCGRCTGATGATAAGGGCCCGGTGGCCGGCTGGATAAACGCCCTGGAAGCG 
TATCAGAAAACAGGCCAGGAGATTCCTGTCAACGTCrGATTCTGCCTCGAAGGCATCGAG 
GAGTCAGGCTCTGAGGGCCTAGACGAGCTGATTTTTGCCCGGAAAGACACATTCTTTAAG 
GATGTGGACTATGTCTGCATTTCTGACAATTACTGGCTGGGAAAGAAGAAGCCCTGCATC 
ACCTACGGCCTCAGGGGCATTTGCTACTTTTTCATCGAGGTGGAGTGCAGCAACS^AAGAC 
CTCCATTCTGGGGTGTACGGGGGCTCGGTGCATGAGGCCATGACTGATCTCATTTTGCTG 
ATGGGCTCTTTGGTGGJaaAGAGGGGGAACATCCTGATCCCCGGCATTAACGAGGCCGTG 
GCCGCCGTCACGGAAGAGGAGCACAAGCTGTACGACGACATCGACTTTGACATA6AGGAG 
TTTGCCAAGGATGTGGGGGCGOMaTCCTCCTGCACAGCCACAAGAAAGACATCCTCATC 
CACCGATGGCGGTACCCGTCTCTGTCCCTCCATGGCATCGAAGGCGCCTTCTCTGGGTCT 
GGGGCCAAGACCGTGATTCCCafiGAAGGTGGTTGGCAAGTTCTCCATCAGGCTCGTOCCG 
ftACATGACTCCTGAAGTCBTafflCGAGa«MTaiCAAGCTA<XTAACTAAGAAGriTGCT 
GAACTACGCAGCCCCAATGAGTTCAAGGTGTACATGGGCCACGGTGGGAAGCCCTGGGTC 
TCCGACTTCAGTCACCCTCATTACCTGGCTGGGAGAAGAGCCATGAAGACAGTTTTTGGT 
GTTGAGCCAGACTTGACCAGGGAAGGCGGCAGTATTCCCGTGACCTTGACCTTTCAGGAG 

CAGAATGAAAAGCTCAACAGGTATAACTACATAGAGGGAACCAAGATGCTGGCCGCGTAC 
CTGTATGAGGTCTCCCAGCTGAAGGACTAGGCCAAGCCCTCTGTGTGCCATCTCCAATGA 
GAAGGAATCCTGCCCTCACCTCACCCTTTTCCAACTTGCCCAGGGAAGTGGAGGTTCCCT 
CTTTCCTTTCCCTCTTGTCAGGTCATCCATGACTTTAGAGAACAGACACAAGTGTATCCA 
GCTGTCCACGGGTGGAGCTACCCGTTGGGCTTATGAGTGACCTGGAGTGACAGCTGAGTC 
ACCCTGGGTAAGTTCTCAGAGTGGTCAGGATGGCTTCiACCTGCAGAAGATACCCAAGGTC 

TAATCGAGCACTTTGGGAGGCCAAGACAGGAGGATCACTTGAGGCCAGGAGTCTGAGACA 
AGCCTAGGCAACAAAACAAGACTCTGTCTCTACAAAAAGTTTAAGAAATGAGCCAGACAT 
GGTGGTGTATGCCTGTAGTCCCAGCCACTCAGAAGGCTGAGGCAGGAGGATCGCTTGAGA 
CCAAGAGTTTGAGCCTGCGGTGAGCTGTGAATGCACCACGGCACTCAAGCCTGGGCAATC 
TAGCAAGATCCTGTCTCTACAAGAAATTTTTTAAAAATGAGCCAAGTGTGGTGGTGCATC 
CCTGTAGTTCCAGCTACTCAGGACACTGACGTAGGAGGGTTCCTTGAGACTGAGAGTTGG 
AGGCTGCGATGAGCCATGAATGCCCCACTGCACTCCAGCCTGGGCGACAGAACGAGRCCX; 
CATCTCftAAAAAAATAAGTTCTGGTTGTCATTGAATTGGGATAAACAGAGAGCTTGATGC 
TTTCTGCCaTCTGTCTCaGGTGATGCATTGCACATTTGGGATATTTCGAAAGGAAATGAG 



rCCTTTTCTCAAG 

ACCTTCACCATTACTGCTGTTTTCCTGTCTTCTCTTTAGTATGATCCCTCAAAACCrCAC 
TAACTGGAAGGATGATTTTGTCTCAGTTTGTACTCCTAAATAAAAAGTAAACATGACACC 

TCT 



>H_l.o.O_194lo Homo sapiens dipeptidc. 

[Human_jongleur_201102.8623.Cl] [SEQ ID NO: 3151 
CGGGGGGGTACTGTGCGAGCCCTCAAGGAGGTGGCTGTTCTCTAGCTGGAGAGCTCCX3TG 
GGTGGCAGGACTGAACTTGAACACCAGAAACAACCCCCAAGCCTTGTGACCTGGGAGGCA 
GGAGGCGGGTCTGTCTCCCTGGGACTTGGGTGGCTGAGCCGAGGTACTCGGGACCCTGTC 



1 (renal) (DPEPl) , mRNA cr: gi-475ai89/// 
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GCTGCTGGATATGTTCAACAACCGGCTGCAGGftCGftGftGGGCCAACCTGACKACCTTGGC 
CGGCACACACACCAACATCCCCAAGCTGAfiGGCCGGCTTTGTGGGAGGCCAGTTCTGGTC 
CGTGTACACGCCCTGCGACACCCAGAACAAAGACGCCGTGCGGRGGACGCTGGAGCRGAT 
GGACGTGGTCCACCGCATGTGCCGGATGTACCCGGRGACCTTCCTGTATGTCACCAGCAG 
TGCAGGCATTCGGCAGGCCTTCCGGGAAGGGAAGGTGGCCAGCCTGATCGGCGTGGAGGG 
CGGCCACTCCATTGACAGCAGTTTGGGCGTCCTGCGGGCACTCTATCAGCTGGGCATGCG 
GTACCTGACCCTCACCCACAGCTGCAACACGCCCTGGGCTGACAACTGGCTGGTCGACAC 
GGGAGACAGCGAGCCCCAGAGCCAAGGCTTGTC3VCCCTTTGGGCAGCGTGTGGTGAAGGA 
GCTGAACCGTCTGGGGGTCCTCATCGACTTGGCTCACGTGTCTGTGGCCaCCATGAAGGC 
CACCCTGCAGCTGTCCAGAGCCCCGGTCATCTTCaGCCACTCCTCGGCCTACAGCGTGTG 
CGCAAGCCGGC6CAACGTGCCTGACGACGTCCTGAGGCTGGTGAAACAGACAGACAGCCT 
G6TGATGGTGAACTTCTACAACAATTACATITCCTGCACCAACAAGGCC3ACCTGTCKCA 
AGTGGCCGACCATCTGGATCACATCS^GGAGGTGGCAGGAGCCAGAGCCGTGGGTTTTGG 
TGGGGACTTTGATGGTGTTCCAAGGGTCCCTGAGGGGCTG6AGGRCGTCTCCAAGTATCC 
AGACCTGATCGCTGAGCTGCTCAGGAGGAACTGGACGGAGGCGGAGGTCAAGG6CGCACT 
GGCTGACAACCTGCTGAGGGTCTTCGAGGCTGTGGAACAGGCCAGCAACCTCACACAGGC 
TCCCGAGGAGGAGCCCATCCCGCTGGACCAGCTGGGTGGCTCCTGCAGGRCCCATTACGG 
CTACTCCTCTGGGGCTTCCAGCCTCCATCGCCACTGGGGGCTCCTGCTGGCCTCCCTCGC 
TCCCCTGGTCCTCTGTCTGTCTCTCCTGTGAAACCTGGGAGACCAGAGTCCCCTTTAGGG 
TTCCCGGAGCTCCGGGAAGACCCGCCCATCCCAGGACTCCAGATGCCAGGAGCCCTGCTG 
CCCACATGCAAGGACCAGCATCTCCTGAGAGGAOGCCTGGGCTTACCTGGGGGGCAGGAT 
GCCTGGGGACAGTTCAGGACACACACACAGTAGGCCCGCSU^TAAAAGCAACACCCCTTCA 

>gi|20270509|ref |NG|00115a.l| Homo sapiens metallothionein 2 pseijdogene 1 (processed) (MT2P1) ( 
chromosome 4 [SEQ ID NO: 319] 

ACCGCACTGTGGCAGTGGCGATTGAGCAGTGCAAGAGAAATAGTCTGATACTGAAATGTT 
GAGCAAAAGTTTAAAAGGACAACAGTATTGACCACGCCTCCTCCAAGTCCCAGCGAGCCC 
GTGTACAACCTGTCCCGACTCTACCCGCCTCTTCAGCTCGCCATGGATCCCAACTGCTCC 
TGTGCCGCCAGTGACTCCTGCACCTGCGCCGGCTCCIGCAAGTGCAAAGAGTGCAAATGC 
ACCTCCTGCAAGAAAAGCTGCTGCTCCTGCTGTCCTGTGGGCTGTGCCAAGTGTGCCCAG 
GGCTGCATCTGCAAAGGGGCGTCGGACAAGTGCAGCTGCTGTGCCTGATGCTGGGACAGC 
CCTGCCCCCAGATGTAAATAACGCGACCTCTACAAACCTGGATTTTTTATGTACAACCCT 
GACCCTGACGTTTGCTftGATTCCTTTTTTTATGAAATAATGTGAATGATAATAAAACAGC 
TTTGACTTGAAAAAAAAAAAAAAAAGAGAATAGTATTAAAGTACCAGATAAACTCTACCA 
CTGTTTTATTAAATTTTAATATAAATAAACTATGTAAAATAATTCATGATTGTAGCAGGT 
TATCTAA 

>H_1.0.0_4048 Homo sapiens zuotin related factor 1 (ZRFl) , mRNA cr: gi-220497Sl/// 
[Human_jongleur_201102.987.C3] [SEQ ID NO: 321] 
GTGAGACTGGCCTCCACACCACGRAAGATCCATCCCGGAAGTGCTTACTGGTCGTCTCCA 
TGCGCCGGTTCCTGGGCGTCTTAGAGCCAAGGCGCGAGGCTCGGAGTGAGAGGTAGAGCT 
GGAGGGGACCCTAAGCGCCCTCCGCCCGGGACGTGAGCCGCTGCGCCCACCGGGCTAGAC 
CCGGCGCCATCATGCTGCTTCTGCCAAGCGCCGCGGACGGCCGGGGCACCGCCATCACCC 
ACGCTCTGACCTCTGCCTCTACACTCTGTCAAGTTGAACCTGTGGGAAGATGGTTTGAAG 
CTTTTGTTAAGAGGAGAAACAGAAATGCTTCTGCCTCTTTTCAGGAACTGGAGGATAAGA 
AAGAGTTATCCGAGGAATCAGAAGATGAAGAATTGCAGTTGGAAGAGTTTCCCATGCTGA 
AAACACTTGATCCCAAAGACTGGAAGAACCAAGATCATTATGCAGTTCTTGGACTTGGCC 
ATGTGAGATACAAGGCTACACAGAGACAGATC3U«GCAGCTCATAAAGCAATGGTTTTAA 
AACaTCACCCAGACAAACGGAAAGCAGCTGGTGAACCAATAAAAGAAGGAGATAATGACT 
ACrrCACTTGCATAACTAAAGCTTATGAAATGTTATCTGATCKAGTGAAAAGACGAGCAT 
TTAACAGTGTAGATCCTACTTTTGATAACTCAGTTCCTTCTAAAAGTGAfiGCAAAGGATA 
ATTTCTTCGAAGTGTTTACCCCAGTGTTTGAAAGGAATTCCAGATGGTCAAATAAAAAAA 
ATGTTCCTAAACTTGGTGATATGAATTCATCATTTGAAGATGTAGATATATTTTATTCTT 
TCTGGTATAATTTTGATTCTTGGAGAGAATTTTCTTATTTAGATGAAGAAGAAAAAGAAA 
AAGCAGAATGTCGTGATGAGAGGAGATGGATTGAAAAGCAGAACAGAGCAACAAGAGCAC 
AAAGAAAAAAAGAAGAAATGAACAGAATAAGAACATTAGTTGACAATGCATACAGCTGTG 
ATCCAAGGATAAAAAAGTTCAAGGAAGAAGAAAAAGCCAAGAA.i\GAAGCAGAAAAGAAAG 
CAAAAGCAGAAGCTAAACGGAAGGAGCAAGAAGCTAAAGAAAPACAAAGACAJi.GCTGAAT 
TAGAAGCTGCTCGGTTAGCTAAGGAGAAAGAAGAGGAGGAAGTCAGACAGCA^.GCATTGC 
TGGCAAAGAAGGAAAAAGATATCCAGAAAAAAGCCATTAAGAAGGAAAGGCAAAAACTTC 
GAAACTCATGCAAGACCTGGAATCATTTTTCTGATAATGAGGCAGAGCGGGTTAAAATCA 
TGGAAGAAGTGGARAAACTTTGTGATCGGCTTGAACTGGCAAGCTTACAGTGCTTGAATG 
AAACACTCACATCATGCACAAAAGAAGTAGGAAAGGCTGCTTTGGAAAAACAGATAGAAG 
AAATAAATGAGCAAATCAGAAAAGAGAAAGAGGARGCTGAGGCTCGTATGCGACAAGCAT 
CTAAGAACACAGAGAAATCAACTGGTGGAGGTGGAAATGGAAGTAAAAATTGGTCAGAAG 
ATGATCTACAATTACTAATTAAAGCTGTGAATCTGTTCCCTGCTGGAACAAATTCAAGAT 
GGGAAGTTATTGCTAATTACATGAACATACATTCTTCCTCTGGAGTCAAAAGAACTGCCA 
AAGATGTTATTGGCAAAGCAAAGAGTCTCCAAAAACTTGACCCTCATCAAAAAGATGACA 
TAAATAAAAAGGCATTTGATAAGTTCAAAAAAGAACATGGAGTGGTACCTCAAGCaGACA 
ACGCAACGCCTTCAGAACGATTTGAAGGTCCATATACAGACTTCACCCCTTGGACAACAG 
AAGAACAGAAGCTTTTGGAACAAGCTTTGAAAACATACCCAGTAAATACACCTGAAAGAT 
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GGGAAAAAATAGCAGAAGCGGTGCCTGGCAGGACAAAGAAGGACTGCATGRAACGATACA 
AGGAACTTGTCGAGATGGTAAAAGCAAAGAAAGCTGCTCAAGAACAAGTGCTGAATGCAA 
GTAGAGCCAAGAAATGACAATCTTTGTTGTGTGTGCATTTTTATAATAAAACTGAAAATA 
CfTGTAAACATTTTCSVTTCTTAAAATTATACTCATGGTAATAATTTGAAAGT 
5 >H_1. 0.0_20714 Homo sapiens RflLBPl associated Eps domain containing 1 (REPSl) , niRNA cr: gi- 
13994295/// [Human_j ongleur_201102 . 9400 . C4] [SEQ ID NO: 322] 



TAAATGGCGGCGGAGGGAGGCGGAGCGGCGGCCACGCTCAGCCCAGATCCCCCGAAACTT 

TAGGTTCGAAGCCCCACAACTTTCCGGGAAGCGCTGCCGCTCCGGAGGCGTGGACGGAAG 
1 0 GGGAAGCCGMGCGGGAAGTCTGGGGGAATCGGCAGGGAGCCGGGGAGACTCGAACCCGC 

GGCGGGGGOGGAGTCCGCCAGTGCCTCGCGCCTCCGCGGCCCCCGCCTCTTTCTCTGCAC 

CCTCCCCGCX3GCCGGAGCCGG&GCC3GGAGCCGGAGCCGTAGTCGCAGCCGCAGCCGCAGC 

CGCGCGCCGGGCCTCGCAGGCAGCGGCGCGGCGAGCGCAGCCGGGCCCCCTCCTCGCGAC 

CTCCGGGCCCTGTTGCTCGGGCGCACCTGGCGCGTGTGAGGCCGGGGCCGGCGTTTTCGG 
15 6AAGCTAGCAGGAGGCCGGGCCACGCGCAGCCCCTGCCGGCCCAGGTTCCTGGGGCCGGG 

ACGCTGAGCGATGCGGAGCAGAARTACTATTCAGATCTCTTCTCCTACTGOGACATTGAG 

CCGAACGACGTGGTCCTACAGATCATGGAGCTTTGTGGTGCAACAAGACTTGGTTATTTT 
20 GGAAGAAGTCAGTTCTACATTGCTTTGAAACTTGTAGCTGTTGCCCAGTCTGGTTTCCCT 

TTAAGAGTGGAAAGTATAAATACAGTAAAGGACCTTCCTCTGCCAA6ATTTGTTGCTTCA 

AAGAATGAAaUSGAATCTCGCCATGCAGCCTCATATTCTTCAGATTCTOAAAATCAAGGG 

TCGTATTCTGGTGTAATTCCCCCACSraiCCTGGCAGGGGGCAAGTGAAAAAGGGATCCGTA 

AGCCaTGATACXMTTCAGCCTCGTACATCTGCAGATGCACAGGAACCTGCATCCCCAGTA 
25 GTTTCACCaa«Ka«TCCCCaCCaiACTTCTCCaCACACATGGAGGAAGCACaGCCGTCyiT 

CCCAGCGGTGGGAATAGTGAGAGGCCTCTCGCGGGACCTGGGCCATTTTGGTCTCCCTTT 

CCACCTCAAGAAAACTGGGTCAGTTTTGCAGATACTCCACCAACCAGTACTCTTTTAACC 

ATGCATCCTGCTTCTGTCCAGGACCAGACAACAGTACGAACTGTAGCATCAGCTAC3ACT 
30 GCCATTGAAATTCGTAGGCAATCCAGTAGTTATGATGATCCCTGGAAAATAACAGATGAA 

CAAAGACAGTATTATGTAAATCAGTTTAAAACCATTCAGCCTGATCTAAACGGATTTATT 

CCAGGATCTGCAGCTAAAGAGTTTTTTACAAAATCAAAACTTCCTATTCTTOAACTTTCT 

CATATTTGGGAACTCTCAGACTTTGATAAAGATGGTGCATTGACACTGGATGAGTTTTGT 

GCTGCTTTTCATCTGGTCGTTGCTAGGAAGAATGGCTATGATTTACCAGAAAAACTTCCT 
3 5 GAAAGCTTAATGCCCAAACTGATTGATTTGGAAGATTCAGCAGATGTTGGGGATCAGCCA 

CCATCACTAAACKAGACATGGCCTGAGCTGAATCAGAGCAGTGAGCAGTGGGAGACATTT 

AGTGAACGCTCTTCAAGCTCACAAACTCTGACCCAATTTGATTCTAACaTTGCACCaGCT 

GATCCTGATACTGCTATTGTTCATCCAGTTCCCATTCGTAT6ACTCCAAGCAAAATCCAC 
40 ATGCAGGAAATGGAACTTAAAAGAACTGGCTVGCKATCATACAAATCCCaCTAGCCCATTA 

CTTGTGAAACCATCTGACCTTTTAGAAGAAAATAAGATAAATTCATCGGTRAAATTC6CT 

TCTGGTAATACTGTAGCAGATGGTTACAGTAGTTCAGACTCTTTTACrrCTGACCCAGAA 

CAGATCGGGAGCAATGTRACTCGTCAAAGGTCTCATTCAGGAACGTCGCCTGATAACACT 

GCACCACCACCTCCCCCTCCAAGGCCACAGCCCTCTCATTCTAGATCATCATCTTTA6AT 
45 ATGAATCGGACCTTXACAGTCACCACAGGACAACAACAGGCTGGAGTTGTTGCCCATCCT 

CCTGCAGTGCCTCCAAGACCACAGCCCTCACAGGCTCCTGGTCCTGCTGTGCATCGCCCA 

GTGGATGCCGATGGCCTCATAACTCACACTAGTACCTCACCTCAGCAGATACCAGAGCAA 

CCAAATTTTGTAGATTTCAGTCAGTTTGAAGTATTTGCTGCATCAAATGTAAACGACGAA 

CAAGATGATGAAGCCGAGAAACATCCAGAAGTCCTGCCGGCTGAAAAAGCTTCTGATCCT 
50 GCAAGTTCTCTTCGftGTTGCCAAAACAGATAGTAAAACTGAAGAAAAGACAGCTGCTAGT 

GCTCCTGCCAATGTGAGCAAAGGCACAACACCACTT6CTCCACCACCTAAACCTGTTCGA 

AGAAGATTAAAATCRGAAGATGAATTAAGGCCAGAAGTTGATGAACATACACAAAAGACG 

GGTGTCTTAGCTGCTGTTCTTGCATCACAACCTTCTATTCCCAGATCTGTIGGGAAAGAT 

AAGAAAGCTATTCAGGCATCAATTAGACGTAATAAGGAAACCAACACCGTTTTGGCCAGA 
55 TTGAATAGCGAATTGCAGCAACAATTAAAGGATGTTCTTGAGGAGAGAATTTCCCTGGAA 

GTTCAACTGGAACAACTTCGACCArrCTCTCACCTATAAGCCAATTGCCGTTAACTGTGA 

ACATACTTGTTTTTAAGTGGTTTTGGGTTCAAAGCCAATTTGGAGACCTAGACATTCAGC 

TCACTGCTTAACTCAACATTAAATTTTATGATTCTGTTTTGCCCTATATGTTCACCGTTG 

TATTTAAGTATCTTTTATTTTTTAATTTCGACAATAAAAAGGTCAGGATGGCG 
60 >M_1.0.0_5045 Mus rausculus, clone MGC:6342 IMAGE:3488305, mRNA, complete cds cr: gi-12805256/// 

[Mouse_jongleur_2C1102.2422.CB18] [SEQ ID NO; 324] 

CCCACGCGTCOKTTTGAGGAAAACAGGGTGTTGCCTAAAGGATGAAAGTGTTGAfiTCTG 

TTGTACCTGTTGACMCCATTCCTGGTATCCTGTCTGATGTACaGCrGCAGGAGTCAGGA 

CCTGGCCTCBTGAAACETTCTCAGTCTCTGTCTCTCACCTGCTCTGTCACTGGCTACTCC 
6 5 ATCACCAGTGGGTATTACTGGAACTGGATCCGGCT^TTTCKAGGAAAaiAACTGGAATGG 

ATGGGCTACATAAAATACGACGGTAGCAATAACTACAACCCATCTCTCAAAAATCGAATC 

TCCATCaCTOSTGACACATCTAAGAACCAGTTTTTCCTGAAGCTGAATTCTGTGACTACT 

GAGGACACAGCTACATATTACTGTGCAAGTCGGGGTTACTCCTGGTTTCCTAACTGGGGC 

CAAGGGACTCTGGTCACTGTCTCTGCAGAGTCTGCGAGAAATCCCACCATCTACCCACTG 
70 ACACTCCCACCAGCTCTGTCAAGTGACCCAGTGATAATCGGCTGCCTGATTCACGATTAC 

TTCCCTTCCGGCACGATGAATGTGACCTGGGGAAAGAGTGGGAAGGATATAACCACCGTA 
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AACTTCCCACCTGCCCTGGCCTCTGGGGGACGGTACACCATGAGCaGCCAGTTGACCCTC 
CCAGCTGTCGAGTGCCCAGAAGGAGAATCCGTGAAATGTTCCGTGCAACATGACTCTAAC 
CCCGTCCAAGAATTGGATGTGAATTGCTCTGGTCCTACTCCTCCTCCTCCTATTACTATT 
CCTTCCTGCCAGCCCAGCCTGTCACTGCAGCGGCCAGCTCTTGAGGACCTGCTCCTGGGT 
TCAGATGCCAGCATCACATGTACTCTGAATGGCCTGAGAAATCCTGAGGGAGCTGTCHTC 
ACCTGGGAGCCCTCCACTGGGAAGGATGCAGTGCAGAAGAAAGCTGTGCAGAATTCCTGC 
GGCTGCTACAGTGTGTCCAGCGTCCTGCCTGGCTGTGCTGAGCGCTGGAACAGTGGCGCA 
TCATTCAAGTGCACAGTTACCCATCCTGAGTCTGGCACCTTAACTGGCACAATTGCCAAA 
GTCACAGTGRACACCTTCCCACCCCAGGTCCACCTGCTACCGCCGCCGTCGGAGGAGCTG 
GCCCTGAATGAGCTCTTGTCCCTGACATGCCTGGTGCGAGCTTTCAACCCTAAAGAAGTG 
CTGGTGCGATGGCTGCATGGAAATGAGGAGCTGTCCCCAGflAAGCTACCTAGTGTTTGAG 
CCCCTAAAGGAGCCAGGCGAGGGAGCCACCACCTACCTGGTGACAAGCGTGTTGCGTGTA 
TCAGCTGAAACCTGGAAACAGGGTGACCAGTACTCCTGCATGGTGGGCCACGAGGCCTTG 
CCCATGAACTTCACCCAGAAGACCATCGACCGTCTGTCGGGTAAACCCACCAATGTCAGC 



ACTCCTGAAATAAACTCTGTGCTCATCCAAAGT 

>H_1.0.0_11420 Homo sapiens protein tyrosine phosphatase, . receptdr type, M (PTPRM) , mRNA cr: 

18860903/// [Human_jongleur_201102.4361.Cl] [SEQ ID NO: 325] 

ATGAGGGGACTTGGGACTTGCCTGGCGACTTTGGCCGGACTTTTGCTAACTGCGGCGGGC 

GAGACGTTCTCAGGTGGCTGCCTCTTTGATGAGCCGTATAGCACATGTGGATATAGTCAA 

TCTGAAGGTGATGACTTCAATTGGGAGCAAGTGAACACCTTGACTAAACCGACTTCTGAT 

CCATGGATGCCATCAGGTTCTCTCATGCTGGTGAATGCCTCTGQGAGACCTGAGGGGCAG 

AGflGCC(aCCTGCTCTTACCCCAACTTAAGGaAAATGAa^CCCACTGCy\TCGATTTTCAC 

TATTTTGTGTCCAGCAAGAGTAATTCTCCTCCGGGGTTACTCAATGTCTACGTGAAGGTC 

AATAACGGGTCACTGGGGAATCCTATCTGGAATATATCTGGAGACCCAACACXSTACATGG 

AACAGGGCAGAACTGGCCATTAGTAOTTCTGGCCTAACTTTTATC3«3GTGATTTTTGAA 

GTGATAACTTCTGGACATCAAGGCTATCTCGCTATCGATGAGGTGAAGGTGTTAGGACAT 

CCATGTACCAGGACTCCTCACTTCCTGCGGATTCAGAATGTGGAAGTTAATGCTGGCeAG 

TTTGCTACCTTCCAGTGCAGTGCCATCGGCAGGACCGTGGCAGGAGACAGGCTCTGGTTA 

CAGGGCATTGATGTGCGAGATGCTCCTCTGAAGGAAATCAAGGTGACCAGCTCCCGACGC 

TTCATTGCTTCATTTAATGTTGTGAATACCACCAAACGAGATGCTGGAAAGTACCGCTGC 

ATGATTCGCACTGAAGGAGGTGTTGGAATATCAAACTATGCAGAGTTGGTAGTTAAAGAA 

CCACCCGTTCCTATTGCCCCACCTCAGCTCGCCTCTGTAGGAGCCACCTACCTGTGGATA 

CAGCTCAACGCCAACXeeATCAATGGGGATGGGCCCATTGTGGCCCGAGAGGTGGAGTAC 

TGCACGGCCAGTGGGAGCTGGAATGACCGGCAGCCAGTOSATTCCACGAGCTATAAAATT 

GGACACCTTGACCCAGATACAGAATATGAGATTAGTGTGCTCCTGACCAGGCKAGGGGAG 

GGTGGCACTGGCTCTCCTGGTCCAGCTCTCAGGACARGARCAAAGTGTGCTGATCCCATG 

CGAGGCCCAAGAAAACTAGAAGTAGTGGAGGTCAAATCTCGGCAAATCACTATCCGCTGG 

GAGCCATTTGGATATAATGTAACTCGTTGCCACAGTTATAATCTCACTGTCCACTACTGT 

TACCAAGTTGGAGGACAAGAACAAGTGCGAGAAGAAGTAAGCTGGGATACAGAAAATTCA 

CACCCTCAACACACGATCACTAACCTGTCACCATACACCAATGTCAGTGTGAAACTGATC 

CTCATGAACCCAGAGGGCCGGAAGGAAAGCCAAGAACTCATAGTGCAGACAGATGAAGAC 

CTCCCAGGTGCTGTTCCCACTGAATCCATACAAGGAAGTACCTTTGAAGAGAAGATATTT 

CTTCAGTGGAGAGAACCAACTCAAACATATGGTGTAATCACTTTATATGAGATCACCTAC 

AAAGCAGTCAGTTCCTTTGACCCAGAAATAGATTTATCCSiATCAGAGTGGAAGAGTTTCA 

AAGCTGGGAAATGAAACCCATTTTCTGTTTTTTGGACTGTATCCGGGGACCACATACTCC 

TTTACCATCCGAGCTAGCACAGCTAAGGGTTTTGGGCCTCCAGCAACAAACCAGITCACC 

ACCAAAATATCAGCACCCTCTATGCCAGCTTATGAACTTGAGACACCTTTGAATCAAACT 

GACAATACCGTGACAGTCATGCTGAAACCTGCCKACAGCAGAGGAGCACCTGTCAGTGTC 
TATCAAATAGITGTTGAGGAAGAACBTCCTCGAAGAACTAAAAAGACGACAGAAATCTTA 
AAGTGCTACCCAGTGCCM.TTaW?ITCCAGAATGCTTCTCTGCTGAACTCACAGTACIAC 
TTTGCTGCAGAATTTCCTGCAGACAGCCTCCAAGCTGCGCAGCCTTTTACAATTGGTCAT 
AATAAGACATATAATGGATACTGGAACACTCCCCTTCTCCCCTATAAAAGCTACAGAATT 
TATTTCCAAGCTGCTAGTAGAGCCAATGGGGAAACCAAAATAGACTGTGTCCAAGTGGCC 
ACAAAAGGAGCTGCCACTCCGAAACCAGTCCCAGAACCCGAGAAACAGACAGACCATACA 
GTTAAAATTGCTGGAGTCATCGCGGGCATCTTGCTGTTCGTGATTATATTTCTTGGAGTT 
GTGTTGGTAATGAAGAAAAGGAAACTGGCCAAGAAGCGGAAAGAGACCATGAGCAGCACC 
CGACAGGAGATGACTGTGATGGTGAACTCAATGGACAAGAGCTATGCTGAGCAGGGCACA 
AACTGCGACGAGGCTTTCTCATTCATGGACACGCACAATCTGAATGGGAGATCTGTGTCT 
TCACCATCGTCCTTCACAATGAAAACAAATACACTGAGCACATCGGTGCCTAATTCCTAT 
TACCCAGATGAAACCCACACAATGGCCAGCGATACCAGCAGCCTGGTGCAGTCCCATACT 
TACAAGAAGCGAGAGCCGGCCGACGTGCCCTATCAGACTGGGCAGCTCCACCCCGCCATC 
CGGGTGGCAGACCTCCTTCMCACATCACACAGATGAAGTGTGCGGAGGGCTACGGCTTC 
AAGGAGGAATACGAGAGCTTCTTTGAAGGGCAGTCTGCACCATGGGACTCGGCTAAGAAA 
GATGAGAAC7VGAATGAAGAACAGATACGGGAATATCATTGCATACGATCATTCCCGAGTG 
AGGCTGCAGACAATAGAAGGAGACACAAACTCAGACTATATCAATGGCAATTATATCGAT 
GGTTATCATCGACCCAATCATTACATTGCTACCCAAGGGCCAATGCAGGAAACCATCTAT 
GACTTCTGGAGGATGGTGTGGCACGAAAACACTGCAAGTATCATCATGGTGACCAATCTT 
GTGGAAGTGGGAAGGGTCAAATGCTGCAAATACTGGCCAGATGACACAGAGATATATAAA 
GACATTAAAGTTACCCTAATAGAAACAGAACTACTGGCAGAATATGTGATAAGAACATTT 
GCTGTTGAARAGAGAGGTGTGCaTGAAATCCGAGAGATCMAttGTTTCACTTCACTGGC 
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TGGCCGGATCATGGGCTCCCCTACCATGCCACCGGCCTGCTGGGATTCGTGCGGCAAGTC 
AAGTCCAAGAGCCCGCCCAGTGCAGGCCCACTGGTGGTGCACTGCAGTGOTGGTGCAGGG 
AGGACTGGCTGTrrCATCGTCATTGATATCATGTTGGACaTGGCCGAAAGGGAAGGGGTC 
GTAGACATCTACAACTGCGTCAGGGAGCTGCGGTCACGGAGGGTGAACATGGTGCAAACA 
GAGGAGCAGTATGTGTTTATCCACGATGCGATCCTGGAAGCCTGTCTTTGTGGGGACACC 

ACAAACTCAAGCCAGATTAAAGAGGAATTCCGGACGCTAAACATGGTGACACCAACGCTG 
CGAGTAGAGGACTGCAGCATCX;CACTGTTGCCCCGGAACCATGAGAAAAACCGGTGCATG 
GACATCCTGCCCCCAGACCGCTGCCTGCCCTTCCTCATCACCATCGATGGGGAGAGCAGC 
AACTACATCAATGCTGCCCTCATGGACAGCTATAAACAGCCTTCMCTTTTATAGTCACC 
CAGCATCCTTTGCCAAACACAGTGAAAGACTTTTGGAGACTGGTCCTGGATTATCACTGC 
ACATCCGTAGTTATGCTAAATGATGTGGATCCTGCCKaGTTGTGTCCACAGTACTGGCCA 
GAAAACGGAGTACACAGACACGGCCCCATCCAGGTGGAATTTGTCTCTGCTGACCTGGAA 
GAGGACATCATCAGCAGGATATTCCGCATTTACAATGCCGCCAGACCCCAAGATGGATAT 
CGGATGGTGCAGCAATTCCAGTTCCTGGGCTGGCCGATGTACAGGGACACaCCAGTGTCT 

GGGGAAGGCCCGACCGTTGTGCACTGCTTGARCGGGGGAGGCCGCAGTGGGACGTTCTGC 

GCCATCAGCATCGTATGTGAGATGCTCCGGCACCAGAGAACCGTGGATGTCTTTCACGCT 

GTGAAGACACTGAGGAACAACAAGCCCAACATGGTCGACCTCCTGGATCAGTACAAGTTC 

TGCTACGAGGTGGCCCTGGAATACTTGAATTCTGGCTGATGGTGTAAACAGCTCTGCAAA 

CAATCCCTTTCATACCaCAAAGCCAAGACGTTCCyiTGGTATTTGTGCAAAAGAGATGAAG 

ACriTCTCAATATGCTTATTTTGCTTTGCATAATTGGCriCrTTTTAAGAGCCCSVAGA;^ 

GTTTCTAAAATTGCTTGCACTGCCCAATCCCAGTAAT3CTGCTGCCTGACAGAAACACAC 

ACACAGCCACAGTTGCCAAATCCCGTACTCCTTGCCACCGGCTTTCTAGAGCAGCGTAGA 

CAGCTGGTAAACTGAAGAGCACAACTATATTCTTATGAAGGAATTTGTACCTTTGGGGTA 

TTATTTTGTGGCCCGTGACCCTCGTTATTGTTACAGCTGAGTGTATGTTTTTGTTCTGTG 

GAGAATGCTATCTGGCATTATGGTAATATATTATTTTAGGTAATATTTGTACTTTAACAT 

GTTGCATAATATATGCTTATGTAGCTTTCCAGGACTAACftGATAAATGTGTAATGAACAA 

AGATATGTTGTATGAGTCGTCGTTTCTGTCAGATTTGTATTGTTTCCAAGGGAAAAGCTT 

GGGGGAGGACTCAGTTCACAAAATGCAAAACTCAACGATCAGATTCaCGGACCCAGAGCT 

TTTCCATGTGTTTATATTGTAAATATTTTTGATTTCATaWiTTATTTATTCATTAAAAG 

AAATTTTTGTG 

>gi|5453925|re£|NM|006231.l| Homo sapiens polymerase (DNA directed), epailon (POLE), 
NOr 326) — ■ 



TGCATCCTACCGAGATTTTAGATGAAGATAAGCGCTTAGGCAGTGCAGTGGATTACTACT 
TTATTCAAGATGACGGAAGCAGATTTAAGGTGGCTTIGCCCTATAAACXGTATTTCTACA 
TTGCGACCftGAAAGGGTTGTGAGCGAGAAGTTTCATCTTTTCTCTCCAAGAAGTTTCAGG 
GCAAAATTGCAAAAGTGGAGACTGTCCCCAAAGAGGATCTGGACrrGCCAAATCACTTGG 
TGGGTTTGAAGCG 

CGTACACAGCTCTGCTTTCCAGTGTTCTGCAGAGGGGCGGTGTCATTACTGATGAAGAGG 
AAACCTCTAAGAAGATAGCTGACCAGTTGGACAACATTGTGGACATGCGCGAGTACGATG 
TTCCCTACCACATCCGCCTCTCCATTGACCTGAAGATCCACGTGGCTCATTGGTACAATG 

TCAGATACCGAGGAAATGCTTTTCCGGTAGAAATCACCCGCCX3AGATGACCTTGTTGAAC 
GACCTGACCCTGTGGTTTTGGCATTTGACATTGAGACGACCAAACTGCCCCTCAAGTTTC 
CTGATGCTGAGACAGACCAGATTATGATGATTTCCTACATGATCGATGGCCAGGGCrACC 
TCATCACCAACAGGGAGATTGTTTCAGAAGATATTGAAGATTTTGAGTTCaCCCCCAAGC 
CAGAATATGAAGGCCCCTTTTGTGTCTTCAATGAACCCGATGAGGCTCATCTGATCCAAA 
GGTGGTTTGAACACGTCCAGGAGACCAAACCCACCATCATGGTCACCTACAACGGGGACT 
TTTTTGACTGGCCATTTGTGGAGGCCCGGGCAGCAGTCCACGGTCTGAGCATGCAGCAGG 
AGATAGGCTTCCAGAAGGACAGCCAGGGGGAGTACAAGGCGCCCCAGTGCATCCACATGG 
ACTGCCTCAGGTGGGTGAAGAGGGACAGTTACCTTCCTGTGGGCAGTCATAATCTCAAGG 
CGGCCGCCAAGGCCAAGCTAGGCTATGATCCCGTGGAGCTAGACCCXWAGGACATGTGCC 
GGATGGCCACGGAGCAGCCCCAGACTCTGGCCACGTATTCTGTGTCAGATGCTGTCGCCR 
CTTACTACCTGTACATGAAGTACGTCCACCCATTCATCTTTGCTCTGTGCACCATTATTC 
CCATGGAGCCCGACGAGGTGCTGCGGAAGGGCTCTGGCACTCTGTGTGAGGCCTTGCTGA 
TGGTGCAGGCCTTCCACGCCAACATCATCTTCCCCftA.C3««3CAAGAGCAGGAGTTCAATA 
AGCTGACGGACGACGGACACGTGCTGGACTCTGAGACCTACGTCGGGGGCCACGTGGAGG 
CCCTCGAGTCTGGGGTTTTCCGCAGCGATATCCCTTGCCGGTTTAGGATGAATCCTGCCG 
CCTTTGACTTCCTGCTGCAGCGGGTTGAGAAGACCTTGCGCCACGCCCTTGAGGAAGAGG 
AGAAAGTGCCTGTGGAGCAAGTCACCAACTTTGAAGAjGGTGTGTGATGAGATTAAGAGCA 
AGCTTGCCTCCCTGAAGGACGTTCCCAGCCGCATCGAGTGTCCACTCATCTACCACCTGG 
ACGTGGGGGCCATGTACCCCAACATCATCCTGACCMCCX3CCTGCAGCCCTCTGCCATGG 



AGATGGCCTGGCAGTGGAGGGGCGAGTTCATGCCAGCC3«3TCGCAGCGAATACCATCGGA 
TCCAGCACCAGCTGGAGTCAGAGAAGTTCCCCCCCTTOTTCCCAGAGGGGCCAGCTCGGG 
CCTTTCATGAACTGTCCCGCGAGGAACAGGCGAAATAQGAGAAGAGAAGGCTGGCGGATT 
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ACTGCCGGAAAGCCTACAAGAAGATCCACATCACCAAGGTGGAAGAGCGTCTCACCACCA 
TCTGCCAGCGGGAAAACTCCTTCTACGTGGACACCGTGCGTGCCTTCCGGGACAGGCGTT 
ACGAGTTCAAAGGGCTCCACAAGGTGTGGAAAAAGAAGCTCTCGGCGGCCGTGGAGGTGG 
GCGACGCGGCTGAGGTGABGCGCTGCAAGAACATGGAGGTGCTGTATGACTCGCTGCAGC 
TGGCCCaaUVGTGCATCCTGAACTCCTTCTATGGCTATGTCATGCGCAAGGGGGCTCGCT 
GGTACTCOVTGGAGATGGCTGGOVTCGTCTGCTTCACaGGGGCCARCATCRTCaCCCftfiG 
raCGGGAGCT(aTCX3AGaiGATTGGGAGGCCCTTAGAGCTGGACACAGATGGTATATGC5T 
GCGTCCTGCCCAACAGCTTCCCAGAAAATTTTGTCTTCAAGACGACCARTGTGAAGAAGC 
CCAAAGTGACCATCTCCTACCCAGGCGCCATGTTGAACATCATGGTCAAGGAAGGCTTCA 
CCAATGACCAGTACCAGGAGCTGGCTGAGCCGTCCTCACTCACCTACX3TCACCCGCTCAG 
AGAACAGCATCTTTTTTGAGGTTGATGGGCCCTACCTTGCCATGATTCTTCCAGCCrCCA 
AGGAAGAAGGCAAGAAATTGAAGAAGAGGTATGCTGTGTTCAATGAAGACGGTTCTCTGG 
CTGAGCTCAAGGGCTTTGAGGTCAAACGCCGCGGGGAACTGCAGCTGATTAAGATCTTCC 
AATCCTCGGTGTTTGAGGCCTTCCTCAAGGGCRGCACGCTGGAAGAGGTGTATGGCTCTG 
TAGCCAAGGTGGCTGACTACTGGCTGGACGTGCTGTACAGCAAGGCAGCCAACATGCCTG 
ACTCTGAGCTATTCGAGCTCATCTCTGAGAACCGTTCCATGTCTCGGAAGCTGGAAGATT 
ACGGGGAGCAGAAGTCTACaTCCATCAGCACAGCAAAGCGCCTGGCCGAGTTCCTGGGAG 
ACCAGATGGTCAAGGATGCaGGGCTGAGTTGCCGCTACATCATCTCCCGC3U«3CCCGAGG 
GCTCCCCTGTCACXSGAGAGGGCCATCCCACTTGCCATTTTCCMGCAGAfiCCCACGGTGA 
GGAAGCaCTTTCTCXKGAAATGGCTCAAGAGCTCTTCCCTTCAAGACTTTGATATTCGAG 
CAATTCTGGATTGGGftCTACTACATTGAGCGGCTGGGAAGCGCCATCCAGASGATCATCA 
COiTCCCTGCGGCKCroCAGCy^GGTAAAGAACCCAGTGCCACGTGTCAAACACCCCGACT 
GGCTGCAOUiAAAACTGCTGGAGAAGAATGATGTCTACABGCaGAAGAAGATCAGTGAGC 
TCTTCACCCTG6AGGGCAGGAGACAGGTCACGATG6CCGRGGCCTCAGAAGACAGTCCGA 
GGCCAAGTGCTCCTGACaTGGAGGACirCGGCCTCGTAAAGCri^CnaiCCmGmGC^ 
CTGTC7VCTGTGAAGAGGAAGCGAGTTCTTTGGGAGAGCCAGGAGGAGTCCCAGGACCTCA 
CGCCGACTGTGCCCTGGCAGGAAATCTTGGGGCAGCCTCCCGCCCTGG6AACCAGCCAGG 
AGGAATGGCTTGTCTGGCTCCGGTTCCACAAGAAGAAGTGGCAGCTGCAGGCCCX3GCAGC 
GCCTCGCCCGCAGGAAGAGGCRGCGTCTGGAGTCGGCAGAGGGTGTGCTCAGGCCKGGGG 
CCATCCGGGATGGTCCTGCCACGGGGCTGGGGAGCTTCTTGCGAAGAACTGCCCGCAGCA 

GGCTGTGGGCGCTCKTTGGCy^GTGACriTGCy^CraCATCAGGCTGAGCATCCCCCGTGTGT 
TCTACGTGAACCaGGGAGTCGCTAAAGCGGAGGAGGGTGCTTCGTATCGCAAGGTAASTC 
GGGTCCTTCCTCX3CTCC35AC»TGGTCTACAATCTCTATGAGTATTC3iGTGCC3«3AGGRCA 
TGTACCAGGAACACATCMCGAGATCAACGCTGAGCTGTCAGCGCCAGACATCGAGGGCG 
TATATGAGACTCAGGTTCCGTTACTGTTCCGGGCCCTGGTGCACCTCGGCTGTGTGTGTG 
TGGTCAATAAACAGCTGGTGBGGCACCTTTCAGGCTGGGAAGCAGAGACCTTTGCTCTTG 
AGCACCTGGAGATGCGCTCTCTGGCCCAGTTCAGCTACCTGGAACCAGGGAGTATCCGCC 
ATATCTACCTGTACCACCACGCACAGGCCCACAAAGCGCTCTTCGGGATCTTCATCCCCT 
CACAGCGCAGGGCATCCGTCTTTGTGCTGGACACTGTGCGCAGCAACCAGATGCCCAGCC 
TTGGCGCCCTGTACTCAGCAGAGCACGGCCTCCTCCTGGAGAAGGTGGGCCCTGAGCTCC 
TGCCACCCCCCAAACACACCTTCGAAGTTCGGGCAGAAACTGACCTGAAGACCATCTGCA 

CTGTTCAGTCCAGCTGGGAGCTGAAGAGGCTGGCCAGTGAftATTCCTGTCTTGGAGGAAT 



CCTTCGAGATGAGCAGGTACTTTCACATTCCCaTTGGGAACCTACCAGAGGACATCrCCA 
CATTCGGCTCCGACCTCTTCTTTGCCCGCCACCTCCAGCGCCACAACCACCTGCTCTGGC 
TGTCCCCTACAGCCCGCCCTGACCTGGGTGGAAAGGAGGCTGATGACAACTGTCTTGTCA 
TGGRGTTCGATGACCAAGCCACTGTTGAGATCAACAGTTCAGGCTGTTACTCCACAGTGT 
GTGTGGAGCTGGACCTTCAGAACCTGGCCGTCAACACCATTCTCCaGTCTCACCATGTCA 
ACGACATGGAGGGGGCCGACAGCATGGGGATCAGCTTCGACGTGATCCAGCAGGCCTCCC 
TGGAGGACATGATCaCGGGTGGTCAGGCTGCCAGTGCCCCGGCCAGCTACGATGAGACAG 
CCCTGTGCTCTAACACCTTCAGGATCCTGftAGAGCATGGTCGTOGGCTGGGTGAAGGAGA 
TCACCCAGTACCACAACATCTATGCAGACAACCAGGTGATGCACTTCTACCGCTGGCTTC 

AGAAGCTCTTCCTGCAGCTCATCGCTGAGTTCAAGCGCCTGGGGTCATCAGTCATCTACG 
CCAACTTCAACCGCATCATCCTCTGTACAAAGAAGCGCCGTGTGGAAGATGCCATCGCTT 
ACGTGGAGTACATCACCAGCAGCATCCATTCAAAGGAGACCTTCCATTCTCTGACAATTT 
CTTTCTCTCGATGCTGGGAATTTCTTCTCTGGATGGATCCATCTAACTATGGCGGAATCA 
AAGGAAAAGTTTCATCTCGTATTCACTGTGGACTGCAAGACTCCCAGAAAGCAGGGGGAG 
CAGAGGATGAGCAGGRAAATGAGGACGATGAGGAGGAAAGAGATGGGGAGGAGGAGGAAG 
AGGCGGAGGAATCCAACGTGGAGGATTTACTGGAAAACAACTGGAACATTTTGCAGTTTT 
TGCCACAGGCAGCCTCCTGCCAGAACTACTTCCTCATGATTGTTTCAGCGTACATCGTGG 
CCGTGTACCACTGCATGAAGGACGGGCTGAGGCGCAGTGCTCCAGGGAGCACCCCCGTCA 
GGAGGAGGGGGGCCAGCCAGCTCTCCCAGGAGGCCGAGGGGGCGGTCGGAGCCCTTCCCG 
GAATGATCACCTTCTCTCAGGATTATGTCGCAAATGAGCTCACTCAGAGCTTCTTCACCA 
TCACTCAGAAGATTCAGAAGAAAGTCACAGGCTCTCEGAACTCCACTGAGCTCTCAGAGA 
TGTTTCCTGTCCTCCCCGGTTCCCACTTGCTGCTCAATAACCCTGCCCTGGAGTTCATCA 
AATACGTGTGCAAGGTGCTGTCCCTGGACACCAACATCACAAACCAGGTGAATAAGCTGA 
ACCGAGACCTGCTTCGCCTGGTGGATGTCGGCGAGITCTCCGAGGAGGCCCAGTTCCGAG 
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A ^ i vj^^vjCAGCTGTAflCTTCTGCCGCG 

ACCTGGACCTGTGTAAAGACTCTTCCTTCTCAGAGGATGGGGCGGTCCTGCCTCAGTGGC 
TCTGCTCCAACTGTCAGGCGCCCTACGACTCCTCTGCCATCGAGATGACGCTGGTGGAAG 
TTCTACAGAAGAAGCTGATGGCCTTCACCCTGCAGGACCTGGTCTGCCTGAAGTGCCGCG 

GGGTGAAGGAGACCAGCATGCCTGTGTACTGCACGTGCGCGGGAGACTTCGCCCTCACCA ' 

TCCACACCCAGGTCTTCATGGAACAGATCGGAATATTCCGGAACATTGCCCAGCACTACG 

GCATGTCGTACCTCCTGGAGACCCTGGAGTGGCTGCTGCAGAAGAACCCACAGCTGGGCC 

ATTAGCCAGCCC 

>H_1.0.0_12060 Homo sapiens 3-hydroxysteroid epimerase (RODH) , mRNA cr: gi-19743807/'// 

[Huinan_jongleur_201102.4709.Cl] [SEQ ID NO: 327] 
AGCAGTTGGGGCAGGAGGAAGCCGACTGCTGCCTGGTCTGCAAAGAAGTCCTTTCARGTC 
TCTAGGACTGGACTCTTCCTAAGCAAGTCCGAGAAGGAAGCACCCTCACTATGTGGCTCT 
ACCTGGCGGCCTTCGTGGGCCTGTACTACCTTCTGCACTGGTACCGGGAGAGGCAGGTGG 
TGAGCCACCTCCAAGACAAGTATGTCTTTATCACGGGCTGTGACTCGGGCTTTGGGAACC 
TGCTGGCCAGACAGCTGGATGCACGAGGCTTGAGAGTGCTGGCTGCGTGTCTGACGGAGA 
AGGGGGCCGAGCAGCTGAGGGGCCAGACGTCTGACAGGCTGGAGACGGTGACCCTGGATG 
TTACCAAGATGGAGAGCATCGCTGCAGCTACTCAGTGGGTGAAGGAGCATGTGGGGGACR 
GAGGACTCTGGGGACTGGTGAACAATGCAGGCATTCTTACACCAATTACCTTATGTGAGT 
GGCTGAACACTGAGGACTCTATGAATATGCTCAAAGTGAACCTCATTGGTGTGATCCAGG 

GCATTCTGGGAAGAGTTGCTTTCTTTGTAGGAGGCTACTGTGTCTCCAAGTATGGAGTGG 
AAGCCTTTTCAGATATTCTGAGGCGTGAGATTCAACATTTTGGGGTGAAAATCAGCATAG 
TTGAACCTGGCTACTTCAGAACGGGTiATGACaAACATGACACAGTCCTTAGAGCGaATGA 
AGCAAAGTTGGAAAGAAGCCCCCAAGCATATTAAGGAGACCTATGGACAGCAGTATTTTG 
ATGCCCTTTACAATATCATGAAGGAAGGGCTGTTGAATTGTAGCACAAACCTGAACCTGG 
TCACTGACTGCATGGAACATGCTCTGACRTCGGTGCATCCGCGAACTCGATATTCAGCTG 
GCTGGGATGCTAAATTTTTCTTCATCCCTCTATCTTATTTACCTACATCACTGGCAGACT 
ACATTTTGACTAGATCTTGGCCCAAACCAGCCCAGGCAGTCTAAAGAAAACTGGGTTGGT 
GCTTCTTGGAATGAAGGCAAAAATCTGAAATTGTTAGTGTCTCAGTAATCCTGATTTAGA 
ACCCAGGCTTTTTGTAACAATGTGTTTTCTTGCCTAAATTCATTTATCTGGCATCATCAG 
AGTACTAACATGTTTATATTTCAGATATCCAAAGCTTACCACTTTAGGTGATGAATCTTT 
ACTATTTTAGCCCTTTTTTGATGAGACTATTTGTCTAAAGTGAATCATTTGTTCTTGCCT 
TATTARACAGAGTAGATGGAAAACAATTTAACCTATITTGAAGTCATTTCTTTATGAATA 
TGAATflATTGTTCTAT8€TTTAATAATCTATTGTGAGGAAACTACTAAGAAATATGTTGG 
TGTGTTTGTCCTTACTTGAAATGGGTCTCTATTATGGTACTTTTAATAAATATTTGATTT 
TTCTTTCTCTTC 

>H_i. 0.0 43235 Human mRNA for liver alcohol dehydrogenase (EC 1.1.1.1) gamma 2 subunit from 7 

locua si; gi-28403/// [Human_jongleur_201102 .cl . 2404 . singlet] [SEQ ID NO: 329] 

GATGCACTCAAGCAGAGAAGAAATCCACAAGTACTCACCAGCCTCCTGGTCTGCAGAGAA 

GACAGAATCAATATGAGCACAGCAGGAAAAGTAATCAAATGCAAAGCAGCTGTGCTATGG 

GAGTTAAAGAAACCCTTTTCCATTGAGGAGGTAGAGGTTGCACCTCCTAAGGCTCATGAA 

GTTCGCATTAAGATGGTGGCTGCAGGAATCTGTCGTTCAGATGAGCATGTGGTTAGTGGC 

AACCTGGTGACCCCCCTTCCTGTGATTTTAGGCCATGAGGCAGCCGGCATCGTGGAAAGT 

GTTGGAGAAGGGGTGACTACAGTCAAACCAGGTGATAAAGTCATCCCGCTCTTTACTCCT 

CAGTGTGGAAAATGCAGAATTTGCAAAAACCCAGAAAGCAACTACTGCTTGAAAAATGAT 

CTAGGCAATCCTCGGGGGACCCTGCAGGATGGCACCAGGAGGTTCACCTGCAGCGGGAAG 

CCCATCCACCACTTCGTCGGCGTCAGCACCTTCTCCCAGTACACAGTGGTGGATGAGAAT 

GCAGTAGCCAAAATTGATGCAGCCTCGCCCCTGGAGAAAGTCTGCCTCATTGGCTGTGGA 

TTTTCGACTGGTTATGGGTCTGCAGTCAAAGTTGCCAAGGTCACCCCAGGGTCTACCTGT 

GCTGTGTTTGGCCTGGGAGGGGTCGGCCTATCrGTTGTTATGGGCTGTAARGCAGCTGGA 

GCAGCCAGAATCATTGCTGTGGACATCAACAAGGACAAATTTGCAAAGGCTAAAGAGTTG 

GGTGCCACTGAATGCATCAACCCTCAAGACTACAAGAAACCCATTCAGGAAGTGCTAAAG 

GAAATGACTGATGGAGGTGTGGATTTTTCGTTTGAAGTCATCGGTCAGCTTGACACCATG 

ATGGCTTCCCTGTTATGTTGTCATGAGGCATGTGGCACAAGTGTCATTGTAGGGGTACCT 

CCTGATTCCCAGAACCTCTCAATAAACCCTATGCTGCTACTGACTGGACGCACGTGGAAA " 

GGAGCTATTTTTGGAGGCTTTAAGAGTAAAGAATCTGTCCCCAAACTTGTGGCTGACTTT 

ATGGCTAAGAAGTTTTCACTGGATGCATTAATAACAAATGTTTTACCTTTTGA-ajsAAATA 

AATGAAGGATTTGACCTGCTTCGCTCTGGAAAGAGTATCCGTACCGTCCTGACGTTTTGA 

AACAATACASATGCCTTCCCTTGTAGCMTTTTCAGCCTCCTCTACCCTACATGATCTOG 

AGCAACAGCTAGGAAATATCATTAATTCTGCTOTTCAGAGATGTTAaAAATAA.R.TTACAC 

GTGGGAGCTTTCCAAAGAAATGGAAATTGATGGGAAATTATTTGTCAAGCAAATGTTTAA 

AATCCAAATGAGAACTAAATAAAGTGTTGAACATCAACTGGGGAATTGAAGCCAATAAAC 

CTTCCTTCTTAACCATT 

>H_1.0.o _lli8 8 Homo sapiens synaptonemal complex protein 3 (SYCP3) , mRNA cr: gi-24233579/// 

[Human_:]ongleur_201102.4259.C3] [SEQ ID NO: 330] 
TTGCCTCAGAAGCGTCGCGGAGAAGGGGCCACCTCAGGTGAAGCGCGCTTGTGGAGGAGT 

CAGGAAGCATCTAAATATGGTGTCCTCCGGAAAAAAGTATTCCAGGAAATCTGGGAAGCC 
GTCTGTGGAAGATCAGTTTACGAGAGCCTATGACTTTGAGACTGAAGATAAGAAAGATCT 
GAGTGGATCAGAGGAAGATGTTATTGAAGGGAAGACTGCAGTCATTGAGAAACGTAGGAA 
GAAAAGGTCTTCTGCAGGAGTAGTTGAAGATATGGGGGGTGAAGTGCAGAATATGCTGGA 
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AGGAGTTGGAGTTGACATTAACAAGGCTCTTCTTGCCAAGAGAAAGAGACTAGAARTGTA 
TACCAAGGCTTCTCTCAAAACTAGTAACCAGAAAATTGAACaTCTTTGGftAAACACAACA 
AGATCAAAGGCAGAAGCTTAACCAAGAATATTCTCAGCAGTTTCTGACTTTGTTTCAGCA 
GTGGGATTTAGATATGCAGAAAGCTGAGGAACAAGAAGAAAAAATACTTAATATGTTTCG 
5 ACAGCAACAAAAGATTCTTCAACAATCTAGAATTGTTCAGAGCCAGAGATTGAAAACAAT 
TAAACACTTATATGAGCAGTTCATAAAGAGTATGGAAGAGTTGGAGAAGAATCATGATAA 
TCTACTTACTGGTGCACftAAATGAATTTAAAAAAGAAATGGCTATGTTGCAAAAAAAAAT 
TATGATGGAAACTCAGCAGCAAGA6ATAGCAAGTGTTCGGAAGTCTCTTCAATCCATGTT 
ATTCTGATGACTCTTTGAAGAAAGAACTTGAACCTAAGTAATATGATACAATTATAACGT 
1 0 TAGCTAAGAAGCATATTGTAAGTCTTTAGAATAGTTTAATTGTAACATCTTTAATCATAA 
ACCTGTTTCATTGTAAGACCTCCCTTTCTGTTAAGTCAAATCTAAATAGTTATGAGTTAG 
TTAGCAACTATTCCTAAAGAATATGTATTAAGCTTTCAGCTCTTTAGTAATGATAGTGAA 
TTTTTCTCTCTAACACTGTCAATTAAATAAAGACGATTTAATTT 

>H_1.0.0_23435 Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 2 
15 {SLC2A2) , mRNA cr: gi-4557850/// [Human_jongleur_201102 . 11033 .CI] [SEQ ID NO: 331] 
TCTGGTTTGTAACTTATGCCTAAGGGACCTGCTCCCATTTTCTTTCCTAGTGGAACAAAG 
GTATTGftAGCCACAGGTTGCTGAGGCAAAGCACTTATTGATTAGATTCCCATCAATATTC 
AGCTGCCGCTGAGAAGATTAGACTTGGACTCTCAGGTCTGGGTAGCCCAACTCCTCCCTC 

20 AGGAGCIAGTCAGGTGCATGTGCCACACTCACACAAGACCTGGAATTGACAGGACTCCCA 
ACTAGTACAATGACAGAAGATAAGGTCACTGGGACCCTGGTTTTCACTGTCATCACTGCT 
GTGCTGGGTTCCTTCCAGTTTGGATATGACATTGGTGTGATCAATGCACCTCAACAGGTA 
ATAATATCTCACTATAGACATGTTTTGGGTGTTCCACTGGATGACCGAAAAGCTATCAAC 
AACTATGTTATCaACAGTACAGATGAACTGCCCACAATCTCATACTCAATGAACCCAAAA 
25 CCAACCCCTTGGGCTGAGGAAGAGACTGTGGCAGCTGCTCAACTAATCACCATGCTCTGG 
TCCCTGTCTGTATCCAGCTTTGCAGTTGGTGGAATGACTGCATCATTCTTTGGTGGGTGG 
CTTGGGGACaCACTTGGAAGAATCflAAGCCATGTTAGTAGCAftACATTCTGTCATTAGTT 
GGAGCTCTCTTGATGGGGTTTTCAAAATTGGGACCATCTCATATACTTATAATTGCTGGA 
AGAAGC3CTATCAGGACTATATTGTGGGCTAATTTCAGGCCTGGTTCCTATGTATATCGGT 
30 GAAATTGCTCCAACCGCTCTCAGGGGAGCACTTGGCACTTTTCATCAGCTGGCCATCGTC 
ACGGGCATTCTTATTAGTCAGATTATTGGTCTTGAATTTATCTTGGGCAATTATGATCTG 
TGGCACATCCTGCTTGGCCTGTCTGGTGTGCGAGCCATCCTTCAGTCTCTGCTACTCTTT 
TTCTGTCCAGAAAGCCCCAGATACCTTTACATCAAGTTAGATGAGGAAGTCAAAGCAAAA 
CAAAGCTTGAAAAGACfeAGAGGATATGATGATGTCACCAAAGATATTAATGAAATGAGA 
35 AAAGAAAGAGAAGAAGCATCGAGTGAGCAGAAAGTCTCTATAATTCAGCTCTTCACCAAT 
TCCAGCTACCGACAGCCTATTCTAGTGGCACTGATGCTGCATGTGGCTCAGCAATTTTCC 
GGAATCAATGGCATTTTTTACTACTCAACCAGCATTTTTCAGACGGCTGGTATCAGCAAA 
CCTGTTTATGCAACCATTGGAGTTGGCGCTGTAAACATGGTTTTCACTGCTGTCTCTGTA 
TTCCTTGTGGAGAAGGCAGGGCGACGTTCTCTCTTTCTAATTGGAATGAGTGGGATGTTT 
40 GTTrGTGCCATCTTCATGTCAGTGGGACTTGTGCTGCTGAATAAGTTCTCTTGGATGAGT 
TATGTGAGCATCATAGCCBVTCTTCCTCTTTGTCAGCTTCTTTGAAATTGGGCCAGGCCCG 
ATCCCCTGGTTCATGGTGGCTGAGTTTTTCAGTCAAGGACCACGTCCTGCTGCTTTAGCA 
ATAGCTGCATTCAGCAATTGGACCTGCAATTTCATTGTAGCTCTGTGTTTCCAGTACATT 
GCGGACTTCTGTGGACCTTATGTGTTTTTCCTCTTTGCTGGAGTGCTCCTGGCCTTTACC 
45 CTGTTCACATTTTTTAAAGTTCCAGAAACCAAAGGAAAGTCTTTTGAGGAAATTGCTGCA 
GAATTCCAAAAGAAGAGTGGCTCAGCCCACAGGCCAAAAGCTGCTGTAGAAATGAAATTC 
CTAGGAGCTACAGAGACTGTGTAAAAAAAAAACCCTGCTTTTTOACATGAACAGAAACAA 
TAAGGGAACCGTCTGTTTTTAAATGATGATTCCTTGAGCATTTTATATCCACATCTTTAA 
GTATTGTTTTATTTTTATGTGCTCTCATCAGAAATGTCATCAAATATTACCAAAAAAGTA 
50 TTTTTTTAAGTTAGAGAATATATTTTTGATGGTAAGACTGTAATTAAGTAAACCAAAAAG 
GCTAGTTTATTTTGTTACACTAAAGGGCAGGTGGTTCTAATATTTTTAGCTCTGTTCTTT 
ATAACAAGGTTCTTCTAAAATTGAAGAGATTTCAACATATCAT'ITTTTTAACACATAACT 
AGAAACCTGAGGATGCAACAAATATTTATATATTTGAATATCATTAAATTGGAATTT7CT 
TACCCATATATCTTATGTTAAAGGAGATATGGCTAGTGGCAATAAGTTCCATGTTAAAAT 
55 AGACRACrrCTTCCATTTATTGCACTCAGCTTTTTTCTTGAGTACTAGAATTTGTATTTTG 
CTTAAAATTTTACTTTTGTTCTGTATTTTCATGTGGAATGGATTATAGAGTATACTAAAA 
AATGTCTATAGAGAAAAACTTTCATTTTTGGTAGGCTTATCAAAATCTTTCAGCACTCAG 
AAAAGAAAACCATTTTAGTTCCTTTATTTAATGGCCAAATGGTTTTTGCAAGATTTAACa 
CTAAAAAGGTTTCACCTGATCATATAGCGTGGGTTATCAGTTAACATTAACATCTATTAT 
60 AAAACCATGTTGATTCCCTTCTGGTACAATCCTTTGAGTTATAGTTTGCTTTGCTTTTTA 
ATTGAGGACAGCCTGGTTTTCACATACACTCAAACAATCATGAGTCaGACATTTGGTATA 
TTACCTCAAATTCCTAATAAGTTTGATCAAATCTAATGTAAGAAAATTTGAAGTAAAGGA 
TTGATCACTTTGTTAAAAATATTTTCTGAATTATTATGTCTCAAAATAAGTTGAAAAGGT 
AGGGTTTGARGATTCCTGAGTGTGGGCTTCTGAAACTTCATAAATGTTCAGCTTCAGACT 
65 TTTATCAAAATCCCTATTTAATTTTCCTGGAAAGACTGATTGTTTTATGGTGTGTTCCTA 
ACATAAAATAATCGTCTCCTTTGACATTTCCTTCTTTGTCTTAGCTGTATACAGATTCTA 
GCCAAACTATTCTATSGCCATTACTAACACGCATTGTACACTATCTATCTGCCTTTAGCT 
ACATAGGCAAATTGGAAATACACAGATGATTAAACaGACTTTAGCTTACAGTCAATTTTA 
CAATTATGGAAATATAGTTCTGATGGGTCCCAAAAGCTTAGCBGGGTGCTAACGTATCTC 
70 TAGGCTOTTTTCTCCACCAACTGGAGCACTGATCAATCCTTCTTATGTTTGCTTTAATGT 
GTATTGAAGAAAAGCACTTTTTAAAAAGTACTCTTTAAGAGTGAAATAATTAAAAACCAC 
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TGAACATTTGCTTTGTTTTCTAAAGTTGTTCACATATATGTAATTTAGCAGTCCAAAGAA 
CAAGAAATTGTTTCTTTTC 

>gi|4S045oa|ref |nm|00019B.i| Homo sapiens hydroxy-delta- 5 -steroid dehydrogenase, 3 beta- and steroid 
delta-isomerase 2 (HSD3B2) , mRNA [SEQ ID NOi 333] 
GAGGCAGTAAGGACTTGGACTCX;TCTGTCCaGCTTTTAACAATCTAAG'rTACGGTTACCC 
TCTTCTGGGTCACGCTAGAATCaGATCTGCTCTCCAGCATCTTCTGTTTCCTGGCAAGTG 
TTTCCTGCTACTTTGGATTGGCXaVCGATGGGCTGGAGCTGCCTTGTGACAGGAGCAGGAG 

GGG CCTTGGACAAGGCCTTCAGACCAGAATTGAGAGAGGAATTTTCTflAGCTCCAGAACA 
GGACCAAGCTGACTGTRCTTGAAGGAGACATTCTGGATGAGCCATTCCTGAAAAGAGCCT 
GCCAGGACGTCTCGGTCGTCATCCACACCGCCTGTATCATTGATGTCTTTGGTGTCACTC 
ACAGAGAGTCCATCATGAATGTCAATGTGAAAGGTACCCAGCTACTGTTGGAGGCCTGTG 
TCCAAGCCAGTGTGCCAGTCTTCATCTACACCAGTAGCATAGAGGTAGCCXSGGCCCAACT 
CCTACAAGGAAATCATCCAGAACGGCCACGAAGAAGAGCCTCTGGAAAACaCATGGCCXa 
CTCCATACCCGTACAGCAAAAAGCTTGCTGAGAAGGCTGTGCTGGCGGCTAATGGGTGGA 
ATCTAAAAAATGGTGATACCTTGTACACTTGTGCGTTAAGACCCACATATATCTATGGGG 
AAGGAGGCCCATTCCTTTOTGCCAGTATAAATGAGGCCCTGAACAACAATGGGATCCTGT 
CAAGTGTTGGAAAGTTCTCTACAGTCAACCCAGTCTATGTTGGCAACGTGGCCTGGGCCC 
ACATTCTGGCCTTGAGGGCTCTGCGGGACCCCAAGAAGGCCCCAAGTGTCCGAGGTCAAT 
TCTATTACATCTCAGATGACACGCCTCACCAAAGCTATGATAACCTTAATTACATCCTGA 
GCAAAGA6TTTGGCCTCCGCCTTGATTCCAGATGGAGCCTTCCTTTAACCCTGATGTACT 
GGATTGGCTTCCTGCTGGAAGTAGTGAGCTTCCTACTCAGCCCAATTTACTCCTATCAAC 
CCCCCTTCSiACCGCCACACAGTCACATTATCAAATAGTGTGTTCACCTTCTCTTACAAGA 
AGGCTCAGCGAGATCTGGCGTATAAGCCACTCTACAGCTGGGAGGAAGCCAAGCAGAAAA 

AGTGATTTAAGGATGACAGAGATGTGCATGTGGGTATTGTTAGGAAATGTCATCAAACTC 
CACCCaCCTGGCTTCATACAGAAGGCAACaGGGGCACAAGCCCAGGTCCTGCTGCCTCTC 
TTTCACACAATGCCCAACTTACTGTCTTCTTCATGTCATCAAAATCTGCACAGTCACTGG 
CCCAACCAGAACTTTCTGTCCTAATCATACACCAGAAGACAftACAATATGATTTGCTGTT 
ACawVTCTCaGTGGCTGATTCTGAACAATTGTGGTCTCTCTTAACTTGAGGTTCTCTTT 
TGACTAATAGAGCTCCATTTCCCCTCTTAAATGAGAAAGCATTTCTTTTCTCTTTAATCT 
CCTATTCCTTCACACAGTTCAACATAAAGAGCAATAAATGTTTTAATGCTTAA 

>H_1.0.0_2892 Homo sapiens hydroxysteroid (17 -beta) dehydrogenase 2 (HSD17B2) , mRNA crs gi- . 
4504502/// [HvimaB_jongleur_201102.518.Cl] [SEQ ID NOl 334] 
CTGGGAATATGATTATGCTTAATCTATGCTCAGTCGAAAGGGGCTGGGGCTGCTTTCTCC 

TAGACTCRCTGGCCCTGAGCACTTGAAGGTGCAGCAAGTCACTGAGAATGAGCACTTTCT 
TCTCGGACACAGCATGGATCTGCCTGGCTGTCCCCACAGTACTATGTGGGACAGTATTTT 
GCAAATACAAGAAGAGCTCAGGGCAGCTGTGGAGCTGGATGGTCTGCCTGGCAGGCCTCT 
GTGCAGTCTGCCTGCTCATCCTGTCCCCTTTTTGGGGCTTGATCCTCTTCTCGGTGTCAT 
GCTTCCTCaTGTATACTTACTTATCTGGCCAAGAATTGTTACCrGTGGATCAGAAGGC3«3 
TCCTGGTGACAGGTGGTGATTGCBGGCTTGGCCATGCTTTGTGCAAGTATCTGGATGAGC 
TGGGCTTCACGGTATTTGCCGGAGTTTTGAATGAAAATGGCCCAGGAGCTGAGGAATTGC 



TAAAAGATGCTTACAGCAAGGTTGCAGCAATGCTGCAGGACAGAGGACTGTGGGCTGTGA 
TCAACAATGCTGGGGTGCTTGGCTTTCCAACTGATGGGGAGCTTCTTCTTATGACTGACT 

CTCTTCTTAGAAAATCCAAAGGGAGGCTGGTGAATGTCAGCAGCATGGGAGGAGGGGCCC 
CAATGGAAAGGCTGGCATCTTATGGCTCATCAAAGGCGGCTGTGACCATGTTCTCATCAG 
TTATGAGACTGGAGCTTTCCAAGTGGGGAATTAAAGTTGCTTCCATCCAACCTGGAGGCT 
TCCTAACAAATATCGCAGGCACCAGTGACAAGTGGGAAAAGCTGGAGAAGGACATTCTGG 
ACCACCTCCCCGCTGAGGTACAGGAAGACTACGGCCAGGACTACATCTTAGCACAGCGGA 
ATTTCCTCCTATTGATCAACTCGTTA6CCAGCAAGGACTTCTCTCC6GT6CTGCGGGACA 
TCCAGCATGCTATCTTGGCGAAGAGCCCTTTTGCCTATTACACGCCAGGGAAAGGCGCTT 
ACTTGTGGATCTGCCTTGCTCACTATTTGCCTATTGGCATATATGATTACTTTGCTAAAA 
GACATTTTQGCCAAGACAAGCCCATGCCCAGAGCTCTAAGAATGCCTAACTACAAGAAAA 
AGGCCACCTAGGCAATGGAAGCCCTCAAAGAAGTCGGAATGTCATAGTCrrGAAATGAAA 
GGGAAACTGGGAAACTGGGTTTCTCATTAAAGTTGTTTCCCACTCTGA 

>H_1.0.0_24692 Homo sapiens, Similar to TATA box binding protein (TBP) -associated factor, 
polymerase II, S, ISOkD, clone IMAGE : 3S3S799 , mRNA' cr : gi-15559581/// ' 
[Human_johgleur_201102. 11703. C2] [SEQ id hO: 335] 
GGCACGAGGGGCGGGTGGATGAACGCGGCCCTCTGTAATGGCGGAGCGTGGCGGGGACGG 
GGGCGAGAGTGAACGATTCAACCCGGGGGAGCTCAGGATGGCCCAACAGCAGGCCTTGAG 
GTTCCGAGGTCCGGCTCCCCCACCAAATGCAGTGATGCGAGGCCCACCACCTCTGATGCG 
ACCTCCTCCACCTTTTGGTATGATGCGAGGCCCTCCTCCACCACCACGGCCGCCCTTTGG 
ACGTCCTCCTTTTGATCCTAATATGCCGCCAATGCCTCCTCCAGGAGGGRTACCTCCACC 
TATGGGCCCTCCACACCTCCAGAGACCACCTTTCATGCCTCCTCCCATGAGTTCCATGCC 
TCCTCCTCCGGGTATGATGTTTCCRCCaGGAATGCCTCCTGTGACTGCTCCTGGTACTCC 
AGCACTACCTCCTACGGAGGAGATATGGGTTGAAftATAAAACTCC3VGATGGGAAGGTTTA 
TTATTATAATGCTCGGACACGTGAATCTGCATGGACCAAGCCAGATGGAGTTAAGGTTAT 
TCAGCAATCAGAACTGACACCTATGCTTGCAGCCCAGGCACAGGTTCAGGCTCAGGCCCA 



173/349 



01 [fjje>'/^:/yv'GG30S8201.s^] 



WO 03/058201 PCT/LS02/41825 



GGCGCAGGCTCAGGCCCAGGCGCAGGCTCAGGCCCAGGCACAAGCTCAGGCCCAGGCTCA 
GGCTCAGGCCCAGGCCXaVGGCCCAGGCCCaGGCCCAGGCCCAAGCCCAAGCCCAGGCCCA 
GGCCCAGGCTCAGGCTCAGGCACAAGCTa«3GCCCAGGCCCAGGCTCAGGTCCaGGCCCA 
GGTCCAGGCACAAGTGCAAGCRCAAGCAGTTGGAGCTTCCAaXJCTACGACCAGTAGCCC 
AGCACCTGCAGTATCCACTTCAACATCATCATCCACCCCTTCCTCTACCACTTCTACCAC 
AACAACTGCTACTTCAGTTGCGCAGACAGTATCAACACCCACAACACAAGATCAGACCCC 
AAGTTCTGCTGTTTCAGTTGCCACGCCTACAGTTAGTGTTTCAACTCCTGCTCCTACAGC 



TTCAGTACCTCAGCCAACAACAGCAATACCTGCTTTTCCACCAGTAATGGTACCTCCGTT 
TCGTGTTCCCCTTCCTGGCATGCCAATTCCACTTCCAGGTGTATTGCCAGGAATGGCCCC 
TCCTATCGTACCCATGATACATCCCCAGGTTGCTATTGCAGCTTCACCTGCTACCTTAGC 
TGGAGCAACAGCAGTTTCTGAATGGACTGAATATAflAACAGCAGATGGGAAGACATATTA 
TTATAATAATAGAACATTAGAATCAACCTGGGAAAAACCCCAAGAACTAAAGGAAAAAGA 
AAAGTTAGAAGAGAAGATTAAAGAGCCAATTAAAGAACCCTCTGAAGAGCCTCTGCCAAT 
GGAGACGGAGGAGGAGGATCCTAAAGAAGAGCCTATAAAGGAGATAAAGGAGGAGCCCAA 
AGAAGAGGAGATGACTGAAGAAGAAAAGGCTGCCCAGAAGGCAAAGCCAGTTGCTACTGC 

TAATCCCACCACTCGTCTTTCTATGTGGGACCGACCTGATGATCTGATTGGCAGGGCAGA 
TGTTGACAAAATTATTCAGGAGCCCCCTCATAAAAAAGGAATGGAGGAATTGAAGAAACT 
AAGGCACCCAACTCCGACAATGCTGTCGATCCAAAAGTGGCAATTCTCTATGAGTGCAAT 
TAAAGAGGAACAAGAATTAATGGAAGAAATTAATGAAGATGAGCCTGTTAAAGCAAAAAA 
ACGGAAGAGAGACGATAATAAAGACATTGACrCAGAGAAAGAAGCTGCCATGGAAGCTGA 
AATTAAAGCTGCTCGAGAAAGGGCCATTGTCCCTCTGGAGGCTCGAATGAAGCAGTTCAA 
GGACATGCTGCTAGAGAGAGGGGTGTCTGCTTTTTCAACGTGGGAGAAGGAGTTGCACAA 
GATAGTTTTTGATCCCCGGTACTTACTTCTCAATCCTAAAGAGAGAAAACAGGTGTTTGA 
TCAGTATGTAAAGACC3«3GGCAGAGGAAGAACGCAGGGAAAAGAAAAATAAAATAATGCA 
AGCCAAGGAAGATTTCAAAAAAATGATGGAAGAAGCAAAATTTAATCCAAGAGCAACTTT 
TAGTGAATTTGCAGCCAAGCATGCTAAAGATTCAAGATTCAAAGCAATTGAAAAGATGAA 
AGACCGAGAAGCCTTGTTTAATGAGTTTGTGGCCGCTGCTAGGAAGAAAGAGAAAGAAGA 
TTCGAAGACCAGAGGTGAGAAGATTAAATCGGATTTCTTTGAACTATTATCTAATCATCA 
CTTGGACAGTCAGTCTCGATGGAGCAAAGTAAAAGACAAAGTAGAAAGTaATCCACGTTA 
CAAAGCAGTAGATAGTTCATCAATGAGAGAAGACCTTTTCAAACAGTACATTGAAAAAAT 
AGCCAAGAATTTAGACTCAGAAAAAGAAAAGGAGCTTGAAAGGCAAGCCCGCATTGAGGC 
AAGCCTTCGAGAACGASftTLAGGGAGGTTCAAAAGGCCCGTTCAGAACAAACAAAAGAAAT 
AGATCGAGAGAGAGAGCAGCACAAACGAGAAGAAGCTATCCAGAATTTCAAAGCTCTTCT 
GTCTGACATGGTACGTTCTTCAGATGTGTCATGGTCTGATACTCGTAGGACCCTCCGAAA 
AGATCACCGCTGGGAATCTGGATCCTTATTGGAAAGAGAGGAGAAAGAGAAGCTTTTTAA 
TGAACACATTGAAGCRCTTACCAAAAAAAAGAGAGAGCACTTTAGGCAACTTCTGGATGA 
AACTTCTGCAATTACCTTAACATCCACGTGGAAAGAAGTAAAAAAAATCATTAAGGAAGA 
TCCTCGATGTATTAAGTTCTCCTCCAGTGACaGGAAAAAACAAAGAGAATTTCAAGAATA 
TATCAGAGACAAATATATCACAGCCAAAGCTGACTTCAGGACGCTTTTGAAAGAGACCAA 
ATTTATAACATATAGTTAATTTAGTGAAAGATGTGAAAGTGAAAGCTTGTGAAAGATGCT 
GGGATTGGCAGCCCCGCAGACTGAAGTCCTCTGTTCATCCACAGAACAGATCCAAAAAAT 
TAATCCAAGAATCGGATCAGCACCTGAAAGATGTAGAAAAAATTTTACAGAATGACAAAC 
GGTATCTAGTACTGGACTGTGTGCCAGAGGAGAGGCGTAAACTGATTGTGGCATATGTTG 
ATGACCTGGATCGCCGGGGTCCACCCCCACCTCCCACAGCATCGGAGCCCAGGAGACGAT 
CAACAAAATAATTCTAAATACTCTTCCATAGGGGCATCTATTCAAAATGCTTGCATGAGC 
CAATTTTCAGGTTTTTACATATATGTGCATTAGTCAACCTATTGCGAAACCATCTGACAA 
ACAGAAGGAGAAGCATTTGTGAACAGTTTCTGAACAGAACACTTTGGAAATATTTATGCT 
TTTCTTTGTGTGGCATGACTGACATACATACTCAAATATAGGCTGTCTCTAGTAAATCTT 
AAAATCTTGAAGCTAAAATTCATCCTTTTATGAGGTGTGGAAGTCAGTGACTTGGTGACG 

GATGCAAATACCACAGACTCCAAGAAAACCCGAGTTGGGGTTTGTTTTGTTTTGATTTTT 
TTTTTTTTAAAGCGGGTAAAAGAGAAAACACTGAAAATTGAATTCTTATCTTCCAGAGGC 
TACAATTATTATAATGGACAATACTTTTACCTTTGTCTCTAAAGATCAGATTAGTTTTAT 
TTGTTCACTTACGTGGTTTGATTATCCCCTCTGAATTATAGACCGAGTCTTGTTGTTTAG 
CCTAAGAGAAGATTTATGTAGTAATTTCTTCTCAGGTATGGAACCACGGTCATAACTAAC 
ATGTTGGCCAGAATAGAACCACTGGTTAAACATATTTTATTCACCATTAAGTGATCTTTA 
TCAATATTCTGGATTAGACAACAAATTACCTTTCTGGGTGTTTCTTGTAAACTATRCTCC 
TGTTTGAATGTTAAACTTTGTTGCTAAAGTTTAATTTTAAGATGTTTGAATGTTCAGTTT 
ATGTATTTGAACTACAATAAACCAACCCTTTTTATATAAG 

>H_1.0.0_2140 Homo sapiens albumin (ALB), mRNA cr: gi-8392890/// [Human jongleur 201102 , 252 .C13] 
[SEQ ID NO: 336] _j = _ 

GAGCTCCATCCTGTGCTCAGGGGGTAGACGAGGGCCCCAATGGGCTGAAGCTCATCTOSG 
AAGTGATTGGGGAGCGCCTCGGCATCCCCATGA6TGTGCTGATGGGGGCCAACATTGCCA 
GCGAGGTGGCTGATGAGAAGTTCTGTGAGACAACCATTGGTGAGAGCCCCCTGGCACCTG 
CATACACAGTGCATCTAGTTGCATCCCCTCCCCAAACTGCCCCAACCCCACTTAGCCATC 
TCTTTCCCATAAGGCAGAGAAAGGAAAATACAAGCATCAGAGGTGAAGGAGGCTGGGACA 



GAGTTGGTGCAGTGGCACACCTGTGGTCCCAGCTACTTAAGAGGCTGAGGTGGGAGGATC 
GCTTAAGCCCAGGAGTTTAAGTCCAGCCTGGGCAACAGAGAGAGACTCCCATCTCTATAA 
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AATAAATATTTTTTAAAAAGAGTCCTTCCCTCAAAGCCTTGCCCCCTCCTCACTTTAGGC 
TGCAAGGACCCGGCCCAGGACAACTCCTGAAAGAGCTGATGCAGACACCAAACTTCCGTA 
T CACAGTGGTGCAAGAGGTGGACACTGT AGAGAT CTGTGGAG CCTTAAAGGTGAGAGGGG 
CACAGAGGCAGCTATGGGGTGAGGAGAAGGCCCCAAAGGAGGTCTGGCTGAGCTCTGCAA 
5 GGCTGCAGGTACTCCAGGCTCTCACTATTGAGCAGTGGTTCCCCTTTCCTACCATGTCCC 
ATGCATATAGGAGGAGCTGCAGAAGCAAGGCCAGGGCCaTTCAGGCGGCTGATTATTCAT 

CTCTGGCTCCaGGAGGTGGTC3«3GGGGACAAGGAGATGCCCAGGCTAATGGGAGACAAAA 
CATCCTTGACACCCAGACAGACTAATGGCCAGAACTATGGATCCTGGACAGCTGTTGACT 

TCAGAAAATGTCCTCGAGGAGGGAGTATGGGGCAGGGCTTAAGAAAGGGGGTGCAGCAAG 

GGGGGAAACCAAGAGGCGGAAGTAGGCTTCTAAAAGGCCACACACTATACCTCTCTTCTG 

CAGTGGGTGTCACGGCTGATGAAATGAGTATGAGGGGGCTCCACATGGGGGCTATAGGAG 

GGGGTCTTTTTCTCACCTATGACCTCCACTCCTTCAAGAATGTAGTGGCCGTGGGGGCTG 
15 GCTTCTGTGATGGCCTGGGCTTTGGCGACAACACCAAGGCGGCAGTGATCCGGCTGGGTC 

TCATGGAGATGATAGCCTTCGCCAAGCTCTTCTGCAGTGGCCCTGTGTCCTCTGCCACCT 

TCTTGGAGAGCTGTGGTGTTGCTGACCTGATCACTACCTGCTATGGAGGGCGGAACCGGA 

AAGTGGCTGAGGCCTTTGCGCGTACAGGAAAGGTGGGCCCCGGGAGftAGGGAGAACAGAG 

GGGCGGCTCTGTAGGCATCCAGGTAGAGGTGCTTGGCGGGAGGCATCTCTGGRGCACAAA 
20 CATTAAGACroTTGTGCACATCCCCATCCCTCTTTTCCTCCCAAGACCCCaCTCCCATCT 

GAGCTCCAGTCTCTCCACCCCCTACTGACAACCCAGCTGCTCCCTTTTCCAAGCTTTACC 

CTGACCAGTCATGAGTGGATATTCTGAACCTGTTTCATACTGTCTTCTTCTAGGAGTCTT 

TCTCAGACCAGCACAGCTCTGCTCTGATCAGCCCAATCACCCCCGCTGTCAACCCCACAC 

GCCTTTGGCACAATGAAGTGGGTAACCTTTATTTCCCTTCTTTTTCTCTTTAGCTCGGCT 
25 TATTCCAGGGGTGTGTTTCGTCGAGATGCACACAAGAGTGAGGTTGCTCATCGGTTTAAA 

GATTTGGGAGAAGAARATTTCAAAGCCTTGGTGTTGATTGCCTTTGCTCAGTATCTTCAG 

CAGTGTCCATTTGAAGATCATGTAAAATTAGTGAATGAAGTAACTGAATTTGCAAAAACA 

TGTGTTGCTGATGAGICSiGCTGAftAATTGTGAaiAATCACrTmTACCCTTTTTGGAGAC 

AAATTATGCSiCAGTTGCAACTCTTCGTGAAACCTATGGTGAAATGGCTGAGTGCTGTGCA 

CCCCGATTGGTGAGACCAGAGGTTGATGTGATGTGCACTGCTTTTCRTGACAATGAAGAG 
ACATTTTTGAAAAAATACTTATATGAAATTGCCRGAfiGACATCCTTACTTTTATGCCCCG 
GAAOTCCTTTTCTTTGCTAAAAGGTATAftAGCTGCTTTTA(^GAATGTTGCC3UVGCTGCT 

35 TCTGCCAAACAGAGACTCAAGTGTGCCAGTCTCCAAAAATTTGGAGAAAGAGCTTTCAAA 

GCATGGGCAGTAGCTCGCCTGAGCCAGAGATTTCCCAAAGCTGAGTTTGCAGAAGTTTCC 

AAGTTAGTGACAGATCTTACCAAAGTCCACACGGAATGCTGCCATGGAGATCTGCTTGAA 

TGTGCTGATGACAGGGCGGACCTTGCCAAGTATATCTGTGAAAATCAAGATTCGATCTCC 

AGTAAACTGAAGGAATGCTGTGAAAAACCTCTGTTGGAAAAATCCCACTGCATTGCCGAA 
40 GTGGAAAAlXaTGAGRTGCCTGCTGRCTTGCCTTCRTTAGCTGCTGRTTTa'GTTGAAAGT 

TATGAAACCAOTCTAGAGAAGTGCTGTGCCGCTGCaGATCCTCATGAATGCTATGCCAAA 

GTGTTCGAIGAATTTAAACCTCTTGTGGAAGAGCCTCAGAATTTAATCAAACAAAATTGT 
45 GAGCTTTTTCSAGCAGCTTGGRGAGTACAAATTCCAGaRTGCGCTATTAGTTCGTTACACC 

AAGAAAGTACCCCAAGTGTCAACTCCAACTCTTGTAGMGTCTCAAGAAACOTAGGRAAA 

GTGGGCAGCAAATGTTGTAAACATCCTGAAGCAAAAAGAATGCCCIGTGCAGAAGACTAT 

CTATCCGTQGTCCTGAACCAGTTATGTGTGTTGCATGAGAAAACGCCAGTAAGTGACAGA 

GTCACCAAATGCTGCACAGAATCCTTGGTGAACAGGCGACCATGCrrTTCAGCTCTGGAA 
50 GTCGATGAAACATACGTTCCCAAAGAGTTTAATGCTGAAACATTCACCTTCCATGCAGAT 

ATATGCACACTTTCTGAGAAGGAGAGACAAATCAAGAAACAAACTGCACTTGTTGAGCTT 

GTGAAACACAAGCCCAAGGCAACAAAAGAGCAACTGAAAGCTGTTATGGATGATTTCGCA 

GCTTTTGTAGAGAAGTGCTGCAAGGCTGACGATAAGQAGACCTGCTTTGCCGAGGAGGGT 

AAAAAACTTGTTGCTGCAAGTCAAGCTGCCTTAGGCTTATAACATCACfiTTTAAflAGCAT 
55 CTCAGCCTACCATGAGAATAAGAGAAAGAAAATGAAGATCAAAAGCTTATTCATCTGTTT 

TTCTTTTTCX3TTGGTGTAAAGCCAACACCCTGTCTAAAAAACATAAATTTCTTTAATCAT 

TTTGCCTCITTTCTCTGTGCTTCAATTAATAAAAAATGGAAAGAATCTAATAGAGTGGTA 

CAGCACTGTTATTTTTCAAAGATGTGTTGCTATCCTGAAAATTCTGTAGGTTCTGTGGAA 

GTTCCAGTGTTCTCTCTTATTCCACTTCGGTAGAGGATTTCTAGTTTCTGTGGGCTAATT 
60 AAATAAATGACTAATACTCTTCTAAGTTATGGATTATAAACATTCAAAATAATATTTTGA i . : 

CATTATGATAATTCTGAATAAAAGAACAAAAACCATGGTATAGGTAAGGAATATAAAACA 

TGGCTTTTACCT 

>H_1. 0.0^3308 Homo sapiens regenerating islet-derived 1 alpha (pancreatic stone protein, pancreatic 
thread protein) (REGIA) , mRNA cr: gi -4S0S470/// [Human_jongleur_2011C2 .658 .CI] [SEQ ID NO: 337] 
65 GCTGTAATGAAGCCTCAGTGGGATCCAAAGTTGTTTTTCAGTTACTGAGTCTGTATAATC 

AAATTCTGAGAGGAGGTTTTAAGGAAGGTAATAGGTGCTTTGCTCTCCATCTCTCAGAAC ■ 
CCCCTTCCCTGTGTTCTCCTAmGAGATTGTTGATTTGCCTCTTAAGCiAAGAGATTCATT 
GCAGCTCAGCATGGCTO^GACCaGCTCaTACTTCTiTGCTGATCTCCTGCCTGATGTTTCT 
70 GTCTCAGAGCCSy^GGCCAAGAGGCCCAGACAGAGTTGCCCCAGGCCCGGATCAGCTGCCC 
AGAAGGCACCAATGCCTATCGCTCCTACTGCTACTACTTTAATGAAGACCGTGAGACCTG 
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GGTTGATGCAGATCTCTATTGCCAGAACATGAATTCGGGCAACCTGGTGTCTGTGCTCAC 
CCAGGCCGAGGGTGCCTTTGTGGCCTCACTGATTAAGGAGAGTGGCACTGATGACTTCAA 
TGTCTGGATTGGCCTCCATGACCCCAAAAAGAACCGCCGCTGGCACTGGAGCAGTGGGTC 
CCTGGTCTCCTACAAGTCCTGGGGCATTGGAGCCCCAAGCAGTGTTAATCCTGGCTACTG 
TGTGAGCCTGACCTCAAGCACAGGATTCCAGAAATGGAAGGATGTGCCTTGTGAAGACAA 
GTTCTCCTTTGTCTGCSUVGTTCAAAAACTAGAGGCAGCTGGaAAATACATGTCTAGaACT 
GATCCAGCAATTACAACGGAGTCAAAAATTAAACCGGACCATCTCTCCAACTCAACTCAA 
CCTGGACACrCTCTTCTCTGCTGAGTTTGCX;TTGTTAATCTTCAATAGTTTTACCTACCC 
CAGTCTTTGGAACCCTAAATAATAAAAATAAAC3VTGTTTTCCACT 

>gi|S031940|ref |NM|005S96.l| Homo sapiens nuclear factor I/B (NFIB) , mRNA [SEQ ID NO: .338] 

CCTGGAACTCTAGCACGCCGAGTGAACTTGAATCTTTGGCTATTTAAGGAGGACTGGGTT 

TGTTGTGAAGTTGCGGTGATCCAGCGCAGAGCCCCGTCCTGATTGATCGCATCGOSGGGC 

TCCCGGAAAGTGCGTTTTAAGGCGAAGTCATGATGTATTCTCCCATCTGTCTCACTCAGG 
ATGAATTTCACCCATTCATGGAAGCACTTCTTCCACATGTCCGTGCAATTGCCTATACTT 
GGTTCAACCTGCAGGCTCGAAAACGCAAGTACTTTAAAAAGCATGAGAAGCGAATGTCAA 
AGGATGAAGAAAGAGCAGTCAAAGATGAGCTTCTCAGTGAAAAGCCTGAAATCAAACAGA 
AGTGGGCATCCSVGGCTCCTTGCCAAACTGCGCAAAGATATTCGCCAGGAGTATCGAGAGG 
ACTTTGTGCTCS^CCGTGACTGGCa 



ATCTAGTCATGGTGATCCTGTTCAAAGGCATCCCCTTGGAAAGTACCGATGGAGAGCGGC 
TCATGAAATCCCCACATTGCACAAACCCAGCACTTTGTGTCCAGCCACATCATATCACAG 
TATCAGTTAAGGAGCTTGATTTGTTTTTGGCATACTACGTGCAGGAGCAAGATTCTGGAC 
AATCAGGAAGTCCAAGCCACAATGATCCTGCCAAGAATCCTCCAGGTTACCTTGAGGATA 
GTTTTGTAAAATCTGGAGTCTTCAATGTATCAGAACTTGTAAGAGTATCCAGAACGCCCA 
TAACCCAGGGAACTGGAGTCAACTTCCCAATTGGAGAAATCCCAAGCCAACCATACTATC 
ATGACATGAACTCGGGGGTCAATCTTCAGAGGTCTCTGTCTTCTCCACCAAGCAGCAAAA 
GACCCAAAACTATATCCATAGAYGAAAATATGGAACCAAGTCCTACAGGAGACTTTTACC 
CCTCTCCAAGTTCACCAGCTGCTGGAAGTCGAACATGGCACGATffiGAGATCAAGATATGT 
CTTCTCCGACTACTATGAAGAAGCCTGAAAAGCCATTGTTCAGCTCTGCATCTCCACAGG 
ATTCTTCCCCAAGACTGAGCACTTTCCCCCAGCACCACCATCCCGGAATACCTGGAGTTG 
CACaCAGTGTCATCTCAACTCGAACTCCACCTCCaCCTTCACCGTTGCCATTTCCAACAC 
AAGCTATCCTTCCTCCAGCCCCATCGAGCTACTTTTCTCATCCAACAATCAGATATCCTC 
CCCaCCTGAATCCTCACSGATACTCTGAAGAACTATGTACCTTCTTATGACCCATCCAGTC 
CACAAACCAGCCAGTCCTGGTACCTGGGCTAGCTTGGTTCCTTTCCAAGTGTCAAATAGG 
ACACCCATCTTACCGGCCAATGTC(»AAATTACGGTTTGAACATAATTGGAGAACCTTTC 
CTTCAAGCAGAAACAAGCAACTGAGGGAAAAflGAAAaVCAACAATAGTTTAAGAAATTTT 



GAAAGAAACTGAAGAAAGAAGATAATAGACCAGCAATTGCAGCACTTACAATCACTAATT 
CCCTTAAGGTTAAACTGTAATGACATAAAAAGGGTCGATGATATTTCACTGATGGTAGAT 
CGCAGCCCCTGCAACGTAGCCTTTGTTACATGAAGTCCGCTGGGAAATAGATGTTCTGTC 
TCTATGACAATATATTTTAACTGACTTTCTAGATGCCTTAATATTTGCATGATAAGCTAG 
TTTTATTGGTTTAGTATTCTTGTTGTTTACGCATGGAATCACTATTCCTGGTTATCTCAC 
CAACGAAGGCTAGGAGGCGGCGTCAGAGATGCTGGGTGACAGAGCCATGAGCCAGCCATT 
TTATAAGCACTCTGATTTCTAAAAGTTAAAAAAAATATATGAAATCTCTGTAGCCTTTAG 
::CCAGCCTTTTCCAGTGTGTAACCC 
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Figure 5 



>gi|l0190SS2|ref |NM|00390a.l| Homo sapiens sphingosine-1 -phosphate lyase 1 (SGPLl) , n 

1] 

CCTGCGAGTCCGTCGCGTGCTGAGGGAGACGCAGGAGGTGGAGCCGGCCGGGTGCTCGAG 
GGAAGGACGCfiGGAGGTGGAGCCGGCCGGGTGCTCGAGGGAAGGAGACTGGAAGCTGGTT 
CCGGCGTGAGGGAGAGTCTGAAAAAGGGGAGCGCGGAGAGGAGGCTGGAAGAGGAAGATG 
CCTAGCACAGACCTTCTGATGTTGAAGGCCTTTGAGCCCTACTTAGAGATTTTGGAAGTA 
TACTCCaCAAAAGCCftAGAATTATGTAAATGGACATTGCACCaAGTATGAGCCCTGGCAG 
CTAATTGCATGGAGTGTCGTGTGGACECTGCTCaTAGTCTaSGGATATGAGTTTGTCTTC 
CAGCCAGRGAGTTTATGGTC»AGGTTTAaAftAGAAATGTTTTAAGCTCACCAGGAAGATG 
CCCATTATTGGTCGTAAGATTCAAGACAAGTTGAACAAGACCAAGGATGATATTAGCAAG 
AACATGTCATTCCTGAAAGTGGACAAAGAGTATGTGAAAGCTTTACCCTCCCAGGGTCTG 

GAGGGGAGAGCCTCTGGAACSWSTGTACAGTGGGGAGGAGAAGCrCACTGAGCTCCTTGTG 
AAGGCTTATGGAGATTTTGCaTGGAGTAACCCCCTGCATCCAGATATCTTCCCAGGACTA 
CGCAAGATASAGGCAGAAATTGTGAGGATAGCTTGTTCCCTGTTCAATGGGGGACCAGAT 
TCGTGTGGATGTGTGACTTCTGGGGGAACAGAAAGCATACTGATGGCCTGCAAAGCATAT 
CGGGATCTGGCCTTTGAGAAGGGGATCAAAACTCCAGAAATTGTGGCTCCCCAAAGTGCC 
CATGCTGCATTTAACAAAGCAGCCAGTTACTTTGGGATGAAGATTGTGCGGGTCCCATTG 
ACGAAGATGATGGAGGTGGATGTGCGGGCAATGAGAAGAGCTATCTCCAGGAACACTGCC 
ATGCTCGTCTGTTCTACCCCACAGTTTCCTCATGGTGTAATAGATCCTGTCCCTGAAGTG 
GTCAAGCTGGCTGTCAAATACAAAATACCCCTTCATGTCGACGCrTGTCTGGGAGGCTTC 
CTCSVTCCTCTTTATGGAGAAAGCAGGATACCCACTGGAGCACCdATTTGATTTCCGGGTG 
AAAGGTGTAACC3iGCATTTCAGCTGACACCCATAAGTATGGCTATGCCCCAAAAGGCTCa 



GCAGCTGCTTGGGCTGCCTTGATGCACTTCGGTGAGAACGGCTATGTTGAAGCTACCAAA 
CAGATCATCAAAACTGCTCGCTTCCTCRAGTCAGAACTGGAAAATATCAAAGGCATCTTT 
GTTTTTGGGAATCCCCAATTGTCAGTCATTGCTCTGGGATCCCGTGATTTTGACATCTAC 
CGACTATCAAACCTGATGACTGCTAAGGGGTGGA.!^CTTGAACCAGTTGCAGTTCCCACCC 
AGTATTCATTTCTGCATCACATTACTACACGCCCGGAAACGAGTAGCTATACAATTCCTA 
AAGGACATTCGAGAATQJGTCACTCAAATCATGAAGAATCCTAAAGCGAAGACCACAGGA 
ATGGGTGCCATCTATGGCATGGCCCAGACAACTGTTGACAGGAATATGGTTGCAGAATTG 
TCCTCAGTCTTCTTGGACAGCrTy3TACaGCA(XBACaCTGTCACCCAGGGCAGCCAGATG 
AATGGTTCTCCAAAACCCCACTGAACTTGGACCCTTTCTAGTCTCAAGGGGATTCCAGCC 
TTCaGAAGGTTCTTGGGATATGSARCaGGCCGTGCACRACTTTGACATCTGGTCTTGCTC 
CATAGAGCACAACTCAAGATAGACCATGAGACAGCTl-GAGCCTCAGGATTCTTGTTCTTC 
CTCTTATCTTCCTTTTGTGGTTI'TTAATTTGAAGACCCCAGAGAATTCCATTACATAATG 



>H_1.0.0_131819 Homo sapiens mRNA for putative cytdplasmatic protein (0RFl-FL2i) as: gi- 12214172/// 
[gi|l2214l72|embiAJ245876.l|HSA245876] [SEQ ID NO: 2] 
TATGACAAGGCAGTACTGAGTTCAATGTAAAGTTACCCAGTCATTCTGCTCTCCCTCTCT 



TACCATCATTTCATACCATCTCTCCAACCCTCTTCAATGCCTCATCCAATGATATGAAGT 
TAAAACCAGAGCTATTTCTGACACAGCAATTTTTGAGCGGGCATTTGCCAAAATACGAAC 
AAGTTCACSTCCTCCCAGTAGGAAGAATAGAGGAACCCTTCTGGCAAAATTTCAAGCATC 
TACAAGAGGAGGTTTTCCAGAAAATAAAGACaCTGGCTCAGCTCTCAZUiGGATGTTCAGG 
ATGTCATGTTCTACAGTATCCTGGCCATGCTCAGAGACAGAGGGGCTCTACAGGACCTGA 
TGAACATGCTGGAATTOGACAGCTCaGGTCATTTGGATGGCCCTGGTGGTGCCATCCTAA 
AGAAACTTCAACAGGATTCAAACCATGCATGGTTTAACCCAAAGGACCCCaTTCTTTATC 
TCCTTGAAGCCATAATGGTGCTGAGTGACTTCCAACACGATTTGCTGGCCT6TTCCATGG 
AGAAGAGGATCCTGCTTCAGCAACAGGAGCTGGTAAGGAGCATCCTGGAGCCAAACTTCA 
GATACCCCTGGAGCATTCCCTTCACCCTCAAACCTGAGCTCCTCGCCCCACTCCAGAGTG 
AGGGTTTGGCCATCACCTATGGCCTGCTGGAGGAGTGTGGCCTTAGGAYGGAGCTGGATA 
ACCCCAGGTCAACCTGGGATGTAGAAGCAAAGATGCCCCTGTCTGCCCTCTATGGGACTC 
TCTCRTTGCTGCAGCAGCTGGCTGAGGCCTAAGCCCTCCCTGATGGGCAGTCAGTCCAGA 
GATGCTGGC.CCTCGTCCCAGTCTATGCTGTGAGTGTCCTTATGGGTGCAAGAGATAGGGC 
TGTGCCTCTCTGCGTTTCCAGGTGGAGTAGAGACAGTAATGGGTAGAGACTTTAGGAAAT 
GTTTTGGGGTGGTGGAATACTCTATATATTGACAAGAGTTTATATATTGIJNNNNNNNNNN 



, mRNA cr: gi-21314655/// 
! 3] 



GAAGTAGCA3TTCCGGAGTCCAGCTGGCTAAAACTCATCCCAGAI3GATAATGGCAACCCA 
TGCCTTAGAAATCGCTGGGCTGTTTCTTGGTGGTGTTGGAAIGGTGGGCACAGTGGCTGT 
CACTOTCATGCCTCAGTGGAGAGTGTCGGCCTTCATTGAAAACAACATCGTGGTTTTTGA 
AAACTTCTGGGAAGGACTGTGGATGAATTGCGTGAGGCAGGCTAACATCAGGATGCAGTG 
CAAAATCTATGATTCCCTGCTGGCTCTTTCTCCGGACCTACAGGCAGCCAGAGGACTGAT 
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GTGTGCTGCTTCCGTGATGTCCTTCTTGGCTTTCATGATGGCCATCCTTGGCATGAAATG 
CACCAGGTGCACGQGGGACAATGAGAAGGTGAAGGCTCACATTCTGCTGACGGCTGGAAT 
CRTCTTCATCATCACGGGCATGGTGGTGCTCATCCCTGTGAGCTGGGTTGCCAATGCCAT 
CATCAGAGATTTCTATAACTCARTAGTGAATGTTGCCCAAAAACGTGAGCTTGGAGAAGC 
5 TCTCTACTTAGGATGGACCACGGCACTGGTGCTGATTGTTGGAGGAGCTCTGTTCTGCTG 
CGTTTTTTGTTGCAACGAAAAGAGCAGTAGCTACAGATACTCGATACCTTCCCATCGCAC 
AACCCAAAAAAGTTATCACACCGGAAAGAAGTCACCGAGCGTCTkCTCCAGAAGTCAGTA 
TGTGTAGTTGTGTATGTTTTTTTAACTTTACTATAAAGCCRTTTACTTCAAAATGACATT 
GCTAAAGACTGCATTATTTTACTACTGTAATTTCTCCACGACATAGCATTATGTACATAG 

1 0 ATGAGTGTAACATTTATATCTCACATAGAGACATGCTTATATGGTTTTATTTAAAATGAA 
ATGCCAGTCCATTACAOTGAATAAATAGAACTCAACTATTGCTTTTCAGGGAAATCATGG 
ATAGGGTTGAAGAAGGTTACTATTAATTGTTTAAAAACAGCTTAGGGATTAATGTCCTCC 
ATTTATAATGAAGATTAAAATGAAGGCTTTAATCAGCATTGTAAAGGAAATTGAATGGCT 
TTCTGATATGCTGTTTTTTAGCCTAGGAGTTAGAAATCCTAACTTCTTTATCCTCTTCTC 

1 5 CCAGA6GCTTTTTTTTTCTTGTGTATTAAATTAACATTTTTAAAAAGCAGATATTTTGTC 
AAGGGGCTTTGCATTCAAACTGCTTTTCCAGGGCTATACTCAGAAGAAAGATAAAAGTGT 
GATCTAAGAAAAAGTGATGGTTTTAGGAAAGTGaWiATATTTTTGTTTTTGTATTTGAAG 

aagaatgatgcattttgacaagaaatcatatatgtatggatatattttaataagtatttg 
agtacagactttgaggtttcatcaatataaataaaagagcagaaaaatatgtcttggttt 
20 tcatttgcttaccaaaaaaacaacaacaaaaaaagttgtcctttgagaacttcacctg'ct 
cctatgtgggtacctgagtcaaaattgta^tttttgttctgtgaaaaataaatttccttc 
ttgtaccatttctgtttagttttactaaaatctgtaaatactgtatttttctgtttattc 
caaatttgatgaaactgacaatccaatttgaaagtttgtgtcgacgtctgtctagcttaa 
atgaatgtgttctatttgctttatacatttatattaataaattgtacatttttctaatta 

25 TTTGC 

>M_1.0.0_174 82 Mus musculus LB9 gene, partial sequence cr: gi-687696/// 
[Mouse_jongleur_201102. 10974. CI] [SEQ ID NO; 4] 
GAATTCTAGAAGGAACTTACATGGACTGCTGGGTATACTATAAAAGCAGTTGGTGGCAAA 
GATAGGAGCATGGTTTGAACAATGGGTCTGGAGGACACS«3GTGSAGCAGAGCGTGTACCC 

30 AGTTCTACAGACTGAACOiGAGCATTGCAGGGAACAGAGGAAAGGGCTTTCAGTGTGGIG 
GGTATGCCTATGCTTTCCTaGAATAAAGAATACAGCCAGAGAAGGGATTAGCTGGACTAG 
GGAGAGGGAGAGGAGGTTAGGAGTCTGCATGTAGATGTAGAGG/iGAGCGTGCAGGGV^GG 
CACAGAACCAAGAGTACAACGAGGATCAACAATGATGCCAATTAGGTTGGTGATGG2W3GT 
GAATGCTTTTCACCCCSGCAATCAGGAGGCAGAAGCAGATGGCTCTCTTGAGTTTGAGGC 

35 CAACCTGATCTACAGAGTTCCAGGACAGCCAGGGCTAGTCAGATAAACCATGTCTCTCAA 
AAAACCCAAACCCAAATCCAAACCCAAAACAAAACAAAAAATGGGAAGGAGTCAATGGGC 
AAATCAAAGATAGCAAGAGTCTACCAGAGGAGCAAGCTTGTGGGGTTGTGAGCATGCAGG 
AAAGCCTTGGAGCAATGTGTCAAAGGGCAAGCAAGAGGATGAAAGGTCAATGTGATGGCC 
ATGGCCATGGCCAGGAAGC3ATTACATCTACTTTGGTAGGACCAGGACTTTAGGATGTTAA 

TAGTTTCTGAAGAGGGTACCACAATTTCTTAATTGCAGAGGAGGAAAGTGAAAGGGGTAA 
TAACAGTCACCCCGAAGACCCAGACTAAAGAAGACCTGAGTGATGCCAGGTATCTGASTA 

tgatagctagggacaaagggttaaaaagaatacctttcacatacagactgggtcagggca 
tgttctgtgtaaaagattatactgggagaggaataagttgtgtcaaataaaggataaaga 

45 ctaggaaacactgaggtgcttgagtgaggagatctaatggtcaccgccagaacgctgggg 
acatggaataggggaacaaatgccagggaggacagggggccatccacagcagtcattctt 
acccgggggtggggggtggggggttccaccctagggggggttgggtacggcccccgggta 
gcctatcagaacatcagaggggagcagcagtgacctgctcacaaacattaacaacaaccc 
tagctcagaagatggttctgataggctacttgggggccatgcacccccggttgagaatca 

50 ctggtggaaggggtagggggatggagaaggctacagagaaggaagggtgagcagatggag 
gaggcatcagagtcatgactgtcagacttgggaggaaaggtcctgctggtgcagggggat 
gacagtgagcagcaactggatgcagtgcagaagggaggtgggaggaagggtgagagctgt 
gagagggtttcctgtcsvggggcagggagggcactgccaactgtgcttcctgctgaggact 
gaggtggggcagtgaggctgatagagatggaggatgcatagaggtgaaaggtgtttatag 

55 ctagttgtatgtaggaatcaaaggcaggtaaatiatggagccagtgatgtagggaagqtca 
tggaaggagatgagtgctgaggagtagaaagaaaattcagggactagagtccccagggag 
agagcttcagttcagcagcattaagacagtgtggaagttagaacttctggagacagggta 
ggctatgcaggcagaatgcaaaacacaggacaggtggaagatcacggtcagagtcagagg 
ttccctgagagcttcatcagatgtgaatggaaggatgtgaaaagaagcagcacaggtcac 

60 tgggagccatggacacagttagttctagaaggaccatgaagtctgggccagagagactgc 
tgggtagagggtgcagacttggtacaatcagtcggatgcagagagacccaagtcaggtga 
agcagtgggtgtggaggacaggtcaagctggggtgctgacgcacaggtctgtagaataca 
ccggagcaccccagagggcatcggaagaagcttcaggtgttgagagggtgactctgcttc 
tctgagcagtggaaggtagagcaggagaaagggttaactgggacccaggagaagtgtgag 

65 gaagttgtaataggtgggagggagagcatgagaggagctgggagagaggagggtgcagag 

AGATATTTAATTCAGCTGTAAAACTATGGTTCTGGCAAAAAAGAAAAACAGTGCCTATAA 
AATAACTGTGAGTTCTATGTCATTGATAACCATGGACAAATGTCTCAGACTGTGTTTTAA 
AAAAACATGATTTTCCCACAATGGTAGACCTAATCACCTAGACTTTTATAGCTAGGTGAA 
70 GTTAGAGAGCACATGGACTCAGTGGAGTTTGTCCTAAATGCAGAGGTTGACMTGATGGG 
AGCAGTGAGTGGAAATCAGGAAGTGATCAGACAGGGCTAGAAAGACTTGGGAGTTCTCAT 
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ATTGATTGGAAGGTTCCAAGGAGTGTTGTTGAGGAGCSAAGTAGGTAfiCTGTAGAATGCCA 
ACAAACATTTTGAATCAAACTGGACATACCACrAATGCAAAATGAAAAGGCCAAGAGAGG 
TTAAAACCAACAGAAGTTGTGGCTCACCCTTTRTAATGGAGCCAGGGCAGGAAAGCAAAA 
GGCAGAATTCAGGGTTTCCAAAGTGGGAGGTGGTAACGTATCTCCAGGTTAAGCAAGGAA 
5 TGTTAGGCAGATTTTCAAAGACTAAGCAGAGTTCTCTTCATAAGAGAAGOiAGTCAGTRA 
GTAACCCAGCCTTTATTTAGTGAAGAAACAACTTCACTAATTTAGAAAACRGAAGAATAT 
TAAAG 

>H_1.0.0_2S33a Homo sapiens mHNA; cDNA DKFZp761J109 (from clone DKFZp761J109) cr : gi-21740184/// 

/cds= (0,429) /gb=ALa3444S /gi=21740184 /ug=Hs. 12600 /len=3299 [Humaii_jougleur_201102 . 12S7S . CI] [SEQ 
10 ID NO: 5] . . ~ 

GTCCCTGCGGCCGCCAGAGGGAGGGTTAAGGCX5CCTGGGCGCACAGCGAGCCGGCTGAGG 

GGGCTGTGGCGGCCGCGGCGGGCGACATGGACAACGCGGGGAAGGAGCGTGAGGCAGTAC 

AGCTGATGGCGGAGGCCGAGAAGCGAGTCAAGGCCTCCCACTCCTTCCTCCGAGGGCTGT 

TTGGAGGAAACACAAGAGTAGAAGAGGCTTGTGAAATGTATACCTGAGCTGCAAATATGT 
15 TCAAGATGGCTAAAAATTGGAGTSCTGCaGGAAACGCATTTTGTCAGGCAGCCAAGCTCC 

ACATGCaGCTTCAGAGCAAAmTGACTCTCCTACCAGCTTTGTGGATGCTGGAAATGCTT 

ACAAAAAGGCAGATCCCCAAGAGGCTATCAACTGCTTAAATGCAGCCATCGACATTTACA • 

CAGACATGGGAAGGTTTACAATTGCAGCCAAGCACCACATTACTATTGCAGAGATCTATG 

AGACTGAACTTGTAGACATTGAGAAGGCTATTGCACATTATGAACAATCTGCTGATTATT 
20 ACAAAGGAGAAGAATCCAACAGCTCAGCAAACAAGTGTCTGCTGAAGGTGGCAGCATATG 

CTGCCCAGCTTGAGCAGTACCAGAAAGCCATTGAGATCTATGAGCAGGTTGGGGCAAACA 

CAATGGATAATCCTTTGTTGAAATACAGTGCAAAGGATTACTTCTTCAAAGCTGCCCTCT 

GCCACTTCATAGTAGACGAGTTGAATGCCAAGCTTGCTCTTGAGAAATATGAGGAAATGT 

TTCCAGCATTTACTGATTCAAGAGAATGTAAATTATTGAAAAAACTCCTAGAAGCTCATG 
25 AAGAACAGSACAGTGAAGCTTACACTGAAGCAGTGAAGGAATTTGACrCAATATCTCGCT 

TGGATCAGTGGCTGACCACCATGTTGCTTCGCATCAAAAAGTCCATCCAAGGGGATGGAG 

AAGGAGATGGAGACCTAAAATGAAATGTTTTTGTCTTTGTGGCATGCAGCTARCTCCTCT 

TTAGTTTTGTCTTAGGGTCAAGTGATCTTTATGGGATGCCTATTTAATGGCTTAATTTTG 

TTGCATATGAGCCAGAOGGCCTGTGTATTGTTTAAGCTCGCCAAGTCTGTGTTGCTGTGA 
30 AATGAATGRAGGAGAGGCTCCTGTTCATCTTGTGGTAATGATGGGTTGTTTCATGCTTAT 

CAGAACCCCCAGCGTrTTCTGAGAAGTACTTCAGAATCTCATTCCTCATATTTCATTGGT 

ATTTGTGGAGCCTATGTTTARTGTTGCCACGTGTTTTTATGTCCTTTTTGTTGGACTTGA 

TATGTTCTTTAAATGTffKSTTTAGTTTAGGACAGTTRCTAGGAATGAGTTTATAACTTCA 
35 TTAGAAATCATTTCTATTTTTGITATCCTGTGATTATTTTGATGGTGCTAGTGACTAGTT 

TCTTTGCTTTTTGTGTTGTTCCGTATGCTAACATGTGCATGGCAAAAATTTAGAATAGCC 

AGGGTCTGTAGGCATCACATTGTGAGGAAGGGAGCTTTCTGGAAGTACTTtiCTTCATGTA 

TGGATGAGTGTCAAAGTGAATTTGATTTGTACTTAGACACACGCGTTTACACACACACAC 

ATATCAO^GATCTGTTAGAAATGGAATTTTTCTCTTTTTCTGGAGATAGTTTTCACTTT 
40 TAGTTGGAGTGGAAftTCCCTTTATATTTACaTTGAAGTATTTTAATTGGCATAGCCTGCT 

CATTATTTTCATGTTTATACACTTTCCCACGTTGAGGTGGTGTOTTCTGTGCTGTGACTA 

TAGAAATCTTGGTCAGGGCTGGATAGATTATCTAAGTCAAGCTTGAGARTGAATGTATGT 

AATTTTCCTGTTTATTGTACATGATGGGTTAGGTGGGGTGAATGTGGTACAGGAATGTCC 

TGTATGCCCAAGTGGGCAAGAACCCCAACTTGTTTCrCAGGGGACTTGATTGTTCTCTTA 
45 GCTGGTGGAATATGTTGGCTTATGTGTTTGAACTCTGTCGTGTTTAATTGGTTTATATAA 

TATATGTATGCTATCTTGATTCATGAACTTGATCCTATTAATTTATATGCTGATATTGTA 

CTTTAGACATACGCTTGTCTCCTGAATGTCCTCTGMvTATTTATAGTTAAATGATTTATA 

TTTGAAATGTGTTGCCAGACTTAACCCAGCAGACACTCTGACATCACGGAGCTTCACTGA 

TGACaGGTAACGAAACTTCCTATGTTATGTCAGGTAGTAGTAAGTAGTATTGGAATGATG 
50 TTTTCATTTTTGGTGGCTCTCAACTGGAATTGGTAGrGTTTCCAGGCCAASGGTCGACTG 

CAGGTTGTTTGAGAAATGATGAGTAGGTCAGTCTAGGAAGAAAGAGAAAGTAGCAGGAAA 

GACTTGCAGGCTATAGTTATGGTGGTGACATGCATGAGGTGGGCTGGTAGAGCfifiGAAGC 
TCTGTGATGTCAGAGCATCTACTGGGACTACAGGTGCACTGTAGTCCCCACTACTGGGGG 
55 TGGCAATGAAGACACTCTGTCTGTTGGGCCCTAGARTTTARTGTGGATTTCCTCCTTCCT 
TCCAAGTTCTGAGATTCTTAAATGAGAGCTGGCTGTCrrrCTAGAGGTAAGACCTGGAATG 

GAGTCCAGTTGGTACTTTTTCACTCCCTCTTAGAATCTCTTATGAAAAAATGATCAGAGA 

GAAAAGTGGGGTTTTGTTTCCCCACCTAATAATATATCCTACAACCAGCCAAATGCAOTT 

TTGTGAAAATGGGGTGTGAGGAGTGGTTCTGCAGCTTGAGTCCTCTGGTTTTAAGTAGTT 
60 TGTTTCTACTTGTTTAAAGAATCTTCTGGTCTGACCACTTAAAGTAAAAACTACATGATT 

TATTTTCGGGCAATTATGTTTAGCTTTCATCATTATACTCCAACAGACCCGTCTGAAGGG 

GTATTTTTTTTTAACAATAATGTTTGTAACATTTTGTTGTGTCAATTAGAGGGTCACTTG 

TTTGTATTGCAATAAACACTGGGACCAGTTCCGGGGTTAAGAATTAATTTTTGTTTTTAA 

TATTTCACATGAAAAGAATCAAAGTAATTGTAATGGCTAGAAGAGACCTGCCAGAAGATT 
65 AAAAAAAAGAATGAGAGAAAAGCCCAGTTAGTGGTGTGCAAACTTACTTCCTTTAAATGT 

CCCATGGATGTAGGACAGTGCCATGTTTCAAGATGCCTGTGAGCTAGGTCTTCAAGATTT 

ATAGAATGTTACTTATGAACAAAATATAATTATTTATGGTACAATTCTTGTAGTTTAGCA 

AATCTGGAGTTAGTTCaTAGTCAAAGTCAGTTAATATTTCTTAGAGGAAAGTTTTGCTTT 

TTGTGGCAACATTTTTATAGCTTGTGTGAGTTCTTTTTTATTTAATGATTTGAAAGCAGT 
70 ATTTTTGCACAGTCGTGACCGTGTGTGGTGGCGTCACTGTAACCAAAGTATATGCACCAG 

CCCTTGTGC'ATTTATTGTTTCTCCTGATTTTGTGGA':TTAAATGTCC3iAATGCAAACCTT 
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TGTGACTTCCTTTGGAGGACTTGGCAGCACAGCATGCCCCCGTGACCTGCCTGCTGTGGT 
ATGAGCTATGACCAAGAGCAGGCTTCCTGCTCCATGGAGTCCTGAGTTGCTCTGGGGCAG 
GGGATTACGTTATGAAAACTAACCATGTGTAACAATAAATCTAGCTTAGCAG 

>H_1.0,0_19427 Homo sapiens potassium voltage-gated channel, KQT-lifce subfamily, member 2 (KCNQ2) , 
inRNA cr: gi-4758627/// [Human_jongleur_201102 . 8633 . CI] [SEQ ID NO: 6] 
CCCCGCTTOAGCCTGftGCCCXJACCCGGGGCGCCTCECGCCfiGGCACKATGGTGCaGAAGTC 
GCGCAACGGCGGCGT&TACCCCGGCCaSAGCGGGGAGAAGAAGCTGAAGGTGGGCTTCXST 

GAAGCCCCCCAAGCGCAACGCCTTCTACCGCAAGCTGCftGAATTTCCTCTACAACGTGCT 



CTGCCTCGTGCTGTCTGTGTTTTCCACCATCAAGGAGTATGAGAAGAGCTCGGAGGGGGC 
CCTCTACATCCTGGAAATCGTGACTATCGTGGTGTTTGGCGTGGAGTACTTCGTGCGGRT 
CTGGGCCGCAGGCTGCTGCTGCCGGTACCGTGGCTGGAGGGGGCGGCTCAAGTTTGCCCG 

CGGCTCCCAGGGCAACGTCTTTGCCACATCTGCGCTCCGGAGCCTGCGCTTCCTGCAGAT 
TCTGCGQATGATCCX3CATGGACCGGCGGGGAGGCACCTGGAAGCTGCTGGGCTCTGTGGT 
CTATGCCCACAGCAAGGAGCTGGTCACTGCCTGGTACATCGGCTTCCTTTGTCTCATCCT 
GGCCTOSTTCCIGGTGTACTTGGCflGAGAAGGGGGAGAACGACCACTTTGACACCTACGC 
GGATGCACTCTGGTGGGGCCTGATCACBCTGACCACCATrGGCrACGGGGACAAGTACCC 



CG'CXSCTGCCTGCAGGCATCTTGGGGTCTGGGTTTGCCCTGAAGGTTCAGGAGCAGCACAG 
GCAGAAGCACTTTGAGAAGAGGCGGAACCCGGCAGCAGGCCTGATCCAGTCGGCCTGGAG 
ATTCTACGCCACCAACCTCTCGCGCACAGACCTGCACTCCACGTGGCAGTACTACGAGCG 
AACX3GTCACCGTGCCCATGTACAGACTTATCCCCCCGCTGAACCAGCTGGAGCTGCTGAG 
GAACCTCAAGAGTAAATCTGGACTCGCTTTCAGGAAGGACCCCCCGCCGGAGCCGTCTCC 
AAGCCAGAAGGTCAGTTTGAAAGATCGTGTCTTCTCCAGCCCCCGAGGCGTGGCTGCCAA 
GGGGAAGGGGTCCCCGCAGGCCCAGACTGTGAGGCGGTCACCCAGCGCCGACCAGAGCCT 
CGAGGACAGCCCCAGCftAGGTGCCCAAGAGCTGGAGCTTCX3GGGACCGCAGCCX3GGCACG 
CCAGGCTTTCCGCATCAAGGGTGCCGCXSTCACGGCAGAACTCKGAAGAAGCAAGCCTCrC 
CGGAGAGGACATTGTGGATGACAAGAGCTGCCCCTGCX3AGTTTGTGACCGAGGACCTGAC 
CCCGGGCCTCAAAGTCAGCATCAGAGCCGTGTGTGTCATGCGGTTCCTGGTGTCCAAGCG 
GAAGTTCAAGGAGAGCCTGCGGCCCTACGACGTGATGGACGTCATCGAGCAGTACTCAGC 
CGGCCACCTGGACATGeTGTCCCGAATTAAGAGCCTGCAGTCCAGAGTGGACC»GATCGT 
GGGGCGGGGCCCAGCGATCACGGACAAGGACCGCACCAAGGGCCCGGCCGAGGCGGAGCT 
GCCCGAGGACCCCAGCATGATGGGACGGCTCGGGAAGGTGGAGAACCAGGTCTTGTCCAT 
GGAGAAGAAGCTGGACTTCCTGGTGAATATCTACATGCAGCGGATGGGCATCCCCCCGAC 
AGAGACCGAGGCCTACTTTGGGGCCAAAGAGCCGGAGCCGGCGCCGCCGTACCACAGeCC 
GGftAGACAGCCGGGAGCATGTCGACAGGCACGGCTGCATTGTCAAGATCGTGOSCTCCAG 

GCKCTCCACCTCCIGGCAGCCACAGAGCCACCCGCGCCAGGGCOACGGCACCTCCCCCGT 

CGCCTACGGCGGGGGCAACCGCGCCAGCATGGAGTTCCTGCGGCAGGAGGACACCCCGGG 
CTGCAGGCCCCCCBAGGGGACCCTGCGGGACAGCGACACBTCCATCTCCATCCCGTCCGT 
GGACCaCGAGGAGCTQGAGCGTTCCTTCAGCGGCTTCAGCATCTCCCAGTCCAAGGAGAA 
CCTGGATGCTCTCAACAGCTGCTACGCGGCCGTGGCGCCTTGTGCCAAAGTCAGGCCCTA 

ACGCTCGGCCACCGGCGAGGGTCCCTTTGGTGACGTGGGCTGGGCCGGGCCCAGGAAGTG 
AGGCGGCGCTGGGCCAGTGGACCCGCCCGCGGCCCTCCTCAGCJ-CGGTGCCTCCGAGGTT 
TTGAGGCGGGAACCCTCTGGGGCCCTTTTCTTACAGTAACTGAGTGTGGCGGGAAGGGTG 
GGCCCTGGAGGGGCCCATGTGGGCTGAAGGATGGGGGCTCCTGGCAGTGACCTTTTAEAA 
AAGTTATTTTCCAACAGGGCACTCCCAGGCCCTGTCGCCATTGAGGTGCCTCCGCTGGGC 
TGTCTCCTCACCCCTCCCTGTGCTGGAGCCTGTCCCAAAAAGGa'GCCAACTGGGAGGGCT 
CGGAAGCmCTGTCCAGGCTCCCACTGCCTGTCTGCTCTGTTCCCAAAGGCAGCGTGTGT 

TGGGGGCAGCGTTTCACGGCGGTGCCCTTGCTGTCTCCCTTGGGCTGGCTCGAGCCTGGG 
GTCCATGTCCCTTTGCCGTCCCGTCATGGGGCAGGGAATCCATAGCGGGGCCCACAGGCA 
GGGGTATGAGTGCGTCCCACCCAACGCAGCACCAGCCCCGGCCACCGCTCCCCGTGTCCC 
CAGTTCCGTCTCAGCTACCTGGACTCCAGGACCCTGGAGAAGGSAGACCTGGCAGTGGAG 
GGAGGCTGTGCTGTGTGTCCCCCTGCAGGTGTGACCCCGCCTGCTCTTTCCTCCCCCGCC 
AGGTGTGGCCCCGCCTGCTCTTTCCTCCCCCACCAGTATGGCCCCACCTGCTCTTTCCTN 
CCCCCCCAAGGTGTGGCCCCACCTGTTCTTTCCTCCCCTGCCGAGGTGTGACCCCAGCTG 
CTCTTTCCTCCCTCCCAGTATGGCCCCACCTGCTCTTTCCTCCCCCGAGGTGAGGCCCCG 
CCTGCTCTTTCCTCCCATGGGAGCCGCTGAGGCGTGCGCACCTGGGCACAGGTTGGGGCT 
CTGCAGGATGAGGAAGACAGGCCAATCCCTTCCCTCCCAGAAGCIGGCCGCCCAGCAGGA 
GGGACTGAGGCCAGACTCATGTCCAGCAAGGAACGTGTGGTGTGTCCCCTGGGAAGTCTC 
TGGGCCCTGGGAAGAGGGAAGGTGCACGTCCTGGGATGGTTGaSGGGCCCTGTTTTGGGA 

AC'CTACTGCCCCACCTCAGAGAAGTGCAGCGGGAAGGAGGCTGGAGGTGGTGCGGCGCTG 
CCTCGGGTGTCTGCGTGAATGAGCGTGGCCAAGGACCAGTGCCACCTCATGGCAAAGAGC 
TCCCGCAGTGTTTGTTAGAGTGCACATCCTACGTGCCCACTGGCACACACACGTGCTCAC 
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ATACANGTCNGNGTACAGGNGTACACATGOWIGCTTGCACACATGCRCACAGACKACATA 
GCACACATGTGCACTGACCACACCTGTATAGACCATGCACAGTACACATACGTGCATACA 
CATGCCTGGATACAGGCATACACATGCACGCTTACATSIACACGTGCACAGATCACACAC 
ATGCACACACGTGTAGCrCACACACAGTATACACATACaCAAGTGCaCAGACCACACACa 
GCACTAACACATGCACACACAAAGTGCATAGGCCACACAGCACATGCACACAGGTGCACa 
GACCACACAGCACACACAAGTGCACAGAGCACACTGCACACaTGCACACACACACGCGTG 
CATGCACACTCCTCGCACTTCCAGCCTTGGAGCCCTTCTGTCTCTGGTCTTTCTCTTTGA 
CCCTGCTGAGTGTAAGCTGCCTGGGGAGGGGCTACAAGGAGTAATTGTGGCTTTAGGGGT 
CGTGGTGATGCTGGAATGTCAAGCGCCGTCGTGGGGTATCCX3ACTGTCCGGGCTCCTGGT 
CCGCAGTGGCAGAGCGCCAGGCAGAGCCAATCAGGGTCTCGTGCTGCCCTTCCCCCCCAC 
AGCCTGGCAGCCATCCAGAGGAGGGGCTCTACCAGATGCCAAGGTGCCCCGGTGTCTGTA 
TGGGTGTCCGGTTGGGTCCTGTGTTTGGTCTGCCCTGGAGGTGGCTGGGCCCTCCTGGGA 



CTGCCACCACGGCTGGGACACGCTGGGGGAGGGCTCCTCCCATGCCTCCTGCACACAGCC 
GTCTGAGCAGGGCAGGTGCCAACACCCCCCACCGGAGACACGCTGCCCCTCAGCGATGCC 
CCTACCTTTTGGGGGGCCTCGTCTCAAGCCCCCCCTTGGAGGCTGAAATCACCCCAGGCA 
CTGTGAGGGCTTCTCCAGGGGGACACCCTTTGAGCTGTGGGTCTGATCACCCCAAGTCCC 
GCACACGGAGGAGAGGCACAGCCAGGGCGTGTGGTTTAATGTTTGCCCCTTCGGGGCTGG 
AGGTCTCAGTGTTTCTAGATTCCAGACCCTGCTGCCAGAGAGACCIGCTGCCGGAGAGftA 

CCCCTTCTCTCTAGAAAGAGCTGGGCTCTCAGCTATTTCTAGTTGCTTCCCAGAAGCCGA 

TGAATGCCGTACAGAGCAGAGGCTGGGGCATTGGCAAGATCACAGGTTGATGCTGCACAG 
CCCCATTGACACAAACCCTCAAAGCAGACGTGAGAGGGACGGTTCACAAAGCTTGGACCT 
GCCGTGGAGGGTGCCCGGCAGACGTGGCGTGAGAGGGACGGCTCACGAGGCTTGGACCTG 
CTGTGGAGGGTGCCCAGCAGACGTGGTGTGAGAGGAACEGCTCACGAGACTTGGACCTGG 
TGGAGGGTGCCCAGCAGACGTGGTGTGAGAGGGACGGCTCACAGGGCTTGGACCGGAGAG 
AGATGGCTCATGAGACITGGftCCTGCCGTGGAGGGTGCCCAGCAGACGTQGTATGAGAGG 

TCACAAGGCTTGGACCTGCCATGGAGGGTGCCCAGCAGACGTGGTGTGAGAGGGACAGCT 
CACGAGGCTTGGACCTGCCGTGGAGGGTGCCCAGCAGGGGGCTGAGCTCTGAGGGGTGGG 
TGCTCAGTGC»CGGGTGCCCCKAGTGTCCTCTGATCCTGTCCGGTGCCTCCCCCAACCCC 
CACACCCATGCAGAACTeCCAGGTCACATGCACGTATGTCCAGGGCATGGGGGTGGCGTG 
AAGAGGCCTGGTCAGGGCCTTTAGGGGCTGCAGGACGGAATGGCCACCTGGGGAGCCTGT 
GTGGCTGTGCCGGGCAGCCATCCTGCATTCCCACCCAGOSCGCAGTCTCCACKTCGGCCC 
CAGCAAAGCGCTAAGCAGCCGGAGAGACAGCCAGGGCGGCTTCCTGAAGGATGTGGGATG 
GTGGACTCCGGGGTCGAGGGAATACGCAGGTTCCTGTCCTCCGGGAGACCTAGAGAAGCT 
GCACACCCAGGAGCTTTCCATGACCOSGGAGCATGAGTGAATGGGGGGTTCCAGTTTGCT 
GAACTTTGCTGTCTTGTAAGGGTGGGGGCTGACGGCCGACCCTGGGAGGP^GTGACACCG 
CAGGGGGAGGTTGTGGGCAACGGTGGAGGAGGAGAGACGGGAfiGGGACCS.'ITTGGGATGG 
AGGGGCCTCTTCAGAGTTTTAA 
TGGACACTTGCC 

CCTGAGAGGTCCTCAGCGTCTGACTCTCGGCCAGGCGCCAGCAAGGAGGGGCCGGTCCCC 
GGGGCTACCAGGCAGGCACGTGCACATCGCCATCGCCACACGCCAACTCCGCCTGGGTTT 
TACAAAGTCX3TTGCCTTAATGCATGTGGACAGGAACTCCCTGAGGTCGCCeCATGCCCCC 
TGGCTGTGCCAGGTACGGACGCCCTGGACCCTGCGAACAGGTGGGGCGGGCGAGGGGCKC 
AAGGGACGGGCTCCAGAGACACGCGCAGGGCAGGAGGGGTCTCACGGAGGGGTCTCGCAC 
TGAGGCGCCCAGAGCTGGTGGTCCCGCTGGACGCCATCCCTCTGCCCGGGATCCACACGG 
CCCACGTGTGCCCGCCATGCCCGCGCCCCACGCCATTGCAGTCTTCCATCCTCTGGCCGT 
GACGGTGGCTGCAGCTTCCCCATTTGCGCCGTTGCCTCTGGCTGTCTGCACTTTTGTTCa 
TGCTCCATiAGAACATTTCATAATGCCTTCAGTACGGACGTACACTTCTGACXaiTTTTGTA 
TGTGTCCTTGTGCCGTAGTGACCAGGCCTTTTTTTGGTGGATGTGTTACCCCGCACACTT 
CAATCTCAP.CTTTGTGCACCGTCCATTTTCTAGGGATAGACGCCCAGGGAATGAACTCTA 
GTTTTCTAACAGATTAGCTGAGATATTAACTTACTCACACGGACAGGTTC3ATGCCAGAGC 

ATGGCCGTGGAAGGTTCTGGGGATCCCTGCTGCCACGGGGACGAGTTCGGACGCCAGGTG 
GACCTGTGCACTCAGTAAAACGCAGTGATTC 

>H 1.0.0_2503 Homo sapiens forkhead box D3 (F0XD3), mRNA cr; g 
[Human_jongleur_201102.379.C5] [SEQ ID NO; 7] 

GGAGGGATGACCCTCTCCGGCGGCGGCAGCGCCAGCGACATGTCCGGCCAGACGGTGCTG 
ACGGCCGAGGACGTGGACATCGATGTGGTGGGCGAGGGCGACGACGGGCTGGAAGAGAAG 
GACAGCGACGCAGGTTGCGATAGCCCCGCGGGGCaSCCGGAGCTGCGCCTGGACGAGGCG 
GACGAGGTGCCCCCGGCGGCACCCCATCACGGACAGCCTCAGCCGCCCCACCAGCAGCCC 
CTGACATTGCCCAAGGAGGCGGCCGGAGCCGGGGCCGGACCGGGGGGCGACGTGGGCGCG 
CCGGAGGCGGACGGCTGCAAGGGCGGTGTTGGCGGCGAGGAGGGCGGCGCGAGCGGCGGC 
GGGCCTGSCGCGGGCAGCGGTTCGGCGGGAGGCCTGGCCCCGAGCAAGCCCAAGAACAGC 
CTAGTGAAGCCXSCCTTACTCGTACATCGCGCTCATCACCaTGGCCATCCTGCAGAGCCCG 
CAGAAGAAGCTGACCCTGAGCGGCATCTGCGAGTTCRTCAGCAACCGCTTCCCCTACTAC 
AGGGAGAAGTTCCCCGCCTGGCAGAACAGCATCCGCrACSUkCCTCTCACTCAACGACrGC 
TTCGTCAAGATCCCCCGCGAGCCGGGCAACCCGGGCAAGGGCAACTACTQGACCCTGGAC 
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CCGCAGTCCGAGGACATGTTCGACAACGGCAGCTTCCTGCGGCGCCGGAAACGCTTCAAG 
CGCCACCAGCAGGAGCACCTGCGCGAGCAGACGGCGCTCATGATGCaGAGCTTaSGCGCT 
TACAGCCTGGCGGCGGCGGCCGGCGCCGCGGGACCCTACGGCCGCCCCTACGGCCTGCAC 

GCGGCGCTCCAGTACCCGTACGCGCTGCCGCCGGTGGCACCGGTCCTGCCTCCCGOTGTG 

CCGCTGCTGCCCTCGGGCGAGCTGGGCCGCAAAGCGGCCGCCTTCGGCTCACAGCTCGGC 

CCGGGCCTGCAGCTGCAGCTCAATAGCCTGGGCGCCGCCGCGGCCGCTGCGGGCACAGCG 

GGCGCCGCGGGCACCACCGCGTCGCTCATCAAGTCCGAGCCAAGCGCGCGGCCGTCGTTC 

AGCATCGAGAACATCATAGGTGGGGGCCCCGCGGCTCCTGGGGGCTCGGCGGTGGGCGCT 

GGGGTCGCCGGCGGCACTGGGGGTTCAGGGGGCGGCAGCACGGCGCAGTCGTTTCTGCGG 

CCACCCGGGACCGTGCAGTCGGCAGCGCTCATGGCCACCCACCAACCGCTGTCGCTGAGC 

CGGACGACTGCCACCATCGCGCCCATTCTTAGCGTGCCACTCTCCGGACAGTTTCTGCAG 

>H_1.0.0_20776 Homo Sapiens rhotekin (RTKN) , ihRNA cr: gi-19526470/// 

[Human_jongleur_201102.9437.Cl] [SEQ ID NO: 8] 

ggaaaatttgtcacagcagccagaggggtttaacaggagtgcagagggataagggcagct 

TCTGCCCTCTGCCCAAGAGCTGGCCACCTCTTTAAAGACTGAGGGAACKGTGGGAGGaGG 

aactgtgggacagtgtggtacctatctgtcccccctctggrggggttgacaagggaaagg 

GCACCGGGGGGCACAGAGATGCAGGACAGATTGCACATCCTGGAGGACCTGAATATGCTC 

tacattcggcagatggcactcagcctggaggacacggagttgcagaggpagctagaccat 

GAGATCCGGATGAGGGAAGGGGCCTGTAAGCTGCTGGCAGCCTGCTCCCAGCGAGAGCAG 
GCTCTGtSAGGCC&CCAAGAGCCTGCTAGTGTGCAACAGCCGCATCCTCAGCTACATGGGC 
GAGCTGCAGCGGCGCAAGGAGGCGCAGGTGCTGGGGAAGACAAGCCGGCGGCCTTCTGAC 
AGTGGCCCGCCCGCTGAGCGCTCCCCCTGCCGCGGCCGGGTCTGCATCTCTGACCTCCGG 
ATTCOWiTCaTGTGGAAGGACACAGAATATTTCAAGAACAAAGGTGACTTGCACCGCTGG 
GCTGTGTTCCTGCTGCTGCaoCTGGGGGAACACATCCftGGACACAGAGATGATCCTAGTG 
GACAGGACCCTCACAGACATCTCCTTTCAGAGCAATGTGCTCTTCGCTGAGGCGGGGCCa 
GACTTTGAACTGCGGTTAGAGCTGTATGGGGCCTGTGTGGAAGAAGAGGGGGCCCTGACT 
GGCGGCCCCAAGAGGCTTGCCACCAAACTCAGCAGCTCCCTGGGCCGCTCCTCAGGGAGG 
CGTGTCCGGGCATCGCTGGACAGTGCTGGGGGTTCftGGGAGCAGTCCCATCTTGCTCCCC 

GCAGTGOU^GATGGATTCCGCACACATGACCTCACCCTTGCCAGTCATGAGGAGAAGCCT 

ACTCflGCCCACTGCAAGTGGTACCCTCAGGGTGCAGCAAGCTGGGGAGATGCAGAACTGG 
GCACAAGTGCATGGAGTTCTGAAAGGCACAAACCTCTTCTGTTACCGGCAACCTGAGGAT 
GCflGACACTGGGGAAGAGCOGCTGCTTACTATTGCTGTCAACAAGGAGACTCGAGTCCGG 
GCAGGGGAGCTGGACCAGGCTCTAGGACGGCCCTTCACCCTAAGCATCAGTAACCACTAT 
GGGGATGATGAGGTGACACACACCCTTCAGACAGAAAGTCGGGAAGCACTGCAGAGCTGG 
ATGGAGGCTCTGTGGCAGCTTTTCTTTGACATGBGCCAATGGAAGCAGTGCTGTGATCAA 
ATCATGAAAATTGAAACTCCTGCTCCCCGGAAACCACCCCAAGCACTGGCAAAGCAGGGG 
TCCTTGTACCATGAGATGGCTATTGAGCCGCTGGATGACATCGOAGCGGTGACAGACATC 
CTGACCCAGCGGGAGGGCGCAAGGCTGGAGACACCCCCACCCTGGCTGGCAATGTTTACA 
GACCAGCCTGCCCTGCCTAACCCCTGCTCGCCTGCCTCAGTGGCCCCAGCCCCAGACTGG 
ACCCACCCCCTGCCCTGGGGGAGACCCCGAACCTTTTCCCTGGATGCTGTCCCCCCAGAC 
CACTCCCCTAGGGCTCGCTCGGTTGCCCCCCTCCCACCTCAGCGATCCCCACGGACCAGA 
GGCCTCTGCAGCAAAGGCCAACCTCGCACTTGGCTCCAGTCACCAGTGTGAGAGAGAAAG 
GTGCTGGCATAGGATCTGCCCftGAAGAGAAAATGACCCATGCGCAGTTGGGCTCTGGATA 
CGGCGCTGTCTATAGCa^GTTGGCCAGTCTGGCCTCCTGTTCCTCTGCTGGACCTGGGGT 
AGGCTGCAGGGGTGGGCAGAAGCCCCTCTTAAATTGTGGTTGCCATGGTACCGAGGGACT 
CATTCCTGGGGCTCGCTGGGACCTCCCTAAACCCTTCCTGGAAGAAAACTGGAACCAACT 
CTGCCCTACCTCCCTGCACTAACCAGCTTTGAGGATGGCACTGAAGARCCCTTGGAGCAA 
ACATACCTCCCTTGTGACTCCCACATCAACCaTTAAAGTTATTTAACAGC 

GCCGTGGGCGCCACTCAGGAACCAGAAGCATCGTGAAGGGGTCGGGATCAGGAGGTGGflfi 
TCCGCTTGCGCCCCGGCCCCGCCCCTCACGCCCCGGCCCCGCCGCCAGGCCTCCGAGGCT 
CCAGCCCCGCCCTCCTATCATGGCCGCCAACCTGTGGCTCATCr'TGGGGCTCCTGGCATC 
CCACTCTTCAGATCTGGCTGCGGTCCGTGAGGCTCCACCCACTGCTGTGACCACGCCCAT 
CCAGAACCTGCATATCGACCCCGCCCACTACACACTGAGCTGGGACCCCGCCCCCGGCGC 
TGACATCACGACAGGGGCTTTTTGCAGGAAGGGCAGGGACATCXTTGTCTGGGCTGACCC 
CGGGCTTGCCCGCTGCTCATTCCAGTCGCTCTCCCTCTGCCATGTGACCAACTTCACCGT 
CTTCCTGGGGAAGGACAGGGCTGTGGCAGGATCCATCCAGTTCCCCCCAGATGATGATGG 
CGACCACGAGGCCGCAGCCCAGGACCTGCGCTGCTGGGTGCATSAGGGGCAGCTGAGCTG 
CCAATGGGAGCGGGGTCCGAAAGCAACGGGTGACGTGCACTACCGGATGTTCTGGCGTGA 
TGTGCGGCTCGGTCCTGCCCACAACCGCGAGTGTCEACACTACCACAGCCTTGATGTCAA 
CACCGCTGGCCCCGCGCCTCATGGTGGCCATGAAGGCTGCACCCTTGACCrCGACACTCT 
GCTTGGCTCCACCCCCAACAGCCCTGACCTTGTCCCCCAGGTCaCCATCACKGTCAACGG 
CAGTGGCCGCGCTGGCCCCGTGCCCTGCATGGACAACACTGTGGACCTGCAGCGCGCAGA 
GGTCCTGGCCCCGCCCACGTTGACAGTGGAGTGCAACGGCTCTGAGGCCCATGCCCGATG 
GGTCGCGCGGAACAGATTCCACCATGGCCTCCTTGGGTACACCCTGCAGGTCAACCAGAG 
CTCCCGCTCAGAGCCACAGGAATACAATGTCTCCATCCCCCACTTCTGGGTCCCCAACGC 
TGGTGCCATCTCCTTCCGGGTCAAGTCGAGGTCAGAGGTTTACCCTCGGAAGCTCAGCAG 
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GGCAGGGGAGATGGTCGTGTGGGAACCAGCTCTTGAAGACTGCGAGGTGACGCCTGTGAC 



TGCGTGGATTCCTG 

>H_1.0.0_25488 Homo GapienG Gnail 2 (SNAI2) , mRNA cri gi-24497S25/// 
[Huiiian_jongleur_201102. 12116. CI] [SEQ ID NO: 10] 
AGTTCGTAAAGGAGCCEGGTGACTTCAGAGGCGCCGGCCCGTCCGTCTGCCGCACCTGAG 



TGGTCAAGAAGCATTTCAACGCCTCCAAAAAGCCAAACTACAGCGAACTGGACACACATA 
CAGTGATTATTTCCCCGTATCTCTATGAGAGTTACTCCATGCCTGTCS.TACCACARCCAG 
AGATCCTCAGCTCAGGAGCATACAGCCCCATCACTGTGTGGACTACCGCTGCTCCATTCC 
ACGCCCAGCTACCCAATGGCCTCTCTCCTCTTTCCGGATACTCCTCATCTTTGGGGCGAG 
TGAGTCCCCCTCCTCCATCTGACACCTCCTCCAAGGACCACAGTGGCrCAGAAAGCCCCA 
TTAGTGATGAAGAGGAAAGACTACAGTCCAAGCTTTCAGACCCCCATGCCATTGARGCTG 
AAAAGTTTCAGTGaUTTTATGCAATAAGACCTATTaU«:TTTTTCTGGGCTGGCCAAAC 
ATAAGCAGCTGCACTGCGATGCCCAGTCTflGAAAATCTTTCAGCTGTAAATACTGTGACA 
AGGAATATGTGAGCCTGGGCGCCCTGAAGATGCATATTCGGACCCACACATTACCTTGTG 
TTTGCaAGATCTGCGGCAAGGCGTTTTCCAGACCCrGGTTGCTTCAAGGACACATTAGAA 
CTCACACGGGGGAGAAGCCTTTTTCTTGCCCTCACTGCAACAGAGCATTTGCAGACAGGT 
CAAATCTGAGGGCTCATCTGCAGACCCATTCTGATGTAAAGAAATACCAGTGCAAAAACT 
GCTCCAAAACCTTCTCCAGAATGTCTCTCCTGCACAAACATGAGGAATCTGGCTGCTGTG 
TAGCACACTGAGTGACGCAATCAATGTTTACTCGAACAGAATGCATTTCTTCACTCCGAA 
GCCAAATGACAAATAAAGTCCAJWiGGCATTTTCTCCTGTGCTGACCAACCAAATAATATG 
TATAQACACACACACATATGCACACACACACACACACACCCACAGAGAGAGAGCTGCAAG 
AGCATGGAATTCATGTGTTTAAAGATAATCCTTTCCATGTGAAGTTTAAAATTACTATAT 
ATTTGCTGAIGGCTAGATTGAGAGAATAftAAGACAGTAACCTTTCTCTTCAAAGATAAAA 
TGAAAAGCACATIGCRTCTTTTCTTCCTAAAAAAATGCAAAGATTTACAITGCTGCCaAA 
TCa^TTTCAACTGAAAAGAACAGTATTGL.Ti'i'GTAATAGAGTCTGTAATAGGATTTCCCAT 
AGGAAGAGATCTGCCaGACGCGAACTCAGGTGCCTTAAAAAGTATTCCAAGTTTACTCCA 

TGTATTAAAAGTATTTTTGTTTTGTTTTGTTTTTGCCAATTAACAGTATGTGCCTTGGGG 
GAGGAGGGAAAGATTAGCTTTGAACRTTCCTGGCGCATGCTCCATTGTCTTACTATTTTA 
AAACATTTTAATAATTTTTGAAAATTAATTAAAGATGGGAATAAGTGCAAAAGAGGATTC 
TTACAAATTCATTAATGTACTTAAACTATTTCAAATGCftTACCACAAATCCAATAATACA 
ATACCCCTTCCAAGTGCCTTTTTAAATTGTATAGTTGATGAGTCAATGTAAATTTGTGTT 
TATTTTTATATGATIGAATGAGTTCTGTATGAAACTGAGATGTTGTCTATAGCTATGTCT 
ATAAACAACCTGAAGACTTGTGAAATCAATGTTTCTTTTTTAAAAAACAATTTTCAAGTT 
TTTTTTACAATAAACAfiTTTTGATTTAAAATCTCGTTTGTATACTATTTTCAGAGACTTT 



(PDAPl), mRNA cri gi-76S7440///. 



CGCCGCCGCAGCCGCCGGAGCCGCAATGCCTAAAGGAGGAAGAAAGGGAGGCCACAAAGG 



GAAGGCCAGGGRAGAAGAGGAGCAAAAAGAAGGTGGAGATGGGGCTGCAGGTGACCCCAA 
AAAGGAGAAGAAATCTCTAGACTCAGATGAGAGTGAGGATGAAGAAGATGACTACCAGCA 
AAAGCGCARAGGCGTTGAAGGGCTCATCGACATCGAGAACCCCAACCGGGTGGCACAGAC 
AACCAAAAAGGTCACACAACTGGATCTGGACGGGCCAAAGGAGCTTTCGAGGAJSAGAACG 
AGAAGAGATTGAGAAGCAGAAGGCAAAAGAGCGTTACATGAAAATGCACTTGGCCGGGAA 
Ga(^GAGayiGCCAAGGCTGACCTGGCCCGGCTGGCCATCATCCGGAAACAGCGGGJ«3GA 
GGCTGCCCGGAAGAAGGAAGAGGAAAGGAAAGCAAAAGACGATGCCACATTGTCAGGAAA 
ACSAATGCAGTCACTCTCCCTGAATAAGTAACTGCGACCCGTGGGAGGAGATGCCGGGGA 



GCAACAGCCCCTCATGGCCAGGAGCCCCCCATGGCCTGGGGCCTCCTCTTCATCTTGGCA 
CAGAAATTGTTTGGGGGATGGGGGGGGGGACTGGGGGAGGGGTAGCTGCTATCTTTGAGA 
CAGAAAGATGCAGGACAGCATTTCATATGTAACCATTTGAATGTTTTTGCTGTTTTTAGA 
ATTCAGAGCCCTTGCTGGGGGGTGCCTGGGAGATGGGGTAAGAAGAGCTTTCATTTGTCT 
GGTAGATAGATAGCATGTAAGGGGGTGGTTGTCCCAGGAGGCAGCTGCTGACAGGTTTGC 
TACACACAGCCCCGGACTGTGTTGCCTGGGTGCTCATTCAGAGAGGGGCTATCATCTGGG 
AGCCTGTGCCCCTGGGTCCTCGAGGGTCATGGCTTGTCCCTGGTCAGTCCTGTCTGACTG 
ACCTCAGGGCCTCACCTCTCTGCCCTTCCCTGCCCGGTTCCTACTCACCTGGCTAGGGCC 
AGTGCCCATTTTCAGCCCTACCCATTGATCATTTCAAGAAACCTCTGTTTACTGTGTGGC 
ACCCAGGCAAAACATGCTCCACAAATTCAACTTGTATATTTGGCAGATTAAACTTGACAT 
TATCGT 
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>H_1.0.0_22120 Homo sapiens, glutamate-ammonia ligaGe (glutamine synthase), clone MGC:20322 
IMAGE:4137547, mRNA, complete cds cr: gi-15080156/// [Human jongleur 201102 . 10208 .C8) [SEQ ID NO: ' 
13] 

C3GCATGAGGCGAGAGTGGGAGAAGAGCGGAGCGTGTGAGCAGTACTGCGGCCTCCTCTCC 
5 TCTCCTAACCTCGCTCTCGCGGCCTACCTTTACCCGCCCGCCTGCTCGGCGACCAGAACA 
CCTTCCACCATGACCACCTCAGCAAGTTCCCACTTAAATAAAGGCATCAAGCAGGTGTAC 
ATGTCCCTGCCTCAGGGTGAGAAAGTCCAGGCCATGTATATCTGGATCGATGGTACTGGA 
GAAGGACTGCX3CTGC3iAGACCCGGACCCTGGACAGTGAGCCCAAGTGTGrGGAAGAGTTG 
^ ^ CCTGAGTGGAATTTCGATGGCTCTAGTACTTTAC7VGTCTGAGGGTTCCAACAGTGACATG 

TTATGTGAAGTTTTCAAGTACAATCGAAGGCCTGCAGAGACCAATTTGAGGCACACCTGT 

AAACGGATAATGGACATGGTGAGCAACCAGCACCCCTGGTTTGGCATGGAGCAGGAGTAT ' 

ACCCTCATGGGGACAGATGGGCACCCX;TTTGGTTGGCCTTCCAACGGCTrCCCAGGGCCC 

CAGGGTCCATATTACIGTGGTGTGGGAGCAGACAGAGCCTATGGCAGGGACATCGTGGAG 
15 GCCCATTACCGGGCCTGCTTGTATGCTGGAGTCAAGATTGCGGGGACTAATGCCGAGGTC 

ATGCCTGCCCAGTGGGAATTTCAGATTGGACCTTGTGAAGGAATCAGCATGGGAGATCAT 

CTCTGGGTGGCCCGTTTCATCTTGCATCGTGTGTGTGAAGACTTTGGAGIGATAGCAACC 

TTTGATCCTAAGCCCATTCCTGGGAACTGGAATGGTGCAGGCTGCCATACCAACTTCAGC 

ACCAAGGCCATGCGGGAGGAGAATGGTCTGAAGTACATCX3AGGAGGCCATTGAGAAACTA 
20 AGCAAGCGGCACCAGTACCACATCCCTGCCTATGATCCCAAGGGAGGCCTGGACAATGCC 

CGACGTCTAACTGGATTCCATGAAACCTCCAACATCAACX3ACTTTTCTGCTGGTGTAGCC 

AATCGTAGCGCCAGCATACGCATTCCCCGGACTGTTGGCCAGGAGAAGAAGGGTTACTTT 

GAAGATCGTCGCCCCTCTGCCAACTGCGACCCCTTTTCGGTGACAGAAGCCCTCATCCGC 

ACGTGTCTTCTCAATGAAACCGGCGATGAGCCCTTCCAGTACAAAAATTAAGTGGACTAG 
25 ACCTCCAGCTGTTGAGCCCCTCCTAGTTCTTCATCCCACTCCAACTCTTCCCCCTCTCCC 

AGTTGTCCCGATTGTAACTCAAAGGGTGGAATATCAAGGTCGTTTTTTTCATTCCATGTG 

CCCftGTTAATCTTGCTTTCTTTGTTTGGCTGGGATAGAGGGGTCAAGTTATTAATTTCTT 

CACACCTACCCTCCTTTTTTTCCCTATCACTGAAGCTTTTTAGTGCATTAGTGGGGAGGA 

GGCTGGGGAGACATAACCACTGCTTCCATTTAATGGGGTGCACCTGTCCAATAGGCGTAG 
30 CTATCCGGACAGAGCACGTTTGCAGAAGGGGGTCTCTTCTTCCAGGTAGCTGAAAGGGGA 

AGACCTGACGTACTCTGGTTAGGTTAGGACTTGCCCTCGTGGTGGAAACTTTTCTTAAAA 

AGTTATAACCAACTTTTCTATTAAAAGTGGGAATTAGGAGAGAAGGTAGGGGTTGGGAAT 

CAGAGAGAATGGCTTTGGTCTCTTGCTTGTGGGACTAGCCTGGCTTGGGACTAAATGCCC 

TGCTCTGAACACGAAGCTTAGTATAAACTGATGGATATCCCTACCTTGAAAGAAGAAAAG 
35 GTTCTTACTGCTTGGTCCTTGATTTATCACACAAAGCAGAATAGTATTTTTATATTTAAA 

TGTAAAGACAAAAAACTATATGTATGGTTTTGTGGATTATGTGTGTTTTGCTAAAGGAAA 

AAACCATCCAGGTCACGGGGCACCAAATT-i'GAGACAAATAGTCGGATTAGAAATAAAGCA 

TCTCATTTTGAGTAGAGAGCAAGGGAAGTGGTTCTTAGATGGTGATCTGGGATTAGGCCC 

TCAAGACCCTTTTGGGTTTCTGCCCTGCCCACCCTCTGGAGAAGGTGGGCACTGGATTAG V 
40 TTAACAGACAACACGTTACTAGCAGTCACTTGATCTCCGTGGCTTTGGTTTAAAAGAGAC 

ACTTGTCCACATAGGTTTAGAGATARGAGTTGGCTGGTCAACTTGAGCATGTTACTGflCa 

GAGGGGGTATTGGGGTTATTTTCTGGTAaGAATAGCATGTCaCTAAAGC3«3GCCTTTTGA 

TATTAAATTTTTTAAAAAGCAAAATTATAGAAGTTTAGATTTTftATCAAATTTGTAGOGT 

TTCTAGGTAATTTTTACAGAATTGCTTGTTTGCTTCAACTGTCTCCTACCTCTGCTCTTG 
45 GA?3GAGATGGGGACAGGGCTGGAGTCAAAACACTTGTAATTTTGTATCTTGATGTCTTTG 

TTAAGACTGCTGAAGAATTATTTTTTTTCTTTTATAATAAGGAATAAACCCCACCTTTAT 

TCCTTCATTTCATCTACCATTTTCTGGTTCTTGTGTTGGCTGTGGCAGGCCAGCTGTGGT 

TTTCTTTTGCCATGACAACTTCTAATTGCCATGTACAGTATGTTCAAAGTCAAATAACTC 

CTCATTGTAAACAAACTGTGTAACTGCCCAAAGCAGCACTTATAAATCAGCCTAACATAA 

50 G 

>H_1. 0.0 3492 Homo sapiens glutamic-oxaloacetic transaminase 1, soluble (aspartate aminotransferase 

1) (GOTl), mRNA cr: gi -4504066/// [Human_jongleur_201102 . 747 . CI] [SEQ ID NO: 13] 

GGCACGAGGGAAATCTCTTGATTCCTAGTCTCTCGATATGGCACCTCCGTCAGTCTTTGC 

CGAGGTTCCGCAGGCCCAGCCTGTCCTGGTCTTCAAGCTCACTGCCGACTTCAGGGAGGA 
55 TCCGGACCCCCGCAAGGTCAACCTGGGAGTGGGAGCATATCGCACGGATGACTGCCATCC 

CTGGGTTTTGCCAGTAGTGAAGAAAGTGGAGCAGAAGATTGCTAATGACAATAGCCTAAA 

TCACGAGTATCTGCCAATCCTGGGCCTGGCTGAGTTCCGGAGCTGTGCTTCTCGTCTTGC 

CCrTGGGGATGACAGCCCAGCACTCAAGGAGAAGCGGGTAGGAGGTGTGCAATCTTTGGG 

GGGAACAGGTGCACTTCGAATTGGAGCTGATTTCTTAGCGCGTTGGTACAATGGAACAAA 
60 CAACAAGAACACACCTGTCTATGTGTCCTCACCAACCTGGGAGAATCACAATGCTGTGTT 

TTCCGCTGCTGGTTTTAAAGACATTCGGTCCTATCGCTACTGGGATGCAGAGAAGAGAGG 

ATTGGACCTCCAGGGCTTCCTGAATGATCTGGAGAATGCTCCTGAGTTCTCCATTGTTGT 

CCTCCACGCCTGTGCACACAACCCAACTGGGATTGACCCAACTCCGGAGCAGTGGAAGCA 

65 CTTCGCATCTGGAAACCTGGAGAGAGATGCCTGGGCCATTCGCTATTTTGTGTCTGAAGG 

CTTCGAGTTCTTCT6TGCCCA6TCCTTCTCCAAGAACTTCGGGCTCTACAATGAGAGAGT 

CGGGAATCTGACTGTGGTTGGAAAAGAACCTGAGAGCATCCTGCAAGTCETTTCCCAGAT 

GG AGAAGATCGTGCGGATTACTTGGTCCAATCCCCCCGCCCAGGGAGCACGAATTGTGGC 

CAGCACCCTCTCTAACCCTGAGCTCTTTGAGGAATGGACAGGTAATGTGAAGACAATGGC 
70 TGACCGGATTCTGACCATGAGATCTGAACTCAGGGCACGACTAGAAGCC3CTCAAAACCCC 

TGGGACCTGGAACCACATCACTGATCAAATTGGCATGTTCAGCTTCACTGGGTTGAACCC 
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CAAGCAGGTTGAGTATCTGGTCAATGAAAAGCACATCTACCTGCTGCCAAGTGGTCGAAT 
CAACGTGAGTGGCTTAACCACCAAAAATCTAGATTACGTGGCCACCTCCATCCATC-AAGC 
AGTCACCAAAATCCAGTGAAGAAACACCACCCGTCCAGTACCACCAA.z^GTAGTTCTCTGT 
CATGTGTGTTCCCTGCCTGCACAAACCTACATGTACATACCATGGATTAGAGACACTTGC 
5 AGGACTGAAAGCTGCTCTGGTGAGGCAGCCTCTGTTTAAACCGGCCCCACATGAAGAGAA 
CATCCCTTGAGACGAATTTGGAGACTGGGATTAGAGCCTTTGGAGGTCAAAGCAAATTAA 
GATTTTTATTTAAGAATAAAAGAGTACTTTGATCATGAGACATAGGTATCTTGTCCCTCT 



TAATCATGACATGCACGGACACGTACATATTTAACTGRAACARGTTTTACCAAAC74GTAT 

TTACTOSTGATGTGCGTAGTGCATTCTGATATTTTTGAGCCATTCTATTGTGTTCTACrT 

CaCXTTAflNAAAATAKAATAAAAATGTTGATC 
15 >H_1,0.0_58926 Homo sapiens cDNA FLJ34227 fis, clone FCBBF3025098 si: gl-21749942/// 

[Hiinian_jcaigleur_201102.cl. 16700. singlet] fSEQ ID NO: 14] 

AGAACATCCGCGTGGTTCGTTGTGGCGGCAGCGAGTTCAACTTTAGGAGAGCTGTGTTCT 

CTGCAGATTCTAAGTATATCTTCTGTGTCTCTGGAGACTTTGTTAAAGTTTACAGCACAG 

TTACAGAAGAGTGTGTACACATACTGCATGGACACAGAAATCTGGTGACTGGAATCCAGC 
20 TTAACCCCAACAACCATCTACAGGTTCCCTTACATGCATTGCGAATATCCAAAAGAGCTG 

TATTCTTG'ITCCCTTGATGGCACAATTAAACTGTGGGACTATATAGATGGCATCTTAATA 

AAGACTTTmTAGTTGGATGTAAACTTCATGCCCTCTTTACTCTTGCCCARGCTGAGGAT 

TCTGTCTTTGTTATAGTGAATAAAGAAAAACCAGATATATTTCAGCTGGTTTCAGTGAAA 

CTGCCAAAATCCTCAAGCCAGGAAGTAGAAGCCAAGGAGCTGTCCTTTGTTTTGGATTAC 
25 ATAAACCAGTCACCCAAGTGCATTGCCTTTGGAAACGAGGGAGTATATGTTGCTGCAGTA 

CGGGAATTTTACTTGTCTGTTTATTTTTTCAAAAAGAAAACAACATCAAGGTTTACTTTA 

TCATCATCAAGAAATAAGAAGCATGCTAAAAACAATTTTACGTGTGTAGCATGTCaCCCA 

ACGGAAGACTGCATCGCATCTGGTCACATGGATGGCAAAATTCGTCTTTGGAGGARTTTT 

30 TTGGCTTTTTCAGTGACAGGCACCAGTCTGCTGAGTGGCBGTCGTGARTCTGTACTTGTA 




35 AAACCTGGCCACCTGCAGTTTTAITCTCTCCAGAGTGATAAACAGTTATACAATTTAGAT 
ATTATACAGCAAGAATATATTAATGATTATGGTCTGATCCAAATTGAACTAACAAAGGCT 

GCATTTGGCTGCTTTGGTAACTGGCTTGCAACAGTGGAACAGCGGCAAGAAAAGGAAACT Z • . 

GAGCTTGAATTGCAAATGAAACTGTGGATGTATAATAAGAAAACACAAGGGTTTATTCTT 

AACACTAAAATTAACATGCCACACGAAGACTGCATTACAGCTCTCTGTTTCTGTAATGCA 
40 GAAAAATCTGRACAGCCCACCTTGGTTACAGCTAGCAAAGATGGTTACTTCAAAGTATGG 

ATATTAACAGATGACTCTGACATATACAAAAAAGCTGTTGGCTGGACCTGTGACTTTGTT 

GGTAGTTATCACAAGTATCAAGCAACTAACTGTTGTTTCTCTGAAGATGGTTCTTTACTA 

GCAGTTAGTTTTGAGGAAATAGTCACAATATGGGATTCTGTAACATGGGAACTTAAATGT 

ACATTTTGCCAACGAGCTGGGAAAATAAGGCACCTTT-GCTTTGGGAGATTGACGTGTTCA 
45 AAGTATCTACTTGGTGCTACTGflftAATGGCATTCTTTGCTGTTGGARTCTGCTGflGCTGT 

GCATTGGAGTGGAATGCAAAATTAAATGTTAGAGTTATGGAACCCGATCCTAATTCAGAG 

AATATTGCT6CAATCTCTCAGTCTTCAGTGGGTTCAGACTTGTTTGTATTTAAACCTAGT 

GAGCCAAGGCCATTGTATATTCAAAAGGGTATCTCCAGAGAGAAAGTCCAGTGGGGAGTG 

TTTGTTCCACGAGATGTCCCTGAATCCTTCACCTCAGAAGCTTACCAGTGGCTAAATAGA 
50 TCCCAGTTTTACTTCCTAACAAAATCACAGAGTTTATTGACATTCAGTACAAAGTCTCCA 

GAAGAAAAACTCACACCAACAAGCAAACAGCTGCTAGCAGAAGAAAGTCTTCCCACAACC 

TTAGAGAATGAGCTGGTACAACTACCCTTAACAGAAAACATACCCGCAATTAGTGAGCTT 
CTTCACACTCCAGCCCATGTCCTGCCATCTGCTGCTTTCCTGTGCTCCATGTTTGTAAAT 
55 TCATTGCTGCTGTCTAAAGAGACTAAGAGTGCTAAGGAAATTCCTGAAGATGTAGATATG 
GAAGAAGAAAAAGAAAGTGAAGATTCAGATGAAGAAAATGATTTTACCGAAAAAGTCCAG 

GATACAAGTAACACAGGTTTAGGAGAAGACATTATACATCAGTTGTCAAAATCTGAAGAA : 
AAAGAACTGAGATUiATTTAGGAAAATAGACTACAGCTGGATAGCTGCCCTTTAAGCCTTG 

GAGATGGGGAGGATCCTTGGACTTTGTGTTTTTGATTGTATGTTGATATTCTAAAAACAT ^ 

>gi|235C127|gb|AA575501.l|AA575501 vl94c08.rl Knowles Solter mouse blastocyst Bl Mus tiiusculus cDNA . 
clone IMAGE: 988334 5', \nRNA sequence [SEQ ID NO; IS] 
ATTAACAGACTGTATGTGACTAGGTTCTGTTTTTTCTTTCTGATTCCAATCTGGAATGGT 
65 TTTAATTAj5AAAATATCTTGGTTACTTGAAATTGAGATGGCTGCCCAGGAftGTGAGGCTT " i 
TTAGAAATGGAAAGGACTTCTTTTTGCCTTTCACTTTTTCACGACGTAACAGTTGTAAGC 
TGCATAAATGTTAGCCTTATAAAAGTTAAAGCAGTTGTTGCACTGAGGTTACAATTGACT 
TTTGACCTAACTGATATAAAAATCAAGTGTGGGGGTTGGGGATTTAGCTCAGTGGTAAAG 
TGCTTGCCTAGC 

70 >M_l.0.o_53089 vul3h03.xl Mus imisculus cDNA, 3' ena as; gi-4602318/// /clone=Il«iaGE:lia0565 

/clone end=3' /gb=AI593270 /'gi=4602318 /ug=Mm. 71891 /len=546 [gnl | UG| Min}fS746181] [SEQ ID NO: 16] 
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TTTGGGCAACTCCTCTTTAATTATTCTTTGGGAGACAAATTCTTCCACCAAAGCCAAGAG 
TTCTGGGTCTTCCCAATGTAGCCATGGCTGGCCTGCAATTTACTATGTAAATCAGGCTGG 
CCTTGGACTCNAAHAGATTCTCTGGTCTGTGCTGTGATTAAAGACTTGTTATACCATACC 
CAGCCCCAAATGCTACTGAAAGTCTCCTGTAGCCTAGGCTAGCCTCAAACTCCCTATGTA 
GCAGAGGATAGCCITCAATITGTGAATGCTTTGAGCCCAATACCCCAAGGTCCAaCTrAG 
TTCCCCCTTCAGGGTAAGGGTATGATTGGTCTGTTGGCCTCTAAGCTACTTTGTTTTCTG 

AGGACTGACCTCftCTGCTGTAATTCTACCGGACATTCTAATTGAAGAGCCTNtratlMNN^ 
NNNNNNNNIOTNNNIINNNNNNNNNNN^^ 

>H_1.0.0_48153 Homo sapiens cyclic AMP-regnlated phosphoprotein mRNA, complete cds si: gi-6563225/// 
[Humanjongleur_201102.cl. 5922. singlet] [SEQ ID NO: 17] 
GTGATTTGCTGGAATTGTCATTAGTGTTGACGATGTGTCACACTGTGTAAGGGAATCGCA 

TGTGTGGATTTTCCTGGCGTAGAACGACAGAAGCCGCTAGTAAGTCGCCAAGACCTACAG 
CAGGAATTCTGCACCRAAGGGCATAAAATCTTGTTATTTTAATTTGCATCTGGGAGAATG 
TCTGAGCAAGGAGACCTGAATCAGGCAATAGCAGAGGAAGGAG(3GACTGAGCAGGAGACG 
GCCACTCCAGAGAACGGCATTGTTAAATCAGAAAGTCTGGATGAAGAGGAGAAACTGGAA 
CTGCAGAGGCGGCTGGAGGCTCAGAATCAAGAAAGAAGAAAATCCAAGTCAGGAGCAGGA 
AAAGGTAAACTGACrCGCKGCCTTGCTGTCTGTGAGGAATCTTCTGCCAGACCAGGAGGT 
GAAAGTCTTCAGGATCa«aCTCTCTGAAAACTGCAAGCCTCTCTTTGGATTGGCTGftGGA 
GTGGTGGGAGCAGGGGGTTGATAGAAAACATCCAGACACACATATAAGCAAGTGGCCBTG 
CTACCTTTTTAGAGAATAAAGAAACAGACTTTTGAGTTTATATSCAATGCCTTCATTAGG 
TACCACCGGCACTTACAAAATGTGCGGACTGAAT CCCAGAGAACACTGGCAGATGTATAC 
AeTATATGGATTGTATCGCTTCCCCAATGTTTGTAAATTCACASTATTTGGftAAACTGCC 

TTCATTTTCCftGTGTCGGAAAAACTCTTGCTACCTGTATTACTTGATCTCAGACCCATAC : 
CTGATGGTTCa^GTCHJTCETTAAGTTAAAAGAATTTTGCTTTTCTARTGTTATACTATTT 
ACXrrGTCaGTGTATTACIGCAACTrGAATCACTCTTrTACTGTIGTrGGATATaAACTTA 
TCCTGTACCAATGTATTTATTAACACTTGTATTTTRTTATTGAGCATATCARTAAAAATA 

>H_1.0.0_25158 Homo sapiens necdin homolog (mouse) (NDN) , mRNA cr; gi-10800414/// 
[Human_jongleur_201102. 11950. CI] [SEQ ID NO: 18] 
AAGCTTAAGAGTCCTGTIGGAGGGACTGGTGTGGTAATGGCTCTGCCAAAAGTGTTATGT 
GCGTGCAAACCCAAAGftQAGRAAGCACAGAAAACCTTTCAACATCARCCTGCTTGAGGAA 
AAATAAAGTGGGAAAAGATACATACTCACAGTGAGGACTCTAGACATGTCAAGACAATTT 

TTRAATATGCTTTTGGCTTCGAGTGGCAATAACTAGATTCAAGRCAGCATATTTAAGAAG t 

CTGCTGATGAGAAGAAACCCGGGAAGAGCTGAAGGACCACATCAGCCCAGACCAAGGATG 

CTGAAGCAGCATTAAGGTCCCTGGTTTCAGATGCTCAGGCAATGACCCTTTTTTTCATGG 

AGAGCCTGTAGGAGTGACAGTTTTGTCTTTGCCCACTGGGAATGTGTTTTCCATACCTGG 

AAAACAGGGTTACCTATGTTTCCCCTGCTACCCTTTGGTCATCrCAGAGACACTACCAGA 

TATTACCCATGGGACCTATTTTTTTTTTAAATCTCAGGAAAGACTTCGGTGTGGCTTCCA 

ACGTGGAGGACTCAGTAGCTTCAGAGAGGGTCCTGAGAGAAGGTGAATTGAAGAATGAGG 

GTGCTGGGCAGAGGGAAAAGACATTATCATGCAAGTTTGTGCTAAAAGATATAGCAATCC 

TTCTGCTATGGACTAAGrATGGAAAftAaATAAAATGGAATCAAAGTTACCCAAAGGAATT 

GTAAAACCCSVAATTTATGCCEGTTAAAGCATTAATGATGCTCTaaGTCCACTGCCTACTT 

AAAAAGTTCATAGTTCACATGGGTTTGATAGGAAATTACGTTTAACGACACACrocaTTT 

CCCCTTTTCTTATAGCCTATCTGATTTGGTAGGGAGTCGATCATTTTTTATTGGAATTTC 

TCAGGATTCCAACCTCAGACATCCACTTTACAGTTTACACSVTTTTCTTGGACAAGCCOGA 

CTGTTCCTCTCACTGGTTCGCATAAAGCTCATGTTTACAAAGCCGCCCAGACCTTTCTCT 

GGGACTCTCATATTTAACTTAATTCTGGATATACCCAGGTAAGCGTTTCCCAAGAAACTT 

GACCCCAACATCCCAAAAACTTAAGGTATCTTTCCCTTAAACTGGCCCCTTCTCCAGTAC 

GCATCCATCTCACrrCTCTCCTGCCCTAGATCTTCTCAGCCCAAACAGGAAACCCaSGGA 

TCGCTCTCCCAGCAGGTGAAGCCTCGCCATGGACCCTCCCCGTCGGGGCCCCGCGCTGCC 

CCGCKCGCCCCCAGCCGCTGGCCAAGGCCGCGGTCGCGCAGGOSCAGTGCCGCGTCCCGC 

CGCOGCCCCGCCCTGCCEGTCGCTGCGGAAGGCGCTGCGCGCAGCAACGCGCACTTCCTC 

TCCAGGAATCCGCGGAGGGAGCGCAGGCTCGAAGAGCTCCTGGACGCAGAGGCCCTGCCC 

TTGCCAGAOSGCGCaGACATGTCAGAACAAAGTAAGGATCTGAGCGACCCTAACTTTGCA 



CTGAGGCTAACCAGCCTGCACACCATGGAGTTTGCGCTGGTCAAAGCGCTGGAGCCCX3AG 
GAGCTGGACAGGGIGGCGCTGAGCAACCGCATGCCXATGACAGGCCTCCl'GCTCATGATC 
CTGAGCCTCATCTflCGTCAAGGGCCXSCGGCGCCAGAGAGAGCGCCGTCTGGAACGTGCTG 
CGCATCCTGGGGCTGCGGCCCTGGAAGAAGCACTCCACCTTCGGGGACGTGCGGAAGCTC 
ATCACTGAGGAGTTCGTCCAAATGAATTACCTGAAGTACCAGCGCGTCCCATACGTGGAG 
CCGCCCGAi-.TACGAGTrCTTTTGGGGCTCCCGGGCCAGCCGCGAAATCACCAAGATQCAA 
ArCATGGAGTTCCIGGCCAGGGTCTTTAAGAAAGACCCCCAGGCCTGGCCCTCCCGATAC 
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AGAGAAGCTCTGGAGGAGGCCAGAGCTCTGCGGGAGGCTAATCCCACTGCCCACTACCCT 
CGCAGCAGTGTCTCTGAGGACTAGCAAAGTCTGGAGGCAGATGAATGGTTTCTGACCCTC 
ACCAGGGCTGTGGAAGGGTGGGGGTGGGTCATTATAGTATTCAGGATTTACAGTGCAGTA 
TTCACGTGTAACTTTTAAGTTTTCAGTACAGTGCTTTTATACCTTTAATGCAATGTTGTA 
TTCATTTGGGTACTATTGTGTAGTATTTAGGATGTATGCATGTTTGTTTATATGTAAGCT 
TGGTTGGTGCTTTCGCTTTTGTGCTACCTTTCTTGGATTTTTGTACCAGAGATGTGCTAA 
ACTGATGAAATACATTGAGAAAGTTTCCATCTTATTCTTTTATATGGGACTaATGATCJTG 
TGTTGGGGTAGACTGCTCCTGCAGAGTTTGGAAGAAGTCACCAGCAAAGCCGGCCTAACC 
AAGAAAAGTCAAGGCCCTTCATGACCTTGCTGGGCACAGAAAACACCCTCGTGGAGTACA 
CTAATTTGAACTGGACTGGTCTCAGTGTGAGCACTTGGCACACTTTACTAAACACATATA 
CAACCCCACCGTGAGTCAACTTTAAAGTAAACATTAAAGATTCTTGTGATACAATCATTT 
TTGGAAAAGTGTACTTTATCATTTTAACAAAGCAGTATGGTTGGGAATGAGACAATTCTC 
TATTTTACAGTGTATACAGATACAACTATTTCCCCTAATAGGGTGGGAAAAATCGCTACT 
CATGATTACTCCTAAATTTGTGAAGTTTATAGTTCTATTGTCTTTAAATGTAACTCATGT 
TTATTTCBAAAACATTCACAAATATAGAAAAGTATACAAAACAAAACAGTAAGATTGTCT 
GTAATCACATCATATGGGAATAAAAAACSUUWATAATTTCCTTCCCTTAAGTTTCTACAT 
TTTAT 

>H_1.0.0_17848 Homo sapiens hypothetical gene BC0089S7 (BC008967) , mENA cr: gi-24308353/// 
[Human_jongleur_2OllO2.7a44.C2] [SEQ ID NO: 19] 



CTCCCTGCAGCCCGCSU^CGGGAATGGAGTAAAGGGAGACCCGTCGACCTGGCCACGGGGA 
TCAGCGATGGAATTAAAGCAATCTTTGTCCACCCATCTGGAAGCCGAGAAGCKTCTGAGG 
CGCTATGGGGCGGTGGAGGAGACGGCTTGGAAAACBGAGAGACTGGGGAEAAATCAGCTG 
GACATCATCTCCATGGCGGAGACAACCATGATGCCAGAGGAGATTGAGCTGGAGATGGCA 
AAAATTCAGCGTCTCCGGGAAGTCTTGGTCCGCCGGGAGTCTGAGCTCAGGTTCATGATG 
GATGACATCCAGCTCTGCAAGGACATCATGGACTTGSAGCAGGAGCTGCAGAACTTGGTC 
GCCATCCCAGAAAAAGAAAAAACCARACTGCAGAAGCAGAGAGAGGATGAGCTAATCCAG 
AAGATCCaCAAACTGGTGCAGAAGAGAGACTTCCTGGTGGACGATGCGGAGGTCGAGCGG 
TTAAGGGAGCAAGAAGAAGACAAGGAAATGGCTGATTTCCTGAGAATCAAGTTAAAACCT 
CTAGACAAAGTAACCAAATCTCCAGCCAGCTCCCGGGCAGAGAAGAAAGCAGAGCCCCCA 
CCTAGCAAGCCCACGGTGGCCAAGACGGGGCTGGCACTGATCAAGGATTGTTGCGGGGCC 
ACCCAGTGCAACATCATGTAGCCCCCACGTGGGGTGCCCTGGGCCATGGGGACCCCCCCC 

GGGGTTGAAGGCAAGCCCGTGACTGTCACCaGAGGCCATGGGCACGGCAGGCGGGCCTGG 
CCACCCTGTACAGAGTGTAGCAGTAGGGAGTCTCTCACCGTCGCATGGTCCTCCCCAGAG 
CATGCCGAACCCAGGAGTCTGTCTCACTGTTTATCCAAACACCAGGAAAGGTCCTCCCTC 
AAAAAAGCATATCTCCACTTCTCTCTAGCTGTATCTAACCCACCGTGTGAATGAACTGGG 
AGAGGGGCATGCTCCCCAGCTGTGTGTAGTCGTGACTTCTCAACAATCTAGCACCATGTC 
GGACACGTTCCCCATCCACCCTCCTAGCTCTGCTCTCAGAGCTAGGCACATGGGCACAGG 



GTCTCTCGGGCACCACCCATATAGCAGTCCCAGAGGGCCCATCTGTAAAGATCGAGCTTG 

ATCAGGACAGCGTCTATTGTGCTCTCAGTCTGCCTCAGGTGTGTGCCTGGAGGGGGCCTG 
GACTGGCATGGATCCAGTGTGCAGAAGAGCCAGCAGGGAACCGGAAGCTCTGATGTCAAG 
GCCAGAGCAGTTGAGAATGGGACCCAGAGTAGATGCTGACCTGGGCACTCCACCATTCCG 
GGGCACCACAGAGATGCCAGCAGGATGCCACTTl 

CATATGTTAACTAGCTGCCRAACAACTTCAACCCGTGTAATTCATGTACATTTGCAACAG 
CCAGCCCGGTACAGCCTGTGTGACTTCTCTGTATGTGTGTGTGTGTCGTGACCAGCCTAA 
GTAGTTAGCATAACTCAAGATGCTGATGTGCAGTCACCX»TCAGAGAAAATAAAAATGGA 



TGTACATAGTAAATCATTTTAAAAGTACAAAA.'^GTATGAAGAAGTTTGTCTT 

>H_1.0.0_16066 Homo sapiens f asciculation and elongation protein zeta 1 (zygin I) (FEZl) , transcript 
variant 1, mRNA cr: gi:17105402/// LHuinan_jongleur_201102 . 6883 .02] [SEQ ID NO: 20] 
CTGGCTCTCCGCTGCGCTGCGCTGCGCTCaSGCCGCTCrCGCGGCCCGTGGATGGGGGTG 
TCCGGCTGAGCCCCGGGATCCGCCTCCCTCCGCCAG6ACCCGCACAGATAAACTCATCCT 
GAAAGTCGCTGTTGTTCTCCTGCTGAGCAAGAATGGAGGCCCCACTGGTGAGTCTGGATG 



TCTATGGTTCATCTCCCCACCATCTCGAGGACCCCTCCCTCTCCGAGCTTGAGAATTTTT 

CTTCCGAAATAATCAGCTTCAAGTCCATGGAGGACCTCGTAAATGftATTTGATGAGAAGC 
TCAATGTCTGCTTTCGGAACTACAACGCCAAGACCGAGAACCTAGCTCCCGTGAAGAACC 
AGTTACAG;!TCCAAGAGGAGGAGGAGACCCTTCAGGACGAGGAGGITTGGGATGCTCTGA 

cagacaattacatcccttcactctcagaagactggagggatccaaacatcgaggctctga 
atggcaactgctctgacactgagatccatgagaaagaagaggaagagttcaatgagaaga 
gtgaaaatgattccggtatcaacgaggagcctctgctcacagcagatcaggtaattgagg 
agattgaggaaatgatgcagaactccccagaccctgaggaagaagaggaggttctggaag 
aagaggatggaggagaaacttcctcccaggcagactcggtcctcctgcaggagatgcagg 
cattgacacagaccttcaacaacaactggtcctatgaagggctgaggcacatgtctgggt 
ctgagctgaccgagctgctggaccaggtggagggtgccatccgtgacttctcggaggagc 

TGGTGCAGCAGCTGGCCCGCCGGGACGAGCTGGAGTTTGAGAAGGAAGTGAAGAACTCCT 
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TTATCACGGTGCTTATTGAGGTTCRGftACAAGCAGAAGGAGCAGCGAGflACTGATGflAftA 
AGAGGCGGAAAGAGAAAGGGCTGAGCCTGCAGAGCAGCCGGATAGAGAAGGGAAACCAGA 
TGCCTCTCAAGCGCTTCAGCATGGAAGGCaTCTCCAACATTCTGCAGAGTGGCATCCGCC 
AGACCTTTGGCTCCTCAGGAACTGACAAACAGTATCTGAACACAGTCATTCCTTACGAGA 
AGAAAGCCTCTCCTCCCTCAGTGGAAGACCTGCAGATGCTGACAAACATTCTCTTTGCCR 
TGAAGGAGGATAATGAGAAGGTGCCTACTTTGCTAACGGACTACATTTTAAAAGTGCTCT 
GCCCTACCTAACCTTGCCCTTTGGAGCAGCCTCGCTGCAGGAGGTCACTGAGCAAGAGTC 
ATTCCATCACAGGGACTGCATGAGACCATGTAACCTCCGACATGTATTTAAACGTGTATA 
GCTTAACCTGGATTAAACACGAGCAAGCGCGCGGGGTCCnTGCCGTTGGCTTCTAGTGC 
TAGTAATCSVTTGGATGCaTGATGGGGCAGGGCCGGTGATGGTGCCTCCCCCITGCTGGTG 
TCAGGAGAGGGGAAGGCAGCCGCTTTCACCGCTCATTATGTAGTCTGGCTACAGCCCTCA 
AAAACAGCTTATACTCTTAAGACTAATTTTGAAATAAAACCTTCATTTAATT 

>H_1.0.0_4357 Homo sapiens WAS protein family, member 1 (WASFl) , raRNA cr: gi-4S07912/// 
[Human_:ongleur_20H02.112 8.Cl] [SEQ ID NO: •21] 
CTTCTCTTGCACTTGCGGATGATGAACTGGAATAACGATGAAAGAAAGCACATCCGATCT 
CAACATTCACGTCCTGCCCTATAACCGATTAATTAATTGATCCCCAGCTAGACTAGTGTT 
GGAGAAATCAGCATGTTAAAACAACTGTTGATGATAGCTGTTGGAGTAAAGTTGCAGTGG 
AAGCTATGGCTGCAAAATCGTTAAAATCTTCAAGGTGAACTGGCACAAAGGTTAATCTCA 
AGATGCCGCTAGTGAAAAGAAACATCGATCCTAGGCACTTGTGCCACACAGCACTGCCTA 
GAGGCaTTAAGAATGAACTGGAATGTGTAACCAATATTTCCTTGC-CAAATAT.aATTAGAC 
AACTAAGTAGCCTAAGTAAATATGCTGAAGATATATTTGGAGAAITAITCAATGAAGCAC 
ATAGTTTTTCCTTCAGAGTCAACTCATTGCAAGAACGTGTGGACCGTTTATCTGTTAGTG 
TTACACAGCTTGATCCAAAGGAAGAAGAATTGTCTTTGCAAGATATAflCAATGAGGAAAG 
CTTTCCGAAGTTCTACAATTCRAGACCAGCAGCTTTTCGATCGCftAGACTTTGCCTATTC 
CATTACAGGAGACGTACGATGTTTGTGAACAGCCTCCACCTCTCAATATACTCACTCCTT 
ATAGAGATGATGGTAAAGAAGGTCTGAAGTTTTATACCAATCCTTCGTATTTCTTTGATC 
TATGGAAAGAAAAAATGTTGCAAGATACAGAGGATAAGAGGAAGGAAAAGAGGAAGCAGA 
AGCAGAAAAATCTAGATCGTCCTCATGAACCAGAAAAAGTGCCAAGAGCACCTCATGACA 
GGCGGCGAGAATGGCAGAAGCTGGCCCAAGGTCCAGAGCTGGCTGAAGATGATGCTAATC 
TCTTACATAAGCATATTGAAGTTGCTAAIGGCCCAGCCTCTCATTTTGAAACAAGACCTC 
AGACATACGTGGATCATATGGATGGATCTTACTCACTTTCTGCCTTGCCATTTAGTCAGA 
TGAGTGAGCTTCTGACTAGAGCTGAGGAAAGGGTATTAGTCAGACCACATGAACCACCTC 
CACCTCCACCAATGCATGGAGCAGGAGATGCSWiAACCGATACCCACCTGTATCAGTTCTG 
CTACAGGTITGATAGAfflSATCXSCCCTCAGTCaCCAGCTACAGGCAGAACACCTGTGTTTG 
TGAGCCCCaCTCCCCCACCTCCTCCACCACCTCTTCCATCTGCCTTGTCAACTTCCTCAT 
TAAGAGCTTCAATGACTTCAACTCCTCCCCCTCCAGTACCTCCCCCACCTCCACCTCCAG 
CCACTGCTTTGCAAGCTCCAGCAGTACCACCaCCTCCAGCTCCTCTTCAGATTGCCCCTG 
GAGTTCTTCACCCAGCTCCTCCTCCAATTGCaCCTCCTCTAGTACaGCX:CTCTCCACCAG 
TAGCTAGAGCTGCCCCAGTATGTGAGACTCTACCAGTTCATCC&CTCCCACAAGGTGAAG 

CATCACCTGTCACAGTTACAGCTCTTGCTCATCCTCCCTCTGGGCTACATCCAACTCCAT 
CTACTGCCCCAGGTCCCCATGTTCCATTAATGCCTCCATCTCCTCCATCACAAGTTATAC 
CTGCTTCTGAGCCAAAGCGCCATCCATCAACCCTACCTGTAATCAGTGATGCCAGGAGTG 
TGCTACTGGAAGCAATACGAAAAGGTATTCAGCTACGCAAAGTAGAAGAGCAGCGTGAAC 
AGGAAGCTAAGCATGAACGCATTGAAAACGATGTTGCCACCATCCTGTCTCGCCGTATTG 
CTGTTGAATATAGTGATTCGGAAGATGATTCAGAATTTGATGAAGTAGATTGGTTGGAGT 
AAGAAAAATGCATTGATAAATftTTACAAAACTGAATGCAAATGTCCTTrGTGGTGCTTGT 
TOTTGAAAATGTTTGGTCATTCTAGTGTTTTGCTTTCTrrTCCTTATAATAAATGACCC 
TTTTCCTCCATAACTTTTGATTTCTAAGGAAAATATTAGCATACATTTCAAACTAAATGT 
TTTACAGTGGCTTATCTTTTTTTTCCCCCTGAAAAGACTAATTTGGTCSUiATAAACCACT 
AAGTATTAAGCATGGACAGCTGTTGTTAGAGTAGCAGATTCAGTTTTTTGATATATCTTA 
ATTGTGTACTTTGTGAATTTTAATTTAAAGAAAGCAACTGAAATTGAAATCTTGAGGGCA 
GCTGTATCTACTAATGAGCCTTATTCCATTTCCTGATGTTTTAAAAGAAGAAACACTGCC 
TTGATTATACGAATACACTCAGAAAGTACATTTAGCTTGTAGTGTTGAATTCTCTTAAAG 
GAATGCTTGAATTTTTTCATTATTGTTTTATTGTTTTTATATACTTCCCTTATTTGAATG 
TTTAGCAGTATCCCCTTCCCACTTATATATTGTGTGATATCATTTTGCTrGCCTATAGGA 
GTTAAAAACTTTTCCATGTGAAATACTCTGACTTAAACATACATGTAACTTACATAACTG 
TTAAGAATAACAGTCTGATTTAATAAATGGTTCATTTTAAAAGTT 

>H_1.0,0_3084 ng4SaOS.sl Homo sapiens cDNA 3' end or: gi-2265375/// /clone=IMAGE -93773.2 

NO- °^2T^'"^"^ ' /'9i=226S375 /ug=Hs . 407835 /leniS40 [Humanjongleur_201102 .592 .02] [SEQ ID 

NTTGCAGTAGAAGTATATCTAATTCCATTAGCTTAAATTTTTGCAAGCATTTCTAATCTC 
TTACAAIACGCGGTCTCTGCAAGGTAAGGCCTCAGGTCCCCTGGCCCTTTCCCTCTCACA 
CCTGAGGTCCCACCCACCAGGGCAGTACCAACTGGCTGGCTCCCAGAGGTCAGTGGATTC 
TCCCAGGGGGCTTTGCCTATCAACTTCCTCTCCCAGGCACCATGCTTTCCACACATGGTC 
CCCCTACCAACTCTGGCCCCATTTTCAGCCTTTCCCTGCCTTGCCATGTTTGGAATTTCT 
CTCCCTGGCTTCACCTGGAGTTTAAGAGTGAATTAGAAACGCAGCTGCCCATCACCTGGC 
AGATGGCTCTGCACCCTGATGGTGAGGCAGCTCGTTCCTTGGTGCAGCCIGGGACCCTGC 
CTGAGCCAGAAGATGTGTTTTGTTTATCCACAGCCCCCAAATAICTCCCAGGCCIATTGC 
GACGGGACCCCAACCCCAATTCTGACTCCCCTCCCTGCTTCCACTATACCCAGACCAGGG 
TTGGGGAGGGGGGTGGGCGCAGATCTGGGAATCGAGAAGCGCAGGAAAGGAAGTGTTGGA 



188/349 



1 nii«:WE:/WOOo053^0l.cpc| Pass 



WO U3/058201 PCT/US02/41825 



AACCAGflACTGGCAJMSCrcaCTGTCTTCTCTGCCTCCTCCaGGATCCACACACATCCTCA 
CCCCACAGAAACTCKTGGACACACTGAAGaAACTGflATAAAACAGATGAAGAAATAAGCA 
GTTAAAAAAATAAGTCGCCCCTCCAAAACACGCCCXICATCCCACAGCGCTCCGCAGCTrC 

5 CTGGCACTGTTGCCGCTGCATTCTOSTGTTCAGTGATGCXKTCTTCTTGTTTGAAACAAA 
AGAAAATAATGCATTGTGTTTTTTAAAAAGAGTATCTTATACATGTATCCTAAAAAGAGA 
AGCTCATGTGCAATTGGTGCACAGCAGGAGAAATTTCTGGACTGTTAGGATGAATGGACG 
CCTTCTCCCCGTTATTTAAGATTTGTGACCTTGTACATAACCCTGGGTGACGTGCACATT 

10 GTCCTTGTTGAGAATCATAGAGATGTCTGTGTTCTTGGAGTATTTCACACTGAGGACTAA 

TCTGCTATCTTCATTCCAGTCCCTACCCCTCAGTGCCTGCTCTCATCCAAATAACCTGGG 

AGGTGACAATCAGGATATCTCAGGAGGTCCAAGGTGGAACAGACCTCTTTGCCTTTCCCA 

GCGTCTCATACCCCCGGTAGTGCAGCTGTGGGTGGAGGCTGGGGTGTCTGCACGAAGTCA 

GGCCAGCGTCCTCCTCCACAGCCTGTCACTGCCCCCTCCCCAGCCTGTGTCCACAGTGCT 
15 GTGATCCCGAGGGAAGTCCTCCAGTCTAAGTCACAGTGCCCTGACAGGTGAGAAGCAAAC 

TCCCGCTGGAAGCCTCCATCTCTTTGGAAAAACAGTTAGTCTGGAGCCTGTGGCCCAGGC 

CCTTCTGTTCCCAGGCATCATCCCAACAGCTCATTTTCCCTA6TCCGCCTTCGTTCAAGG 

GTCAGGAATGGACCAGAACAGATGGGTTCTGGAGGCCCCTGAACAGAGGGCTATGGCTGT 

GGAGAAGGTTCTTGGCCCGTTGGACTCACACAGACCCTGTACCCTCTCGGCAAGCATCTT 
20 CAGTCAGATTATCCTCAGTTTCAGATACTTCATAATACCTTGTGTTCTGTGGGGTCATAC 

ATCATCGTGTTTGTAAGRGAAGATGGTCATTTTATTCTCTGTATAAAACTTAGCTCTAAA 

GCAGAAACTAAAGCAGCAAATGCAGGAAGGCTGTCTCGCCATCCTCAAGACTCAGCAGCT 

CTCATTCTCCAGTGGTGAGCACACCATTTGTGCTGCTGCTGTTGTCGTGAiATATAATAA 

CAGTGGAAGTCACAAAAATGTCCCCTGCCCAGCCCCCTCGCCGCCCTTGACCTCCTGCAG 
25 GCCATGTGTGTATTACTTGTCTAGTGATGTCCTCTCAAAGTGCTGTACGCGAGCTCGGCG 

CCACCTCCGCCTCCCTTTCAGAGCCTGCTCCCCGCCCTCTCTGCTCGCTGCATTGTGGTG 

CGTCTCCCTCCCAACTTATACGACCTGATTTCCTTAGGACGGAACCGCAGGCACCTGCGC 

3 0 TTCAGGACCTTGTTTGTCGAAGATGTTGGTTTCCCTTTCTCTGTTATTTATATAAAAATA 
ATTTATCAAAAGGATATTTTAAAAAAGCTAGTCTGTCTTGAAACTTGTTTACCTTAAAAT 
TATCAGAATCTCAGTGTTTGAAAGTACTGAAGCACAAACATATATCATCTCTGTACCATT 
CTGTACTAAAGCACTTGAGTCTAATAAATAAAGAAATCAGCACCCCTTCCCGGTGTCCAG 
GGG 

35 >H_1.0.0_26S49 Homo sapiens. Similar to expressed sequence AI415388, clone IMAGE ; S734009 , mWIA, 

partial cds cr: gi-22477S46/// /cds= {0, 17S4) /gb=BC036812 /gi=22477646 /ug=Hs . 404915 /len=3000 

[Human_jongleur_201102. 12931. C2] [SEQ ID NO; 23) 

TGGGGCTGCGAGCGCCCCCGCCCCGGCCCCGAGAGCACGCCGGCCCAGTCCCCCACCTGG 

GGCGCCCGTCTGCCCACCATGAGGAAGATCCGCGCCAATGCCATCGCCATCCTGACCGTA 
40 GCCTGGATCCTGGGCACTTTCTACTACTTATGGCAGGACAACCGAGCCCACGCAGCATCC 

TCCGGCGGCCGGGGCX3CGCAGAGGGCAGGCAGGAGGTCGGAGCAGCTCCGCGAGGACCX3C 

ACCATCCCGCTCATTGTGACAGGAACTCCCTCGAAAGGCTTTGATGAGAAGGCCTACCTG 

TCGGCCAAGCAGCTGAAGGCTGGAGAGGACCCCTACAGACAGCACXSCCTTCAACCAGCTG 

GAGAGTGACAAGCTGAGCCCAGACCGGCCCATCCGGGACACCCGCCATTACAGCTGCCCA 
45 TCTGTGTCCTACTCCTCGGACCTGCCAGCCACCAGCGTCATCATCACCTTCCACAATGAG 

GCCCGTTCCACCCTGCTGCXSCACAGTGAAGAGTGTCGTGAACCGAACTCCTGCCAACITG 

ATCCAGGAGATCATTTTAGTGGATGACTTCAGCTCAGATCCGGAAGACTGTCTACTCCTG 

ACCAGGATCCCCAAG6TCAAGTGCCT6CGCAATGATCGGCGGGAAGGGCTGATCCGGTCC 

CGAGTGCGTGGGGCGGACGTGGCTGCAGCTACCGTTCTCACCTTTCTGGATAGCCaCTGC 
50 GAAGTGAACACCGAGTGGCTGCCGCCCATGCTGCAGC3GGTGAAGGAGGACCACACCCGC 

GTGGTGAGTCCCATCATTGATGTCATCAGTCTGGATAATTTTGCCTACCTTGCAGCATCT 

GCTGACCTTCGTGGAGGGITCGACTGGAGCCTGCATTTCAAGTGGGAGCAGATCCCTCTT 

GAGCAGAAGATGACCCGGACAGACCCCACCAGGCCCATAAGGACGCCTGTCATAGCTGGA 

GGAATCTTCGTGATCGACAAGTCCTGGTTTAACCACTTGGGAAAGTATGATGCCCAGATG 
55 GACATCTGGGGGGGAGAGAATTTTGAGCTCTCCTTCAGGGTGTGGATGTGTGGTGGCAGT 

CTGGAGATCGTCCCCTGCAGCCGGGTGGGCCATGTCTTCAGGAAACGGCACCCCTACAAC 

TTCCCTGAGGGTAATGCCCTCACCTACATCAGGAATACTAAGCGCACTGCAGAAGTGTGG 

ATGGATGAATACAAGCAATACTACTATGAGGCCCGGCCCTCGGCCATCGGGAAGGCCTTC 
^ GGCAGTGTGGCTACGCGGATAGAGCAGAGGAAGAAGATGAACTGCAAGTCCTTCCXSCTGG 

ATTAAGCAGGGGGTGAACTGCTTAGAATCTCAGGGCCAGAACACAGCTGGTGACTTCCTG 

CTTGGAATGGGGATCTGCAGAGGGTCTGCCAAGAACCCGCAGCCCGCCCAGGCATGGCTG 

TTCAGTGACCACCTCATCCAGCAGCAGGGGAAGTGCCTGGCTGCCACCTCCACCTTAATG 

TCCTCCCCTGGATCCCCAGTCATACTGCAGATGTGCAACCCTAGAGAAGGCAAGCAGAAA 
65 TGGAGGAGAAAAGGATCTTTCATCCAGCATTCAGTCAGTGGCCTCTGCCTGGAGACAAAG 

CCTGCCCAGCTGGTGACCAGCAAGTGTCAGGCTGACGCCCAGGCCCAGCAGTGGCAGCTG 

TTGCCACACACATGACGGAGGGATTTTCTTGAAGGGTCAGCTATTGCACTGTGCTGGGAG 

GCTGGCTGTGGCTCCTGTTTGTGAAGAGAACTCCCAGTTCCTTTTCACAGCCGCTGAGAA 

CACATCCACACATCTACCCCACGGCCTTGTCTTGGAACTGCTCCTGCTATCCCCACACCC 
70 TGCTTCCTCACCCCACTGGCTCffTGGGCAAATGACTGTTGGTACCAGGACCCTGGGGGTC 

TCCCCTACAAAGCAGACCAGCCTGGGGCAGATATACCITACCACAGGAGCCCCCTGTCTTT 
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CATAGGCCAAGGATCCACATACCCATAGAGTTCATGGATTCTAGaGGGTCTAGGAATCTC 
TTGAAATTGTCCCTAAAATACTGCATGTGTGTGCATACATGCATTTTCCTGGGGAAftAaG 
TCCATCGCTTCTAAAAGAGGTCCCTGATCCCCAAAGGGCCTGAACCTCTGCTCIGGATTG 
AAGCCACTGTCTGCCCAAGCTGCCACCCCCTAATCTTCCTCCCTGGCCTGCTCAAACTGC 
5 CATCGCCTGCTCCCTCCACaCGGCCCTTGGGGTCAGCAGCCAAGTGTCTGTGGTCCGCAG 
CACCTGCTCTGGAGGGCTCTCCAGCAGTTTCGCCTCCTGACTCTCACCAGCGTCCTCTCG 
GCMCACTCCCGTGCCCAAGTGCACCCCTCTGGACTTGCCAGCGCAGGCCCCTTCGCTCC 
CACXSGCCATGCTTTGCCTGTCCTCTGTCGTGATGTTTCTTCCGeAGCCAGGTGCAGCCTC 
AGATCCCCTGTTCATCTGGGAAGCCTCCTGCCACAGCTTAGGACAGAACTGGGCCCTiGGG 
10 CAAAGGCCTCTCCCCAGAGGATGGACTAGAAGGCCTCGGCCACACTCGGGCATGGACCrr 
TGGGGCTGGGGAGCCGGGGCTGCG(XTGTTGaUiTGTAACaGGACTGCTGACCAGAGGGCC 
TTCASGAGGGTCTCTCTGTCCTTTGCTGTGQTCAGATCRGGCTGTGCACTTATCAGCCGG 
TCCTTTGTGGC»ACGCAGCCCTGTTCTGTTTTTGCrTTTCCTCTTCTTGACCAAAGCATG 
TGCCACTAGCTGTCCTTGAGGACCTCGTCTTTATGRAACACACACCTGGAATAAAACCAC 



GCAGAGAGCAAATCCCATTTATTGGftATTTCACTGACAACAAATTGAGAGGAAGGCTTCC 
CCCTCCCCTGAAACATGCCATCCTCTCTGCCCTCAGGGCTCAGCACAGGGATAAGACCCC 
20 CACTCCGCATGTCCCCAGAGGGCAGCACTCCAGGGGGGTGGGGGGGAGGGGAGGGGTGCT 
CTACGCCAGGCTGGGGAGCTGGGACAGGAGGGAAGACGTGCACCCTCACCTCTTGGCTCA 
ATCCCTCTCCCCGGGACCTGGTGCTGCCCCCAGTCCCTGGGGTGGGCTGGCAGACAGGGC 

GGGGCXSGGAGGACTAAAGGGGCCATGCTGTGGCCACAGCGGGTCCAAATGGAAGTATCTG 
/3 CAGTGTACATACAGGAGGGTTGGAGAGAGGCATCCTTTTCCCTAGGCTGTGCCTGGGGAC 
AAGAGAGAGGGGAAGTACAGCTGGCACTGCCGTGCCftGGGGCaGGGTCCAGGCCAGCCGT 

TGAGGATGTACAGGAAGATGTTGATGATGTCTGTGTACAGGTTCAGCGCAGCAAACACAT 
ACTCTTCTGGGCTCAGGGACAGCTGCTTGTTCCCCAGCAGCAGCTGGGTGTCCACTGCGA 

30 GGAAGCAGGTGAAGAGCAGAGCCCCCAGTGAGGCGTACACGATCTCCAGGATGCGGTTCC 
GGATGAAGATGCAGAGAATGGCGAAGATGAAGAGCACCACCATGCTCACCAGGAGCACGC 
CCATGCATGAGGTGAAGTCGTAGCGGGTCTGCATGGAGAAGATGACGACGGTGAAGCAGA 
CGGCTGTGGTGATGCCCACGGCCATGATGACTGCCTCGGTGTTGTAGAAGCTGGCGATCA 
TCCCCACCATGTACGACSGGCTGGCGGTCAGGACCGACAGTGCAACAAGGTTCCAGGGGC 

i 5 SCTTTCGCCGGAAGTCCCCACAACAGCTGAGGAOSATGAGAGAGATCAAGAAGACAGCAT 
AGGAGACATAGTAGGTCCAGACATTCTCCCGGAC3«^CCCTTCACCTCCXSCAACBU«AG 
TGAACACAGACACCGTGGACAGGGTCACCX3ACAGCTGCAAGGTQAGCACTAGGAACACCT 
TGCGGATGAAGGCCTGTCGGATGCTCTTGTCATCKCflGTTGGTGGCAGGGAAGTCCTGGT 
TGTCATAGTAGGATGGGGGACCCTCCTCCTGGTAGTTTCCATGCTGGGGTGAGTCAGGGT 

40 CTTGTCCTGGGAAGArCTGTGGCTGTCCATAGGGGTTGGGGGGGAAGGGGCTCTGGGGAT 
ATGGCCCCTGGGGGTAGCCCCCTTGGGGGTAGGGGCCCTGTGGGTAGCCCTCITGTGGGT 
AGGGGCCCTGTGGGTAGCCCCCTTGGGGGTAGGGACCCTGTGGGTAGCCCCCTTGGGGGT 
AGGGGCTGGGGCCATGGGGGTACCCTGGCTGACCGTAGGGGGAGGGCTGGAAAGGGGGCT 
GTGGGTAAGGGGCCCCAGGGTAGGGAGGCTGAGCATAGGGGGGCATGGGTGGCTGGGGCC 

45 CCCCCGGATATCCAGGGTTGGGGGGAGGATAGTTGTCCCCAGACACCAAAAAACTCTTTT 

OSCaCGGTGTCCGCTGCGCGGCCGCGCCGTGATGGCCGATGCGCCCGCACCCGCACCCKC 
TCGGCGACTCTTCAGGGAGGTGGCAGGAAAGGCTTGGAACAGCTGCCGGAGGTGACGGAG 
CGGCGGCCCCGCCCGGIGCGCTGGAGGTCGAAGCTTCCAGGTAGCGGCCCGCAGAGCCTG 

50 ACCCAGGCTCTGGACATCCTGAGCCCAAGTCCCCCACACTCAGTGCAGTGATGAGTGCGG 
AAGTGAAGGTGACAGGGCAGAACCAGGAGCAATTTCTGCTCCTAGCCAAGTCGGCCAAGG 
GGGCAGCGCTGGCCACACTCATCCATCAGGTGCTGGAGGCCCCTGGTGTCTACGTGTTTG 
GAGAACTGCTGGACATGCCCAATGTTAGAGAGCTGGCTCAGAGTGACTTTGCCTCTACCT 
TCCGGCTGCTCACAGTGTTTGCTTATGGGACATACGCTGACTACTIAGCTGAAGCCCGGA 

55 ATCTTCCTCCACTAACAGAGGCTCAGAAGAATAAGCTTCGACACCICTCAGTTGTCACCC 
TGGCTGCTAAAGTAAAGTGTATCCCATATGCAGTGTTGCTGGAGGCTCTTGCCCTGCGTA 
ATGTGCGGCAGCTGGAAGACCTTGTGATTGAGGCTGTGTATGCTGACGTGCTTCGTGGCT 
CCCTGGACCAGCGCAACCAGCGGCTCGAGGTTGACTACAGCATCGGGCGGGACATCCAGC 
GCCAGGACCTCAGTGCCaTTGCCCGAACCCTGCAGGAATGGTGTGTGGGCTGTGAGGTCG 

00 TGCTGTCAGGCATTGAGGAGCAGGTGAGCCGTGCCAACCAACACAAGGAGCAGCAGCTGG 
GCCTGAAGCAGCAGATTGAGAGTGAGGTTGCCAACCTTAAAAAAACCATTAAAGTTACGA 
CGGCAGCAGCAGCCGCAGCCACATCTCAGGACCCTGAGCAACACCTGACTGAGCTGAGGG 
AACCAGCTCCTGGCACCAACCAGCGCCAGCCCAGCSiAGAftAGCCTCAAAGGGCAAGGGGC 
TCCGAGGGAGCGCCAAGATTTGGTCCAAGTCGAATTraflAAGAACTGTCGTTTCCTCCCTG 

05 GGGATGTGGGGTCCCAGCTGCCTGCCTGCCTCTTAGGAGTCCTGAGAGAGCCTTCTGTGC 
CCCTGGCCAGCTGATAATCCTAGGTTCATGACCCTTCACCTCCCCTAACCCCAAACATAG 
ATCACACCTTCTCTAGGGAGGAGTCAAATGTAGGTCATGTTTTTGTTGGTACTTTCIGTT 
TTTTGTGACTTCATGTGTTCCATTGCTCCCCGCTGCCATGCTCTCTCCCTTGTTTCCTTA 
AGAGCTCAGCATCTGTCCCTGTTCATTACATGTCATTGAGTAGGTGGGTAGCCCTGATGG 

70 GGGTCGCTCTGTCTGGAGCATAACCCACAGGCGTTTTTTCTGCCACCCCATCCCTGCATG 
CCTGATCCCCAGTTCCTATACCCTACCCCTGACCTATTGAGCAGCCTCTGAAGAGCCATA 
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GGGCCCCCACCTTTACTCACACCCTGAGAATTCTGGGAGCCaGTCTGCCATGCCAGGAGT 

GCCCTTGGGTCCTGGGAATGCTGCTGCTTCAACCCCAGAGCCTAAGAATGGCAGCCX3TTT 
CTTAACATGTTGAGAGATGATTCTTTCTTGGCCCTGGCCATCTCGGGAflGCTTGATGGCA 

TGTATTAAftAAAAAAAAGGTATftTATGCATATATCTATATATftATATGaCGCAGAAATAA 
ATCTATGAGRAATCIATCTACAAACTACCCTGN 

>H_1.0.0_3735 Homo sapiens undif EerenClated embryonic cell transcription factor 1 
1S07858/// [Human_jongleur_201102.841.Cl] [SEQ ID NO: 25] 



CGCAGCGCACGCCCTGGAGOGCCCGGGAGACGGAGCTGCTGCTGGGGACGCTGCTGCAAC 



AGCAGATCCGGAAGCTCATGGGGCTGCTGGGCGACAACGGGCGCAAACGGCCTCGCCGCC 
GCTCCCCGGGGTCCGGGCGCCCCCAGCGCGCCCGCCGCCCGGTCCCCAACGCGCACGCGC 
CGGCTCCCAGCGAACCAGACGCCACCCCGCTGCCCACCGCCCGCGACCGQ3ACGCGGAAC 




TGTCCCTGGCCGTGGGCTTCATTCTGGGCAGCGCGGCCGCCGAGCGAGGGGTCCTCAGGG 
ACCCGTGCCAGTGAGTCCCGGCTTGCGGGCAGTCTCCCCTCTCCAGGCCGAGGCCCTCCX3 

TTTCCTAGAAA 

>H_1.0.0_5504 Homo sapiens myosin, heavy polypeptide 1, skeletal muscle, adult (MYHl) , mRNA c 

7669505/// [Huinan_jongleur_201102.1642.C5] [SEQ ID NO: 26) 

ATGAGTTCTGACTCIGAGATGGCCATTTTTGGGGAGGCTGCTCCTTTCCTCXIGAAAGTCT 

GAAAGGGAGCGAATTGAAGCCCMAACAAGCCTTTTGATGCCftAGACATCAGTCTTTGTG 

GTGGACCCTAAGGAGTCCTTTGTGAAAGCAACAGTGCAGAGCAGGGAAGGGGGGAAGGTG 

ACAGCTAACaCCGABGCTGGAGCTACTGTAACAGTGAAAGATGACX^AGTCrrTCCCCATG 

AACCCTCCCAAATATGSeAAGATCGAGGACATGGCCATGATGACTCATCTACACGAGCCT 

GCTGTGCTGTACAACCTCAAAGSGCGCTACGCAGCCTCGATGATCTACACCTACTCAGGC 

ACAGCCTACCGAGGCAAAAAGCGCCAGGAAGCCCCACCCCACATCTTCTCCATCTCTGAC 
AATGCCTATCAGTTCATGCTGACTGATCGGGAGAATCAGTCTATCTTGATCACCGGAGAA 
TCTGGCGCAGGGAAGACTGTGAACACCAAGCGTGTCATCCAGTACTTTGCAACAATTGCA 
6TTACTGGGGAGAAGAAGAAGGAAGAAGTTACTTCTGGCAAAATGCAGGGGACTCTGGAA 
GATCAAATCATCAGTGCTAACCCCCTACTGGAGGCCTTTGGCAACGCCAAGACCGTGAGG 
AATGACAAGTCCTCTCGCTTIGGTAAATTCATCAGGATCCACTTCGGTACCACAGGGAAA 
CTGGCTTCTGCTGATATTGAAACATATCTTCTGGAGAAGTCTAGAGTTACTTTCCAGCTA 
AAGGCTGAAAGAAGCTATCATATTTTTTATCAGATCATGTCTAACAAGAAGCCA6ATCTA 
ATTGAAATGCTCCTGATCACCACCAACCCATACGATTATGCCTTCGTCAGTCAAGGGGAG 
ATCACAGTGCCCAGCATTGATGACCAAGAAGAGTTCATGGCTACAGATAGTGCCATTGAA 
ATTCTGGGCTTTACTTCAGATGAAAGAGTGTCCATCTATAAGCTCACAGGGGCTGTGATG 
CATTATGGGAACATGAAATTCAAGCAAAAGCAGCGTGAGGAGCAAGCTGAGCCAGATGGC 
ACTGAAGTTGCTGACAAGGCAGCCTATCTCCAAAATCTGAACTCTGCAGATCTGCTCAAA 
GCCCTCTGCTACCCTAGGGTCAAGGTCGGCAATGAGTATGTCACCAAAGGTCAAACTGTG 
CAGCAGGTGTACAATGCAGTGGGTGCTCTGGCCAAAGCTGTCTACGATAAGATGTTCTTG 
TGGATGGTCACCCGCATCAACGAGCAGCTGGACACCAAGCAGCCCAGGCAGTACTTCATT 
GGGGTCTTGGACATTGCTGGCTTTGAGATCTTTGATTTCAACAGCCTGGAGCAGCTGTGC 
ATCAACTTCACCAATGAGAAACTGCAACA3TTTTTCAACCACCACATGTTCGTGCTGGAG 
CAGGAGGAGTACAAGAAGGAAGGCATTGAGTGGACGTTCATTGACTTTGGGATGGACCTG 
GCTGCCTGCATCGAGCTCATCGAGAAGCCTATGGGCATCTTCTCCATCCTGGABGAGGAG 
TGCATGTTCCCCAAGGCGACAGACACCTCCTTCAAGAACAAGCTGTATGAACAACATCTT 
GGAAAATCCAATAACTTCCAGAAGCCCAAGCCTGCCAAAGGCAAGCCIGAGGCCCACTTC 
TCTTTGATTCACTATGCTGGCACCGTGGACTACAACATTGCCGGCTGGCTTGACAAGAAC 
AAGGACCCCCTGAATGAGACTGTGGTGGGGCTGTACCAGAAGTCTGCAATGAAGACTCTG 
GCTCTCCTCTTTGTTGGGGCAACGGGAGCGGAAGCAGAGGCTGGCGGTGGAAAGAAAGGT 
GGTAAGAAGAAGGGTTCTTCTTTCCAGACTGTGTCGGCTCTCTTCAGGGAGAATTTGAAT 
AAGCTGATGACCAACTTGAGGAGCACTCACCCCCACTTTGTGCGGTGCATCATCCCCAAT 
GAAACTAAAACTCCTGGTGCCATGGAGCATGAGCTTGTCCTGCATCAGCTGAGGTGTKAC 
GGTGTGCTGGAAGGCATCCGCATCTGCAGGAAAGGCTTCCCAAGCAGAATCCTTTATGCA 
GACTTCAAACAGAGATACAAGGTGTTAAATGCAAGTGCTATCCCTGAAGGACAATTCATC 
GATAGCAAGAAGGCTTCAGAGAAGCTCCTGGGGTCCATTGACATTGACCaCACCCAGTAT 
AAATTTGGTCACACCAAGGTCTTTTTCAAAGCTGGTCTTCTGGGGCTCCTAGAGGAGATG 
CGAGATGAGAAGCTGGCCCAGCTGATTACCCGAACCCAGGCCATGTGCAGAGGGTTCTTG 
GCAAGAGTGGAGTACCAGAAAATGGTGGAAAGAAGAGAGTCCATCTTCTCCATCCAGTAC 
AATGTCCGTGCCTTCATGAATGTCAAGCACTGGCCCTGGATGAAGCTGTATTTCAAGATC 
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AAACCCCTCCTCAAAAGTGCAGAGACAGAGAAGGAGATGGCCAACATGAAGGAAGAATTT 
GAGAAAACCAAAGAAGAGCTGGCTAAGACCGAGGCAAAAAGGAAAGAGCTGGAAGAAAAA 

AGCTTGGCTGATGCAGAGGAAAGGTGTGACCAGCTAATCAAAACCAAAATCCAGCTAGAA 
5 GCCAAAATCAAAGAGGTGACTGAGAGAGCTGAGGATGAGGAAGftGATCAATGCTGAGCTG 
ACAGCCAAGAAGAGGAAACTGGAGGATGAATGTTCAGAACTCAAGAAAGACATTGATGAC 
CTTGAGCTGACACTGGCCAAGGTTGAGAAGSAGAAACATGCCACAGAAAaCAAGGTGAAft 
AACCTCACAGAAGAGATGGCGGGTCTGGATGAAACCATTGCTAAGCTGACCAAGGAGAAG 
AAGGCTCTCCAGGAGGCCCACCAGCAGACCCTGGATGACCTGCAGGCAGAGGAGGACAAA 
10 GTCAACACCCTGACCAAAGCTAAAATCAAACTTGAACAACA.^GTGGATGATCTTGAAGGA 
TCTTTGGAACAAGAAAAGAAAATCCGGATGGATCTAGAAAGAGCAAAGAGAAAACTAGAG 
GGAGACCTAAAATTGGCTCAAGAATCCGCAATGGATATAGAAAATGACAAACAACAACTT 
GATGAAAAGCTTAAAAAGAAAGAGTriGAAATGAGCGGTCTGCAAAGCAAGATTGAAGAT 
GAACAAGCCCTTGGTATGCAGCTGCAGAAGAAAATCAAGGAGTTACAAGCCCX3CATTGAG 



TCTGATCTCTCCCX3GGAGCTGGAGGAGATCAGTGAGAGGCTGGAAGAAGCCGGTGGGGCC 
ACCTCGGCCCaGATTGAGATGaACaAGAAGCGGGAAGCTGAGTTCCAGAAAATGCGCAGG 
GACCTGGAGGAGGCCACCCTACAGCATGAGGCCACGGCGGCCACCCTGAGGAAGAAGCAT 
GCAGATAGTGTGGCCX3AGCTTGGGGAGC3«3ATTGACAACCTGCAGCGAGTGAAGCAGAAG 
20 CTGGAGAAGGAGAAGAGTGAGATGAAGATGGAGATCGATGACCTTGCTAGTAACATGGAG 
ACTGTCTCCAAAGCCAAGGGAAACCTTGAAAAGAT6T6CCGCGCTCTAGAAGATCAACTG 
AGTGAAATTAAGACCAAGGAAGAGGAGCAGCAGCGGCTGATCAATGACCTCACAGCACAG 
AGAGCGCGCCTGCAAACAGAATCAGGTGAATRTTCACGCCAGCTAGATGAAMGQACACA 
CTAGTTTCACAGCTCTCGAGGGGCAAACAAGCCTTTACTCAACAGATTGAGGAACTGAAA 
25 AGGCAACTTGAAGAGGAGATAAAGGCCAAGAGTGCCCTGGCACATGCCCTGCAGTCCTCC 
CGCCATGACTGTGACCTGCTGCGGGAACAGTATGAGGAGGAGCAGGAAGCCAAGGCC6AG 
CTACAGAGAGCAATGTCCAAGGCCAACAGTGAGGTTGCCCAGTGGAGGACCAAATATGAG 
ACAGATGCCATCCAGCX3CACAGAGGAGCTGGAGGAGGCCAAGAAGAAGCTGGCTCAGCGT 
CTGCAGGATGCTGAGGAACATGTAGAAGCTGTGAATGCCAAATGTGCTTCCCTTGAGAAG 
3 0 ACGAAGCAGAGGCTCCAGAATGAftGTTGAGGACCTCATGATrGfiTGrrTGAGAGGACSUlAT 
GCTGCCTGTGCCGCCCTGGACAAAAAGCAAAGGAACTTTGATAAGATCCTGGCAGAATGG 
AAACAGAAGTCTGAAGAAACTCATGCTGAACTTGAAGCTTCTCAAAAGGAATCCCGCTCa 
CTCAGCACAGAACTATTTAAGATTAAGAATGCTTATGAGGAATCTTTAGACCAACTTGAA 
ACCTTGAAACGGGAAAMAAGAATCTGCAGCAGGAGATTTCTGATCTCACTGAACAGATT 
3 5 GCAGAAGGAGGAAAGCGCATCCATGAACTGGAAAAAATAAAGAAGCAAGTTGAGCAAGAA 
AAGTCTGAACTTCAGGCTGCCTTAGAGGAGGCAGAGGCATCTCTTGAACATGAAGAGGGA 
AAGATCCTGCGCATCCAGCTTGAGTTGAACCAAGTCAAGTCTGAGGTTGATAGGAAAATT 

GCTGAAAAAGATGAGGAAATTGACCAGATGAAGAGAAACCACATTAGAATCGTGGAGTCC 

ATGCAGAGCACACTGGATGCT6AGATCAGGAGCAGGAATGATGCCATTAGGCTCAAGAAG 
40 AAGATGGAGGGAGACCTCAATGAAATGGAAATCCAGCTGAACCATGCCAACCGCATGGCT 

GCTGAGGCCCTGAGGAACTATAGGAACACCCAAGCCATCCTCASGGATACCCAGCTCCAC 

CTAGRTGATGCTCTCCGGAGCCAAGAGGACKTGAAGGAACAGCTGGCTATGGTGGAGCGC 

AG AGC CAACCTGCTGCAGGCTGAGATCGAGGAACTACGAGCCAOTCTGGAACAGACGGAG 

AGGAGCAGGAAAATCGCA6AACAGGAGCTCCTGGATGCCAGTGAACGTGTTCAGCTCCTG 
45 CACACCCAGAACACCAGCCTGATCAACACC3UIGAAGAAGCTGGAGACAGACATTTCCCAA 

ATCCAGGGAGAGATGGAAGACATCRTCTAGGAAGCCCGCAATGCAGAAGAGAAGGCCAflfi 

AAGGCCATCACTGATGCTGCCATGATGGCTGAGGAGCTGAAGAAGGAACAGGACACCAGC 

GCCCATCTGGAGCGGATGAAGAAGAACTTGGAACAGACGGTGAAGGACCTGCAGCATCGT 

CTGGATGAGGCTGAGCAGCTGGCCCTGAAGGGTGGGAAGAAGCAGATCCAGAAACTGGAG 
50 GCCAGGGTTCGTGAACTTGAAGGTGAAGTTGAAAGTGAACAGAAGCGCAATGTTGAAGCT 

GTCAAGGGTCTACGCAAACATGAGAGAAAAGTGAAGGAACTCACTTACCAAACTGAGGAA 

GACCGCAAGAATATTCTCAGGCTGCAGGACCTGGTGGACAAGCTGCAAGCAAAGGTGAAA 

TCCTACAAGAGACAAGCTGAAGAAGCGGAGGAACAATCCAACGTCAACCTCTCCAAATTC 

CGGAGGATCCAGCACGAGCTGGAGGAGGCCGAGGAAAGGGCTGACATTGCTGAGTCCCAG 
5 5 GTCAACAAGCTGAGGGTGAAGAGCAGGGAGGTTCACACaAAAATCaTAflGTGAAGflGTAA 

TTTATCTAACTGCTGAAAGGTGACCAAAGAAATGCACAAAATGTGAAAATCTTTGTCACT 

CCATTTTGTACTTATGACTTTTGGAGATAAAAAATTTATCTGCCA 

>H_1.0.0_10487 Homo sapiens thyroid hormone responsive (SPOT14 hemolog, rat) (THRSP) , raRNA cr; gi- 
4507496/// [Human_jongleur_201102 .3891.C1] [SEQ ID NO: 27] 
60 AACCATGCAGGTGCTAACCAAGCGTTACCCCAAGAACTGCCTGCTGACCGTCATGGACCG 
GTATGCAGCCGAGGTGCACAACATGGAGCAGGTGGTGATGATCCCCAGCCTTCTGCGGGA 
CGTGCAGCTGAGTGGGCCTGGGGGCCAGGCCCAGGCTGAGGCCCCTGATCTCTACACCTA 
CTTCACCATGCTCAAGGCCATCTGTGTGGATGTGGACCATGGGCTGCTGCCGCGGGAGGA 
GTGGCAGGCCAAGGTGGCAGGCAGCGAAGAGAATGGAACCGCAGAGACAGAGGAAGTCGA 
65 GGACGAGAGTGCCTCAGGAGAGCTGGACCTGGAAGCCCAGTTCeACCTGCACTTCTCCAG 
CCTCCATCACATCCTCATGCACCTCACCGAGAAAGCCXAGGAGGTGACAASGAAATAGCA 
GGAAATGACGGGACAAGTTTGGTAGACCTTGGACACTAGGGAAiSATCCCTTCACATGATA 
GAAGAfcAGACTCTTTGATGAGGTCGGCGGAGCAGTTCaCTAGCCAATGATGaGAGCAGAA 
AG6CCTAGACCTGCAGCCAGAA6TGAAGGCGGCTCAGTTCTCCGGGATGCTTCTCTACCT 
70 CCTGAGCACCAATTCCTGGATTCCAGTCACTGGCTCACCTTTAGAATGTCTGTTGCTATT 
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AGAC3«VTIACCTGTCCAGTCTGGTATGGTAGGAA6AGTGTAt3GTGTTGGCACGTGACCAA 
AATTCACATCCCTCCTCATGGCAGTCATTCAGTATGTGTACTTGTACAAGTTATTTAACC 
CATTGGAGCCTAAATTCCCTCATCTATAAAATGGGGATAATATTATCTACCTCCCAAGCT 
TATGAAAACTAAACATGATGAATCAAAAGCCCTTGGCATGTGAGGGCTATTAAAATAGCC 



CCAGAGCTAAGAGGTAGCAGAGTCTCTTGGGATGAGTGATTCACCCTCTTACTTGGCGAC 
CACTGATGAGATCAACAACAGGTGAACTATAAACCTATTATTTATTGCAGAACTAATAAA 
AAATCCAAAGCCTTGT 



TCAACaCAGGACAATGCAAGCCCATGAGCTGTTCCGGTATTTTCGAATGCCAGAGCTGGT 
TGACTTCCGACAGTACGTGCGTACTCTTCCGACCAACACGCITATGGGCrrCGGAGCTTT 
TGCAGCACTCACCACCTTCTGGTACGCCACGAGACCCAAACCCCTCAAGCCGCCAT6CGA 

1 5 CCTCTCaiTGC»GTCAGTGGAAGTGGCGGGTAGTGGTGGIGCACGAAGATC;CX3CACTACT 
TGAOWSCGACXSAGCCCTTGGTGTATTTCTATGATGATCTCACAACATTATAaSaUWXSTTT 
CCAGAGGGGAATACAGGTGTC3UVATAATGGCCCTTGTTTAGGCTCTCGGAAACCAGACCA 
ACCCTATGAATGGCTTTCATATAAACAGGTTGCAGAATTGTCGGAGTGCATAGGCTCAGC 
ACTGATCCAGAAGGGCTTCAAGACTGCCCCAGATCAaTTCATTGGCATCTTTGCTCAAAA 

20 TAGACCTGAGTGGGTGATTATTGAACAAGGATGCTTTGCTTATTCGATGGTGATCGTTCC 
ACTTTATGATACCCTTGGAAATGAAGCCATCACGTACATAGTCAACAAAGCTGAACTCTC 
TCTGGTTTTTGTTGACAAGCCAGAGAAGGCCAAACTCTTATTAGAGGGTGTAGAAAATAA 
GTTAATACCAGGCCTTAAAATCATAGTTGTCATGGATGCCTACGGCAGTGAACTGGTGGA 
AC6AGGCCAGAGGTGTGGGGTGGAAGTCACCAGCATGAAGGCGATGGAGGACCTGGGAAG 

25 AGCCAACAGACGGAAGCCCAAGCCTCCAGCACCTGAAGATCTTGCAGTAATTTGTTTCAC 
AAGTGGAACTACAGGCAACCCCAAAGGAGCAATGGTCACTCACCGAAACATAGTGAGCGA 
TTGTTCAGCTTTTGTGAAAGCAACAGAGAATACAGTCAATCCTTGCCCAGATGATACTTT 
GATATCTTTCTTGCCTCTCGCCCATATGTTTGA6AGAGTTGTAGAGTGTGTAATGCTGTG 
TCATGGAGCTAAAATCGGATTTTTCCAAGGAGATATCAGGCTGCTCATGGATGACCTCflA 

30 GGTGCTTCAACCCACTGTCTTCCCCGTGGTTCCAAGACTGCTGAACCGGATGTTTGACCG 
AATTTTCGGACAAGCAAACACCACGCTGAAGCGATGGCTCTTGGACTTTGCCTCCAAGAG 
GAAAGAAGCAGAGCTTCGCAGCGGCATCATCAGAAACAACaGCCTGTGGGACCGGCTGAT 
CTTCCACAAAGTACAGTCGAGCCTGGGCGGAAGAGTCCGGCTGATGGTGACAGGAGCCGC 
CCCGGTGTCTGCCACTGTGCTGACGTTCCTCAGAGCAGCCCTGGGCTGTCAGTTTTATGA 

35 AGGATACGGACAGACAGAGTGCACTGCCGGGTGCTGCCTAACCATGCCTGGAGACTGGAC 
CGCAGGCCATGTTGGGGCCCCGATGCCGTGCAATTTGATAAAACTTCTTGATGTGGAAGA 
AATGAATTACATGGCTGCCGAGGGCGAGGGCGAGGTGTGTGTGAAAGGGCCAAATGTATT 
TCAGGGCTACTTGAAGGACCCAGCGAAAACAGCAGAAGCTTTGGACAAAGACGGCTGGTT 
ACACACAG03GACATTGGAAAATGGTTACCAAATGGCACCTTGAAAATTATCGACCGGAA 

40 AAAGCACATATTTAAGCTGGCACAAGGAGAATACATMCCCCTGAAAAGATTGAAAATAT 
CTACATGCGAAGTGAGCCTGTTGCTCAGGTGTTTGTCCACX3GAGAAAGCCTGCAGGCATT 
TCTCATTGCAATTGTGGTACCAGATGTTGAGACATTATGTTCCTGGGCCCARAAGAGAGG 
ATTTGAAGGGTCGTTTGAGGAACTGTGCAGAAATAAGGATGTCAAAAAAGCTATCCTCGA 
AGATATGGTGAGACTTGGGAAGGATTCTGGTCTGAAACCATTTGAACAGGTCAAAGGCAT 

45 CACATTGCACCCTGAATTATTTTCTATCGACAATGGCCTTCTGACTCCAACAATGAAGGC 
GAAAAGGCCAGAGCTGCGGAACTATTTCAGGTCGCAGATAGATGACKTCTATTCCACTAT 
CAAGGTTTAGTGTGAAGAAGAAAGCTCAGAGGAAATGGCACAGTTCKACAATCTCTTCTC 
CTGCTGATGGCCTTCATGTTGTTAATTTTGAATACAGCAAGTGTAGGGAAGGAAGCGTTC 
GTGTTTGACTTGTCCATTCGGGGTTCTTCTCATAGGAATGCTAGAGGAAACAGAACACCG 

50 CCTTACaGTCACCTCATGTTGCAGACCATGTTTATGGTAATACSCACTTTCCAAAATGAG 
CCTTAAAAATTGTAAAGGGGATACTATAAATGTGCTAAGTTATTTGAGACTTCCTCAGTT 
TAAAAAGTGGGTTTTAAATCTTCTGTCTCCCTGTTTTTCTAATCAAGGGGTTAGGACTTT 
GCTATCTCTGAGATGTCTGCTACTTGCTGCAAATTCTGCAGCTGTCTGCTCCTCTAAAGA 
GTACAGTGCACTAGAGGGAAGTGTTCCCTTTAAAAATAAGAACAACTGTCCTGGCTGGAG 

55 AATCTCACAAGCGGACCAGAGATCrrTTTAAATCCCTGCTACTGTCCCTTeTCACAGGCA 
TTCACAGAACCCTTCTGATTCGTAAGGGTTACGAAACTCATGTTCTTCTCCAGTCCCCTG 
TGGTTTCTGTTGGAGCATAAGGTTTCCAGTAAGCGGGAGGGCAGATCCAACTCAGAACCA 
TGCAGATAAGGAGCCTCTGGCAAATGGGTGCTCATCAGAACGCSTGGATTCTCTTTCATG 
GCAGAATGCTCTTGGACTCGGTTCTCCAGGCCTGATTCCCCGACTCCATCCTTTTTCAGG 

60 GGTTATTTAAAAATCTGCCTTAGATTCTATAGTGAAGACAAGCATTTCAAGAAAGAGTTA 
CCTGGATCAGCCATGCTCAGCTGTGACGCCTGAATAACTGTCTACTTTATCTTCACTGAA 
CCACTCACTCTGTGTAAAGGCCAACAGATirrTAATGTGGTTTTCATATCAAAAGATCAT 
GTTGGGATTAACTTGCCTTTTTCCCCAAAAAATAAACTCTCAGGCAAGCATTTCTTTAAA 
GCTATTARGGGAGTATATACTTGAGTACTTATTGAAATGGACAGTAATAAGCAAATGTTC 

65 TTATAATGCTACCTGATTTCTATGAAATGTGTTTGACAAGCCAAAATTCTAGGATGTAGA 
AATCTGGAAAGTTCATTTCCTGGGATTCACTTCTCCAGGGATTTTTTAAAGTTAATTTGG 
GAAATTAACAGCAGTTCACTTTATTGTGAGTCTTTGCCACaTTTGACTGAATTGAGCTGT 
CATTTGTACATTTAAAGCAGCTGTTTTGGGGTCTGTGAGAGTACATGTATTATATACAAG 
CACAACAGGGCTTGCaCTAAAGAATTGTCATTGTAATAACACTACTTGGTAGCCTAACTT 

70 CATATATGTATTCTTAATTGCACAAAAAGTCAATAATTTGTCACCTTGGGGTTTTGAATG 
TriGCTTTAAGTGTTGGCTATTTCTATGTTTTATAAACC3\AAAa\AAATTTCCAAAAACA 
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ATGAAGGAAACCAAAATAAATATTTCTGCATTTCG 

>M_1.0.0_12S39 Mus musculUG L-amino acid oxidase 1 (Laol) , mRNA cr: gi-21914876/// 
[Mouse_jongleur_201102 .7471.C1] [SEQ ID NO; 29] 
GTAGCATGGTGCACCAGCCAGGGGGAAGCaGGCATTCTGTATTGTGGGCAGTCAGGAGCT 

GTGRTTACAGCAAGTTCACAATGGCCCACCTGCTGCCRTTCCCCTCTTGCTCCTTAGCAA 

CAGGAGGGCTGGGAGAGGGGCTTTTCTAGAAGAGRCTGTCAGGGGAAAAGTGGATTGAAA 

GTGGGGGGAAGGTGAGGTCAGTTATTACTGTCATCTCaCCTGACGGGTCAGGCCTTGGTT 

CAGGGCCACCTTGCTTGGCTGAGTCAATAGGGCCAGAGACCGATTGGTGGGATAAGAGCC 
1 0 AAATATTGCCAGAGAGGTGCTGCTTCTTCATAAAGAGAAGAGGAGAGGCTCAGAGITCCG 

CATGAGTTTCAGGACCATGGCCAAGAAGAGTGGAATCCTTGTTTGGGGGATCCTGCTCTG 

CGTCTCCAGCTGCCTTGCCCTCTATCAGAACCTTGTCAAGTGTTTCCAGGATCXICGATTA 

TGAGGCCTTCCTTCTCATAGCCCAGAATGGGCTCCATACCTCCCCACTGTCTAAGCX3TGT 

GGTGGTAGTGGGAGCTGGCATGGCAGGCCTAGTGGCAGCTAAGACCCTACAGGATGCTGG 
15 TCACGAGGTAACCATCTTGGAGGCCAGCAACCACATCGGAGGTAGGGTGGTCACACTCAG 

AAACAAGGAAGAAGGCTGGTACTTAGAACTTGGACCAATGCGAATCCCAGAAAGCCACAA 

GCTAATCCACACCTATGTCCAGAAGCTTGGCCTGAAACTGAATAAGTTCAACCAGTATGA 

TAGCAACACCTGGTACCTACTCAATGGAOiACGCTATCGTGCCTCSWSAAGTCATGGCTftA 

CCCAGGAATCTTGGGCTACKCCCTGAGGCCCTCAGAGAAGAACAAftACTGTCACAGACCT 
20 GTTCTACCAAGCCftTCACTAAGATCAAACCACATAGGAAGACATCCAACTGCAGCCAaCT 

CAAAAGGGGCCATCGAGATGATCGGGGATATAATGAATGAGAATGCTGGATATTATAAGT 

CCCTCCTTGGAGTCTCTGAGGATTGCAAGCATCTTCTCCAAAAGTGCCCAATTTTCAGAG 

ATCACCGGTGGCTTTGCCCAACTCCCCAAT3GCCTCAGTGCTAGCCTGAAGCCTGGCACC 
25 ATCCGTCTGTGGTCCAAAGTAGAAAGAGTGGTGAGAGACGGGCCCAAGGTTAAGGTTATG 

TACCGCACAGATGGGCCCACTTCTGCACTGCACAAACTCACTGCGGATTACGCCATCATC 

ACTGCCTCAGCCAAGGCCACTCGCCTCATCACCTTCCAGCCACCTCTGTCCCGAGAGAAA 

ACACATGCCCTGCGCTCCGTTCATTACACCAGTGCCACCAAGGTGGTTTTAGTGTGCAAC 

GAACGCTTCTGGGAACAAGATGGCATCCGGGGCGGCTACTCCATCACTGACCGACCCTCC 
30 CGCTTCATTTACTATCCCAGCCACAGCCTGCCAGGCGGCAAGGGAGTCCTGCTGGCCTCT 

GTTGTGCTGGATGACCrrGCGGCMTGCACCGCATACCCAflGGAGGAGCTAAAGCGCATG 
TGCCCAAAGTCAGCGATCAAGCACTGGTCTCTAGACCrCCTCACCATTGGCGCXjrTTACA 
GAGTTCACACCCTACCJESTTTGTAGACTATTCXjAAGCAGCTCTCCCAGCCAGAGGGCCGC 
35 ATCTACTTTGCTGGGGAGCATACCTGCCTGCCGCACAGCTGGATAGACACCGCCATCAAG 

tcgggcatccgggcctcctgcaacattcaggctgcagtggacaaggaggccactcgaaga 
catacggctctttagaggccctttgccaacaatcaggatgccccaccaccaccaccaaga 
acaatctgtgggagagtctaagagaataaataggctagaagatgaaaggaagccgagacc 

CAGGAGAGAAGTCACCACTGGTCCCTTGGTCTACAAGCAGAAGCCCAACTGGGAAGCTRC 

40 aagagacaccaccccctattctgtctcactccctctctctatqggaaatagcagagccag 
ggcatacaaaggcagggagtagggggtagctgtcaaggctggagaattctagaatcagcc 
tttagcttgaaggaaattgtctcctgctacaaaacaataacaagcaaaaag 

=.M_1.0.0_258S9 Mus musculus 10 days lactation, adult female mammary gland cDNA, RIKEN full-length 
enriched library, clone:D730050C14 jglycosylation dependent cell adhesion molecule 1, full insert 
45 sequence cr; gi-128S2225/// /cdG= (48, 503) /gb=AK021358 /gi=12862225 /ug=Mm. 219621 /len=626 
[Mouse_jongleur_201102. 19220. CI] [SEQ ID NO: 30] 
GATTCTACTCTGCTTCCCAGGGAAAGCTGACCTTGTTCCAGTGGCACCATGAAATTCTTC 



gatgaacttcaaatgaagactcagcccacagatgccattccagctgcccagtccactccc 
50 accagctacaccagtgaggagagtacttccagtaaggaccttt.ccaaggagccttccatc 

ttcagagaagagctgatttccaaagataatgtggtgatagaatctaccaagccagagaat 

caagaggcccaggatgggctcaggagcgggtcatctcagctggaagagaccacaagaccc 

accacctcagctgcaaccacctcagaggaaaatctgaccaagtcaagccagacagtggag 

gaagaactgggtaaaataattgaaggatttgtaactggtgcagaagacataatctctggt 
55 gccagtcgtatcacgaagtcatgaagacaaaaacacctaaccactaagtcccatgctagg 

tggtgccttcatcagccacattctgctcatctgaccy^ccacctctcagtctgccctttga 

tgtcttacattaaagtattgcaaccgn 

>M_1.0.0_4293 MUS musculus peripheral myelin protein, 22 kDa (Pmp22) , mHNA cr: gi-6679394/// 
[Mouse_jongleur_201102.1994.Cl] [SEQ ID NO: SI] 



tctttggggacgccagcaacccagtggacgcaccggagtttgtgcctgaggctaatctgc 
tctgagatagctgtccctttgaactgaaacaggcaccgctcctgtgatcccgagccoaac 
tcccagccaccatgctcctactcttgttggggatcctgttcctgcacatcgcggtgctag 
tgttgctcttcgtctccaccatcgtcagccaatggctcgtgggtaatggacacacgaotg 
65 atctctggcagaactgtaccacatccgccttgggagccgtccaacactgctactccxeat 
cagtgagcgaatggctgcagtctgtccaggccaccatgatcctgtctgtcatcttcagcx3 
tcctggctctgttcctgttcttctgccagctcttcactctcaccaaaggcggccggt'itt 

ACATCACTGGATTCTTCCAAATCCTTGCTGGTCTGTGCGTGATGAGTGCAGCGGCCATCT 
ACACAGTGAGGCACAGTGAGTGGCATGTCAACACTGACTACTCCTATGGCTTCGCCTACA 
70 TCCTGGCCTGGGTGGCCTTTCCCCTAGCCCTCCTCAGTGGTATCATCTATGTGATCCTGC 
GGAAACGCGAATGAGGCGCCCGACGACGCACCGTCCGTCTAGGCTCTGAGCGCGCATAGG 
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CCCCAAACCCAAACGCAAGCCAAACCAAACAGAACGCAGTTGAGTGGGGATTGCTGTTGA 

TTGAAGATGTATATAATATCTATGGTTTATAAAACCTATTTATAACACTTTTTACATATA 

TGTACATAGGATTGTTTTGCTTTTTATGTTGACCGTCAGCCTCGTGTTGAATCTTAAACA 
5 ACTTTACATCCTAACaCTATAACCAAGCTCAGTATCTTTGTTTTGTTTCGTTTTTTTTTT 

TAATCTTTTTGTTTTGCTCAGACATAAAAACTCCACGTGGCCCCCTTTCATCTGAAflGCA 

GATACCTCCCTCCCy^CTa^CCTCATJMSGATAACaWAGTGTGGGGACAAACCCCAGACA 

GTTGAAGACCTTTACACTATGGGTGACCCACTGCATTTAGCAGGAGTATCCACTGCCCGA 

ATCCATGTGTGAAGCCCTAAGCACTCACAGACGAAAAGCCCTGACCGGAACCCTCTGCAA 
10 AAACAGTAATAGCTGGTGGCTCCTGAACACTTGACCC.TGTAGACGGAGTAC!TGGGGCCAC 

ACGTTTAAATGAGAAGTCAGAGACAAGCAATCTGTGAAATGGTGCTATAGATTTACCATT 

CCTTGTTATTACTAATCGTTTAAACCACTCACTGGAAACTCAATTAACAGTTTTATGCGA 

TACAGCAGAATGGAGACCCGATACAAACGGTTCATAACTGCTTTCATACCTAGCTAGGCT 

GTTGTTATTACTACAATAAATAAATCTCAAAGCCTTCGTCAGTCCCACAGTTTTCTCACG 
15 GTCGGAGCATCAGGACGAGCATCTAGACCCTTGGGACTAGCGAGTTCCCTGGCTTTCTGG 

GTCTAGAGTGTTCTGTGCCTCCAAGGACTGTCTGGCGATGACTTGTATTEGCCACCAACT 

GTAGATGTATATACGGTGTCCTTCTGATGCTAAGACTCCAGACCTTTCTTGTTTTTGCTT 

GCTTTCTCTOATTTTATACCAACTGTGTCGACTAAGATGCATCAAAATAAACATCAGAGT 

AACTC 

20 >M_1.0.0_3000 Mus musculus ATP-binding cassette, s-jb-family B (MDR/TAP) , member IB (Abcblb) , mRNA 

cr: gi-67S5045/// [Mouse_jongleur_201102 .1138 .C3] [SEQ ID NO: 32] 

GAGGCGCTGCTTCCATCTTCTGAGGTTCCGCTCSU^CTCAGAGCTACTTCCAAATTCTACA 

TCTTGGCTGACTTTGCGAAGGAAACCCGGAGGTGGCACGTGAGGTGGTGATGGAGTTTGA 

AGAGAACCTTAAGGGAAGAGCAGACAAGAACTTCTOSAAGATGGGCAAAAAGAGTAAAAA 
25 GGAGAAGAAAGAAAAGAAACCTGCTGTTGGCGTATTTGGGATGTTTCGCTATGCAGA'ITG 

GCTGGACAAGCTGTGCATGATTCTGGGAACTCTCGCTGCTATTATCCATGGAACATTACT 

TCCCCTCTTGATGCTGGTGTTTGGAAACATGACRGATAGTTTTACAAAAGCAGAAGCCAG 

TATTCTGCCAAGCATTACTAATCAAAGTGGACCCA.'XCAGTACTCTGATCATCAGCAACAG 

CAGTCTGGAGGAAGRGRTGGCCATATACGCCTACTATTACACCGGGATTGGTGCTGGTGT 
30 GCTCATAGTTGCCTACATCCAGGTTTCACTTTGGTGCCTGGCAGCTGGAAGACAGATACa 

CAAGATTAGGCAGAAGTTTTTCCATGCTATAATGAATCAGGftGftTAGGCTGGTTTGftTGT 

GCATGATGTTGGGGRGCTCAACACCCGGCrCACfiGATGRTGTCTCCAAAATTAATGRCGG 

AATTGGTGACAAAATTGGGATGTTTTTTCAGTCCATAACCACATTTTTAGCCGGTTTTAT 

CATAGGATTTATAAGTeeyiTGGAAGCTAACCCTTGTCATTTTGGCTGTCAGCCCTCTTAT 
35 TGGATTGTCATCTGCTTTGTGGGCAAAGGTATTGACTTCATTTACTAATAAGGAACTCCA 

GGCTTATGCAAAAGCTGGAGCAGTTGCTGAAGAAGTCTTAGCAGCCATCAGAACTGTGAT 

TGCCTTTGGAGGACAACAGAAGGAACTTGAaAGGTRCARTAAAAATTTAGAAGAAGCTAA 

AAATGTTGGCATAAAGAAAGCTATCACAGCCAGCATTTCGATAGGCATTGCCTACCTGTT 

GGTCTATGCATCATATGCACTGGCATTCTGGTATGGGACATCCTTGGTCCTCTCAAATGA 
40 ATATTCTATTGGAGAAGTGCTTACTGTCTTCTTCTCTATTTTGTTGGGGA.CTTTTAGTAT 

TGGACACTTOGCCCCAAACATAGAAGCCTTTGCAAACGCACGAGGGGCAGCCTrTGAAAT 

CTTCAAGATAATTGATAACGAGCCAAGCATTGACAGCTTCTCAACAAAGGGCTACAAACC 

AGACAGTATAATGGGAAACTTAGAGTTTAAAAATGTTCACTTCAACTACCCATCGAGAAG 

CGAAGTTCAGATCTTGAAGGGCCTCAATCTGAAGGTGAAGRGCGGACAGACGGTGGCCTT 

CCCCCTGGAGGGCGTGGTCAGTATCGACGGACAAGACaTCAGAACCATCAATGTGAGGTA 
TCTGAGGGAGATCATTGGTGTGGTGAGTCaGGAACCTGTGCTGTTTGCCACCACGATCGC 
CGAGAACATTCGCTATGGCCGAGAAGATGTCACCATG3ATGAGATTGAGAAAGCTGTCAA 

GGAAGCCAATGCCTATGACTTCATCATGA7U\CTGCCCCACCAATTTGACACCCTGGTTGG 
50 TGAGAGAGGGGCGGA3CTGAGTGGGGGACAGAAACAGAGAATCGCCATTGCCCGGGCCCT 
GGTCCGCAATCCCAAGATCCTTTTGTTGGACGAGGCCACCTCAGCCCTGGATACAGAAAG 
TGAAGCTGTGGTGCAGGCCGCACTGGATAAGGCTAGAGAAGGCCGGACCACCATTGTGAT 



TGAATGGCCTTATTTACTTGTTGGCGTACTTTGCGCTGTTATAAATGGGTGCRTACAACC 
60 AGTGTTTGCCATAGTATTTTCAAGGATTGTAGGGGTTTTTTCAAGAGRTGATGACCATGA 
AACTAAACGACAGAATTGTAATTTGTTTXCCCTGTTCTTTCTGGTTATGGGGCTGATTTC 
TTTTGTTACATATTTCTTTCAGGGCTTCACATTTGGCAAAGCCGGAGAGATCCTCACCAA 
GCGAGTCCGATACATGGTTTTCATU^TCCATCCTGAGACAGGATATAAGCTGGTTaSATGA 
CCATAAGAACAGCACTGGCTCACTGACCACCAGGCTCGCCAGTGftTGCTTCTSGTGTTAA 
65 AGGGGCGATGGGCGCCAGGCTTGCTGTAGTTACCCAGAATGTAGCAAACCTCGGGACAGG 
AGTCATCCTCTCCTTAGTCTATGGCTGGCAGCTGACACTTCTACTTGTAGTAATTATACC 
GCTOiTTGTATrGGGCGGAATTATTGAAATCRAGCTQTTGTCTGGCCAAGCCTTGAAGGA 
CAAGAAACAGCTTGAGATCTCTGGGAAGRTTGCTACAGAAGCAATTGAAAACTTCCGCAC 
TATTGTCTCTTTGACTCGGGAGCAGAAGnTGAAACCATGTATGCCCAGRGCTTGCAGGT 
70 ACCATACAGAAATGCGATGAAGAAAGCACACGTGrrTI'GGGATCACGTTCTCCTTCACCCA 
GGCTATGATGTATTTTTCTTATGCTGCTTGTTTCCGGTTCGGTOCCTACTTGGTGGCACA 




CGGTTTTGATGGTGGTGT 
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ACAACTCATGACTTTTGAAAATGTTATGTTGGTATTTTCTGC1 
GGCAGCTGGGAATACTAGTTCATTTGCTCCTGACTATGCGAAAGCCAAAGTATCAGCATC 
TCATATCATCAGGATCATTGAGAAAACCCCTGAGATTGACAGCTACAGCACAGAGGGCTT 
GAAGCCTACTCTGTTAGAAGGAAATGTAAAATTTAATGGAGTCCAGTTTAACTATCCCAC 
CCGACCX»\ACATCCCAGTGCTTCAGGGGCTGAGCCTCGAGGrGAaGAflGGGCCaGRCGTT 
GGCCCTGGTGGGCAGCAGTGGCTGTGGGAAGAGCACAGTGGTCCAGCTGCTCGAGCGCTT 
CTAa3ACCCa^TGGCTGGATCaW3TGTTTCTAGATGGCAARGAAATAAAGCaACTGaa,TGT 
CCAGTGGCTCCGAGCTCACCTTGGCATTGTGTCCCAGGAGCCCATTCTCTTTGACTGCAG 
CATTGCAGAGAACATCGCCTATGGAGRCAACAGCCGGGCCGTGTCTCRTGAGGAGRTTGT 
GAGGGCAGCCAAGGAGGCCAACATCCACCAGTTCATCGACTCACTGCCTGATAAATACAA 
CACCAGAGTAGGAGACAAAGGCACTCAGCTGTCGGGTGGGCAGAAGCAGCGCATCGCCAT 



GGATACAGAAAGTGAAAAGGTTGTCCAGGAAGCGCTGGACAAAGCCAGGGAAGGCCGCAC 



TGAGAACGGCAAAGTCAAGGAGCACGGCACCCACCAGCAGCTGCTGGCGCAGAAGGGCAT 
CTACTTCTCAATGGTCCAGGCTGGAGCAAAGCGCTCATGAGCTGTGACTATCTGAGGTGC 
TAAGTATTTTTAATATTGGTGTTTAAACATGGCACCAAACCAAAGTTAAAAGGCAAGGGC 
TGTTAAAGGTAACTCCaTCAAGATCAGAAGCCTTCCGAGACTTTGTAATTAAATGAACXa^ 
AAATCBGAAACAAACAAACAARCAAACAAaaU^GCCaTAGTTAAACMGGCCATGTTTTr 
AATTGOiTTACGTGATTCyVTAAGAGAACATATAGTTTTTTAAAftTAAaATGTATAATTTT 
GTTTCAGTTTTTAATTTCTACCCTACTTTCTTAAATGATTATAAAGATTGTAAAAAGCAC 
TATTTCTTTUiATTGCCTATAAAAATTAAATTTTCATAT 

>M_l.0.0_6080 Mus musculus retinol binding protein 2, cellular (Rbp2) , raRNA cr: gi-667768S/// 
[Mouse_jongleur_201102 .2997 .CI] [SEQ ID NO; 33) 
AGCTAAAGACAGGGCCCTTTCTTTGTTTCACTGCTTATTTTGACCTGCGTGCAACTTCAC 
TAAGCAATGGGCCCTCAAGAGACTAGGTTTCCTGTCTGTTTCCCCTTCTTGTCTTATATC 
AGCACCAACAGCTCTTTCTCTCTATGCCCATTTACACCCAGGCTTCCTGCTCACCACAAT 
TAATAGCCCTTCTTATCTTCAGCCCCACCCCACCAGGCCAGCTTTCCTTATATTCTTGCA 
TGCAAGGCCTGTGAGGTTTGGGGGGACTGTTTTAAAGTGCTTAAATCTGAATGTGGAAGG 
CAAGTGATGAATCCCCAAAGGTCCTTTCTGTCCCATTCTGCTGTCACAGGTCACAGTTCA 
TTTTCCAGGTTCTGTCTTTTACAAGTCACCATTGGGCTTGATCATTTAACTTCCATGAGC 



GAGAGAGRGAGAGAGAGAGAGAGAGTGAGTCAGGAGGTGGGGftGSGCTGTTAAATATAAC 
CCACyVGAGCrTTTGTGJffiCTGAGACAAAATQAAGTTCAAGTGTGGCTTGGCACAAGAACA 
GTTCCTC3«3ATGTAAAAACCCACCATGAGCTTCACTGGCCAAATCAATGCTCCTTATGTG 
ATA6GCAGGCCTGGCTCCGGTGTCCTGCRGAACGTGTGGGACAAATACTGAGTGTTTGTT 
TTCCTTAGGAACTGATGGAATGTTCTGTGTGAGGCCAGGACTCTGTGGGAGGCCAGTGAG 
CCTAAAATGAGCTGCTCCAAGGCAGTGTGTCATGGAGATCACAGGGRCACGCAGRCCTGG 
CAACGGCAGGACTTTGTGCCTGGACTGCCCACAGACCTGTTGAACTTTGCAAAGGCAAGG 
GCAGTTCCTTTGAGCTGGGCTTATGACCTTTGACTCTATTATCnTATATACCTGGTCCA 
CTAAGCTATAAAAGCAGTAACATTTAGCATAGTCTCCCTACAGCCTGTTCCTTCACAGTC 
ACTGAACGTCCATATCAAACCAGAGGCCACCATCATGACGAAGGACCAAAATGGAACCTG 
GGAAATGGAGAGTAATGAGAACrrTGAAGGCTACATGAAGGCCCTAGATATTGATTTTGC 
CACCCGCAAGATCGCAGTGCGTCTGACTCAGAOTAAGATCATmCTCAAGACGGTGATAA 



6GAGTTTGACGAACACACAAAGGGCCTGGACGGCCGACATGTC3U\GRCCCTGGTCACCTG 



GTGGGTGGAGGGAGACAAGCTGTACCTGGAGCTGACCTGCGGCGACCAGGTGTGCCGACA 
AGTGTTCAAAAAGAAGTGATGGGCACGGGAAAGCCTGGAACATGTGCAGAGTTCTCTGCC 
AGTTCCCCAAAGCAGCATGGGGACTCCTCCCATTCCTGACAGAGCCCCCTTACATCATCT 
GCCTGGGTTTAAACTGGAGTGTATAAAAGGAACCTA 

>M_1.0.0_10044 Mus musculus RIKEN cDNA 2010003F10 gene (2010003F10Rik) , mRNA cr: gi-21312989/// 
[Mouse_jongleur_201102 .5595.C1] [SEQ ID NO: 34] 
AAGCCTCCCACCTGTTTAACTCCGGAGCCTGGCACTTCCTTCACTGCTCACGTTCACTCC 
GCTCCTGCCTGTTTGGAAGCCTCAGACATGTGTACTGGAAAGTGTGCGCGCTGCCTGGGG 
CTCTCCCTCATCCCTCTCTCCCTGGTCTGCATCGTGGCCAACGOACTCCTGCTGGTACCT 
GATGGGAAGACCACCTGGACGGACGGCAACCTCAGCTTGCAAGTTTGGCTCATGGGTGGC 

AAGGGCTGCTGCGGTGCAGGTTGCTOTGGCAACCGCTGCMGATGCTGCGCTCCGTCTTC 

CGAATTGGACCCAAATGCTTAATAGACAACAAGTGGGACTACCACTTCCAAGAAACAGAA 
GGCGCTTACTTGCGAAATGACACTCTTTGGAATTTGTGTGAGGCGCCACCTCACGTGGTA 
CCCTGGAATGTGACACTCTTCTCAATCCTGGTGGTCGCATCAAGTCTGGAACTTGTGCTG 
TGTGGAATTCAGCTGGTGAATGCGACCTTTGGTGTGTTGTGTGGCGATTGCAGGAAAAAG 
GAGGGTTTAGCTCACTGAGTACCATAGGCCACCCCTAATACCTCATTTCTGGAAGTCTGA 
GTGGTCACCCACTCCCTGGTTGGCTAGGGAAAAAAAAAAAAAAAACATGCACACTTTTAT 

AGCCTTTGGAAAGAGTGTACGTGGGCCTTCAGAGATATGTGTCTAGACTTGGGGCTTCTA 
TATGTACCTCCCACTCTACCCACAACCCCCACCCCCTCTTGTTATTCTCTTAACAACAAC 
AACATAGTTATTGTTCTGGT^iATAAAAATCTGTGCTCTCAAGG 
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>M_1.0.0_27805 Mus musculus similar to SI :PACKT90 .1" (novel protein) [Danio rerio] (L0C22384S) , raRNA 
cr: gi-23621104/// [MouGe_jongleur_201102. 21254 .CI] [SEQ ID NO: 35] 

gtgrcccggggggctgcctccttgaactgaccacacftgctgacgatcatcatcgggggaa 
aggcaatctggaacaacatacaagaagtcttgctcccatgggttatgaatctaattggac 
gatataaaagagtctcgggatcagaaaagataaccccacgatgggaacaggattaccatc 
tgcagcccatgggcaagctgggattgttctatgagtatcttgaaatgattattcagtttg 
ggttcgtcactttatttgtggcctctttcccactggctcccctgct6gctctggtgaaca 
atattttggaaataagagtggacgcgtggaagctcacaacccagtttaggcgcatggtgc 
ccgaaaaagcccaggatatcggcgcgtggcagcccatcatgcaaggaatagccatcctgg 
ccgtggtgaccaacgccatgatcattgctttcacatcagacatgatcccccgcctggtgt 
attattg6tctttctctatccctccctacggggaccacacttattacaccatggacggct 
acatcaacaacactctctctgtcttcaacatcacggacttcaagaacacagacaaagaaa 
acccatacattgggcttggtaactataccttgtgcaggtaccgtgacttccgaaacccac 
ctgggcacccacaagagtataaacacaacatctactattggcftcgtgattgccgccaagc 
tggccttcatcattgtcatggagcacaitcatctactctctgaagttcttcatttcctacg 
caattccagatgtgtccaaaatcacgaaaagcaagatcaagagggagaaatacctcacgc 
agaagttgcttcacgagagtcacctcaaagacctgaccaaaaacatggggatcatcgccg 
agaggataggaggaacggttgacaacagcgtgcggccaaaactcgaatgagcgggagctt 
taggcctggagaagcactttaaagagaattagctgtcagacgtgtgtgaagcactagaga 
ggatggcattggaactcctaggcaggcggagtcttgcccatgcccatttctgcctgtgtc 
atcttccagtttcagcaagcagtgtggaaactggagaacagaaaactgatcaggcagagc 
ctaaaaccacctacctggaggtcctgaacatgctccctcttttgataaattggaatttta 
gtaacaggaaftaaaagccctgaggtgtgcccaagttctccccgggacttcgcttttctga 
cctcacgtgtgcagagctccttttctgtccttaattttgcattttgccaaatctatccca 

ctctgtgttatcaacaatagccmctcaggattgagtttggatgctgtgttaggtcccag ' 

gtaggctcaagagttcacagtatttcagtgtcttactgtacactccaaggraggagactc v 

cgctgcgtatgaaacagcttctgtatcatttcagcctgtatttccacctccaagaaatac 

tcgtcttagattggcatgaagatggrgggtrttgaatsaagaagcctgtccctgttactc 

cacggtgacatttgctctctagcy\atactcccagcatgctctgggtctgaceaatgttga 

ctggctttcagatcttaagggtatataagatgaaaaggtagcagcccttgttgatctgaa 

cggttaatttatctcttcttggtagatgataatcaaatgattgtaactg'rctcgtcctca 

gcatcatgggccgggaagcccatccacttcatgagaacggacttagcagatgcagaaggg 

tggcactaccaatcacsaagcgccttctgccttgctcgctgaaaaaggctggtggcctga 

cgacactgggcgtagtcagagcaacagccagctacccaatcactagccatatcctgtgat 

ccctctgtggcagatgtc7«:tcactgggaaccctactgacttctctgcttgccacggtga 

ccagcttccttgcccagctccattcgttgcctgctaactcgtttgtaatcacagctgggc 

TGGAGACAAGTCTACC3\AGATTGTTGCCCTTTGAGGAAGGAAACCCTGGGTTGAATTTGA 
GCCCCAAGCCTCCTCTCAAGCCaTCaGGGGGTTATGGGAAAGGCTGGTTTATCTGCTGGT 



aaccaagccaaggaaagtgagcggttttagagactgccttctcaacacccgtggtattaa 
atgcccaccacgaatgatttactagagaattgagaatcaacatgattaatcaaagcagtg 
ttctgggcttttgagtagcccagggggtcagtgtgggagtatttcccctcetcccttgtc 
ctgggagtccagagcccgccatacagtgtctatctgtgctgagataaaaatgactacctt 
cctccctgagggatgctctcattgcacagctgaaaccaagtgccactccttgcccctacc 

cttcctaaggacaggaaactactccx^actccataccatagaaagaggaaattttcccttc 
ctttctttgtagacacraagaaaaatgtcaaataaaaagtgcatttcttcatctatattc 
cccagccaagaactcccttcacaaagtagaaagtacaactatggacagaagaaggaggaa 

aaaaaaaaaaaaai^aaaaaaaaaaaacttccttttctgaaaggagcactcatggcatctg 
atgctaccagaatgctgaatgacagcaaggttgctgtgagctgtaggttcccaatggcgt 
cagtgtcattcctatgaggcctgtgccap.gttggtgatggataggaacaggggacacctt 
cggtggcagtgaggtagaccccaggcccaggaaaaccaagggcatgactgtggccaccca 
cctgtctagcatgagccactagagaagttccatccttttgtaatgcctttscattttaat 
ggattaatgtggtagacccagtactcaggggatttttccttaaatgctccxcggatgttt 
taggtattccgttagaagtagaagaccacaatttttcttgaaattgaaagag(x:cgtctg 
gtaatgagtttgtcaaggtttcccctttgcagggcacgtgggtcttgagtttcataggac 
atccgtttgtgatggggcagagcggggtgagttggtctcacaggtcttgtgtgctccttg 
' tgttcgttcctacaatggttgagaagtggagacagtgcagagctcagctgaaaagggact 
cgtgatgcttcccatacactgtgtccccggtgtaatgtttgtaactgatgtctgttaatt 

TCTATGCATTTTAATATTTTTTAATTAATGAGCATTTTAATAAAATCAGTTTTACAAAC 
>M_1.0.0_Ge2 Mus musculus fatty acid binding protein 2, intestinal (Fabp2) . 
[Mouse_jongleur_201102.16.C571] [SEQ ID NO: 36] 
CCGACCTCTGCTTTCCTAGAGACACACACAGCTGAGATCATGGCATTCGACGGCACGTGG 
AAAGTAGACCGGAACGAGAACTATGAAAAGTTCATGGAGAAAATGGGCATTAATGTGATG 
AA6AGGAAGCTTGGAGCTCATGSCAATCTGAAACTGACAATCACACAGGATGGAAATAAA 
TTCACAGTCAAAGAATCAAGCAACTTCAGAAACATTGATGTTGTGTTTGAGCTCGGTGTA 
AACTTTCCCTACAGTCTAGCAGACGGAACGGAGCTCAGTGGGGCCTGGACCATTGAGGGA 
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AATAAACTTATTGGGAAATTCACACGTGTAGACAATGGAAAGGRGCTGATTGCTGTCCGA 
GAGGTTTCTGGTAATGAACTAATCCAGACCTACACATATGAAGGAGTTGAGGCCAAGGGA 

TTCTTTAAGAAGGAATAAGTCAACTTCTCAGAGCCTGGAGCAACGCTGAAGAGCTAAGCT : 
GATGTCAGATTTCTTTCTCCATCATGCTAATGCCAGGCTCATTCGTCATCCTATCAGCAC 
5 TGGTCTCCAGCCTTGTCAAAGCTAAAGAAGTAAAAGCTAATTAAAAGAACTTCATTTGTT 
TTATGGTCCTTARGCTATACATGAACTAGTCTTTTAAAAGAAAATAAATCCTGTTCTCAC 
AC 

>M_1.0.0_7es5 MuB tnusculus deEensin related .cryptdin 6 (Defers), mRNA cr: gi-13937346/// 

[Mouse_jongleur_201102. 3937. CIO] [SEQ ID NOs 37,38,39,49] • 
10 GAOAGCTGCCTGCTCATCCTAATCCATCCAGGTGACTCGCAGCCATGAAGACACTAGTCC 

TCCTCTCTGCCCTCGTCCTGCTGGCCTTCCAGGTCCAGGCTGATCCTATCCAAAACACAG 

ATGAAGAGACTAAAACTGAGGAGCAGCCAGGGGAAGAGGACCAGGCTGTGTCTGTCTCTT 

TTGGAGACCCAGAAGGCTCTTCTCTTCAAGAGGAATCGTTGAGAGATCTGGTATGCTATT 

GTAGATCAAGAGGCTGCAAAGGAAGAGAACGCATGAATGGGACCTGCAGAAAGGGTCATT 
15 TATTGTACACGCTCTGCTGTCGCTGAACATGGAGACCACAGAGGACAAGACGACCATGAG 

TACTGAGGCCACTGATGCTGGTGCCTGATGACCACTTCTCAATAAATTGTTCGCAATATG 

AAAAAAA 

>M_1 . 0 . 0_7656 Mus musculus defensln related cryptdin, related sequence 10 (Defcr-rslO)., itiRMR cr; gi- 
6S81162/// [Mouse_jongleur_201102.3937.Cl] :.[SEQ ID NO: 40,47] 
20 ACACATTTGAGCCCTCCTCTCCAATCATCTAGGTGACTCGCAGCCATGAAGAAACTTGTC 
CTCCTCTTTGCCCTTGTCCTGCTTGCATTCCAGGTCCAGGCTGATTCTATCCAAAACACA 

TTTGGAGACCCACAAGGCTCTGCTCTTCAAGATGCAGCCCTAGGATGGGGTCGGCGGTGC 
CCACCATGCCCCAGATGCCCGTCATGCCCATGGTGCCCAAGGTGCCCGAGGTGCCCGAGG 
25 TGCAAATGCAATCCAAAATAAGCCTGCAATTGGCACCAAAGATCCAAATAAACAGCATAA 
ATTCTGCTGCAGCTGAGCATGGAATCTGGGTCAAGATAACCATGTTCTTTGGAACCTCAC 



>H_1.0.0_52731 Htiraan RASF-A PIiA2 gene encoding synovial pHospholipase , exons 2 through 5 si: gi- 
30 190885/// [Huraan_jongleur_201102.cl. 9676. singlet] [SEQ ID NO: 41] 

GAATTCCTGCTCATTCGCTGCCTTTGAGAGTGGCTGTGTTGTGCATGCATGTGCATGATT 

TGATATGTATGAGAGGGTGTGTGTGCATGAGTGTGTTGAGTGAGTATGTGAGTGTAGTGT 

AAGAGAGGATGTTGGCaCTATCAGGTAATTACGAGAGTGTGTGTATGTGGGCATAGGTGT 

GTTAACATGTATGTGTTTGGGAACTTGTGTATGTGGAAGGGGTTAGAAGGCCTAGAAGAG 
3 5 AGAGGTTGATGCTTTCATTCTGGAGGAAAATACTGAGGCCGAGCCTCCATGGGTGCCTTG 

GAGACTCCAAGCCTTGAATCCAGTGTGGGGATATGCAAGCTATGTCTAGCGAGGGACACA 

TCCTCTGACCTCAGGAACCTCCCAGGTAGTTGGGAGGAACCTGGTTCCAACCTCCCAAGA 

GGTCTGAGGGCCTGATGTGTGTGAAACCATTCTGCAGA6CTGGGAACGGGTCAGGAGGTG 
40 GTfGTGTGTGTGTGTGTGTGTGTGTGTGCATTGCTGGAGGGCACTCCTTGTGTGCTCTGA 

CAGAGCCACCAAGGAGGAGCAGGGGAGCGACGGCCGGGGCAGARGTTGAGACCACCCAGC 

AGAGGAGCTAGGCCAGTCCATCTGCATTTGTCACCCAAGAACTCTTACCATGARGACCCT 

CCTACTGTTGGCAGTGATCATGATCTTTGGTAAGAGCTGACCCTGACCTCTGAGCATGGG 
45 GGACAGCCCCAGAAGGGAAGCACTCTTGTCCCITAGTTTTCTCTCCCATTGCAGTGATCC 

TCTCTCAGGGGGAAAAAAGAAGCCATTTGGGAGGAAGGAGAGTAGCAGAGAGGGGCAGAG 

AGGGAGGGCACAGAACCCCATGCCCCATCACCAGACA-^iCTCCCAAATTTCCTTCCAGGCC 

TACTGCAGGCCCATGGGAATTTGGTGAATTTCCACAGAATGATCAAGTTGACGACAGGAA 

AGGAAGCCGCACTCAGTTATGGCTTCTACGGCTGCCACTGTGGCGTGGGTGGCAGAGGAT 
50 CCCCCAAGGATGCARCGGATCGGTGAGGCCACCTATCCCTCCCTACCCTCCTAGACTCTG 

GCGCAGGCAGGGCTGGGAGCTGCAAAGACAGTGCCGGTTCCTGATGGGCGCAGAGGTCTC 

AGGATGGCCTGGCTGGAAAAGCAGCCGGCATGTTGGAACTTCTGCTCTAGACTGTTGCAA 

AGTCACTGGGTCTCTGCCCAGGGTCCAAGGGGGTGAGACCACAGGCACCAGGCCTCCTGG 

AGCTGTGGGACAAGAGCCCCAACAGGTGTCTCCTCACAGCTGCTGTGTCACTCATGACTG 
55 TTGCTACAAACGTCTGGAGAAACGTGGATGTGGCftCCAAATTTGTGAGCTACAAGTTTAG 

CAACTCGGGGAGCAGAATCACCTGTGGTAAGAGTCCTACCTCACCATCGAGTGGCCCTCA 

TCCTGCTTCAGGAAGCTCACGGTTGAGTGGGAAGCCAGGAAAGTGRAAATCCAATGTAGT 
AAAGACTCCAGTGGGAAGTAAACAAACAGATAAGGCATTAACACAGCCTGAGGCTTGAGG 
60 AAGGCTCCTGGRAGGGGTGACCCCTAAGCTGAGTCTGAAAGGCTGIGCAGAGAGTCAGGG 
AAOAGGAGGGAGCATTCCCAGAAGAGGACACAGCATGGTCAAAGGCACTAAAGGGCACTG 
TAAGCCATTCTGTACTGCCCAGCAGAAACATGAGGAAGAGGAGCAGTGCTGAGCCATGAT 




TTGCCCTAAAGCAATAGGATGCTa.TTAAGCAAAGGAGCTACAGGGTCAGATTTGCATTTT 
65 AGATGACTCACTGTGGGGACAGGGTCGATGGAGACAAGTGGAAGGGGGCAGAGAAAGCTA 
TIGCCATCATGCAGGCAAGAGGGAGTAACATCTTGACATAAAACAATGGAGGTCAGGATG 
GGAAAGGTGGAGAAAAAATCAAGATGCATTTGAGAT6GAATGCAGCTGAACTGGTGACTG 
AGTTGGGAGGGATGGGSAGAGGGAGTTGTTGGATGGATATGTGGCTGCATGGATGGCACA 
ACTGTGATAAAGACCATGGGAGCAGGTCATGGTGGAGGGTGGGGAGGAGCAGTTCTATTT 
70 CCAGCATGTTGAGTTTAGGGGCCTCCAGCACCCAGGGAGGGGTCCAGCAGGCAGCTGTCT 
ATACAAATGCAGCTCAGGGGAGAATTCAGGACTGGGACACAGATTCAGAAGCCAGCAGCA 



CAGA 
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GAGACCTGAGAGGTGGGTGTGATCACTCATTTGCTGTTTAAaGGCCCAGAAflGGAGACAG 
AGAAGGGATGGACAGAGAGGGAGAAGGGGAACTGAGCGAGAAGGTCflAGGAGTCAGTAAG 
GAAATGGTTAGCAAGGGCCAAGTGAACAGGGAGTCCTCCaTGAAAAGGGCCAACAAGGCT 
CCCCTGGATGTTGAGGCAGAAACGCSVTGAGGGACTCAGGGAAGCTGTTTCCATGGAGTCG 
5 GGAGGGCAAAGCCAGATTAGACCAGGTGGGGGCTGATGGGAAGGCAAATAAAGACAGGAG 
GCAAAGACAACATTCTGGAGAAAGTTTGGCCTGAAGGGAGGAGAGTGGTGGCACTGGAAG 
GCTTTGCTTGGTGTCCCCAGACAGCTGACTCATGAGTGGGATTTGGAAAAAGCGTGGACT 
CCTGCCCATGGCCTGAGTCCTTTAAGATCAGAAATTATGTCTCCCATCATGGCCTCTCCA 
TAGAGGCATGTATCTTCAGCAGGCGTTAGGTCACAAGCCACATGATGCCAAGCTGACAGT 
1 0 GGCTTGCATAATGGGGATATGTGACTGTCGCATAACTAGAATTCTGGAAGAGTGCAGTGC 

CTATGCCACGTGGCCAGTGTCTACACCTGGGATGTCAAGAGACAGGCTGCAGGTCCACCC 
TCCTGGCCTCATACTATGGAAGAG6CTTTCCTTTTGGGCATCTCTCTTTTTGGAGGGAGG 
AAATAGATCGTICCCAGAAGCCCCCAGmGACITCCCCTTGTTGCTCATTGGTTGGAACA 

1 5 AGGTTACATGATACACAAAGACCAATCACTGCAAAGGAAAAAGGGATCACCCTGCCTGGC 
TTACACCM.TCACM.TCTATTCCCAGACCCCCCGAGGCTAGGGCTTTGCCTCCTGGACAC 
ATCTGTTAGCAAGAGGAAGAGATTATGGCTGTTAGGAAGGCCTTTGAGAAAGTATCCCAG 
TGCCTGGCT.GTGTCTCCACCAGGCTGGAGGCCAGCATCCCAAGGGCAAGAATTCTGTCTC 
CCCATTGGTCAGAAATATCTGGAGCGCAGGTGTTTGTCTCCAACTAGGAGCTTCTGGAGG 

20 ACAGGGCTGTGTCTTCTACCCCAGGGTTCCACAAGAAGCCACTGAATATTAATAAAGTCC 
CATCTTGTGTTTATTTTCTTATGATTTCAAAACAGGACTCCTGCAGAAGTCAACTGTGTG 
AGTGTGATAAGGCTGCTGCCACCTGTTTTGCTAGAAAOIAGACGACCTACAATAAAAAGT 

>H_1.0.0_11184 Homo sapiens intelectin (ITLN) , mRNA cr: gi-8S 
25 [Huinan_jongleur_201102.4257.C2] [SEQ ID NO: 42] 

AGGAGCGTTTTTGGAGAAAGCTGCACTCTGTTGAGCTCXaWSGGCGCAGTGeAGGGAGGGA 
GTGAAGGAGCTCTCTGTACCCAAGGAAAGTGCAGCTGAGACTCAGACAAGATTACAATGA 
ACCaACTCAGCTTCCTGCTGTTTCTCATAGCGACCACCAGAGGATGGAGTACAGATGAGG 

30 AGGAAATCAAAGACGAATGTCCTAGTGCATTT6ATGGCCTGTATTTTCTCCGCACTGAGA 



TGGCCAGCGTGCATGAGAATGACATGCGTGGGAAGTGCACGGTGGGCGATCGCTGGTCCA 

GTCAGCAGGGCAGCARAGCAGACTACCCAGAGGGGG7»CGGCAACTGGGCCRACTACAACA 

CCTTTGGATCTGCAGAaeCGGCCACGAGCGATGACTACAAGAACCCTGGCTACTACGACA 
35 TCCAGGCCAAGGACCTGGGCATCT6GCACGTGCCCAATAAGTCCCCCATGCAGCACTGGA 

GAAACAGCTCCCTGCTGAGGTACCGCACGGaCACTGGCTTCCTCCAGflCaCTGGGACATA 

ATCTGTTTGGCATCTACCAGAASTATCCAGTGAAATATGGAGAAGGAAAGTGTTGGACTG 

ACAACGGCCCGGTGATCCCTGTGGTCTATGATTTTGGCGACGCCCAGAAAACAGCATCTT 

ATTACTCACCCTATGGCCAGCGGGAATTCACTGCGGGATTTOTTaW3TTCAGGGTATTTA 
40 ATAACGAGAGAGCAGCCAACGCCTTGTGTGCTGGAATGAGGGTCACCGGATGTAACACTG 

agcaccactgcattggtggaggaggatactttccagaggccagtccccagcagtgtggag 
atttttctggttttgattggagtggatatggaactcatgttggttacagcagcagccgtg 
agataactgaggcagctgtgcttctattctatcgttgagagttttgtgggagggaaccca 
gacctctcctcccaaccatgagatcccraggatggagaacaacttacccagtagctagaa 
45 tgttaatggcagaagagaaaacaataaatcatattgactc 

=.M_l.o.O_76S8 Mus tnusculus defensin related cryptdin 5 (De£cr5) , mKNA cr: gi-S681172/// 
[Mouse_jongleur_201102.3937.C3] [SEQ ID NO: 43] ' . 

atgaagacatttgtcctcctctctgcccttgtcctgctggccttccaggtccaggctgat 
cctatccacaaaacagatgaagagactaatactgaggagcagccaggggaagaggaccag 

aagctgatatcctattgtagaataagaggctgcaaaagaagagaaoscgtttttgggacc 
tgcagaaatctttttttaactttcgtattctgctgtagctga 

>H_l.o.o_23S93 Highly similar to NEP_HUMaN Neprilysin (Neutral endopeptidase) |NEP) (fenlcephalinase) 
(Common acute lymphocytic leukemia antigen) (C3UjIA) (Neutral endopeptidase 24 -Jl) (CDIO) [H.sap cr: 
55 gi-B169e87/// EST390S30 Homo sapiens cDNA /gb=AW978421 /gi=81S9Sa7 /ug=Hs . 307734 /len=675. • 
[Human_jongleur_201102 .11097 .C4] [SEQ ID NO: 44] 

ccctttctaggacaacctaatgttatctgtattgtgatggtgccctctctgttaatcacc 

ctcaagtcagtacagtgacccctagggcccattttctttcgattagagaat.tccccattt 

ctgtggtgttggcaagtctagccaagggctgcaatgcttcttttgaagatcaccaaaccc 
60 ggcacttctxttctggattcatgtatgaattcttgcggcagtgaaaggcttctgaaaact 

ctgcagagttctgcaaagtcccaataatcctgaaattgcctggactgtgcacatctgttt 

taatggagttaaccgcatactctggcctataggttccacaccacacctctgcaaagttca 

agaaaaatagttgtttgtgatttaggtcaagtccaggaagtaatttttcttcgccattct 

ttttaatataattctgataggctctgtatgcttgaccaagacctccattatcagcaatgt 
65 tttctccca3tgtattaattccattaaggtgctgtccacctgccaggtcx:caggaaaagt 

ttccatactgatacaccatgcactgggattgctccttaaagttacttgcagactgttgag 

tccaccagtcaacgaggtctccatctttgttaaagtttctgccattgtcatcgaagccat 

gggtgatttcgtgtcctatgaccatgccgatgcccccatagttcaatgagttggactgct 

gggcactaaagaaggggggctgcagaatgccggctgggaagactatctgatttcttcctg 
70 aagagtaaaatgcattgactaoigctgctccacttatccactcatctttgtccacctttt 

ctcggagcttcttcag'rrgtttftctttggctgaatttcaaattttgaattatgttctcga 
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AGTATTCATCTTCTTTGTAGTTCAACTCGAGGTACTCATTATTCAGTTTGTTATCATTTG 
TCTTTTTTGTCTCGGCATCCATCCAAGTGAGGTCATCTAAAGTCTGAATAAAJUVCTTCTC 

5 CATAAAGCCTCCCCACAGCATTTTCCATATTCCCATTGACATAGTTTGCACAACGTCTCC 

AAGTTGCTGTTTCTGAGGTTGTACCATAAAGGGCCTTGCXSGftflAGCATTTCTGGACTCCT 

TGTAGGTTCGGCTGAGGCTGCTTACAAGATCXaiTTATGAATCTCCAGGACATTAAATTTT 

GAAGATCTCTGGCAGAATATTTGGTARGAATGGGCTTAAGTTTGGTTAAATATTCTGGAG 

CATAAACAACCACATCTTCCTCATTTGTAATACTAATATTCACACTTGACATGATTTCAT 
1 0 TTGTGAAATTCAACCAGCTGAATGGCTTCCCATTGATCTCTAGTGAAAAGTTATTTTGGA 

TCTGGGCCAATGTCATCTTGTTATACAGAA3CATTGGATCATTTCGATCTTCAGGTTTAG 

CCGTAGCATTGGCAATTTCTTTTTCCAATTCCATAACTTTATTeATTTCCSyiAGCAAGCT 

GGTTTTCATCGATGGGCAATCTTTCTTCCTGACGAATCAATCTGGCCACAGAARTCATAA 

AATCCACATATGCTGTACAAGCCTCTTTATAGATTCCAGTGCATTCaTAGTAATCTCTAG 
1 5 AAGGGAGGCCAAGTCGAGGTTGGTCAATATGAATTACATGATTCACAGAATTCTTATCAT 

CAGTGCO^aVAACAAATTAATAAGGACTTTTTTCCCATATTTAGAATTCAGTTGTGCAA 

TAGCTTTITCaGCTGTCCAAGAAGCACCATATTTTTGCTCCCAGTTTTCTGTTGCTACTG 

GCCACCCATATATGTCTGGTAACAGTTTGAGTAGAGGTTCTCCACCTCTGCTATCAATAG 

CAGATTCMOTATACyU^ACCTGTACAATGCTTTTGCTTTCTCCaCTXSCTACTATATCT 
20 OWSTTTTGGGTTCTTGAAGGACaTCTTTCAAAACGACTTCTAGTTCATCTCTTAAfiATGT 

CAAAGTTGCCBTAACGGGAGCTOGTCTCGGGAATGACATTACGTTTCAACCAGCCTCCGC 

AAGCATATTTGAAAAAGTCTGTACAAGGCTCAGTGGTGGCATCeATGTTTTGGATCAGTC 

GAGCAGCTGATTTTATGCAGTCTGATGACTTGCAAATACCATCATCGTAGGTTGCATAGA 

GTGCGATCATTGTCACAGCTATGATGGTGAGGAGCAGGACA.AGGACCGAGRGGCTGATCT 
25 CCAGTGGAGTCCATCGCTGTTTCTTCTTTGGCTTTGGAGTGTTGATATCAGTTATATCCA 

TCTGACTTTCTGACTTGCCCATCACCTAAAATTCTTCAGGTCCCAGTAGCGGCTCCTTCC 

CAGGGCACGCCTCCTCCACGGCCGCAGGGTCCTGGGCGCTCGGATCGCGCTGGACCTTAG 

CTGCGGACCCTGCTCAGCGCACCTCCCGGCAGCCGCC 

>H_1.0.0_2365 Homo sapiens guanine nucleotide binding pirotein (G protein), alpha 11 (Gg class) 
30 (GNAll), mRNA or: gi-4504036/// [Huraan_jongleur_201102 . SOS .C2] [SEQ ID NOj 4S] 

CGACGCCOSGCGCGAGCTCAAGCTGCTGCTGCTCGGCACGGGCiaGAGCGGGAAGAGCAC 

GTTCATCAAGCAGATGeQCATCATCCACGGCGCCGGCTACTCGGAGGAGGACAAGCGCGG 
3 5 CTTCACCAAGCTCGTCTACCAGAACATCTTCACCGCCATGCAGGCCATGATCCGGGCCAT 

GGAGACGCTCAAGATCCTCTACAAGTACGAGCAGAACAAGGCCAATGCGCTCCTGATCCG 

GGAGGTGGACGTGGAGAAGGTGACCACCTTCGAGCATCAGTACGTCAGTGCCATCAAGAC 

CCTGTGGGAGGACCCGGGCATCCAGGAATGCTACGACCGCAGGCGCGAGTACCAGCTCTC 

CGACTCTGCCAAGTACTACCTGACCGACGTTGACCGCATCGCCACCTTGGGCTACCTaCC 
40 CACCCAGCAGGACGTGCTGCGGGTCCGCGTGCCCACCACCGGCATCATCGAGTACCCTTT 

CGACCTGGAGAACATCATCTTCCGGATGGTGGATGTGGGGGGCCAGCGGTCGGAGCGGAG 

ATACBACCAAGTCCTGGTGGAGTCGGACAACGAGAACOGGATGGAGGAGAGCAAAGCCCT 

GTTCCGGACCATCATCACCTACCCCTGGTTCCAGAACTCCTCCGTCATCCTCTTCCTCAA 
45 CflAGAAGGACCTGCTGGAGGACAAGATCCTGTACTCGCACCTGGTGGACTACTTCCCCGA 

GTTCGATGGTCCCCAGCGGGACGCCCAGGCGGCGCGGGAGTTCRTCCTGAAGATGTTCGT 

GGACCTGAACCCCGACAGCGACAAGATCATCTACTCACACITCaCGTGTGCCACCGACAC 

GGAGAACATCCGCTTCGTGTTCGCGGCCGTGAAGGACACCATCCTGCAGCTCAACCTCAA 

GGAGTACAACCTGGTCTGAGCGCCCCAGGCCCAGGGASACGGGATGGAGACACGGGGCAG 
50 GACCTTCCTTCCACGGAGCCTGCGCTGCCGGGCGGGTGGCGCTGCCGAGTCCGGGCCGGG 

GCTCTGCCGCGGGAGGAGATTTTTTTTTTTTCATATTITTftACSiAATGGTTTTTATTTCA 

mGTTATCAGGGGATGTACATCTCTC(X;TCCGTACACTrCGa3CAa?ITCTCACCTTTTG 

TCAACGGCAAAGGCAGCCTTTTTCTGGCCTTGACTTATGGCTCKCTTTTTTCTAftAA 

>H_1.0.0_25937 Homo sapiens guanylin tnKNA, complete cds cri gi-183414/// /cds=(8,355) /gb=M9749S 
55 /gi=183414 /ug=Hs.778 /len=57l [Human_jongleur_201102. 12385. CI] [SEQ ID NO: 46] 

TCGCTGCCATGAATGCCTTCCTOCTCTTCGCACTGTGCCTCCTTGGGGCCTGGGCCGCCT 

TGGCAGGAGGGGTCACCGTGCAGGATGGAAATTTCTCCTTTTCTCTGGAGTCAGTGAAGA 

AGCTCAAAGACCTCCAGGAGCCCCAGGAGCCCAGGGTTGGGAAACTCAGGAACTTTGCAC 

CCATCCCTGGTGAACCTGTGGTTCCCATCCTCTGTAGCAACCCQAACTTTCCAGAAGAAC 
60 TCAAGCCTCTCTGCAAGGAGCCCAATGCCCAGGAGATACTTCAGAGGCTGGAGGAAATCG 

CTGAGGACCCGGGCACATGTGAAATCTGTGCCTAOGCTGCCTGTACCGGATGCTAGGGGG 

GCTTGCCCACTGCCTGCCTCCCCTCCGCAGCAGGGAAGCTCTTTTCTCCTGCAGAAAGGG 



CCCGGGGAGGAACTGGGTGACTGGAGGCCTCGCCCCARCACTGICCTTCCCTGCCACTTC 
65 AACCCCCAGCTAATAAACCAGATTCCAGAGT 

>H_i.o.O_lS482 Homo sapiens pancreatitis-associated protein (PAP), transcript variant 2, mRNA cr: 

gi-21070i94/// [Human_jongleur_201102 . S563 .CI] [SEQ ID NO: 48] 

GGGAGGGTCCCTTCCTCAGGGAGCACAGGAACTCTGAGACTCAGCAAGGGTGTCCTGGGA 

GGGCTCGGGGATGGGAGAGTACACAGATTCACAACTCATTCAGAACTGTAGAAGATGATG 
70 GATGTGACCAAGATCACTTTAGTCCTAGGGGACTAGAGAAGGAAAATGACATGAGGCAGT 

GGGGTATCTGTGTGTTCTCCCACTGACCACGCTTTCTTTAGTGACTCCTGATTGCCTCCT 
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CAAGTCGCS^GACACTATGCTGCCrccCATGGCCCrrGGCmGTGTATCTTGGATGCrcOT 
TCCTGCCTCATGCTGCTGTCTCAGGTTCAAGGTGAAGAACCCCAGAGGGAACTGCCCTCT 
GCaCGGATCCGCTGTCCCaAAGGCTCCAAGGCCTATGGCTCCCaiCnKTATGCCITGTTT 
TTGTCACCAAAATCTTGGACAGATGCRGATCTGGCCTGCCAGAAGCGGCCX^TCTGGAAAC 
5 CTGGTGTCTGTGCTCAGTGGGGCTGAGGGATCCTTCGTQTCCTCCCTGGTGAAGAGCATT 
GGTAACAGCTACTCATACGTCTGGATTGGGCTCCATGACCCCACaCAGGGCACCGAGCCC 
AATGGAGAAGGTTGGGAGTGGAGTAGCAGTGATGTtSRTGAATTACTTTGCATGGGAGAGA 
AATCCCTCCACCATCTCAAGCCCCGGCCACTGTGCGAGCCTGTCX3AGAAGCACAGCATTT 
CTGAGGTGGAAAGATTATAACTGTAATGTGAGGTTACCCTATGTCTGCAA5TTCACTGAC 
10 TAGTGCAGGAGGGAAGTCAGCAGCCTGTGTTTGGTGTGCAACTCATCATGGGCATGAGAC 
CAGTGTGAGGACTCACCCTGGAAGAGAATATTCGCTTAATTCCCCCAACCTGACCACCTC 
ATTCTTATCTTTCTTCTGTTTCTTCCTCCCCGCTGTCATTTCAGTCTCTTCATTTTGTCA 
TACGGCCTAAGGCTTTAAAGAGCAATAAAATTTTTAGTCTGCAAAAAAA 

>M_1.0.0_7660 Mus musculus 129 de£ensin-like gene 4C-4, complete cds cr: gi-531850/// 
15 [Mouse_jangleur_201102.3937.C5] [SEQ ID NO: 50] 

TATAAATGCAGGCTGGGTCCTCACTCTCCACACATTGGACCCCTGCTCACCAATCATCCA 

AGGTCCAGGCTGATTCTATCCAAAACACAGATGAAGAGACTAAAACTGAGGAACAGCCAG 

GAGAAGAGAACCAGGCTGTGTCTGTCTCCTTTGGAGACCCAGAAGGCTCTGCTCTTCAAG 
20 ATGCAGGTTAGTGCTGQTACACAGTGTGAAGAAGGCTTGGTGTCTCCTGAGGGAGAGTTG 

GAGATGAGCCCTGGAATTCTGTAAAGGGCAGTCTGGTTCATATAGTTGTCTCTTCATCTG 

CTAAGATCTTACCTGTCTCACTTATAGAAGTAACAGTGAGTGTAAAACATTTTAAAATTT 

TTTATCTAAAACTTTATCTGTCACAAAACTTTAAAATATAGAACATGTGGATAAGTCCTC 

TTATACCTGATTAATAATATTGTTAAAGAAGAAGAATCTGTTTTGCTTTTAAAAATTGAC 
25 TTAGGTTTCAAATCCCAGCATATGTATGAATGTTTTGGGTCAGGAAAGTACAAAATGTCT 

GAAGAAATGTGGTGTGGGTGTCATGGCCTGTATGTGATCAACACTTGTGAAATGTTTCAT 

GTCCATGTGCTGGCTGTGATGTCACaWSTAOWVCAAACATGCTCTGTACTTTGTACaATA 

CaTCTTCATGAAATTGATTACTAACACACTQCTQQCCTCCCTACTTAATAACTGATGCTT 

30 ATGTCCaTGGTGCCCAAGGTGCCCGAGGTGCXrGAGGTGCAAATGCAATCCAAAATAAAC 
CTGCACTTGGCACCAAAGATCCAAATAAACAGCATAAATTCTGCTGCAGCTGAGCATGGA 
ATCTGGGTCAAGATAATAATCATGTTCTCTGGAACCTCACTATCTGTCAAGACCCTTGTG 
CTTAGCCTTGATTGCTCTTCCTTCTCCAATAAA 

>H_l.o.o_42458 Homo sapiens oDNA FLJ33649 fis, clone BRAMY2024497 si: gi-21749233/// 
35 [Human_jongleur_201102.cl. 2005. singlet] (SEQ ID NO: SI] 

CATTGTGTTAAAACCTCACTTGCCAAATTCTGGCTTCACATTTGTATTTAGGGCTATCCT 

TAAAATGATGAGTCTATATTATCTAGCTTTCTATTACCCTAATATAAACTGGTATAAGAA 

GACTTTCCl'TTTTTCTTTATGCATGGAAGCATCAATAAATTGTTTAAAAACCATGTATAG 

TAAATTCAGCTTAACCCGTGATCTTCTTAAGTTAAAGGTACTTTTGTTTTATAAAAGCTC 
40 TAGATAAAflCITrCTTTTCTGATCATGAATaU«3TATCTGTGGTTTCATGCCCCTCTCTA 

TACCTTTCAAAGAACTCCTGAAGCAACTTAACCTATGTGTACTTCTQTTTATGATCCATA 

TTGATATTTATGACATGAACACAGAATAGTACCTTACftTTTGCTAAACaGACAGTTAATA 

TCAAATCCTTTCAATATTCTGGGAACCCAGQGAAGTTTTTAAAAATGTCATTACTTTCAA 

AGGAACAGAAGTAGTTAACCAAACTAACAAGCAAAACCTGAGGTTTACCTAGTGACACCA 
45 AATTATCGGTATTTTAACTGAATTTACCCATTGACTAAGAATGAACCGGATTTGGTGGTG 

GTTTTGTTTCTATGCAAACTGGACACAAATTACAACAGTAAATTTTTTTATAAGTGCTTC 

TCCCTTCTCCATGATGTGACTTCCGGAGATAAAGGATTCAAAAGATAAAGACAAAGTACG 

CTCAGAGTraTTAACCAGAAAGTCCTGGCTGTGGTTGCAGAAACACTGTTGGAAGAAAAG 

AGATGACTAAGTCAAGTGTCTGCCTTATCAAAAGAGCAAAAATGCCTCTGGTTTTGTGTT 
50 TGGGAGAAAAATATCTTGGACGCACTGTTTTCCTTGATAAAAGTCATCTTCTCTACTGTG 

CTTCTOCCAATCAAGGTTGAGGAGTGGGGCTGGGGAGAGGACTTAACTGACTTAAGAAGT 

AGGAAAACAAAAACCTCTCTCCTCAGCCTTCCACCTCCAAGAGAGGAGGAAAAACAGTTG 

TCTGCTGTCTGTAATTCAGTTTGCGTGTAlTTTATGCTCATGCACCAACCCaTACAGAGT 
55 AAATCTTTTATQUVCTATATACTGGTGTTTAATAGAGAATGATTGTCTTCCGAGTTTTTT 

GGTTCCTTTTTTAACTGTGTTAAAGTACTTGAAATGTATTGACTGCTGACTATATTTTAA 

AAACAAAATGAAATAATTTGAGTTGTATTACAGAGGTTGACATTGTTCAGGGATGGGACA 

AAGCCTTCTTCAATCCTTTTCATACTACTTAATGATTTTGGTGCAGGAACCTGAGATTTT 

CTGATTTATATTTCATGATATTTCACATTTGCTCTTCACAGCATGAGCAI'GAAGCCCAGT 
60 GGCACCAAATGGCTGGGTACAATCAAGTGATATTTTGTAGCACCTCACTATCTGAAAGGC 

CATGAGTTTTCAGATGATTTCATTGAGCTTCATTGCAGCCTGAAArrTTAAAA.!V;.GTTGT 

GTAATACGCCAACCAGTCAAGTTGTGTTTTGGCCAGAGATTTAGATATG'XCCAATTTCCT 

GGCTCATTTCATTGTGCTCTATGGGTACGTATAAAAAGCAAGAATTCTGTTTCCTAGGCA 

AACATTGCARCTCAGGGCTAAAGTCATCCAGTGAAACTTTTAGAGCCAGAAGTAACTTTG 
65 TCCCAGTCCTACAATGTGAAAAGAGTGAATAGTTGCCTCTTTTTAGCCATTTTCATGGCT 

GGTACATATTCGTACGCATTACTTTTCAGAATCAATACGCACTITCAGATATTCTTATTT 

TTATTCTCTTAAGTCTTTATTAACTTTGGAGAGAGAAATGATGCATCTTTTTATTTTAAA 

TGAAGTAGATCAACATGGTGGAACAAAATGATAAAGAACAGAAAACATTTCAATATATTA 

CTAATAACTTTTTCCAATATAAATCCTAAAATTCCTATAACATAGTATTTTACAGTTTTA 
70 TGAAGCTTTCTATTGTGACTTTTATGGAATTAAGAGATGAAGAAGATGAGATATTTTAGC 

ATTTATATTTTTCAAAATTATATGTATACTTAAAAATAAAGTAACTTTATGCATT 
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>H_1.0.0_22S80 Homo sapiens Sushi domain (SCR repeat) containing (BK65R6.2), mRNA cr:' gi-22095356/// 
[Human jongleur_201102 . 10520 .CI] [SEQ ID NO: 52] 
GCCTCGGAGCCACTGCACTQCTGGCTGCAGACACAGGCTGCACCATGAAGCCAGCCCTCC 
TGCCCTGGGCCCTGCTGCTGCTGGCGACAGCCCTCGGCCCGGGCCCKGGACCCACAGCAG 
ATGCCCAAGRGAGCTGCTCCATGCGCTGTGGCGCCCTGGACGGGCCATGTTCCTGCCACC 
CGACGTGCTCTGGCCTTGGCACCTGCTGCTTGGATTTCCGGGACTTCTGCCTGGAGATAT 
TGCCCTACTCAGGATCCaTGATGGGCGGCAAGGACTTTGTGGTGCGGCACTTCAAGATGT 
CCAGCCCCACaWSACGCCAGTGTGATCTGCAGGTTTAAGGACaGCATCCAGACCCTCGGCC 
ATGTGGACTCCTCCGGGCAAGTGCACTGTGTGTCACCTCTGCTCTATGAGAGCGGCCGCA 
TCCCCTTCACTGTGTCACTGGACAACGGCCACTCCTTCCCTCGTGCGGGCACCTGGCTGG 
CTGTGCACCCCAACAAAGTGTCSUiTGATGGAGAAGAGCGAGTTGGTGAACGAGACGCGTT 
GGCAATACTACGGCACCGCCAACACCTCAGGCAACCTCAGCCTGACCTGGCATGTCAAGT 
CGCTGCCCACGCAGACCATCACCATCGAACTGTGGGGCTACGAGGAGACAGGAATGCCCT 
ACTCACAGGAGTGGACTGCAAAGTGGTCGTACCTGTACCCCCTGGCCACACACATCCCCA 
ACTCCGGCTCTTTCACTTTCACCCCAAAACCTGCTCCTCCCAGCTACCAGAGATGGCGAG 
TGGGTGCACTTCGGATCATCGACAGCAAAAATTACGCAGGGCAGAAGGACGTGCAGGCGC 
TCTGGACCAACGACCACGCACTGGCCTGGCACCTGAGCGATGACTTCCGAGAGGACGCTG 

TCCTGGAGGAGCTGCCGGACTGCCCCTGCACCCTGACCCAGGCCCGGGCTGACTCCGGCC 
GCTTCTTCACGGACTACGGCTGTGACATGGAGCAGGGCAGCGTGTGCACCTACEACCCCG 
GGGCCGTGCACTGTGTGCGTTCTGTGCAGGCCAGCCTCCGGTACGGCTCAGGTCAGCAGT 
GCTGCTACACAGCGGACGGGACGCAGCTCCTGACAGCTGACTCKAGCGGCGGCAGCACTC 
CCGACCGCGGCCATGACTGGGGCGCACCCCCGTTCCGCACX3CCACCCCGAGTGCCCAGCA 
TGTCCCACTGGCTCTACGATGTCCTCAGCTTCTATTACTGCTGCCTCTGGGCACCCX3ACT 
GCCCCCGCTACATGCAACGGCGGCCCTCCAATGACTGCCGCAACTACCGGCCCCCAAGAC 
TGGCCTCCGCCTTCGGAGACCCACACTTTGTGACCTTCGACGGCACCAACTTCACATTCA 
ATGGGCGCGGAGAGTACGTGCTGCTGGAGGCAGCGCTGACCGACCTGAGGGTGCAGGCGC 
GGGCCCAGCCCGGGACGATGTCCAACGGCACGGAGACCCGTGGCACTGGGCTGACCGCAG 
TGGCCGTCCAGGAGGGCAACTCAGATGTGGTGGAAGTCAGGCTGGCCAACAGGACCGGAG 



AGARGTTCCTCACCCACACCCACGGCCTCCTCGGGACACTCAACAACGACCCCACCGACG 

TGTTTGGGGCCAACTGGACCGTGCAC3\ATGCGTCCTCCCTGCTCACCTACX3ATTCCTGGT 
TCCTGGTCCACAACTTCCTGTACCftACCCAAGCAOSACCKCACCTTCXSAGCCCCTCTTCC 
CCAGTGAGACCACCCTCAACCCCaGCCTGaCACAAGAGGCAGCCAAACTATGTGGGGACG 
ATCATTTCTGCAACTTTGATGTGGCAGCCACTGGGAGCCTGAGCACGGGCACTGCCACTC 
OGGTGGCCCACCAGCTGCACCAGCGTCGraTGCAGAGCCTGCAGCCAGTGGTGTCCTGTG 
CCTGGCTGGCCCCACCTCCCAACGGACAAAAGGAGGGCAACAGGTACCTGGCGGGTTCCa 
CCATCTACTTCCACTGTGACAACGGCTACAGCCTGGCCGGGGCAGAGACCAGCACCTGCC 
AGGCTGACGGCACCTGGTCCTCACCCACCCCGAAGTGCCAGCCAGGACGCAGCTACGCGG 

TGCTGCTGCGCCGCAGGAAGGGCAACACGCACGTCTGGGGTGCaCAGCCCTGATGGGAGC 
AGCTTGGCTGTGAGCaca\GGCCaAGACTCCTGAGAACAGGCAGCCCAGTCCTGCGACTC 
CCGCATCCCCAGGACCAGACACCTGGGAGCTGGATACTTGATACCTGGGCATTTAAGCCC 
CTACTCTGTCATCTCAGACCCCAGGCAGGAGGCCCAGTGTTCCAACACCCAAGCCCGGTG 

CTAGCAGCGCTCCGTGCTCTTCCCCAAATACTCACGGCTCTAATTCCCCAI^CCTGAAAC 
TTCATACCCTGGGATTCTAATACCTATGTCCTGAGCCCTGACACTCCCACACCTGAGCCT 
CAGATTCCAATAGCTCACTCCCTAGAGCCTGACGCCGGGGCCCCTGACCCCTGAGCCTCA 
GATTCCAATACCTCACTCCCCAGAGCCTGATGCCGGGGCCCCTGACCCCTGATCTACGGA 
GGCCTGCTCCCGGACCGTGCGGGCACCAGTGCAGTGCTGCCTTGGTTCCTGGACCCCTGG 
GCCCATCCTGGGACCCCAGATGGGGTAAGGAGAGGCCCCAGAACCCCAAAGCAGACAGCG 
A6ACCCCCAGCGGCAGAGACCTCCCTCGGCACTCCAGGCTTATAATTTCGAACTCTTCTG 



Ih^I.O.O. 8885 Homo sapiens amnionlees protein (AMN) , mKNA crs gi- 13569914/// [Huiiian_jongleur_201102 .303 
[SEQ ID NO 53] 

TGGCTGCAGCTCTGCGCACTGACCCAGGCGGTCTCCAAACTCTGGGTCCCCAACACGGAC 
TTCGACGTCGCAGCCAACTGGAGCCAGAACCGGACCCCGTGCGCGGGCGGCGCCGTTGAG 
TTCCCGGCGGACAAGATGGTGTCAGTCCTGGTGCAAGAAGGTCACGCCGTCTCAGACATG 
CTCCTGCCGCTGGATGGGGAACTCGTCCTGGCTTCAGGAGCCGGATTCGGCGTCTCAGAC 
GTGGGCTCGCACCTGGACTGTGGCGCGGGCGAACCTGCCGTCT.TCCGCGACTCTGACCGC 
TTCTCCTGGCATGACCCGCACCTGTGGCGCTCTGGGGACGAGGCACCTGGCCTCTTCTTC 
GTGGACGCCGAGCGCGTGCCCTGCCGCCACGACGACGTCTTCTTTCCGCCTAGTGCCTCC 
TTCCGCGTGGGGCTCGGCCCTGGCGCTAGCCCCGTGCXSTGTCGGCAGCATCTCGGCTCTG 



CTACGCTTCCACGGGCCGGGCGCGCTGAGCGTGGGCCCCGAGGACTGCGCGGACCCGTCG 
70 GGCTGCGTCTGCGGCAACGCGGAGGCGCA3CCGTGGATCTGCGCGGCCCTGCTCCAGCCC 
::ACTTT(3CCCTCCGGCCCCAGGGGCAaTGC 



202/349 



WO U3/058201 PCT/US02/41825 



TGTGACCTCTGTGGAGCCGTTGTGTTGCTGACCCACX3GCCCCGCATTTGACCTGGAGCGG 
TACCGGGCGCGGATACTGGACACCTTCCTGGGTCTGCCTC3»GTACCACGGGCTGCAGGTG 
GCCGTOTCCAAGGTGCCaCGCTCGTCCCGGCTCCGTGAGGCCGATACGGAGATCCAGGTG 
GTGCTGGTGGAGAATGGGCCCGAGACAGGCGGAGCGaGGCGGCTGGCCCGGGCCCTCCTG 
GCGGACGTCGCCGAGAACGGCGAGGCCCTCGGCGTCCTGGAGGCGACCATGCGGGAGTCG 
GGCGCACACGTCTGGGGCAGCTCCGCGGCTGGGCTGGCGGGCGGCGTGGCGGCTGCCGTG 
CTGCTGGCGCTGCTGGTCCTGCTGGTGGCGCCGCCGCTGCTGCGCCGCGCGGGGAGGCTC 
AGGTGGAGGAGGCACGAGGCGGCGGCCCCGGCTGGAGCGCCCCTCGGCTTCCGCAACCCG 
GTGTTCGACGTGACGGCCTCCGAGGAGCTGCCCCTGCCGCGGCGGCTCAGCCTGGTTCCG 
AAGGCGGCCGCAGACAGCACCAGCCACAGTTACTTCGTCAACCCTCTGTTCGCCGGGGCC 
GAGGCCGAGGCCTGAGCGGCCGCCTGACCGTCGACCTTGGGGCTCTCCACCCCCTCTGGC 
CCCAGTCGAACTGGGGGCTAGCCACCTCCTCGTCCAGCCCCCAAACC 



GCTGTCAGCCTGGCTATGCCGCCACCGGCCCCGCCCATGAGGSCTAGGAGCCCAGCCTTG 
CGCCGCATTCGCACTGGGGGACATGGGAGGGGTCTAGCTGGCCACTGCTGGAGGCAGCGC 
TGGTCGTCACCTGGGCGGCCAGAGGCTGGGATCTGCGAAGTTGAACCCAGAACTAGGAGT 
GGGGCTTCCCCCGCCTTCCGGTGAGGGGAGGGTGAGGAGCTGGAGGGAGGGGCGGGAGAG 

CATCCCTCCTGGTACCAAGCTGCTGGGTGCGAAGGCAGATCATATGG 

>H_1.0.0_18445 Homo sapiens solute carrier family 22 (organic anion transporter), i 
(SLC22Aa), mRNA cr: gi-2449749a/// [Human_Dongleur_201102 . 8140 .C21 [SEQ ID NO: 541 
AGCTTGTTAGAGCTGAGCTGCCCTACTACAGCAGCTGCCGGCCCCTAGGACAGAGCAGGG 
ACCTCAACTACACTGATCACCAGCCCCATCGGATCCAGACCCGGCCACCRGCTCTGGCTC 
GTCTTGCECCAGTGCCATGACCTTCTCGGAGATCCTGGACCGTGTGGGAAGCATGGGCCA 



3AGGTGCCTCCG 

TTTTGTACATCCGCCCAATGCCAGCCTGCCCAATGACACCCAGAGGGCCATGGAGCCATG 
CCTGGATGGCTGGGTCTACAACAGCACCAAGGACTCCATTGTGACAGAGTGGGACTTGGT 
GTGCAACTCCAACAAACTGAAGGAGATGGCCCAGTCTATCrrCATGGCAGGTATACTGAT 
TGGAGGGCTCGTGCTTGGAGACCTGTCTGACAGGTTTGGCCGCAGGCCCATCCTGACCTG 

CTACATGGTCTTCCGCTTCCTGTGTGGCTTTGGCATCTCAGGCATTACCCTGAGCACCGT 

CATCTTGAATGTGGAATGGGTGCCTACCCGGATGCGGGCCATCATGTCGACAGCACTCGG 

GTACTGCTACACCTTTGGCCAGTTCATTCTGCCCGGCCTGGCCTACGCCATCCCCCAGTG 

GCGTTGGCTGCAGTTAACTGTGTCCATTCCCTTCTTCGTCTTCTTCCTATCATCCTGGTG 

GACACCAGAGTCCATACGCTGGTTGGTCTTGTCTGGAAAGTCCTCGAAGGCCCTGAAGAT • 

ACTCCGGCGGGTGGCTGTCTTCAATGGCAAGAAGGAAGAGGGAGAAAGGCTCAGCTTGGA 

GGAGCTXau«^CTa«^CCTGCAGAAGGAGATCTCCrreGCC3U^GGCCaAGTACACCGCAAG 

TGACCTGTTCCGGATACCCATGCTGCGCCGCATGACCTTCTGTCTTTCCCTGGCCTGGTT 

TGCTACCGGTTTTGCCTACTATAGTTTGGCTATGGGTGTGGAAGAATTTGGAGTCAACCT 

CTACATCCTCCAGATCATCTTTGGTGGGGTCGATGTCCCAGCCAAGTTCATCACCATCCT 



ATTATACCCCACAGTCATCAGGCAAACAGGTATGGGCGTAAGTAACCTGTGGACCCGCGT 
GGGAAGCATGGTGTCCCCGCTGGTGAAAATCACGGGTGAGGTACAGCCCTTCATCCCCAA 
TATCATCTACGGGATCACCGCCCTCCTCGGGGGCAGTGCTGCCCTCTTCCTGCCTGAGAC 
CCTGAATCAGCCCTTGCCAGAGACTATCGAAGACCTGGAAAACTGGTCCCTGCGGGCAAA 
GAAGCCAAAGCSUSGAGCCAGAGGTGGAAAAGGCCTCCCAGAGGATCCCTCTACAGCCTCA 
CGGACCS^GGCCTGGGCTCCAGCTGAGGACAACQGAACCCCCTTTCCCTGCCCTCCMAGA 
CTGATCCTAGCCAGGCACCTTAGGAGTATAGGGAGGCCCCATATAGGTCCRTCCTCCTAG 
GATGAAGCCTTCTGAGAGCTTGGTGAAGGTGTCTCCATCACCACCACCAGAGCCTCCTGC 
CCAGCCCTGGCCAGTTCAAAGGTTCAGCC 

CCCTGCCATTCTTCTGTCTAGCeCTTCCCCACTGGCCACCTTCCCCC? 
TCTTCCCCTGAGGTCCCCTGATATCCCCTGGCTCAGTCCTAACAAGACTGAGTCTTAACA 
AGATGAGAAGTCCTCCCCTTCTTGCCTCCCACACTTTTCTTTGATGGGAGGTTTCAATAA 
ACAGCGATAAGAACTCT 

>H_1.0.0_552 Homo sapiens glucuronidase, beta (GUSB) , mRNA cr: gi-4504222/// 
[Human_jongleur_201102.56.C168] [SEQ ID NO: • 55] 
GGTGGCCGAGCGGGGGACCGGGAAGCATGGCCCGGGCGTCGGCGGTTGCCTGGGOSGCGC 

AGAGCCCGTCGCGGGAGTGCAAGGAGCTGGACGGCCTCTGGAGCTTCCGC3GCCGACTTCT 



GCCCCACCGTGGACATGCCAGTTCCCTCCaGCTTCAATGACATCAGCCAGGACTGGCGTC 
TGCGGCATTTTGTCGGCTGGGTGTGGTACGAACGGGAGGTGATCCTGCCGGAGCGATGGA 
CCCAGGACCTGCGCACAAGAGTGGTGCTGRGGATTGGCAGTGCCCATTCCTATGCCATCG 
TGTGGGTGAATGGGGTCGACACGCTAGAGCATGAGGGGGGCTACCTCCCCTTCGAGGCCG 
ACATCAGCAACCTGGTCCAGGTGGGGCCCCTGCCCTCCCGGCTCCGAATCACTATCGCCA 
TCAACAACACACTCACCCCCACCACCCTGCCACCAGGGACCATCCAATACCTGACTGACA 
CCTCC^AGTATCCCAAGGGTTACTTTGTCCa^GAACACATATTTrGACTTTTTCAACTACG 
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CTGGACTGCAGCGGTCTGTACTTCTGTACJ^CGACACCCACCACCTACATCGATGACATCA 
CCGTCACCACCAGCGTGGAGCAAGACAGTGGGCTGGTGAATTACCAGATCTCTGTCAAGG 
GCAGTAACCTGTTCAAGTTGGAAGTGCGTCTTTTGGATGCAGAAAACAAAGTCGTGGCGA 



TGATGCACEAACGCCCrGCCTATCTGTATTCATTGGAGGTGCAGCTGACTGCACAGACGT 
CCAAGAGCCAGTTCCTCATCAATGGGAAACCTTTCTATTTCCACGGTGTCAACAAGCATG 
TGCTTCGCTGGCTTGGTGCCAACGCTTTCCGTACCAGCCACTACCCCTATGCAGAGGAAG 
TGGCGCTGCCGCAGTTCTTCAACAACGTTTCTCTGCATCACCACATGCAGGTGATGGAAG 



GGGCTCCGTATGTGGATGTGATCTGTTTGAACAGCTACTACTCTTGGTATCACGACTACG 
GGCACCTGGAGTTGATTCAGCTGCAGCTGGCCACCCAGTTTGAGAACTGGTATAAGAAGT 
ATCAGAAGCCCATTATTCAGAGCGAGTATGGAGCAGAAACGATTGCAGGGTTTCACCAGG 
ATCCACCTCTGATGTTCACTGAAGAGTACCaMSAAaAGTCTGCTAGAGCAGTACCATCTGG 
GTCTGGATCAAAAACGCAGAAAATATGTGGTTGGAGAGCTCATTTGGAATTTTGCCGATT 
TCATGACTGAACAGTCACCGACX3AGAGTGCTGGGGAATAAAAAGGGGATCTTCACTCGGC 
AGAGACAACCAAAAAGTGCAGCGTTCCTTTTGCGAGAGAGATACTGGAAGATTGCCAATG 
AAACCAGGTATC(XCACTa«3TAGCCAAGTa^a«!LTGTTTGGAAaACaGc'cCGTTTACTT 
GAGCAAGACTGATACCACCTGCX5TGTCCCTTCCTCCCCGAGTCAGGGCGACTTCCACAGC 
AGCaGAAaU«3TGCCTCCTGGACTGTTCACGGa«3ACC:y«HU\CGTTTCTGGCCTGGGTTT 
TGTGGTCATCTATTCTAGCAGGGAACACTaAAGGTGGAAATAAAMATTTTCTATTATGG 
AAATAAAGAGTTGGCATGAAAGTCGCTACTG 

>H_1.0 .0_14511 Homo sapiens pre-B-cell colony- enhancing factor (PBEF), mRNA en gi-5031976/// 
[Human_jongleur_201102.6022.Cl] [SEQ ID NO; 56] 
CGCGCGGCCCCTGTCCrCCGGCCCGAGATGAATCCTGCGGCAGAAGCCGAGTTCAAOATC 



CAAGATGATGTCTTTASTGAAAAGGGATGGAACTACATTCTTGAGAAGTATGATGGGCAT 
CTTCCAATAGAAATAAAAGCTGTTCCTGAGGGCTTTGTCATTCCCAGAGGAAATGTTCTC 
TTCACGGTGGAAARCACAGATCCAGAGTGTTACTGGCTTACAAATTGGATTGAGACTATT 
CTTGTTCAGTCCTGGTATCCAATCACAGTGGCCACAAATTCTAGAGAGCAGAAGAAAATA 
TTGGCCAAATATTTGTTAGAAACTTCTGGTAACTTAGATGGTCTGGAATACAAGTTACAT 
GATTTTGGCTACAGAGGAGTCTCTTCCCAAGAGACTGCTGGCATAGGAGCATCTGCTCAC 
TTGGTTAACTTCAAAGGAACAGATACAGTAGCAGGACTTGCTCTAATTAAAAAATATTAT 
GGAACBAAAGATCCTGTTCCAGGCTATTCTGTTCCAGCaGCAGAACACAGTACCATAftCA 
GCTTGGGGGAAAGACa^TGAAAAAGATGCTTTTGAAO^TATTGTAAO^CAGTTTTCATCA 
GTGCCTGTATCTGTGGTCAGCGATAGCTATGACaTTTATAATGCGTGTGAGAAAATATGG 
GGTGAAGATCTAAGACATTTAATAGTATCGRGAAGTACaCAGGCACCACTAATAATGAGA 
CCTGATTCTGGAAACCCTCTTGACACTGTGTTAAAGGTTTTGGAGATTTTAGGTAAGAAG 
TTTCCTGTTACTGAGAACTCAAAGGGTTACAAGTTGCTGCCACCTTATCTTAGAGTTATT 
CAAGGGGATGGAGTAGATATTAATACCTTACAAGAGATTGTAGRAGGCATGAAACAAAAA 

AGAGATCTCTTGAATTGTTCCTTCAAGTGTAGCTATGTTGTAACTAATGGCCTTGGGATT 
AACGTCTTCAAGGACCCAGTTGCTGATCCCAACAAAAGGTCCAAAAAGGGCCGATTATCT 
TTACATAGGACGCCAGCAGGGAATTTTGTTACACTGGAGGAAGGAAAAGGAGACCTTGAG 
GAATATGGTCAGGATCTTCTCCATACTGTCTTCAAGAATGGCAAGGTGACAAAAAGCTAT 
TCATTTGATGAAATAAGAAAAAATGCACAGCTGAATATTGAACTGGAAGCAGCACATCAT 
TAGGCTTTATGACTGGGTGTGTGTTGTGTGTATGTAATACATAATGTTTATTGTACMAT 



CTGCCCrrrCATTTTTTTTCTTTTCCAGTGTTTAGGTGATCTCAAATTAGSAAATGCATT 
TAACCATGTAAAAGATGAGTGCTAAAGTAAGCTTTTTAGGGCCCTTTGCCAATAGGTAGT 
CATTCAATCTGCTAITGATCTTTTCACAAATAACAGAACTGAGAAACTTTTATATATAAC 
TGATGATCACATRAAACAGATTTGCATAAAATTACCATGATTGCTTTATGTTTATATTTA 
ACTTGTATTTTTGTACAAAC3\AGATTGTGTAAGATATATTTCAAGTTTCAGTGATTTAAC 
AGTCTTTCCAACTTITCATGATTTTTATGAGCACAGACTTTCAAGAAAATACTTGAAAAT 
RAATTACATTGCCTTTTGTCCATTAATCAGCAAATAAAACATGGCCTTAACAAAGTTGTT 
TGTGTTATTGTACAATTTGAAAATTATGTCGGGACATACCCTATAGAATTACTAACCTTA 
CTGCCCCTTGTAGAATATGTATTAATCATTCTACATTAAAGAAAATAATGGTTCTTACTG 
GAATGTCTAGGCACTGTACAGTTATTATATATCTTGGTTGTTGTATTGTACCAGTGAAAT 
GCCAAATTTGAAAGGCCTGTACTGCAATTTTATATGTCAGAGATTGCCTGTGGCTCTAAT 
ATGCACCTCAAGATTTTAAGGAGATAATGTTTTTAGAGAGAATTTCTGCTTCC3VCTATAG 
AATATATACATAAATGTAAAATACTTACAAAAGTGG ' ' ■ 

>K_1.0.0_14531 Homo sapiens glutathione S-transf erase theta 2 (GSTT2) , mRNA cr; gi-7669495/// 
[Human_jongleur_201102.G032.C2] [SEQ ID NO: 57] 
CAGCTGCTGCCCACaCOSCGTCEACGCCTTCACTGCCATCCCCGCTGTCCITGCCGCCCC 



204/349 



1 [l!je>'/^:/yv'GG30S8201.s^] 



WO 03/058201 PCT/LS02/41825 



CGCCATGGGCCTAGAGCTGTTTCTTGACCTGGTGTCCCAGCCCAGCCGCGCCGTCTACAT 
CTTCGCCAAGAAGAATGGCATCCCCTTAGAGCTGCGCACCGTGGATTTGGTCAAAGGGCA 
GCACAAGAGCAAGGAGTTCTTGCAGATCAACAGCCTGGGGAAACTGCCGACGCTCAAGGA 
TGGTGATTTCATCTTGACCGAAAGCTCGGCCATCCTGATTTACCTGAGCTGTAAGTACCA 



CGGCTACGAACTGTTTGAGGGACGGCCACGACTGGCAGCATGGCGTGGACGAGTGGAGGC 
TTTCCTGGGTGCTGAGCTATGCCAGGAGGCCCACAGCATCATCTTGAGCATCCTGGAACA 
GGCGGCCAAGAAAACCCTCCCAACACCCTCACCAGAGGCCTATCAGGCTATGCTGCTTCX3 
AATCGCCAGGATCCCCTGAAGGGTCTGGGATGGGGGCCAGGAGATTAGCAACAAGGATTC 

CTTCATGTGAAGCTCTGCACAGACAAGACACTCAGTGTCCTTGGCAGTGCTGCTACTCCT 
CAGGTGCAGCATACATAACCAGTAAGAGACTAAATCTGCAATATATAAAGAGCTCCTACA 
AATCAGTAACATGAAGAACACTCAAAAATTGGCAAATGTCS^TCAGTGTTTTAAACAGAAT 
AAAGATTCCAAACACTTTGAATAG 

>M_1.0.0_47876 Moderately similar to LI repeat, Tf subfamily, member 18 iMus musculus] [M.musculus] 
as: gi-l'4793287/// 602959848F1 Mus musculus C!DHA, 5' end /clone=IMAGE:5125498 /clone_end=5 ' 
/gb=BI247908 /gi=14793287 /ug=Mm. 27508 /len=944 . [gnl|UG|Mm#S2080812] ISBQ ID NO: 581 

AAGAAATTTTATGTTTTTTAGATGTTGTCACCAGCATTTCAATACAGTTAGAGAGTTAGA 
ATTACCAGAGACCCTCAGACTTTAAAGCCACACCAGAGTCCTATTCTGTGCCTCCACCAT 
CACTCTCTGTGAGCCAGGAGGCTCTCGGCACCTTCCCACTGTTGAATTAGTATAAAACAG 
ATCGATGTTCATCATTAGAAACCAGTCAGCAATACAGGAAGTTCCCAGGGTTTCAACCTA 
AGGGAATGGCAGTACTTTCAGGCACATATATTCCCGACCACAGTCTGTTCCCTCAATTGC 



CTCAGAGTTGACTACAAGTTCCAGAATAAGCrCACCAACAGAAGAAGGTGCATTCAGCAC 
CAAGCTCCTTAGACACCTGGGCTGAATCCAGGAAGGATGGAGGGATATAGCTGGGGATCG 
TCAGTACACACAGAGTACATGTGATGTCCCAGTCTCAGGGCAATGCCTAACAGACACATT 
GGGCAACCTGTTGGGCCATTTGATTGTTTCAATAGATGAGTCCT 

>gi|4216190|gb|AT390I83.l|AI390183 mb87e07.yl Soares mouse p3NMF19.5 Mus musculus cDNA clone 
IMAGE:336420 5', mRNA sequence [SEQ ID NO: 59] 

CCAGAAACAAACGTTTTAATGCAGAAAACCATAATCTACAAATGAATCACAGTAGGGGCC 
TATACCAGACTCCCTTAGGCCTGTAAGGACTGGGAGGTGGGTACCGAGCTGGCAACACCT 
TCAGTATCTGGCCATGTCCTGGTAACTGTGCTGGCTTCTAGGTGCCTAGGCCCTGCCCCC 
TTGCCTTCCGCCATTCAGTTCCACATGGGAAGATCTTGGTTAAGTTCAGAATAAAAGGAA 
GAGAAGTGGAAGAGGATGCTGGCTCTGGTGCCTGCCKTCTGGTACCCAAGGTCATGCTTG 

GGG 

>H_1.0.0._2238 Homo sapiens betaine-homocysteine methyltransferaae (BHMI) , mRNA cr: gi-4502496/// 
[Human jangleur_201102.291.Cl] [SEQ ID NO: 60] 
GGGGAGCTCGGGGCTGCGCAGCGGGAAGGCrraSCCTAGTCGGTCCGCATCCGTGTCGACC 

CTAGAACGTTTAAATGCTGGAGAGATTGTGATTGGAGATGGAGGGTTTGTCTTTGCSCTG 
GAGAAGAGGGGCTACGTAAAGGCAGGACCCTGGACTCCTGAAGCTGCTGTGGAGCACCCA 
GAAGCAGTTCGCCAGCITCATCX5AGAGTTGCTCAGAGCTGGCTCAAACGTCATGCAGACC 
TTCACCTTCTATGCGAGTGAAGACAAGCTGGAGAACAGGGGCAACTATGTCTTAGAGAAG 
ATATCTGGGCAGGAAGTCAATGAAGCTGCTTGCGACATCGCCCGACau^GTGGCTGATGAA 
GGAGATGCTTTGGTAGCAGGAGGAGTGAGTCAGACACCTTCATACCTTAGCTGCAAGAGT 
GAAACTGAAGTCAAAAAMTATTTCTGCAAC&GTTAGAGGTCTTTATGAAGAAGAACGTG 
GACTTCTTGATTGCASAGTATTTTOAACaCXSTTGftAOASGCTGTGTGGGCAGTTGAAACC 
TTOATAGCATCaK3TAAACCTGTGGa«3CMLCCATOTGCATTGGCCCaVGAAGGAGATTTG 



AGAGTTGCCACCAGATGGGATATTCAAAAATACX3CCAGAGAGGCCTACAACCTGGGGGTC 
AGGTACATTGGCGGGTGCTGTGGATTTGAGCCCTACCACATCAGGGCAATTGCAGAGGAG 
CTGGCCCCAGAAAGGGGCTTTTTGCCACCAGCTTCAGAAAAACATGGCAGCTGGGGAAGT 
GGTTTGGACATGCACACCAAACCCTGGGTTAGAGCAAGGGCCAGGAAGGAATACTGGGAG 
AATCTTCGGATAGCCTCAGGCCGGCCATACAACCCTTCAATGTCAAAGCCAGATGGCTGG 
GGAGTGACCAAAGGAACAGCCGAGCTGATGCAGCAGAAAGAAGCCACAACTGAGCAGCAG 
CTGAAAGAGCTCTTTGAAAAACAAAAATTCAAATCACAGTAGCCTCGATAGftAGCTATTT 
TTGATGAATTTCTAGGTGTTTGGGTCACAGTTCCTACAAATACGGAAAAGSGGGTTAAAA 
AGCAGTGCTTTCATGAATGCCATCCTACACATATTATTGCTATTACCTGAACAAAATAGA 
ATTACAAATAGCACTTGATAATTTTAftAGTATGTTTTAGAAATTTTCTTAGGAGCAAAAT 
AAGTACAAAGTAAATCTTGAACAGGTTCACTAAGCACCCACCCTGTGAAAAGTATTATGG 
AAATCACTGCAGCACAGGAAAAGTAATTCAGATGTTAATGCCACTTGAAGAAGTTGGTAG 
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GCTAGCAAAGAGGATGAGACATGAACTGTCATRAAGGACTCAGCS^CCAGCCAGGGACAG 

ATAAAGCGCTATGGAAAGGGGCTTCCAAGTTCTTTTGAACATGACCCTTAGTAACAAACA 

CAATTTATATAATGACCCAGCAAAACACATCACATCTTACTGTCGAAATTAAATGTGTGA 

TCCATCCTAGTATTTTCTGTTCCATTCCTTTTCATTCTATTTCATTTATAAAACATGCTA 
5 GTTCHVGACrTTTCAaATGGATrrTTATGACCCACTACTGGGTTTGGATCCACAGTTTGAA 

AAATATTGCTACAAGACACTTAAGGAGACrATCCTGTTTAAGTTTATTCTTATAAGTAGG 

TCAGTCATATGA6ACCTGATCAATAAATATCC3\ATACCCAGAGTCCTGCTCTCAGAGTTC 

TTCTGTTTCGTGACCCACTTTTCTACCAGTAAAAGACATAGACCAATGGGGAGGAGGGGA 

GGAGAGATGGATATTTCAGCCCTCTCCATCCTAGTCAACACTGGATCCaCCTAGTGCCTC 
10 TGGGCCATAAGGCTGAGCAGAGTGAGCTTGTATTAGTTGGTAGCTTTTAAAAAATATAAT 

AAAAAAAAAGTAGAGATTCTCCAAACTCTAGCCTGGTTTCCTAGATTGAGAACTATGATA 

TTTTTCTCTGATAATTTAATATCTACTCTCCTACAAAAGCTCAAGCCTGAAGATACAAGA 

CTATTAGAAGAAACATGACTACCCTCAGTGTATTAGAAAAGAGGTCATGCAGCTTTCTAA 

ACATTATTGAATTGTTTGAGCTGTTTTGAAATTGTAATTCTTTTCAGCTATTAAAAAGAA 
15 GAGCAATGAG 

>H_1.0.0 29063 Homo sapiens, Similar to uridine phosphorylase, clone MGC:42328 IMAGE!48ia300, niRNA, 
complete~cds cr; gi-23272324/// /cds= (216 , 1169) /gb-BC033529 /gi-23272324 /ug=Hs . 128427 /len=2261 

[Huinan_jongleur_201102. 15166. CU [SEQ ID NOi 611 
GCCGCXKX3GCACGGGTGAGTGCCCAGGGACTTCACCAGTGCTGCCATGCTGGCCCCAGGC 
20 TGTGAGTTGGACCCAGACCAAGAAGTGGTGAGGACAAGGCCTGAAGATGTGCCTGCTTCC 
CATTCAACTTCCACCATGATTGTAAGTGTCCTGAGGCCTCCCAGCCATGCTTCETGTACA 
GCCTGTGGAACTGTGACTTTTCACATAGTAGAGAGAATGGCTTCAGTTATACCTGCCTCC 
AATAGGTCCATGAGATCTGACAGGAATACATATGTTGGAAAAAGGTTTGTTCACGTTAAA 
AATCCTTACTTGGATTTGATGGATGAAGACATTCTCTATCACTTGGATTTGGGAACAAAA 
25 ACACACAACCTACCAGCAATGTTTGGAGATGTAAAGITTGTCTGTGTCGGTGGGAGCCCC 
AACAGAATGAAAGCATTTGCACTGTTTATGCACAAGGAGCTCGGGTTTGAGGAAGCTQAA 
GAAGACATAAAAGACATCTGTGCTGGGACAGACAGATACTGTATGTACAAAACCGGGCCT 
GTGCTCGCCATCAGTCACGGCATGGGCATCCCCTCCATTTCTATTATGCTTCATGAACTC 
ATCAAATTACTCCACCATGCACGGTGCTGCGATGTCACCATTATTAGAATCGGTACATCA 
30, GGGGGAATAGGGATTGCACCRGGGACTGTTGTAATAACGGATATAGCTGTAGACTCCTTC 
TTTAAGCCCCGGTTTGAACAGGTCATTTTGGACAACATTGTCACCCGAAGTACTGAACTG 
GACAAAGAACTGTCTCAAGAACTGTTCyU^CTGTAGCAAAGAAATCCCCMCTTCCaVACC 
CTCGTTGGACATACAATGTGTACCTATGATTTTTATGAAGGCCAAGGCCGACTAGATGGA 
GCACTGTGCTCCTTTTCCAGAGAAAAAAAGTTAGACTACTTGAAGAGAGCATTTAAAGCT 
35 GGTGTmCKSAATATTGAAATGGAATCTACAGTGTTTGCAGCTATGTGTGGACTCTGTGGT 
CTAAAAGCTGCTGTGGTCTGTGTGACACTTCTCX3ACAGACTCGACTC-TGATCAGATCAAC 

TTGCCTCATGATGTCCTGGTGGAGTACCAGCAACGGCCTCAGCTCCTAATCTCCAACTTC 
ATCAGACGGCGGCTTGGACTTTGTGACTAGACGTCCTAACTGG3CAGCCCAACCCTCCCC 

TGCAAGTTTGTAGCTCAAGTTGTAATGTGAAAGTCATATTTTATTTGTGGCATTTTTATA 
40 TAGTTCTCATCCACATGCTAAATGGAAAGACTTTATGRAATCCTTCTCTCTTAAAAAGGA 

ATTTATTGTAAAAGAATACTCACACTAAATTAAATTCAAATTTCATTTTAGAATAAGTTA 

ACTAAATCAGTCTAATAATTAAAATTTTAAAACTCCTGGATTATGACATrTGGAGTITCA 

TATGCAGCATTAATTAAGCTCACATCAAAATAGACCAGCCATTTGCACATAGTTACCAGT 

CACTCTGTTTCTGAAACCAATCCAGAAATTCATGTTAGAACATTGTCAGGCACTTCTAGG 
45 TATTGGaCaAGTGAC3M3AAACTGATCATCCATATlX»AAATATTTACAGAAAAAAGTGTC 

AGIGAAATGTAGGTCTATATGGAAAAGTTACCaTTAGGAAaATATGGCCATACTGCTTTT 

TTACCCCTGCACTATTTCAGTGCACCACAGAATAGGATTCGAGATTTACATATGCCTGTT 

TGTGATTTTATCTCAGAATATAACAACTCTGGATTACATTTrcCTCTCAACTGAAAACCC 

TCAGTAATGCAAAGAAAGGCCTTCCTTTTTCTTCAGAATCACAAGTGACTAAATTGCCrr 
50 CTAGCCATTTTTTCTTGTAAAAAAAGTGTTTTGAGGAGGCTGTATTTTTTATTCCATTTC 

AATATTAACCAAATAGGCTGAGAAATTCATAGCAATTGAATTAAGACTTGAGTTCAAGAT 

GTTAAAGGAATCCTTTTGTATGACTTGTCCAGACCGGCCTATXGCCCTACCCGTTTGATT 

CTCTGGGAGGCATGGTGCTCCTCCTGGCTGCACATGCTCTCTGTGRACTGATCGCATCTT 

GGGTTCTTCTCAATTTGACATACITGGGAGTCXSGAATGACTGGATGGGGGATGGGTAGAG 
55 GATGACTGGCACACTTGTATAGTATGTAATGTTGTGTACATATTATTTATATGGTTGTGG 

CTCAAATAAAGTTTAATTCCAACAC 

>H_1.0 .0_17326 Homo sapiens mRMA for MCMIO .homolog, complete cds cr: gi-11527601/// 

tHuman_jongleur_201102.7564.C2] [SEQ ID HO: 62] 

GAACGAAGAAGGCKTCCCGGCaTCGGCCAAGATTCTACATTGCTCATCTGGGCaTC'rGAG 
60 CCTCCTTCGAAGTTTCKTGTCACAACTGTCCTCTTGACAGCATGGATGAGGAGGAAGACA 

ATCTGTCTCTGCTGACCGCACTGCTGGAAGAAAATGAGTCAGCdTGGATTGTAATTeAG 

AAGAAAATAACTTCTTGACGCGGGAAAATGGCGAGCCCGACGCATTTGATGAGCTCTTTG 

ATGCCGACGGCGACGGTGAATCTTATACAGAAGAGGCTGATGATGGAGAAACAGGAGAGA 

CAAGAGACGAAAAGGAAAATCTGGCCACTCTCTTTGGAGATATGGAGGACTTAACAQATG 
65 AAGAAGAAGTTCCCGCATCACAGTCAACTGAAAATAGGGTCCTCCCTGCTCCTGCCCCCA 

GGCGAGAGAAAACGAATGAAGAGTTGCAAGAGGAATTAAGGAATTTGCAAGAGCAAATGA 

AGGCCTTACAAGAGCAGCTAAAAGTAACAACAATTAAACAGACAGCAAGCCCAGCCOGTC 

TGCAAAAATCCCCTGTAGAGAAGTCTCCCCGGCCACCTCTTAAGGAGAGGAGAGTTCAGA 

GAATTCAGGAGTCAACATGCTTTTCTGCGGAGCITGATGTCCCTGCGCTACCAAGAACCA 
70 ACSAGGGTGGCTCGAACACCAAAGCCTTCACCTCCAGATCCCAAAAGCTCATCTTCAAGGA 

TGACAAGTGCACCCTCCCaACCCCTACAGACGATTTCTCGGAACAAACCTAGTGGGATAA 
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CTAGAGGTCAAATTGTGGGGACCCCAGGAAGTTCTGGGGAAACGACTCAACCCATCTGTG 

AGAAAATGACCGGCCGAAAACTGATCAGACTGTCTCAGATCAAGGAAAAGATGGCCAGAG 
AGAAGCTGGAAGAAATAGATTGGGTGACATTTGGGGTTATATTGAAGAAGGTTACGCCaC 
AGAGTGTGAATAGTGGAAAAACCTTCAGCATATGGAAACTGAATGATCTTCX5TGACCTGA 
CACAATGTGTGTCCTTGTTCTTATTTGGAGAAGTTCACAAAGCGCTCTGGAAGACGGAGC 
AGGGGACTGTCGTAGGGATCCTCAATGCCAACCCCATGAAGCCCAAGGATGGTTCAGAGG 
AGGTGTGTTTATCTATCGATCATCCTCAGAAGGTCTTAATTATGGGTGAAGCTCTTGACC 
TGGGAACCTGTAAAGCCSiAGAAGAAGAATGGAGaGCCGTGCACGCAGACTGTGAATTTGC 
GTGACTGTGAGTACTGTCAGTACCATGTCCAGGCTCAGTACAAGAAGCTCAGCGCAAAGC 
GTGCGGATCTGCAGTCOVCCTTCTCTGGAGGACXSAATTCCAAAGAAGTTTGCCCGCaGAG 
GCACCa.GCCTCAAAGAACGGCTGTGCCAAGATGGCTTTTACTACGGAGGGGTTTCTTCTG 
CCTCGTATGCAGCTTCAATTGCAGCAGCTGTGGCTCCTAAGAAGAAGATTCAAACCACTC 
TGAGTAATCTGGTTGTTAAGGGCACAAACTTGATCATCCAGGAAACACGGCAAAAACTCG 
GAATACCCCAGAAGAGCCTGTCTTGCTCTGAGGAGTTCAAGGAACTGATGGACCTGCCGA 
CGTGTGGAGCCAGGAACTTAAAACAACATTTAGCCAAAGCCACAGCTTCAGGGATTATGG 
GGAGCCCAAAACCAGCCATCAAGTCCATCTCGGCCTCAGCACTCTTGAAGCAACAGAAGC 
AGCGGATGTTGGAGATGRGGAGAAGGAAATCA6AAGAAATACAGAAGCGATTTCTGCAGA 
GCTCAAGTGAAGTTGAGAGCCC3«3CTGTGCCATCTTCATCAAGACAGCCCCCTGCTCAGC 
CTCCACGGACAGGATCCGAGTTCCCCAGGCTGGAGGGAGCCCCGGCCACAATGACGCCCA 
AGCTGGGGCGAGGTGTCTTGGAAGGAGATGATGTTCTCTTTTATGATGAGTCACCACCAC 
CAAGACCAAAaCTGAGTGCrTTAGCAGAAGCCAAAAAGTTTUSCTGCTATCACCAAflTTAA 
GGGCAAAAGGCCAGGTTCTTACAAAAACAAACCCAAACAGCATTAAGAAGAAACAAAAGG 
ACCCTCRGGACATCETGGAGGTGAAGGAACXSTGTAGAAAAAAACACCATGTTTTCTTCTC 
AAGCTGAGGATGAATTGGAGCCTGCCAGGAAAAAAAGGAGAGAACAACTTGCCTATCTGG 
AATCTGAGGAATTTCAGAAAATCCTAAAAGCAAAATCAAAACACACAGGCATCCTGAAAG 
AGGCCGAGGCTGAGATGCAGGAGCGCTACTTTGAGCCACTGGTGAAAAAAGAACAAATGG 
AAGAAAAGATGAGAAACATCAGAGAAGTGAAGTGCCGTGTCGTGACATGCAAGACGTGCG 
CCTATACCCACTTCAAGCTGCTGGAGACCTGCGTCAGTGAGCAGCATGAATACCACTGGC 
ATGATGGTGTGAAGAGGTTTTTCAAATGTCCCTGTGGAAACAGAAGCATCTCCTTGGACA 
GACTCCCGAACAAGCACTGCAGTAACTGTGGCCTCTACAAATGGGAAOSGGACXXSAATGC 
TAAAGGAAAAGACTGGTCCAAAGATAGGAGGAGAAACTCTGTTACCAAGAGGAGAAGAAC 
ATGCTAAATTTCTGAACAGCCTTAAATAACCOSAACTTCAGACATTTTCCCACAGACTTC 

TTGACGCCGTCSUiAAACAAATCCTTGTTAAGCCCATAAGCTTTGCCTGCTTACTTTCTGC 
CRTTGGGTTGGTTTGATACCACATTTAACATTGACATTTAAGTGGAAAACCAAGTTATCA 
TTGTCTTTTCTAAGCTCAGTGTGGATGATTGCATTACTTCATTCACTGAAGTTTTTGCCC 
AAAAATTGGAAGGTAAACAGAGAGCTATGTTTCTGTATCTTTTGGTTATAGAGTGTTCAC 
TTCTTTATCATAACAAAATTCTAGTGTTTATACGAACACCCAGAGGCAAAAGAATTTGGC 
TTAATTCTCACTCCAGGTAAGTAGCTTAACTTCTGGGCTTCAGTTTTCTCATCTGTAAAA 
TCAGGAAGATTGGACTAAGTGATCCTGAAATGTATTTTTTAGCACTGGATTTCTACAAAT 
AATAAAAGTTTCCCATCTAGATAATGATGATCACATAGTCTTGATGTACG3ACATTAAAA 
GCCAGATTTCTTCATTCAATTCTGTTATCGCTGTTTTACTCTTTGAAATTGATCAAGCCA 
CTGAATCACTTTGCATTTCAGTTTATATATAGAGAGAGAAAGAAGGCTGTCTGCTCTTAC 
ATTATTGTGGAGCCCTGTGATAGAAATATGTAAAATCTCATATTA 

>H_1.0.0_23529 Homo sapiens cytochrome P450, subfamily IIC (mephenytoin 4-hydroxylase) , polypeptide 

18 (CYP2C18), mRHA en gi-13699815/// [Human_jongXeur_201102 . 11077 . C7] [SEQ ID NO; S3] 

GGCACCGGAAAGAACAAGAAAAAAGAACACCTTATTTTTATCTTCTTCAGTGAGCCAATG 

TTCATTCAAAAGAGAGATTAAAGTGCTTTTTGCTGACTAGTCAGAGTCAGAGTCAGAATC 

ACAGGTGGATTAGTAGGGAGTGTTATAAAAGCCTTGAAGTGAAAGCCCGCAGTTGTCTTA 

CTAAGAAGAGAAGCCTTCAATGGATCCAGCTGTGGCTCTGGTGCTCTGTCTCTCCTGTTT 

TCCTCTCCCGATTATTGGAAATATCCTGCAGTTAGATGTTAAGGACATGAGCAAATCCTT 

TGTGGTGTTGCATGGATATGAAGCAGTGAAGGAGGCCCTGATTGATCATGGAGAGGAGTT 
TTCTGGAAGAGGAAGTTTTCCAGTGGCTGAAAAAGTTAACAAAGGACTTGGAATCCTTTT 
CAGCAATC53AAAGAGATGGAAGGAGATCCGGCGTTTCTGCCTCATGACTCTGCGGAATTT 
TGGGATGGGGAAGAGGAGCATCSAGGACrGTGTTCAAGAGGAAGCCKGCl 
GGAGTTGAGAAAAACCAATGCCTCACCCTGTGATCCCACTTTCS 

CTGCAATGTGATCTGCTCTGTTATTTTCCATGATCGATTTGATTATAAAGATCAGAGGTT 
TCTTAACTTGATGGAAAAATTCaATGAAAACCTCAGGATTCTGAGCTCTCCaTGGATCCA 
GGTCTGCAATAATTTCCCTGCTCTCATCGATTATCTCCCAGGAAGTCATAATAAAATAGC 
TGAAAATTTTGCTTACATTAAAAGTTATGTATTGGAGAGAATAAAAGAACATCAAGAATC 
CCTGGACATGAACAGTGCTCGGGACTTTATTGATTGTTTCCTGATCAAAATGGAACAGGA 
AAAGCACAATCAACAGTCTGAflTTTACTGTTGAAAGCTTGATAGCCACTGTAACTGATAT 
GTTTGGGGCTGGAACAGAGACAACGAGCACCACTCTGAGATATGGACTCCTGCTCCTGCT 
GAAGTACCCAGAGGTCACAGCTAAAGTCCAGGAAGAGATTGAATGTGTAGTTGGCAGAAA 
CCGGAGCCCCTGTATGCAGGACAGGAGTCACATGCCCTACACAGATGCTGTGGTGCACGA 
GATCCAGAGATACATTGACCTCCTCCCCACCAACCTGCCCCATGCAGTGACCTGTGATGT 
TAAATTCAAAAACTACCTCATCCCCAAGGGCACGACCATAATAACATCCCTGACTTCTGT 
GCTGCACAATGACAAAGAATTCCCCAACCCAGAGATGTTTGACCCTGGCCACTTTCTGGA 
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TAAGAGTGGCAACTTTAAGAAAAGTGACTACTTCATGCCTTTCTCAGCAGGAAAACGGAT 
GTGTATGGGAGAGGGCCTGGCCCGCATGGAGCTGTTTTTATTCCTGACCACCATTTTGCA 
GAACTTTAACCTGAAATCTCAGGTTGACCCAAAGGATATTGACATCACCCCCATIGCCAA 
TGCATTTGGTCGTGTGCCACCCTTGTACCAGCTCTGCTTCATTCCTGTCTGAAGAAGGGC 
AGATAGTTTGGCTGCTCCTGTGCTGTCACCTGCaATTCTCCCTTATCAGGGCCATTAGCC 
TCTCCCTTCTCTCTGTGAGGGATATTTTCTCTGACTTGTCAATCCACATCTTCCCATTCC 
CTCS^AGATCCAATG&ACATCCSU^CCTCCATTAAAGAGAGTTTCTTGGGTCACTTCCTAAA 

TATCTACTGCTGAGTTGTCAGTATGTTATCACTAGAAAACAAAGAAAAATGATTAATAAA 
TGACAATTCAGAGCCATTTATTCTCTGCATGCTCTAGATAAAAATGATTATTATTTACTG 
GGTCAGTTCTTAGATTTCTTTCTTTTGAGTAAAATGAAAGTAAGAAATGAAAGAAAATAG 
AATGTGAAGAGGCTGTGCTGGCCCTCATAGTGTTAAGCACAAAARGGGAGAAAGGTAAGA 
GGGTAGGAAAGCTGTTTTAGCTAAATGCCACCTAGAGTTATTGGAGGTCTGAATTTGGAA 

AAAAAAACTATGTCCAGGAGCAGCTGTAACCTGTAGGGAAATACTGGAACAATCATCCAT : 

AAGAGGGATGAACATTAAGTGTTTGAATTCATGCTCTGCTTTTGTGTTACTGTA.!^CACA 

AGATCAAGATTTGGATAATCTTTTTCCTTTGTGTTTCCAACTTAGATCATGTCTAAATAT 

ATGCTTTCATATGGCTAATCATGTGTTAATGACTGTTATTTTTCTCTTCCAAACAAGAGC 

AAAATCTCCAGAAATCCTCACCAGGCTTTATTTTTTTTCTAT 

>H_1.0.0_23S24 Homo sapiens cytochrome P450, subfamily IIC (mephenytoin 4-hydroxylase) , polypeptide 
19 (cyP2C19), mRNA or: gi-450321B/// [Hviman_jongleur_201102 . 11077 .C2] [SEQ ID HO; 64] 
CTTCAATGGATCCTTTTGTGGTCCTTGTGCTCTGTCTCTCATGTTTGCTTCTCCTTTCAA 

TTGGAAATATCCTACAGATAGATATTAAGGATGTCAGC3«ATCCTTAACCAATCTCTCAA 

GATATGAAGTGGTGAAGGAAGCCCTGATTGATCTTGGAGAGGAGTTTTCTGGAAGAGGCX: 
ATTTCCCACTGGCTGAAAGAGCTAACAGAGGATTTGGAATCXSTTTTCAGCAATGGAAAGA 
GATGGAAGGAGATCCGGCGTTTCTCCCTCATGACGCTGCGGAATTTTGGGATGGGGAAGA 
GGAGCATTGAGGACCGTGTTCAAGAGGAAGCCCGCTGCCTTGTGGAGGAGTTGAGAAAAA 
CCAAGGCTTCACCCTGTGATCCCACTTTCATCCTGGGCTGTGCTCCCTGCAATGTGATCT 
GCTCCATTATTTTCCAGAAACGTTTCGATTATAAAGATCAGCAATTTCTTAACTTGATGG 
AAAAATTGAATGAAAACATCAGGATTGTAAGCACCCCCTGGATCCAGATATGCAATAATT 
TTCCCACTATCATTGATTATTTCCCGGGAACCXiTiTAACAaATTACTTAaAAaCCTTGCTT 
TTATGGAAAGTGATATTTTGGAGAAAGTAAAAGAACACCaAGAATCGATGGACATCAACA 
ACCCTCGGGACTTTATTeATTGCTTCCTGATOiAAATGGAGAAGGAAAAGCAAAACCAAC 
AGTCTGAATTCACTATTGAAAACTTGGTAATCaCTGCAGCTGACTTACTTGGAGCTGGGA 

TCACAGCTAAAGTCCAGGAAGAGATTGAACGTGTCATTGGCAGAAACCGGAGCCCCTGCA 

TCGACCTCATCCCCACCAGCCIGCCCCATGCAGTGACCTGTGACGTTAAATTCAGAAACT 
ACCTCATTCCCAAGGGCACAACCATATTAACTTCCCTCACTTCTGTGCTACATGACAACA 
AAGAATTTCCCAACCCAGAGATOTTTGACCCTCGTCACTTTCTGGATGAAGGIGGAAATT 
TTAAGAAAAGTAACTACTTCATGCCTTTCTCAGCAGGAAAACGGATTTGTGTGGGAGAGG 
GCCTGGCCCGOVTGGAGCTGTTTTTATTCrTGACCTTCATTTTACAGAACTTTAACCTGA 
AATCTCTGATTGACCCAAAGGACCTTGACACAACTCCTGTTGTCAATGGATTTGCTTCTG 
TCCCGCCCTTCTATCAGCTGTGCTTCATTCCTGTCTGAAGAAGCACAGATGGTCTGGCTG 
CTCCTGTGCTGTCCCTGCAGCTCTCTTTCCTCTGGTCCAAATTTCACTATCTGTGATGCT 
TCTTCTGACCCGTCATCTCACATTTTCCCTTCCCCCAAGATCTAGTGAACATTCAflCCTC 
CATTAAAAAAGTTTCACTGTGCAAATATATCTGCTATTCCCCATACTCTATAATAGTTAC 
ATTGAGTGCCACATAATGCTGATACTTGTCTAATGTTGAGTTA.TTAACATATrATTATTA 
AATAGGGAATTC 

>H_1.0.0_11755 Homo sapiens solute carrier family 27 (fatty acid transporter), member 5 (SLC27A5) , • 
mENA or: gi- 13325056/// [Human_jongleur_201102 .4565 .CI] [SEQ ID NO: 65] 
ATGAGCTGCAGGTACGGTCCGGAATCCCGGGTCGACCCACGCGTCCGGCTCCTAGGGAGG 
AGCTGGTACCATGGGTGTCAGGCAACACSTTGGCCTTGCI 
CTGGGGCCTGGGGCAGCCAGTGTGGCCAGTCGCTGTGGCCTTGACCC 
GGGGGATCCCACATGTTGCGTGCTACTTGGGCTGGCCATGTTAGCACGGCCCTGGCTCGG 
CCCCTGGGTGCCCCATGGGCTGAGCCTGGCAGCTGCXSGCCCTGGCACTAACCCTCCTGCC 
AGCaCGGCrraCCCCCAGGACTACGCTGGCTGCCGGCTGATGTGATCTTCTTGGCCAAGAT 
CCTCCACCTGGGCCTGAAGATCAGGGGATGCTTGAGCCGGCAGCCGCCTGACACCTTTGT 
.AGATGCCTTCGAGCOGCGAGCACGAGCGCAGCCTGGCAGGGCACTCTTGGTGTGGACGGG 
GCCTGGGGCCGGCTCAGTCACCTTTGGTGAGCTGGATGCCCGGGCCTGCCAGGCGGCATG 
GGCCCTGAAGGCTGAGCTGGGTGACCCTGCGAGCCTGTGTGCCGGGGAGCCTACTGCCCT 
CCTTGTGCTGGCTTCCCAGGCCGTTCCAGCCCTGTGTATGTGGCTGGGGCTGGCCAAGCT 
GGGCTGCCCAACAGCCTGGATCAACCCGCATGGCCGGGGGATGCCCCTGGCGCACTCTGT 
GCTGAGCTCTGGGGCCCGGGTGCTGGTGGTGGACCCAGACCTCCGGGAGAGCCTGGAGGA 
GATCCTTCCCAAGCTCCAGGCTGAGAACATCCGCTGCTTCTACCTCAGCCATACCTCCCC 
TACACCAGGGGTGGGGGCTCTGGGGGCTGCCCTGGATGCAGCGCCCTCCCACCCAGTGCC 
TGCTGACCTGCGTGCTGGGATCACATGGAGAAGCCCTGCCCTCTTCATCTATACCTCGGG 
GACCACTGGCCTCCCGAAGCCAGCCATCCTCACGCATGAGCGGGTACTGCAGATGAGCAA 
GATGCTGTCCTTATCTGGGGCCACAGCTGATGATGTGGTTTACACGGTCCTGCCTCTGTA 
CCACGTGATGGGACTTGTCGTTGGGATCCTCGGCTGCTTAGATCTCXSGAGCXa^CCTGTGT 
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TCTGGCCCCCAAGTTCTCTACTTCCTGCTTCTGGGATGACTGTCGGCAGCATGGCCTGAC 
AGTGATCCT6TATGTGGGCGAGCTCCTGCGGTACTTGTGTAACATTCCCCAGCAACCAGA 
GGACCGGACACATACAGTCCGCCTGGCAATGGGCAATGGACTACGGGCTGATGTGTGGGA 
GACCTTCCRGCAGCGCTTCGGTCCTATTCGGATCTGGGAAGTCTACGGCTCCACAGAAGG 



CaAGGTGGTAAGCXaGOiACCCTTCGTGGGCTACCGCGGCCCCCGAGAGCTGTCGGAACG 
GAAGCTGGTGCGC3\ACGTGCGGCAATCGGGCGACGTTTACTACAACACCGGGGACGTACT 
GGCCATGGACCGCGAAGGCTTCX:TCTACTTCCGCGACCGCCTCGGGGACACCrrCCGATG 
GAAGGGCGAGAACGTGTCCSVCGCACGAGGTGGAGGGCGTGTTGTCGCaGGTGGACTTCTT 
GCAACAGGTTAACGTGTATGGCGTGTGCGTGCCAGGTTGTGAGGGTAAGGTGGGCATGGC 
TGCTGTGCAGCTAGCCCCCXSGCCAGACTTTCGACGGGGAGAAGTTGTACCaGCACGTTCG 
CGCTTGGCTCCCTGCCIACGCTACCCCCCATTTCATCCGCATCCAGGACGCCATGGAGGT 
CACCAGCACGTTCAAACTGATGAAGACCCGGTTGGTGCGTGAGGGCTTCAATGTGGGGAT 

AGAAATGTACCAGGCTGTGTGTGAGGGAACCTGGAGGCTCTGATCACCTGGCCAACCCAC 
TGGGGTAGGGGTAGGGATCAAAGCCAGCCACCCCCACCCCAACACaCTCGGTGTCCCTTT 
CATCCTGGGCCTGTGTGAATCCCAGCCTGGCCATACCCTCAACCTCAGTGGGCTGGAAAT 
GACAGTGGGCCCTGTAGCAGTGGCAGAATAAACTCAGATGTGTTC 

>M_1.0.0_25491 AV209686 Mus musculus cDNA, 3' end cr: gi-S150394/// /clone=1700120N04 /clone_end=3 ' 

/gb=AV209S86 /gi=6150394 /ug=Mm. 140823 /len»167 [Mouse_jongleur_201102 .18799 .CI] [SEQ ID NO: SS] 

NGAGGCCACACTTCCATTCCGGCCTTTTTTCGACGGGGACTGCTTTAAGGTTTGCCCTGC 

GCAGGACAGCAGACAGCGTGGACTTCTACCACCTTTCCCCGAGCCTCTGAATAAAGTGTT 

TAAAT 

>gi|374333l|gb|AI192122.l|AI192122 cjc95h03 .xl Soares_pregnaiit_uterus_NbHPU Homo aapieno oDNA clone 
IMAGE:1722005 3', raRNA sequence [SEQ ID NO: 67] 
TTTTTTTTTGAAAAATATAAAATTTTAATAAAGGCTACATCTCTTAATTACAATAATTAT 
TGTACCAAGTAGTTrrCTTTAAATGAACTCTTTATAATGCATAATTTACAGTCTAAAGTA 



AGCACTAGCCAGTGGGTAAACGCTCTGCCCTACACTATACACAGGCCTATAGTACAGGGA 
ACGCTGGCAGACAGGACSTACAGATTA.ACTTAACACAAACCCGAGCGATOGCCAAGGTGA 
AGGTAACAGAGGAGAGGTGCTGCTGGGTG 

>H_1.0.0 6007 Homo sapiens selenoprotein P, plasma, 1 (SEPPl) , IHRNA cr-. gi-4885590/// 
[HumanJongleur_201102.1857.Cl] [SBQ ID NO: 68,79]. 

CGGGAGGAACAGAGAGCCAGGACCAAAGCTCCTTATGTAAGCAACCCCCAGCCTGGAGCA 
TAAGAGATCAAGATCCAATGCTAAACTCCAATGGTTCAGTGACTGTGGTTGCTCTTCTTC 
AAGCCAGCTGATACCTGTGCATACTGCAGGCATCTAAATTAGAAGACCTGCGAGTAAAAC 
TGAAGAAAGAAGGATATTCTAATATTTCTTATATTGTTGTTAATCATCAAGGAATCTCTT 

CTCGATTAAAATACACACATCITAAGAATAAGGTTTCAGAGCATATTCCTGTTTATCAAC ' 

AAGAAGAAAACCAAACAGATGTCTGGACTCTTTTAAATGGAAGCftAAGATGACTTCCTCA 

TATATGATAGATGTGGCCGTCTTGTATATCATCTTGGTTTGCCTTTTTCCTTCCTAACTT 

TCCCATATGTAGAAGAAGCCATTAAGATTGCTTACTGTGAAAAGAAATGTGGAAACTGCT i 

CTCTCACGACTCTCAAAGATGAAGACTTTTGTAAACGTGTATCTTTGGCTACTGTGGATA 

AAACAGTTGAAACTCCaTCGCCTCATTACCATCATOAGCATCATCACAATGATGGACATC 

AGCACCTTGGCAGCAGTGAGCTTTCAGAGAATCAGCAACCAGGAGCACCAAATGCTCCTA 

CTCATCCTGCTCCTCCAGGCCTTCATCACCACCATAAGCACAAGGGTCAGCATAGGCAGG 

GTCACCCAGAGAACOGAGATATGCCAGCAAGTGAAGATTTACAAGATTTACAAAAGAAGC 

TCTGTCGAAAGAGATGTATAAATCAATTACTCTGTAAATTGCCCACAGATTCAGAGTTGG 

CTCCTAGGAGCTGATGCTGCCATTGTCGACATCTGATATTTGAAAAAACAGGGTCTGCAA 

TCACCTGACAGTGTAAAGAAAACCTCCCATCTTTATGTAGCTGACAGGGACTTCGGGCAG 

AGGAGAACATAACTGAATCTTGTCAGTGACGTTTGCCTCCAGCTGCCTGACAAATAAGTC 

AGCAGCTTATACCCACAGAAGCCAGTGCCAGTTGACGCTGAAAGAATCAGGCAAAAAAGT 

GAGAATGACCTTCAAACTAAATATTTAAAATAGGACATACTCCCCAATTTAGTCTAGACA 

CAATTTCATTTCCAGCATTTTTATAAACTACCAAATTAGTGAACCAAAAATAGAAATTAG 

ATTTGTGCAAACATGGAGAAATCTACTGAATTGGCTTCCAGATTTTAAATTTTATGTCAT 

AGAAATATTGACTCA1\ACCATATTTTTTATGATGGAGCAACTGAAAGGTGATTGCAGCTT 

TTGGTTAATATGTCTTTTTTTTTCTTTTTCCAGTGTTCTATTTGCTTTAATGAG.AATAGA 

AACGTAAACTATGACCTAGGGGTTTCTGTTGGATAATTAGCAGTTTAGAATGGAGGAAGA 

ACAACAAAGACATGCTTTCCATTTTTTTCTTTACTTATCTCTC.A/iAACAA'rATTACTTTG 

TCTTTTCAATCTTCTACTTTTAACTAATAAAATAAaTGGATTTTGTAT,TTTAAGATCCAG 

AAATACTTAACACGTGAATATTTTGCTAAAAAAGCATATATAACTATTTTaAATATCCAT 

TTATCTTTTGTATATCTAAGACTCATCCTGATTTTTACTATCACACATGAATAAAGCCTT 

TGTATCTTTCTTTCTCTAATGTTGTATCATACTCTTCTRAAACTTGAGTGGCTGTCmAA 

AAGATATAAGGGGAAAGATAATATTGTCTGTCTCTATATTGCTTAGTAAGTATTTCCATA 

GTCAATGATGGTTTAATAGGTAAACCAAACCCTAT.iWVACCTGACCTCCTTTATGGTTAAT 

ACTATTAAGCAAGAATGCAGTACAGAATTGGATACAGTACGGATTTGTCCAAATAAATTC 
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>H_1 . 0 .0_25343 Homo sapiens selenium binding protein 1 (SEIiENBPl) , mRNA or: gi-lS30S549/// 

[Human_jongleur_201102 .12047. CI] [SEQ ID NO: 69) 

CACCAGCACAGCAAACCCGCCGGGATCAAAGTGTACCAGTCGGCAGCATGGCTACGAAAT 

GTGGGAATTGTGGACCTGGCTACTCCACCCCTCTGGAGGCCATGAAAGGACCCAGGGARG 

AGATCGTCTACCTGCCCTGCATTTACCGAAACaCAGGCACTGAGGCCCCAGATTATCTGG 

CCACTGTGGATGTTGACCCOWiGTCTCCCCAGrATTGCCAGGTCATCCACCGGCTGCCCA 

TGCCCAACCTGAAGGACGAGCTGCATCACTCAGGATGGAACACCTGCAGCAGCTGCTTCG 



TGCTGGATGGGGAGACGTTCGAGGTGAAGGGGACATGGGAGAGACCTGGGGGTGCTGC3VC 
CGTTGGGCTATGACTTCTGGTACCAGCCTCGACACAATGTCATGATCAGCACTGAGTGGG 
CAGCTCCCAATGTCTTACGAGATGGCTTCAACCCCGCTGATGTGGAGGCTGGACTGTACG 
GGAGCCACTTATATGTATGGGACTGGCAGCGCCATGAGATTGTGCAGACCCTGTCTCTAA 

TTGTGGGCTGCGCACTCAGCTCCACCATCCAGCGCTTCTACAAGAACGAGGGAGGTACAT 
GGTCAGTGGAGAAGGTGATCCAGGTGCCCCCCAAGAAAGTGAAGGGCTGGCTGCTGCCCG 
AAATGCCAGGCCTGATCACCGACATCCTGCTCTCCCTGGACGACCGCTTCCTCTACTTCA 
GCAACTGGCTGCATGGGGACCTGAGGCAGTATGACATCTCTGACCCACAGAGACCCCGCC 
Ta«:AGGAa^GCTCTTCCTCGGAGGa«3aVTTGTTAAGGGAGGCCCTGTGCAAGTGCTGG 



GAGGCCCTCAGATGATCCAGCTCAGCCTGGATGGGAAGCGCCTCTACATCaCCACGTCGC 
TGTACAGTGCCTGGGACAAGCAGTTTTACCCTGATCTCATCAGGGAAGGCTCTGTGATGC 
TGCAGGTTGATGTAGACACAGTAAAAGGAGGGCTGAAGTTGAACCCCAACTTCCTGGTGG 
ACTTCGGGAAGGAGCCCCTTGGCCCAGCCCTTGCCCATGAGCTCCGCTACCCTGGGGGCG 
ATTGTAGCTCTGACATCTGGATTTG.^ACTCCACCCTCATCACCCACACTCCCTATTTTGG 
GCCCTCACTTCCTTGGGGACCTGGCTTCATTCTGCTCTCTCTTGGCACCCGACCCTTGGC 
AGCATGTACCACACAGCCAAGCTGAGACTGTGGCAATGTGTTGAGTCATATACATTTACT 
GACCACTGTTGCTTGTTGCTCACTGTGCTGCTTTTCCATGAGCTCTTGGAGGCACCAAGA 

>H_1.0.0_245B3 Homo sapiens acetyl-Coenzyme A acyltransf erase 2 (mitochondrial 3-oxoacyl-Coenzyme H 

thiolase) (ACAA2'r;- nuclear gene encoding mitochondrial prttein, mHNA cr: gi-5174428/// 

[Human_3ongleur_201102 .11545.01] [SEQ ID NO: 70] 

GTGTTTAGGGTGTTGGCGGAGACAAAGGGGAAGAGTCATCGCCTGTCGGGGCTAGGATAT 

GATGGGTGAGAGGTGTCAAACCAAATTCTCTCGGTTTGGAA.'^CGGAGAAJ'JiTCT.AAAAAT 

GAGGATGTGAGGAAAGAGTCCGCTCTCAAGGCGCGTTGTGGTCTATCCGAGCCCCGTCCC 

CTGGGCTCCCTCGGGCTGGGGTGAGGCGGGCAGCGCTACGCGTGGGGTAGGACCATCTTA 

CGCTGGGACCCCGCCAAGGAGCCCCAGGAAGTAGGTGAAAGGGCAGGGGCGTGGCTGTCG 

GQGCGCCACCCACGCTCTTGAAATCTGGGTGATTGCGAGCGGCCGCTCAGCGTCCCCCAC 

ACCACAGACCCGCGCCGCCGACGACCCAGCAGCCGCCATGCGTCTGCTCCGAGGTGTGTT 

TGTAGTTGCTGCTAAGCGAACGCCCTTTGGAGCTTACGGAGGCCTTCTGAAAGACTTCAC 

TGCTACTGACTTGTCTGAATTTGCTGCCTUUSGCTGCCTTGTCTGCTGGCAAAGTCTCACC 

TGAAACAGTTGACAGTGTGATTATGGGCAATGTCCTGCAGAGTTCTTCAGATGCTATATA 

TTTGGCAAGGCATGTTGGTTTGCGTGTGGGAATCCCAAAGGAGACCCCAGCTCTCACGAT 

TAATAGGCTCTGTGQTTCTGGTTTTCAGTCCATTGTGAATGGATGTCAGGAAATTTGTGT 

TAAAGAAGCTGAAGTTGTTTTATGTGGAGGAACCGAAAGCATGAGCCAAGCTCCCTACTG 

TGTCAGAAATGTGCGTTTTGGAACCAAGCTTGGATCAGATATCAAGCTGGAAGATTGTTT 

ATGGGTATCATTAACAGATCAGCATGTCCAGCTCCCCATGGCAATGACTGCAGAGAATCT 

TACTGTAAAACACAAAATAAGCAGAGAAGAATGTGACAAATATGCCCTGCAGTCACAGCA 

GAGATGGAAAGCTGCTAATGATGCTGGCTACTTTAATGATGAAATGGCACCAATTGAAGT 

CCTGGAACAGTTACAGAAACTTCCTCCRGTATTCAAGAflAGATGGAACTGTTACTGCAGG 
GAATGCATCGGGTGTAGCTGATGGTGCTGGRGCTGTTATCATAGCTAGTGAAGATGCTGT 
TAAGAAACATAACTTCACACCACTGGCAaGAATTGTGGGCTACTTTGTATCTGGATGTGA 



ACTGRGTCTTAAGGACATGGATTTGGTAGAGGTGAATGAAGCTTTTGCTCCCCAGTACTT 
GGCTGTTGAGAGGAGTTTGGATCTTGACATAAGTAAAACCAATGTGAATGGAGGAGCCAT 
TGCTTTGGGTCACCCACTGGGAG6ATCTGGATCAAGAATTACTGCACACCTGGTTCACGA 

ATTAAGGCGTCGAGGTGGAAAATATGCCGTTGGATCAGCTTGCATTGGAGGTGGCCAAGG 
T.ATTGCTGTCATCATTCAGAGCACAGCCTGAAGAGACCAGTGAGCTCACTGTGACCCATC 
CTTACTCTACTTGGCCAGGCCACAGTAAAACAAGTGACCTTCAGAGCAGCTGCCACAACT 
GGCCATGCCCTGCCATTGAAACAGTGATTAAGTTTGATCAAGCCATGGTGACACAAAAAT 
GCATTGATCATGAATAGGAGCCCATGCIAGAAGTACATTCTCTCAGATTTGAACCAGTGA 
AATATGATGTATTTGTGAGCTAAAACTCAACTATAGAAGACATTAAAAGAAATCGTATTC 
TTGCCAAGTAACCACCACTTCTGCCTTAGATAATATGATTATAAGGAAATCAAATAAATG 
TTGCCTTAACTTCCN 

:.H_1.0.0_2171 Homo sapiens apolipoprotein A- 1 (APOAl) , mRNA cr: gi-4557320/// 
[Human_]Ongleur_201102.263.C2] [SEQ ID NO: 71] 
MGAGAGACTGCGAGAAGGAGGTCCCCCACGGCCCTTCAGGATGAAAGCTGCGGTGCTGAC 
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CCCCCAGAGCCCCTGGGATCGAGTGAAGGACCTGGCCACTGTGTACGTGGATGTGCTCAA 
AGACAGCGGCAGAGACTATGTGTCCCAGTTTGAAGGCTCCGCCTTGGGAAAACAGCTAAA 
CCTAAAGCTCCTTGACRACTGGGACAGCGTGACCTCCACCTTCAGCAAGCTGCGCGAACA 



GCAGGAGATGAGCAAGGATCTGGAGGAGGTGAAGGCCAAGGTGCAGCrCTACCTGGACGA 
CTTCCAGAAGAAGTG6CAGGAGGAGATGGAGCTCTACCGCCAGAAG6TGGAGCX:GCTGCG 
CGCAGAGCTCCAAGAGGGCGCGCGCCAGAAGCTGCACGAGCTGCaAGAGAAGCTGAGCCC 



GAGCTTCAAGGTCAGCTTCCTGAGCGCTCTCGAGGAGTACACTAAGAAGCTCAACACCCA 

GTGAGGCGCCCGCCGCCGCCCCCCTTCCCGGTGCTCAGAATAAACGTTTCCAAAGTGGG 

>H_1.0 . 0__1533 5 Homo sapiens Ii-kynurenine/alpha-aminoadipate aminotremsferase (KATII) , 
1351823s7// [Human_jongleur_20U02.S48-7.Cl] [S2Q IDN0: 72] 
CTTTCAAATATTTTTTATTGAAATGACAATAAAATAAAAAAAGAACAGTGATCACTTTAA 
CaW^ACTTACTTTACAAATATAAAAAATATAACCAAAACTTGGGARTTCCAGGCCACGGC 



CGGCCGCAGGAGCGCGTGCGGCGTGGACTTTGCCGGGCTCGCCACaCAGCCCCRGACCCG 
TTTAGGACCGGGAGACCGAACGCAGCGTCCAGCCGGGGAGTTTCGGCGGCGTTCTCCGGG 
CACCGCGCGCGGGAAGCCAGACGCAGCGGGGGGACACATCTCGCGGTGGCGTTGCCAGAG 
TGAGGAGTTAGCAGGCAGGACTTGACGAGGCTCTTTGGTTTTTCTAGTCCTCAACCACTG 
AAGAAGAAGCTTGATGCTTGGCTGTCAGAAGACATGAATTACGCACGGTTCATCACGGCA 
GCGAGCGCAGCCAGAAACCCTTCTCCCATCCGGACCATGACTGACATATTGAGCAGAGGA 
CCAAAATCGATGATCTCCTTGGCTGGTGGCTTACCAAATCCAAACATGTTTCCTTTTAAG 



AGAGCACTTCAGTATTCTCCGAGTGCTGGAATTCCAGAGCTTTTGTCCTGGCTAAAACAG 
TTACAAATAAAATTGCATAATCCTCCTACCATCCATTACCCACCCAGTCAAGGACAAATG 
GATCTATGTGTCACATCTGGCAGCCAACAAGGTCTTTGTAAGGTGTTTGAAATGATCATT 
AATCCTGGAGATAATGTCCTCCTAGATGAACCTGCTTATTCAGGAACTCTTCAAAGTCTG 
CACCXaCTGGGCTGC3«lCATTATTAATGTTGCCAGTGATGAAAGTGGGATTGTTCCAGAT 
TCCCTAAGAGACATACTTTCCAGATGGAAACCAGAAGATGCAAAGAATCCCCAGAAAAAC 
ACCCCCAAATTTCTTT3aACTGTTCCAAATGGCaACAACCCTACTGGftAACTCa.TTAACC 
AGTGAACGCAAAAAGGAAATCTATGAGCTTGCAAGAAAATATGATTTCCTCATAATAGAA 
GATGATCCTTACTATTTTCTCCAGTTTAACAAGTTCAGGGTACCAACATTTCTTTCCATG 
GATGTTGATGGACGTGTCATCAGAGCTGACTCTTTTTCAAAAATCATTTCCTCTGGGTTG 
AGAATAGGATTTTTAACTGGTCCAAAACCCTTAATAGAGAGAGTTATTTTACACATACAA 
GTTTCAACATTGCACCCCAGCACTTTTAACCAGCTCATGATATCACAGCTTCTACACGAA 
TGGGGAGAAGAAGGTTTCATGGCTCATGTAGACAGGGTTATTGATTTCTATAGTAACCAG 
AAGGATGCAATACTGGCAGCTGCAGACAAGTGGTTAACTGGTTTGGCAGAATGGCATGTT 
CCTGCTGCTGGAATGTTTTTATGGATTAAAGTTRAAGGCATTAATGATGTAAAAGAACTG 
ATTGAAGAAAAGGCCGTTAAGATGGGGGTATTAATGCTCCCTGGAAATGCTTTCTACGTC 



ACTAGGTTGGGCATGGTGCGTCACACCTATAATCCCAGCACTTTGGGAGGCAGAGGAGGG 
AGGATC»CTTGAACCCAGGAATTCAGGCTGCAGTAAGCTACX3ATCACACCACTGCACTCT 
GGCCTGCATGCACTCTGGCCTGCATGGCAGAACAAGACCCTGTCTCTAAAAAAAGAGAAA 
GAAATCAAACTAATCaTGCTGCTCATGGATTTTTCCAATAAATTTCTTGTTTTGGCAGGA 
AGAAATGflACACTGGTATTAGACTTAAAGATTAAATTTCCTCAAACATGTCCTATCTGTA 
GTAGTTCTACTAGACacCTTTTAAAGTGCCTCTAAATTCATCAGATGGCCAAACTGTATT 
TATAATCCACTTAGGCATTTTGAAAAACTTTCAACCTGTAAAAAGTTACTTTTATCTTGG 
ATTTATTATGAAGAACTTTGTAGTTGCTTTGTAATTTCCCATAAATTGTCTTTGAAACTA 
ACATTTTACACTGAATTATTTTGAGATTTTAAAGAAGTAATTAAGTGCAAAATGGTATAT 
AATGTGTACTTTTTCTACTTTTAGGAAAATTTAATGAGAGCTTATTGCARAAATTGTTAT 
AATTTGGTCATTATAAGTGACTTTTAGTAAAAGTACCATAAACCTTATGTTATGCCACAG 
AAATTCCTTTAAAATAAAATTCTTAAACTAAACATAAAA 

>H_1.0.0_12049 Homo sapiens oytochronie P450, subfeonily IIA (phenobeurbital - inducible) , polypeptide 13 
r ^^j^ ^j.. gi.x9743563/// [Huinan_jongleur_201102 .4706 . CI] [SEQ ID NO: 73,74] 



ATGGTCTTGATGTCAGTCTGGCGGCAGAGGAAGAGCAGGGGGftAGCTGCCTCCGGGACCC 
ACCCCATTGCCCTTCATTGGAAACTACCTGCAGCTGAACACAGAGCAGATGTACAACTCC 
CTCATGAAGATCAGTGAGCGCTATGGCCCTGTGTTCACCATTCACTTGGGGCCCCX3GCGG 



ttcagcaacggggagcgcgccaagcagctccggcgcttctccatcgccaccctaaggggt 
tttggcgtgggcaagcgcggcatcgaggaacgcatccaggaggaggcgggcttcctcatc 
gacgccctccggggcacgcacggcgccaatatcgatcccaccttcttcctgagccgcaca 
gtctccmtgtcatcagctccattgtctttggggaccgctttgactatgaggacaaagag 
ttcctgicactgttgcgcatgatgctgggaagcttccagttc3«:ggcaacctccacgggg 
cagctctatgagatgttctcttcggtgatgaaacacctgccaggaccacagcaacaggcc 
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TTTAAGCaVGCTGCaAGG(KnX3GAG«3ACTTCATCGCCAflGAftGGTGt3AGCACAACCAGCGC 
ACGCTGGATCCCAATTCCCCACGGGACTTCATCGACTCCTTTCTCATCCGCATGCAGGAG 
GAGGAGAAGAACCCCAACACAGAGTTCTACTTGAAGAftCCTGGTGATGACCACCCTGAAC 
CTCTTCTTTGCGGGCACTGAGACCGTGAGCACCACCCTGCGCTACGGTTTCCTGCTGCTC 
5 ATGAAGCACCCAGAGGTGGAGGCCAAGGTCCATGAGGAGATTGACAGAGTGATCGGCAAG 
AACCGGCAGCCCAAGTTTGAGGACCGGGCCAAGATGCCCTACACAGAGGCAGTGATCCAC 
GAGATCCAAAGATITGGAGACATGCTCCCCATGGGTTTGGCCCACAGGGTCAACAAGGAC 

GTGCTGAGAGACCCCAGGTTCTTCTCCAACCCCCGGGACTTCAATCCCCAGCACTTCCTG 
10 GATAAGAAGGGGCAGTTTAAGAAGAGTGATGCTTTTGTGCCCTTTTCCATCGGAAAGCGG 

TACTGTTTTGGAGAAGGCCTGGCCAGAATGGAGCTCTTTCTCTTCTTCACCACCATCATG 

CAGAACTTTCGCTTCAAGTCCCCTCAGTCGCCTAAGGATATCGACGTGTCCCCCAAACAC 

GTGGGCTTTGCCACGATCCCACGAAACTACACCATGAGCTTCCTGCCCCGCTGAGCGAGG 

GCTGTGCTGGTGCAGGGCTGGTGGGCGGGGCCAGGGAAACGGCCGGGGCAGGGGCGGGGC 
1 5 TTGTGGGAGGGGCGGGGCTAAGAATGGGGGCAGTGGGGGAAGGAAGGGGAGAGGTGGTTA 

GAGGGAACAGAAGAAACAGAAGGGGCTCAGTTCaCCTTGATGATGTCCTTCAGAGCTGTG 

ATGAGAGGAAGGGAAACCTTACAGTATGCTACAAAGAGTAGTAATAATAGCAGCTCTTAT 

TTCCTGA . 

>H_1.0.0_21557 Moderately similar to HEM1_HUMAN 5 -aminolevulinic acid synthase, nonspecific, 
20 mitochondrial precursor (Delta-aminolevulinate synthase) (D or: gi ■■5850819/// ws61h08.xl Homo 

sapiens cDNA 3' end /clone=IMAGE : 2501727 /clone_end=3 ' /gb=AW003903 /gi=5850819 /ug=Hs .407036 

/len=678. [Human_jongleur_201102. 9885.02] [SEQ ID NO: 75] • 

CACCATTTAAGCAAGAATTTATTTCCAGGACTATGTTTTTACTATAGATTAAAATTTAAT 

ATAACTTAATTCACATATAAAGACAACTCTGAAGACCATCTGGATATGATAATGGCCTGG 
25 GGTTAAGTGAAATAATTGAGGTCATGCTCAGGCCTGAGCAGATACCAACTTGCTCAAGCC 

TGAGAAATAGGACTTCTCTCTTTCACTCATCACTTCAAAATGCAGTGGCCTCCTGCAGAA 

GTTGCACTCAGCTGAGGAATGAGGCTTCAGTTCCAGCCCCACTTGCTTCCATGTGACTAG 



30 TCTGCTCATTAGTTCATa^awaCTTCTGTGTTTTTAGa^GO^TCTGCAACCCGCACAGG 
GATGATGTGGCTGGGGCAGTGGACAACAGGGAGGCCGGCATCCaTTAGCATCTGTCTCAT 
GAGTTTGACGTTGCGCTGGTGCTGGCGGCGAAGCACCCGTCCCTCAGCGCTCTTCAGGAT 
CCGCACAGACTCCAGGGCTCCAGCCAGCAGCATGGGTGGCAGAGAGGTGGTGAAGATGAA 

35 AACACAACCAAAGGCTTTGCCAAGTGTTCCAGAAATGATGTCCATTTTTGGCATGACTCC 

ATCCCGATCCCCAATCCCTCCGCCTCGAGCCCCATAAAGCCCCACTGCX3TGGACCTCATC 

CACGAAGGTGATTGCTCCAAACTCATGGGCCACATCACACAGCTCTTCCAGTGGGCACAC 

CGCCCCATCCATTGAATGGACAGTTTCAAATGCCACAATCTTGGGGACTGAGGGGTCAGA 

TCTTTGCAGCAGTTCTCTGAGGTGGCTGACATCATTGTGGCGGAAGATGTACTTTGGCAC 
40 TCGGCTGTTTCGAATCCCTTGGATCATGGAGGCATGGTTCCCAGAATCAGAGTAAATCTC 

ACAGCCTGGCATCATCrrAGCCAGGGTGAAGAGGGTTGAGTCATTGGCCACAAAGCACGA 

GGAAAACAAGAGTGCGGCATCrrrCCCATGGAGGTCTGCCaGCTCCCGCTCTAAGTCCAC 

ATGGAATTTACTAGTTCCAGAAATATTTCTAGTACCACCTGCGCCAGCACCATGTTGTTT 

45 ACTGCACCAGACTGACACTTGCTTTTTGGTGATGAGGGAGTCTGAATAGTCATCTGCCAT 

GGGGAAGATGTGTGCTCGCCGGTTCACAGTTTTAAAAACTCGATAGGTGTGGTCATTCTT 

TTTCTCATCAATTTTTTTCTCAAAGAAACGATCATACTGAAAAGTGGAAACAGATTTTGG 

CAAGTTATCTTGAAGAAGATGAGACACTCTTTCTGGTCTTTGCTTTTGCATAATGTCCTG 

GAAGTTCTTCAGCAGTCCACTGGGATCCCCTCCATCGGTTTTCACACTAACCACACTGGG 
50 GCCTGCTGAGGTTTCAGCAACCTCTTTCCTCACGGCATTCATTTCCTGCACATCCTCCTG 

AAGCTCAAGACTGGCTTTGCAGAAGACACTGCTGCCTCTCTGATTCATCTGTGCTGCCAG 

GAAAGGGCATTTGCTTGCAGTGCCCTGGCTT6TGGCAGGCAAGGGGTGTCCA6ACGGAAG 

CTGTGTGCCT^TCTGGACTCTGCTGGGATCCATCAGGAGTCTGTTGGACCTTGGCCTTAGC 

AGTTTTGTCTTTCTCy^CTGGCCGGAGGGGTTTCTTTGATCTGTTGGTAGTGTACTGCTGC 
5 5 AGTGGACAATGCCCGAGGGGCTGGCTTGGCCCCAACTTCCATCATCTTGGGGCAGTTTTG 

GGCATAGAACAACAGAGATTTGCCTGCTTTCTGCAGAAAGGCCTGGGGGACTCGGGATAA 

GAATGGGCAGCGGCGAACAACACTCTCCATGTTCAGGAAGTATGCTGGCTCCTGTGGAAA 

GACTGCGCTGAGGACXGCAGAGGCGGCGGCGAAGGAGGCGGGCACTCAAGTCGAGAAGTC 

CAAACGAAACGCTCGTTGCCCTTGTCCGGGAGCAGCCTCAGGCCGCGATCGCCGCCCACG 
60 CGTCCG 

>H_1.0.0_5587 Homo sapiens carboxylesterase 3 (brain) (CES3), mRNA cr: gi-6912297/// 

[Huinan_jongleur_201102.1S74.Cl] [SEQ ID NO- 76] 

TCACAATGCGCCTCTACCCTCTGATATGGCTTTCTCTTGCTGCGTGCACAGCTTGGGGGT 

ACCCaTCCTCACCACCTGTGGTAAACACTGTTAAAGGCAAAGTCCTGGGGAAGTATGTCA 
65 ATTTGGAAGGATTCACACAGCCTGTGGCTTTTTTCCTGGGAGTCCCCTTTGCCAAGCCCC 

CTCTTGGCTCCTTGAGATTTGCTCCACCACAGCCTGCAGAGCCCTGGAGCTTCX3TGAAGA 

ACACCACCTCCTACCCGCCTATGTGCTCTCAGGATGCTGTTGGTTGGCAGGTGCTCT-CAG 

AGCTCTTCACCAACAGGAAGGAGAACATTCCTTTACAGTTTTCTGAAGACTGCCTCTACC 

TGAATATTTACACTCCTGCTGACTTGACAAAGAACaGCTVGACTACCAGTGATGGTGTGGA 
70 TCCATGGAGGTGGACTGGTGGTGGGCGGAGCATCCACCTATGATGGACTGGCCCTCTCTG 

CCCATGAAAATGTGGTGGTGGTGACCATTCAGTATCGCCTTGGCATCTGGGGATTCTTCA 
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AATTGAATCTTTTTAAACTGGACTTACTTGGAAATCCAAAAGAGAGCTATCCCTTCCTCC 
CTACTCSTGATTGATGGAGTAGTTCTGCCAAAGGCACCAGARGAGATCCTGGCTGAGARCSA 
GTTTCAGCACTGTCCCCTACATAGTGGGCATCAACAAGCAAGAGTTTGGCTGGATCATTC 
CAACGCTTATGGGCTATCCACTCGCTGAAGGCAAACTGGACCAGAAGACAGCCAATTCTC 
TCTTGTGGAAGTCCTACCCAACACTTAAAATCTCTGAGAATATGATTCCAGTGGTCGCTG 
AGAAGTATTTAGGAGGGACAGATGACCTCACCAAAAAGAAAGACCTGTTCCAGGACTTGA 
TGGCTGATGTGGTATTTGGTGTCCCATCAGTGATTGTGTCTCGAAGTCACAGAGATGCTG 
GAGCCTCCACCTATATGTATGAGTTTGAGTATCGCCCAAGCTTTGTATCGCGCCATGAAG 
ACCCAAAGGCAGTAATAGGAGACCATGGTGATGAGATCTTCTCAGTATTTGGATCTCCAT 
TTTTAAAAGATGGTGCCTCAGAAGAGGAGACCAACCTCAGCAAGATGGTGATGAAATTCT 
GGGCCAACTTTGCTCGGAATGGGAACCCCAATGGTGGAGGGCTGCCCCACTGGCCAAGAA 

TGAAGGACAAAGAAGTGAGTTTTTGGGCTGAGCTCAGGGCCAAGGAGTCAGCCCAGAGGC 
CATCCCACAGGGAACATGTTGAGCTTTGAATGGGCX3GCTCCA 

>H_1.0.0_19636 Homo sapiens hydroxysteroid (11-beta) dehydrogenase 1 (HSDllBl) , mRNA cr: gi- 

5031764//7 [Human_jongleur_201102.8752.Cl] tSEQ ID NO: 11] 

GGGGACAATTCAGAGGCTGCTGCCTGCTTAGGAGGTTGTAGAAAGCTCTGTAGGTTCTCT 

CTGTGTGTCCTACAGGAGTCTTCAGGCCAGCTCCCTGTCGGATGGCTTTTATGAAAAAAT 

ATCTCCTCCCCATTCTGGGGCTCTTCATGGCCTACTACTACTATTCTGCAAACGAGGAAT 

TCAGACCAGAGATGCTCCAAGGAAAGAAAGTGATTGTCACAGGGGCCAGCAAAGGGATCG 

GAAGAGAGATGGCTTATCATCTGGCGAAGATGGGAGCCCATGTGGTGGTGACAGCGAGGT 



ACTACATTGCTGGCACCATGGAAGACATGACCTTCGCAGAGCAATTTGTTGCCCAAGCAG 
GAAAGCTCATGGGAGGACTAGACATGCTCATTCTCAACCACATCACCAACACTTCTTTGA 
ATCTTTTTCATGATGATATTCACCATGTGCGCAAAAGCATGGAAGTCAACTTCCTCAGTT 
ACGTGGTCCTGACTGTAGCTGCCTTGCCCATGCTGAAGCAGAGCAATGGAAGCATTGTTG 
TCGTCTCCTCTCTGGCTGGGAAAGTGGCTTATCCAATGGTTGCTGCCTATTCTGCAAGCA 



TTTCTGGGATAGTCCATATGCAAGCAGCTCCAAAGGAGGAATGTGCCCTGGAGATCATCA 
AAGGGGGAGCTCTGCGCCAAGAAGAAGTGTATTATGACAGCTCACTCTGGACCACTCTTC 
TGATCAGAAATCCATGCAGGAAGATCCTGGAATTTCTCTACTCAAOGAGCTATAATATGG 
ACAGATTCATAAACAAGTAGGAACTCCCTGAGQGCTGGGCATGCTGAGGGATTTTGGGAC 



TG 

>H_1.0.0_ 25158 Homo sapiens necdin homolog (mouse) (NDN) , mRNA cr: gi-10800414/// 

[Human_jongleur_201102. 11950. Cll [SEQ ID NO: 78] 
AAGCTTAAGAGTCCTGTTGGAGGGACTGGTGTGGTPATGGCTCTGCCAAAAGTGTTATGT 
GCGTGCAAACCCAAAGAGAGAAAGCACAGAAAflCCTTTCAACATCAACCTGCTTGAGGAA 
AAATAAAGTGGGAAAAGATACATACTCACAGTGAGGACTCTAGACATGTCAAGACAATTT 



CTGCTGATGAGAAGAAACCCGGGAAGAGCTGAAGGACCACATCAGCCCAGACCAAGGATG 
CTGAAGCAGCATTAAGGTCCCTGGTTTCAGATGCTCAGGCAATGACCCTTTTTTTCATGG 
AGAGCCTGTAGGAGTGACAGTTTTGTCTTTGCCCACTGGGAATCTGTTTTCCATACCTGG 
AAAACAGGGTTACCTATGTTTCCCCTGCTACCCTTTGGTCATCTCAGAGACACTACCAGA 
TATTACCCATGGGACCTATTTTTTTTTTAAATCTCAGGAAAGACTTGGGTGTGGCTTCCA 
ACGTGGAG3ACTCAGTAGCTTCAGAGAGGGTCCTGAGAGAAGGTGAATT3AAGAATGAGG 
GTGCTGGGCAGAGGGAAAAGACATTATCATGOiAGTTTGTGCTAAAAGATATAGCAATCC 
TTCTGCTATGGACTAAGTATGGAAAAAAATAAAATGGAATCAAAGTTACCCAAAGGAATT 
GTAAAACCCAAATTTATGCCCGTTAAAGCATTAATGATGCTCTAAGTCCACTGCCTACTT 
AAAAAGTTCATAGTTCACATGGGTTTGATAGGAAATTACGTTTAACGACACACTGCATTT 

TCAGGATTCCAACCTCAGACATCCACTTTACAGTTTACACATTTTCTTGGACAAGCCCGA 
CTGTTCCTCTCACTGGTTCGCATAAAGCTCATGTTTACAAAGCCGCCCAGACCTTTCTCT 
GGGACTCTCATATTTAACTTAATTCTGGATATACCCAGGTAAGCGTTTCCCAAGAAACTT 



GCATCCATCTCACTTCTCTCCTGCCCTAGATCTTCTCAGCCCAAACAGGAAACCCCGGGA 
TCGCTCTCCCAGCAGGTGAAGCCTCGCCATGGACCCTCCCCGTCGGGGCCCCGCGCTGCC 
CCGCCCGCCCCCAGCCGCTGGCCAAGGCCGCGGTCGCGCAGGOSCAGTGCaSCGTCCCGC 
CGCCGCCCCGCCCTGCCCGTCGCTGCGGAAGGCGCTaCGCGCAGCAACGCGCACTTCCTC 
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TCCAGGfiATCCGCGGAGGGAGCGCAGGCTCGAAGAGCTCCTGGACGCAGAGGCCCTGCCC 
TTGCCAGACGGCGCAGACATGTCAGAACAAAGTAAGGATCTGAGCGACCCTAACTTTGCA 
GCCGAGGCCCCCAACTCCGAGGTGCACAGCAGCCCTGGGGTTTCGGAGGGGGTTCCTCCG 
TCCGCGACCCTGGCAGAGCCGCAGAGCCCTCCTCTAGGCCCGACGGCCGCTCCGCAGGCC 
GCGCCGCCTCCCCAGGCCCCGAACGACGAGGGCGACCCGARGGCCCTGCAGCAGGCTGCG 




CTGAGCCTCATCTACGTGAAGGGCCGCGGCGCCAGAGAGAGCGCCGTCTGGAACGTGCTG 

CGCATCCTGGGGCTGCGGCCCTGGAAGAAGCACTCCACCTTCGGGGACGTGCGGAAGCTC 

ATCACTGAGGAGTTCGTCCAAATGAATTACCTGAAGTACCMCGCGTCCCATACGTGGAG 

CCGCCCGAATACGAGTTCTTTTGGGGCTCCCGGGCCAGCCGCGAAATCACCAAGATGCAA 

ATCATGGftGrTCCTGGCCAl3<K3TCTTTAAGAAAGACCCCa\GGCCTGGCCCTCCCGATAC 

AGAGAAGCTCTGGAGGAGGCCAGAGCTCTGCGGGAGGCTAATCCCACTGCCCACTACCCT 

CGCAGCAGTGTCTCTGAGGACTAGCAAAGTCTGGAGGCA«3ATGAATGGTTTCTGACX:CTC " 

ACCAGGGCTGTGGAAGGGTGGGGGTGGGTCATTATAGTATTCAGGATTTACAGTGCAGTA 

TTCACGT6TAACTTTTAA6TTTTCAGTACAC3TGCTTTTATACCTTTAATGCAATGTT6TA 

TTCATTTGGGTACTAITGTGTAGTATTTAGGATGTATGCATGTTTGTTTATATGTAAGCT 

TGGTTGGTGCTTTCGCTTTTGTGCTACCTTTCTTGGATTTTTGTACCAGAGATGTGCTAA 

ACTGATGAAATACATTGAGAAAGTTTCCATCTTATTCTTTTATATGGGACTGATGATGTG 

TGTTGGGGTAGACTGCTCCTGCAGAGTTTGGAAGAAGTCACCAGCAAAGCCGGCCTAACC 

AAGAAAAGTCAAGGCCCTTCATGACCTTGCTGGGCACAGAAAACACCCTCGTGGAGTACA 

CTAATTTGAACTGGACTGGTCTCAGTGTGAGCACTTGGCACACTTTACTAAACACATATA 

CAACCCCACCGTGAGTCAACTTTAAAGTAAACATTAAAGATTCTTGTGATACAATCATTT 

TTGGAAAAGTGTACTTTATCATTTTAACAAAGCAGTATC3GTTGGGAATGAGACAATTCTC 

TATTTTACAGTGTATACAGATACAACTATTTCCCCTAATAGGGTGGGAAAAATCGCTACT 

CATGATTACTCCTAAATTTGTGAAGTTTATAGTTCTATTGTCTTTAAATCTAACTCATGT 

TTATTTCAAAAACATTCACAAATATAGAAAAGTATACAAAACAAAACAGTAAGATTGTCT 

GTAATCACATCATATGGGAATAAAAAACAAAAATAATTTCCTTCCCTTAAGTTTCTACAT 

TTTAT 

>M_1.0,0_7S1S Mur"musculu3 demilune cell and parotid protein (Depp), mRNA or: gi-9910187/// 
[Mouse_jongleur 201102 . 39n . CI] [SEQ ID NO: .80] 
GAACAAGACACCCAAGGCGAATCCTCTCAGCCAGACTTTGAGATGTTCCAGCTGGAGGCC 
ATGCTGCCCTTACTGATTCTTGCCTTCTTGGGGACCCCCACGGTTTTGACACAAGATTAT 
CATGGTCCAGAAGTTGGAAAACATTCCTGCACTAGTGCACCTGAAGGAAAAAATATAACA 
AGTATCCGGGTATTTCTTCAGGGTAGATCGATTGTTGGAATTCAGTTTAACTATAATGCA 
ACAAGGACGGTCAAGTGTATGGCTCAACTGCCGGGABGGAAATGGTAGCX»GACTGTCTA 
AGGAAGAGCy«a^TCATTGCGGTCX3AGGGCACATACTCTCCTTCX3GCITTAACTCAGATAA 
TCTTTACGACCAACCAGCCTCGCCAGCraATGGTGGGGTATTATGTGGGCAGTTCTGAGT 
ACTCTAGCTTCCCTGACGATCCCAGCCATGTGCTCAAGGGAGCTTGTGTCTCTTGGAGGG 
CAGGTGGCATAAAGAGTATCTTGTTTTTGTGGGGAACTGAAAACAGTTCATGTGTGAAAT 
ATGGCCACTCAGGCTGAAGTGGTCTGTGTCAGGTACTTCCAAACTGAACCCATGAATAAA 
TACAACATCTGCATG 

>M_1.0.0_4827 Mus musculus submaxillary gland androgen regulated protein 1 (Smrl) , mRNA cr: gi- 

14389424/// [Mouse_jongleur_201102 . 2306 .C2] [SEQ ID NO: 81] 

ACCCTCAAAAATAACTGACCAGACCGCTTCTGACCAGCACATTCACCAGCTAAGAAGTGT 

CTCCAAGAGGCTGAAAAAAGATGAAGCCACTCAATTTGGTCTTAGGCCTCTGCATTCTTG 

TAGGATGCTTCCTGTC:CTGTGAGTGTCACAGAGGCCCTAGAAGACATGATCCTAGAGGAC 

CATTCCCTCCTCCTCCCCCTCCCCATGGTCCAGGAATTGGTAGACCACACCCTCCACCCT 

TTGGTCCAGGAATTGGTAGACCACCCCCTCCACCCTTTGGTCCAGGAATTGGTCGACCaiC 

CCKCTCO^CCTCCTTGTCCACCyiGTTCCTCCACATCCTAGACCTCCSUiGCAATCCGTCTC 

CTCCACCTACTCCAAGCATTCCTCCTACaSGACCTCCTACCACAGTACAAGCAACTACAA 

TGCCAGCTGCCAGTATCTCCATAACTACTCCTACTGCTAGAGATTCCACTQATATTTTTT 

GGAGGTTGTGGGAATTAATAAATTCCCTTTTGCAGCAAGAATAAAATCAACCAAAGCACT 

GTGGAATTTTGGGAGAAATAACCTTTAAAGGCTTAAGAAACAGTCTTTACCTAAGCATTA 

TTCAAAATGAAAATAAAGAGCTGAGCAGCATTATAAAGC 

>H_1.0.0_388S4 Homo sapiens carbonic anhydrase VI gene, exon 6 si: gi-6S52972/// 
[Human_jongleur_201102.cl. 310. singlet] [SEQ ID NO: 82) 

GCACTTACCCAGAAGTCTCCAGGGGCCATATTTATTTCTTTTCATTGATCATAAAATGTG 
TCCTCTGCCTAGCCATGATAATGGTGACCGCAGCAGTTACACTTAGGAGTACTTCCCTAT 
GTAGTGGTTCAATGCCAGCTGCTTTCCAGACGTTATTCCTTCTTACCCTACAACAATCCT 
GCTGATTATTCCCTTTCTACAGATGAGAAAATGGCCGCAGGGTGAGCACCCGGCCAAGAG 
CACTCAGCCAGGAGGACCTCTCTGAGTGCGTCTATCCCCAAAGTCTCTCCTCTCAATCCT 
CCAGGAAGAAGTAACTGGGAAATTGTTTCTTAATCATCAGCTTCTATGTTCTCTGAACTC 
AAGAGATTGGAACCTGGCGAGGCCTGGGCCTCAGCTGACCTCCCGAGGGGCAGCGCTGGT 
CCCTGACATTCTGTTACCTTCTGTCATCTTGGTCAGGACAAAGAACAACCCTGACTGGCC 
TTGACGTTCAGGACATGCTGCCCAGGAACCTCCAGCACTACTACACCTACCATGGCTCAC 
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ATTTTCTGTGTGCAC3GGCTACTGTGCCTCGTCTAGCCAACCTTTTTTT'I 

TGTGAGACAGAATCTCGCTCrarCACCTGGGCTGGAGTGCAGTGGCACGATCTCAGCTCA 
CTGCAACCTCCGCCTCCCAGGTTCAAGTTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGAC 
TCCAAGAGTGTGCCACCACGCCCGGCTAGTTTTTATTTTTAGTAGGACAGGGTTTTATTA 
TGTTCCCAAGCAGGTCTCAAACTAGGTTCAAGCAATCTGCCTGCTCAGCCTCCX»AA 

>M_1.0.0_47216 mz99f09,rl Mus musculus cDNA, 5' aflid as: gi-1904410/// /olone=IMAGE: 721577 
/clone_end=5 ' /gb=AA267673 /gi=1904410 /ug=Min. 24323 /len=136 [gnl | UG| Mm#SlS1770] [SEQ ID NO: 83] 

TATGTCACAATTGCCAATGTCGGCAGTGGGAAAGAACAAGGTCAGGGGTTAGGGAGGAAG 
GAGAGGCAGTCAGATC 

>H_1.0.0_3950 Homo sapiens asparaginase-like 1 protein (ALP), mRNA cr: gi-233085e6/// 
[Huinan_jongleur_201102.942.C2] [SEQ ID NO: 84] 
GACCAGAGCGGTGGCGGGCTGAGCGGTTTCGAGCCGGCGTCGGGGAGCGGCGGTACCGGG 

cggctgcggggctggcrcgacccaficttgaggtctcggcgtccgcgtcctgcggtgccct 
gggatccgccgacatgaatcccatcgtagtggtccacggcggcggagccggtcccatctc 
caaggatcggaaggagosagtgcaccagggcatggtcagagccgccaccgtgggctacxsg 

agacgatcccgagttcaacgcaggttgtgggtctgtcttgaacacaaatggtgaggttga 
aatggatgctagtatcatggatggaaaagacctgtctgcaggagcagtgtccgcagtcca 
gtgtatagcaaatcccattaaacttgctcggcttgtcatggaaaagacacctcattgctt 
tctgactgaccaaggcgcagcgcagtttgcagcagctatgggggttccagagattcctgg 
agaaaaactggtgacagagagaaacaaaaagcgcctggaaaaagagaagcatgaaaaagg 
tgctcagaaaacagattgtcaaaaaaacttgggaaccgtgggtgctgttgccttggactg 
caaagggaatgtagcctacgcaacctccacaggcggtatcgttaataaaatggtcggccxs 
cgttggggactcaccgtgtctaggagctggaggttatgccgacaatgacatcggagccgt 
ctcaaccactigggcatggggaaagcatcctgaaggtgaacctggctagactcacccigtt 
ccacatagaacaaggaaagacggtagaagaggctgcggacctatcgttgggttatatgaa 
gtcaagggttaaaggtttaggtggcctcatcgtggttagcaaaacaggagactgggtggc 
aaagtggacctccacctccatgccctgggcagccgccaaggacggcaagctccactttgg 
aattgatcctgacgatactactatcaccgaccttccctaagccgctggaagattgtattc 
cagatgctagcttagaggtcaagtacagtctcctcatgagacatagcctaatcaattaga 
tctagaattggaaaaattgtcccgtctgtcacttgttttgttgccttaataagcatctga 
atgttiggttgtggggcgggttttgaagcgatgagagaaatgcccgtattaggaggatta 
cttgagccctggaggtcaaagctgaggrgagccatgattactccactgcactccagcctg 
ggcaacagagccaggccctgtatcaaaaaaaaaaaaaaaaagaaaagggaaaaaagaaag 
aaagcagcagcatgatcctgacatgacagatgtgggaisacccacagcctgcagacactgt 
gggctggaaggtgggaagggaggggccggtggaggtggagctgtttgaaagtgacacagc 
agcagtagaagcagtggtgggcgaagcccaggtgaccctcagaacgttgtacaagaacat 
cagggaaaagaaccagaatcctttaaggaaaatgttcttcatgtatgagagactaaastg 
atttttctaagaaagttcagcccttctctgacttacctggacatttctagatacttccaa 
aggaccctctgggaatccatagcttcctaatctggagatgggaggtcataagggagacgc 
tgtggggttccttgaagtttcttgggttcacagaggbgccccctcacttqgtgttctccc 
gtgagccagcctccacctgccaaagacactctggtcctcgtatagtgagtaatggggctc 
agggcctciccaacaacagagaggagctgatgctgtagggctgaccccgtgacttcctga 
gtcctcaccctgtccagtgctttgagattcttcccacctccccatcctcaccagccggat 
cgggcgctgtgcagtgtggtcagcatggtgaagaaagtcatttcctcggtgggcagtatt 
cctctttatctctcattacactggaaatgttatttctgctgtatcatccgtgctcaacct 
tttagtctgtcaggctcaccttctctctggaaagaatttgcttaacitgftcattccatgt 
gccgctaataatiatatatlttgaaagn 



CTCCTAAACGCAGCTCCAAACAGCAGTCTGAGGAGGACCTGCTCCTGCAGGATTTCAGCC 
GCAATCTCTCGGCCAAGTCCTCCXSCGCTCTTCTTCGaAAACGCGTTCATCGTGTCTGCCA 
TCCCCATCTGGTTATACTGGCGAATATGGCATATGGATCTTATTCAGTCTGCTGTTTTGT 
ATAGTGTGATGACCCTAGTAAGCACATATTTGGTAGCCTTTGCATACAAGAATGTGAAAT 
TTGTTCTCAAGCACAAAGTAGCACAGAAGAGGGAGGATGCTGTTTCCAAAGAAGTGACTC 
GAAAACTTTCTGAAGCTGATAATAGAAAGATGTCTCCGAAGGAGAAAGATGAAAGAATCT 
TGTGGAAGAAGAATGAAGTTGCTGATTATGAAGCTACAACATTTTCCATCI'TCTATAACA 
ACACTCTGTTCCTGGTCGTGGTCATTGTTGCTTCCTTCTTCATATTGAAGAACTTCAACC 
CCACAGTGAACTACATATTGTCCATAAGTGCTTCATCAGGACTCATCGCCCTCCTGTCTA 

GGTATATGGAAAAGTAGCAGGGTGGTCAGGGTGGGAGACACAAGATGTTTTTATAGTCTA 
GAGCCTTTAAAAAACCCAGCAGAATGTAATTCAGTATTTGTTTATTGGCTGTriTTTGAC 
AGATTGTTGAAATTAAATGAATTGAAAGGGAAACTCAGAGTACTAGGACGTTTATTAAAA 
GGAAAAAAATGTCTTGCAATGTGCTGTAATCACAAGAGGAGAAAATAACTTGTTTCCTTG 
ATCTGTCAGAGGTCACAGTAACCTGGGCCGAGCTGTTATTATTTATTATATAATAGTAGT 
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5 CAGCCAAGGTAGTAACCTAftAAATAGTGCCCAGGCATATGAGAGTTGTCCTACGAGGTTA 

AAGAACACACTGTTCCACTGTATGGCTTTGGCCTGAGTGGCCAGGGAGGTCSiACTTGACC 

CTGCCATGTTGGTTTGACTTACTAAGACACAGGAATCATTGTTTTCCTTGACCAGGGTCT 

CACACCCTGGAGGAATGTTAAGTAAGAGAAAGAACCTCTTTCCTGAATATTGACATGTAA 

A?^GACCAAAGTAATTTTTCTGAACTTCTGCAATTCTGAGAACTCTCCAAGGAATTTACAG 
10 TGATTTTAGTGCTTGTCaGCATTTTTCCATGAGGACTTTCATACATTTGACTCTTTAGTT 

CACAGCTTCCCATTGATTGTGAGCAAGATATTTATCTCTTTAGCCCTTGGGATCCAGCTG 

AGAGCAATCTCTTGCATTTTTTTACCCGTGTATGTACAGATATCATTTCTTGTGTATGCC 

ATGACTTGAAAAAGTTTGGGAAGCTCTTTAGCAATATCAGCTAAAAGGATATGAAATCAC 

AGGTGATAGCAGTTGTCATTCAGTAATTTCCTACAAGCAGCACCCCAAAGGAAATATAGT 
15 CCTAATCTTTACTATCCACTTCTAAATTTAATGTGAATTTCATACATGTTATTAGTTGTT 

TTCTTTATAATTTTATAAAAATTATTCATCGGGAGTTTAACTTCCACTTCCATGCTATCG 

GATGTGTTGGGCTCCATGCAAGAACTTGGAAGAAAAACAGGCAGGAATGCATTTGCATAA 

TGACCCAGATCATCATTTTCTGCAACTGAGAATTATATTTCATCATTGCTTCTAGAAGTC 

TGCAATTCTTTACTTTTCTTTGGTGCATTATTATCTAGGTGCCATCACTGGATAATGTGG 
20 AGTGACTAGAGAAGTCATATATCACTGTAAGGTACAGTTAGGGTAACACTTTAGAGGTTT 

ATTATTTTTAAAAAACTTTTCTTGAACTCCTGGCCAACATGGTGAAACCCCGTCTCTACT 

GCTGAAGCAGGAGRACTGCCTGAACCCAGGAGGCAGAGGTTGCAGTGAGTCGAGATCGTG 

CTACTACTGCCTGGGTGGCAAGGGTGAGACTCCATCTCAAAARAGAAACAAAAAAACCCA 
25 AAAAGTTTTCTTTACTGTTGGTTAAAAAAAAAAGCCAGACCATAGTTTGACTGGTG6CAT 

GGAATTTGTGTATCAAATAAATGCATTTGCTTATTTGACAAACCATCAGTGTCCACTATT 

TGTTACCAGAGTTGGGCCACTATCTTTTAAAATTGCTGGTGAAAACTTGCCACTAGATGG 

AGTGCTGTATAGATGGGGAAAAAATTGCCACCATTCTTGGTATAATACAGTGTAGCTTAG 

ATGAGGTGGTGAAATAGGGGTATCAGCCGAATATTCCTAATATAGTTTCTCTTGAATTAA 
30 TAAACTGAAGATTTGTAGGAAAATGAGTGAGCAAAATTTGTTTACTGTTGTGAATTTTTC 

CTAOVGCACTGTTTTTAATCTTGGTGTTTTCCAACTTTCTGTACTAATAGATACATTTCT 

GTGCATAAGATTATAAAGCaVTATACTO^CAGTTCAGTAGTTTTCXSTTAflGGATTTACTGT 

GTGAGTACTTTACTGTGAGGAATTGCAGAACCTTTTCCCCTCTACTCTTGTCTAAAAGTT 

CTGTGTGGCAC:ACAGA(STGCGACCTACTCflATCTC3ACTTAGTAaAACCATGCTGTAGAA 
35 TTTTTGTCTTAAAAAGACCACATACCCAGCACCCATC3AAATAAAAGATTCATCTGTAAAA 

>H 1.0.0 3371 Homo sapiens mRNA for KIAA009-7 protein, partial cds cr: gi-603950/// /cds= {29 , 6145) 
/gb=D43948 /gi=6039S0 /ug=Hs.7S989 /len=S62B- [Human_jongleur_201102 . 686 .CI] [SEQ ID NO: 86] 



40 AAATACTCTTAATTCTAAGGAAAACCTGGAAGCACAATGGGAGATGACAGTGAGTGGTTG 
AAACTGCCAGTTGATCAGAAATGTGAACACAAGCTGTGGAAAGCAAGGTTAAGTGGGTAT 
GAAGAGGCCCTGAAGATCTTCCAGAAAATAAAGGATGAAAAGAGCCCAGAGTGGTCCAAA 
TTTTTAGGATTGATCAAAAAATTTGTCACTGATTCCAATGCAG-TGGTTCAATTGAAAGGA 
TTAGAAGCTGCACTTGTTTATGTTGAAAATGCCCATGTAGCAGGAAAAACCACAGGAGAA 

4 5 GTTGTGTCAGGTGTTGTAAGTAAGGTGTTCAATCSUiCCTAAAGCTAAAGCCAAGGAGaTG 

GGCATAGAGATCTGTCTTATGTACATAGAGATTGAGAAAGGAGAGGCTGTTCAAGAAGAG 
CTCCTGAAAGGCTTGGACAATAAGAATCCCAAGATCATAGTGGCCTGTATAGAGACACTG 
AGGAAAGCCTTAAGTGAATTTGGTTCCAAAATCATCTTGCTTAAGCCAATTATCAAAGTG 
TTGCCAAAACTCTTTGACTCTCGAGAGAAGGCTGTTCGAGATGAAGCCAAACTAATTGCT 

5 0 GTGGAGATTTACAGATGGATTCGGGATGCTCTGAGACCCCCATTACAAAATATAAACTCT 

GTTCAGTTGAAAGAACTAGAAC3AAGAATGGGTC3iAACTGCCAACRAGTGCTCCTAGACCT 
ACTCGATTTCTTCGTTCCCAACAAGAACTAGAAGCTAAATTGGAACAACAACAGTCTGCT 
GGTGGAGATGCTGAAGGAGGTGGTGATGATGGTGATGAGGTGCCACAAATAGATGCTTAT 
GAGCTTTTAGAAGCTGTAGAAATCCTTTCCAAACTTCCCAAAGACTTTTATGACAAAATT 

55 GAGGCAAAAAAATGGCAAGAGAGAAAAGAGGCCCTGGAGTCTGTAGAAGTACTAATAAAA 
AACCCCAAACTGGAAGCTGGCGATTATGCAGATTTAGTAAAAGCATTAAAGAAGGTTGTT 
GGAAAGGACACCAATGTCATGTTGGTGGCTTTGGCAGCAAAATGTCTTACTGGCCTGGCT 
GTTGGGCTAAGGAAGAAATTTGGACAATATGCAGGACATGTTGTGCCAACCATCTTGC3AG 
AAATTCAAAGAGAAGAAACCTCAAGTGGTACAAGCCCTGCAGGAGGCAATTGATGCAATC 

60 TTCCTTACTACCACACTACAGAACATCAGTGAGGATGTTTTAGCAGTAATGGATAATAAA 
A%TCCAACCATCAAGCAGCAGACATCTCTTTTTATTGC3««3AAGTrrCCGCCACTGCACT 
GCTTCTACCCTGCCAAAGAGCTTGCTAAAGCCCTTTTGTGCTGOACTACTTAAGCACATC 
AATGATTCTGCTCCTGAAGTCAGAGATGCCGCATTTGAAGCATTGGGTACTGCTTTGAAG 
GTGGTTGGCGAGAAAGCAGTAAAACCATTCCTAGCTGATGTGGACAAACTCAAGCTT6AT 

65 AAGATCAAAGAATGTTCAGAAAAGGTAGAACTGATACATGGTAAGAAAGCTGGACTAGCT 
GCTGATAAGAAGGAATTCAAACCTCTGCCTGGAAGGACTGCTGCTTCAGGGGCTGCAGGA 
GATAAGGACACAAAGGACATTTCTGCACCCAAACCAGGACCTCTAAAAAAGGCACCTGCT 
GCTAAGGCTGGTGGGCCACCAAAAAAGGGGAAACCAGCTGCACCAGGAGGCGCAGGGAAT 
aCTGGAACCAAGAACAAGAAAGGACTGGAGACTAAAGAAATAGTGGAGCCTGAGCTCTCG 

70 ATAGAAGTATGTGAAGAAAAAGCTTCAGCTGTTCTTCCCCrTACCTGTATACAGCTTCTT 
GACAGCAGTAACTGGAAAGAAAGGCTGGCTTGTATGGAAGAGTTCCAGAAGGCTGTTGAG 
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AAGATTGGAGATGTGAAATGTGGGAACAATGCAAMGAAGCTATGACAGCAATAGCCGAR 
GCCTGTATGTTACCATGGACTGCTGAACAGGTTGTGTCAATGGCTTTCTCACAAAAGAAT 
CCCAAAfiATCAGTCAGAAACTCTGAATTGGCTATCAAATGCCATAAAAGAATTTGGTTTT 
TCTGGGTTGAATGTCAAAGCTTTCATTAGCAATGTGAAGACAGCTCTTGCTGCAACAAAC 
CCAGCTGTGAGGACTGCTGCCATAACCCTGCTTGGCGTGATGTATCTGTATGTTGGTCCC 
TCTTTGCGAATGTTCTTTGAGGATGAGAAGCCTGCCCTCCTATCCCAGATAGATGCAGAA 
TTTGAGAAGATGCAGGGACAAAGTCCACCTGCTCCAACCAGAGGAATTTCCAAGCATAGC 
ACAAGTGGTACAGATGAAGGAGAAGATGGAGATGAACCAGATGACGGGAGCAATGATGTC 
GTTGATCTTTTGCCGAGGACGGAGATCAGTGATAAAATCACTTCAGAGTTGGTATCTAAG 
ATTGGTGATAAGAATTGGAAGATTAGGAAAGAAGGCCTAGATGAAGTGGCAGGTATTATT 
AATGACGCAAAATTTATCCAACCGAATATAGGTGAACTTCCAACTGCCTTGAAGGGTCGA 
CTCAATGATTCAAATAAAATCTTGGTACAGCAAACGCTGAATATCCTGCAACAACTGGCA 
GTAGCCATGGGCCCAAATATTAAGCAACATGTAAAAAATTTAGGCATCCCTATCATCACA 
GTCCTTGGAGACAGCAAGAACAATGTTCGAGCTGCTSCCCTAGCGACTGTGAATGCTTGG 
GCAGAACAGACTGGCATGAAGGAATGGCTGGAAGGAGAAGATCTTTCTGAAGAGCTCAAA 
AAGGAAAATCCTTTCTTGAGGCAAGAGCTTCTGGGCTGGCTGGCTGAGAAACTACCTACT 
CTTCGTTCCACCCCTACAGACCTTATCCTTTGTGTTCCTCATCTCTACTCCTGCCTAGAA 
GATCGAAATGGAGATGTGCGAAAGAAGGCCCAAGATGCCTTGCCATTCTTCATGATGCAT 
TTAGGATATGAAAAAATGGCCAAGGCTACTGGGAAACTAAAGCCAACTTCTAAAGATCAG 
GTATTGGCCATGCTAGAGAAAGCCAAAGrTAACATGCCAGCCAAGCCTGCTCCACCCACT 
AAAGCAACTTCTAAACCAATGGGAGGGTCCGCTCCAGCCAAATTCCAGCCTGCATCAGCA 
CCTGCTGAAGATTGTATTTCCAGCAGTACAGAACCCAAACCTGATCCAAAAAAGGCCAAA 
GCTCCAGGATTATCCTCTAAAGCAAAGAGTGCACTiAGGGAAGAAGATGCCAAGCAAAACC 
AGCTTAAAGGAGGATGAAGACAAATCCGGGCCTATTTTTATTGTTGTTCCAAATGGAAAA 
GAGCAAAGGATGAAAGATGAAAAAGGATTGAAGGTGCTAAAGTGGAATTTTACTACCCCA 
CGGGATGAATACATTGAGCAACTAAAGACTCAAATGTCTAGCTGT9TGGCTAAATGGTTA 
CAAGATGAGATGTTTCACTCAGACTTTCAGCATCATAACAAAGCKCTTGLTGTTATGGTT 
GATCACTTGGAGAGTGAAAAAGAAGGAGTTATTGGTTGCCTGGATCTTATCTTAAAGTGG 
CTTACCCTGAGGTTTTTTGACACCAATACAAGCGTCCTGATGAAAGCACTAGAATATTTA 
AAATTGCTCTTCACCTTGCTAAGTGAAGAAGAATATCATCTTACTGAGAATGAAGCATCT 
TCCTTCATCCCCTATCt*GTCGTCAAGGTTGGAGAACCAAAGGATGTCATTCGTAAAGAT 
GTTCGTGCCATCCTGAACCGGATGTGCCTTGTCTACCCAGCTAGCAAGATGTTTCCCTTT 
ATCATGGAAGGAACCAAATCCAAAAACTCTAAGCAGAGAGCAGAGTGCCTGGAAGAGCTG 
GGATGTCTGGTTGAGTCCTATGGCATGAATGTTTGCCAACCflACCCCAGGAaAAGCCTTA 
AAGGAAATAGCTGTTCACATAGGAGACCGTGACAATGCTGTACGCAATGCTGCACTCAAC 
ACCATTGTAACGGTGTACAATGTACATGGGGATCAGGTGTTCAAACTGATTGGAAATCTT 
TCTGAAAAGGATATGAGCATGCTCGAGGAGAGGATTAAGCGGTCAGCAAAGAGACCCTCT 
GCTGCACCAATAAAACAGGTGGAAGAGAAACCTCAGCGTGCACAGAACATfiAGCTCCAAT 
GCCAACATGTTACGCAAGGGACCAGCTGAGGACATGTCTTCCAAACTCAACCAAGCCCGA 
AGCATGAGTGGGCATCCTGAGGCAGCCCAGATGGTCCGCCGAGAATTCCAGCTGGATCTA 
GATGAGATTGAGAATGACSiATGGTACAGTCCGATGTGAAATGCCAGAACTTGTTCAGCAC 
AAACTGGATGACATTTTTGAGCCAGTCCTTATTCCTGAACCCAAGATCCGGGCTGTTTCT 
CCACACTTCGATGACATGCACAGTAATACAGCATCCACAATCAATTTCATTATCTCCCAA 
GTAGCCAGTGGTGACATCAACaCAAGTATCCAAGCTCTGACACAGATCGATGAGGTCCTG 
AGACAGGAAGACAAAGCTGAAGCCATGTCCGGCCATATTGATCAGTTTCTGATAGCCACT 
TTTATGCAGCTAAGACTCATCTACAACACACACATGGCAGATGAGAAATTGGAGAAGGAC 



TTAATGCTGGATTCTCGGATTGAAGATCTTGAGGAAGGACAACAGGTCATCCGCTCTGTG 
AACCTCTTGGTGGTGAAGGTTCTGGAGAAGTCAGACCAGACCAACATCCIX3AGTGCCCTA 
CTTGTTTTGCTCCAAGACAGCCTGCTAGCAACAGCCAGTTCTCCCAAATTCTCAGAGCTr 
GTTATGAAGTGTCTCTGGAGAATGGTTCGACTGTTGCCTGATACCATCAATAGCATTAAC 
CTAGACAGAATTCTTCTGGATATCCACATTTTCATGAAGGTCTTCCCCAAAGAGAAACTG 
AAGCAATGCAAAAGTGAATTTCCCATAAGGACCCTAAAGACCCTGCTACACACCTTATGC 
AAATTAAAAGGGCCCAAGATCCTGGACCACCTAACGATGATCGACAACAAAAACGAGTCT 
GAGCTGGAGGCCCATCTCTGCCGGATGATGAAGCACAGTATGGACCAGACTGGGAGCAAG 
TCTGATAAGGAAACAGAAAAGGGAGCATCTCGAATAGATCAAAAATCATCAAAGGCCAAA 
GTGT^ATGArTTCTTAGCTGAGATTTTTAAGAAGATTGGCTCTAAAGAAAACACTAAAGAG 
GGACTAGCAGAGTTATATGAATATAAGAAGAAATACTCAGATGCTGACATTGAACCATTT 
CTGAAAAATTCCTCACAGTTCTTCCAGAGCTATGTCtSAAAGAGGCCTTCGGGTGATTGAG 
ATGGAGAGGGAGGGCAAAGGTCGTATTTCCACTTCAACAGGCATCTCCCCTCAGATGGAA 
GTCACATGTGTGCCCACGCCCACAAGCACAGTGTCCTCCATAGGTAACACAAATGGGGAA 
GAAGTGGGGCCATCTGTCTACTTGGAAAGGCTAAAGATCCTCCGAC3«3CGATGTGGTCTG 
GACAACACAAAGCAAGATGACCGACCTCCTTTGACCTCTTTGCTCTCCAAACCAGCAGTT 
CCTACTGTCGCCTCTTCCACAGACATGCTCCACAGCAAACTCTCTCAGCrCCGGGAGTCA 
CGGGAGCAGCACCAGCATTCAGACCTGGATTCTAACCAGACTCACTCTTCAGGAACTGTG 
ACCTCCTCCTCCTCCACAGCTAACATAGACGACTTGAAAAAAAGACTGGAGAGAATAAAG 
AGCAGTCGCAAATGAAGCTGCCCCACTCCCCCGGCACCCTGCAGCTTTAGTTTACTAAAC 
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TAGAAGTCCTCATAGTTTAAAATGGCCrCAGCAGGCCTAGTGTATACAAACTGGTTGTAT 
GTATCATGCCGTGGAGCTAGGGGGAGGAGTCATTGTGGCACAAGTATTTGTACATACTCT 
GCTTCTCTCTGTCAGCGTCCIGCIGCTCTAGAAGACTGTCCGTGGATGAGTTTAGTGTAC 
AGACTTGTAAACAGCTGCCCCCTCTCTGCTCAGTCTAGTTCCCAGATCCTTTTCTTTTTA 
ATTGCTCATTTGTAAAATTGTCCTAATCTTTCCTAGCTTTTTAATAGTTAATATTAGAAA 
CTCTTTAATAGTTTTCCTTTCAGTTTGTGAGCTCTTCTCTGTCGCECTGAAGGGTCACTG 
TATTCTGTATGAATGCATGGCATGATACAACTAATTTAAGAGTGTTTTATAAATAAAGTT 
TGCATTAACTATACCTG 

>H_1.0.0_134944 Homo sapiens, Similar to KIAAlOOl protein,, clone MGC:8996 IMAGE:3aa2163, 

complete cds as: gi-15214501/// [gi 1 15214501 |gb | BC012375 :i | BC012375] [SEQ ID NO: 87] 

GCCGTCGCTCCAGACAATCGGAATCCTGCCTTCACCACCATGGGCTCGCTTTTTCTAAAG 

GTTTTGTTGGCGGGAGTGAGTTTCTCAGGATTTCTTTATCCTCTTGTGGAITTTTGCATC 

AGTGGGAAAACAAGAGGACAGAAGCCAAACTTTCTGATTATTTTCGCCGATGACATCGGG 

TGGGGTGACCTGGGAGCAAACTGGGCAGAAACAAAGGACACTGCCAACCTTGATAAGATG 

GCTTCGGAGGGAATGAGGTTTGTGGAITTCCATGCaGCTGCCTCCACCTGCTCACCCTCC 

GTCACTTCIGTGGGAGGCCTTCCGCTC3«iCX3AGACCACCTTGGCAGAGGTGCTGCAGCAG 
GCGGGTTACGTCACTGGGATAATAGGCRAATGGCATCTTGGACACCACGGCTCTTATCAC 
CCCAACTTCCGTGGTTTTGATTACIACTTTGGAATCCCATATAGCCATGATATGGGCTGT 
ACTGATACTCCAGGCTACAACCACCCTCC'ITGTCCflGCGTGTCCACAGGGTGA'KSGACCA 
TCAAGGAACCTTCAAAGAGACTGTTACACTGACGTGGCCCTCCCTCTTTATGAAAACCTC 
AACATTGTGGAGCAGCCGGTGAACTTGAGCAGCCTTGCCCAGAAGTATGCTGAGAAAGCA 
ACCCAGTTCATCCAGCGTGCAAGCACCAGCGGGAGGCCCTTCCTGCTCTATGTGGCTCTG 
GCCCACATGCACGTGCCCTTACCTGTGACTCAGCTACCAGCAGCGCCACGGGGCAGAAGC 
CTGTATGGTGCAGGGCTCTGGGAGATGGACAGTCTGGTGGGCCAGATCAAGGACAAAGTT 
GACCACACAGTGAAGGAAAACACATTCCTCTGGTTTACAGGAGACAATGGCCCGTGGGCT 
CAGAAGTGTGAGCTAGCGGGCAGTGTGGGTCCCTTCACTGGATTTTGGCAAACTCGTCAA 
GGGGGAAGTCCAGCCAAGCAGACGACCIGGGAAGGAGGGCACCGGGTCCCAGCACTGGCT 
TACTGGCCTGGCAGAGTTCCAGTTAATGTCACCAGCACTGCCTTGTTAAGCGTGCTGGAC 
ATTTTTCCAACTGTGGTAGCCCTGGCCCAGGCCAGCTTACCICAAGGACGGCGCTTTGAT 
GGTGTGGACGTCTCCGAGGTGCTCTTTGGCCX3GTCACAGCCTGGGCACAGGGTGCTGTTC 
CACCCCAACAGCGGGGCAGCTGGAGAGTTTGGAGCCCTGCAGACTGTCCGCCTOGAGCGT 
TACAAGGCCTTCTACATTACCGGTGGAGCCAGGGCGTGTGATGGGAGCACGGGGCCIGAG 
CTGCAGCATAAGTTTC(?TCTGATTTTCAACCTGGAAGACGATACCGCAGAAGCTGTGCCC 
CTAGAAAGAGGTGGTGCGGAGTACCAGGCTGTGCTGCCCGAGGTCAGAAAGGTTCTTGCA 
GACGTCCTCCAAGACATTGCCAACGACAACATCTCCAGCGCAGATTACACTCAGGACCCT 
TCAGTAACTCCCTGCTGTAATCCCTACCAAATTGCCTGCCGCTGTCAAGCCGCATAACAG 
ACCAATTTTTATTCCACGAGGAGGAGTACCTGGAAATTAGGCAAGTTTGCTTCCAAATTT 
CATTTTTACCCTCTTTACAAACACACGCTTTAGTTTAGTCTTGGAGTTTAGTTTTGGAGT 



GCTGCGCTGGCTCTGGGCAGGGAGTGTGCCTTAATGGGAAGCACACGGGCTTTGGAGTCA 
GGCACAGGTGCCAGCTCCAGCTTTIGAACTTGGGCAATTGTTTAACCTAACCTOCAflGTT 
GATTTTGAGGGTTAAATAAAGGCATACATGAAAATGCCTGGCAaATTACCTGACACAGAG 
CAGACATTCAATACATTTTAGTTTCCTTCTTTCNN^lNN^raNNl»IHlqNN 

>H_1.0.0_14S60 Homo sapiens KIAA0102 gene product (KIAA0102) , mRNA cr: gi-7661907/// 
tHuman_jongleur_201102.6112.Cll [SEQ ID NO: 88] 
GGGGCACACATTTTATATACAGACCTCTGAGAAACCTCTCAGOiGAAAACCTCCAGGAAG 
GAAGTCTTCAGTTAACTAAAGAAGAGTTAATGTCCTAGAAGAGTATTCTAGGCAGAGfiTT 
ACAGCAAATGCAAAAGCTCTCAAGTGGGAGAGTACTTGGGGTGTTTCAGGACTATCAAGG 
ATTGAAGAGGCTGTTGTGGCTGGAGGGACCAGGGCGAGTGAGGATTGCTGAGAGGTGAGG 
TCAGAGTGCAAAGGGCCTTAGGGCTGGGCGAGGTGCTCACGCCTGTAATCCCAGCACTTT 
NAOACGCAGAGGCGGACAAGATGGCGGCGGCAGCTGTACAGGGCGGGAGAAGCGGTGCTA 
GCGGAGGCTGTAGTGGGGCTGGTGGTGCTTCCAACTGCGGGACAGGAAGTGGCCGTAGCG 
GCTTGTTGGATAAGIGGAAGATAGATGATAAGCCTGTAAAAATTGACAAGTCGGATGGAT 
CAGCTGTGAAAAACTCTTTGGAIGATTCTGCCAAAAAGGTACTTCTGGAAAAATACAAAT 
■ ATGTGGAGAATTTTGGTCTAATTGATGGTCGCCTCACCATCTGTACAATCTCCTGTT.TCT 
TTGCCATAGTGGCTTTGATTTGGGATTATATGCACCCCTTTCCftGAGTCCAAACCCGTTT 
TGGCTTTGTGTGTCATATCCTATTTTGTGATGATGGGGATTCTGACCATTTATACCTGAT 
ATAAGGAGAAGAGCATCTTTCTCGTGGCCCACAGGAAAGATCCTACAGGAATCGATCCTG 
ATGATATTTGGCAGCTGTCCTCCAGTCTTAAAAGGTTTGATGACAAATACACCTTGAAGC 
TGACCTTCATCAGTGGGAGAACAAAGCAGCAGCGGGAAGCCGAGTTCACAAAGTCCATTG 
CTAAGTTTTTTGACCACAGTGGGACACTGGTCATGGATGCATATGAGCCTGAAATATCCA 
GGCTCCATGACAGTCTTGCCATAGAAAGAAAAATAAAGTAGCCAATTCT.aAAAGTAGCCC 
TCTTTCTCCTGGATCTTGCTGAATTAGTGGCTTGGGGGGTGGGGGAGATAAAAAGAACTT 
AAAATGGGTAAAGTAAGAAATGTTAAAAAGTCCCTGTTrrGTCCTGAAATTTTAGTCTAT 
TCTGGGTAAATAGGATTTTCTGACACAGATATGAGAAGTTGTAGCTCTGATGTCTAGCTG 
TAGTCTCCTTGATCTGCTGATTGCATTATTTTAATTIGCTTTTCTGGGAAAGCAGTTTTG 
CTAAAAGCTGTACAGACTTTTTCTTTTGTACCTAGCAGTACTTTATATAGTATAGCTTTG 
GGCCATGTAGCATTTTAAGACTCAATTTTAAAAAATTATTAATCTGTTGCTGACTCTTAA 



CTTTCCTTCACACACTATTTTTGTGGGTGTGTATATATCTGATTTGGGAAGAATTTAAAA 
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AACACATAGCTTTTTAATTTGTTTGflAACAGACTTTCTGCCrGITACATTTTTGCTTTTA 
ACCAATTAAAGAAGCCAATGGCATTTTAGTTTTATATTGTGTTITCCACTAGTATATCCC 
TGTTGATTTGTTTGTGCCTTTTATTAACTGCCATTTTCTAftAATTTTTTTCAATAAAAGG 
AAGGAAGATGTG 

>gi|4505154 |ref |NM|002402.i| Homo sapiens mesoderm specific transcript horaolog (mouse) (MEST) , 
[SEQ ID NO: 89] 

CGOCCAGCACACCCCGGCACCTCCTCTGCGGCAGCTGCXSCCTCGCAAGCGCAGTGCCGCa 



TGCGTACCTGCACATCCCACCCCCTCAGCTCTCCCCTGCCCTTCACTCATGGAAGTCTTC 
AGGCSiAGTTTTTCACTTACAAGGGACTGCGTATCTTCTACCftAGACTCTGTGGGTGTGGT 
TGGAAGTCCAGAGATAGTTGTGCTTTTACACGGTTTTCCMCATCCAGCTACGACTGGTA 
CAAGATTTGGAAGGGTCTGACCTTGAGGTTTCATCGGGTGATTGCCCTTGATTTCTTAGG 
CTTTCGCTTCAGTGACAAACCGAGACCACATCACTATTCCATATTTGAGCAGGCCAGCAT 
CGTGGAAGCGCTTTTGCGGCATCTGGGGCTCCAGAACCGCAGAATCAACCTTCTTTCTCA 
TGACTATGGAGATATTGTTGCTCAGGAGCTTCTCTACAGGTAC3UM3CAGAATCGATCTGG 
TCGGCATACCATAAAGAGTCTCTGTCTGTCAAATGGAGGTATCITTCCTGAGACTCACCG 
TCCflCTCCTTCTCCAAAAGCTACTCAAAGATGGAGGTGTGCTGTCACCCATCCTCACACG 
ACTGATGAACTTCTTTGTATTCTCTCGAGGTCICACCCCAGTCTTTGGGCaSTATACTCG 
GCCCTCTGAGAGTGAGCTGTGGGACATGTGGGCAGGGATCCGCAACAATGACGGGAACTT 
AGTCATTGACAGTCTCTTACAGTACATCAATCAGAGGAAGAAGTTCAGAAGGCGCTGGGT 
GGGAGCTCTTGCCTCTGTAACTATCCCCATTCATTTTATCTATGGGCCATTGGATCCTGT 
AAATCCCTATCCAGAGTTTTTGGAGCTGTACAGGAAAACGCTGCCGCGGTCCACAGTGTC 
GATTCTGGATGACCACATTAGCCACTATCCACAGCTAGA(3GATCCCATGGGCTTCTTGAA 
TGCATATATGGGCTTCATCAACTCCTTCTGAGCTGGAAAGAGTAGCTTCCCTGTATTACC 
TCCCCTACTCCCTTATGTGTTGTGTATTCCACTTAGGa^AGAAATGCCCAaAAGflGGTCCT 
GGCCATCAAACATAATTCTCTCACAAAGTCCACTTTACTCAAATTGGTGARCAGTGTATA 
GGAAGAAGCCAGCAGGAGCTCTGACTAAGGTTGACATAATAGTCCACCTCCCATTACTTT 
GATATCTGATCAAATGTATAGACTTGGCTTTGTTTTTTGTGCTATTAGGAAATTCTGATG 
AGCATTACTATTCACTGATGCAGAAAGACGTTCTTTTGCaTAAAAGACTTTTTTTTAACA 
CTrraGACTTCTCTGAAATATTTAGAAGTGCTAATTTCTGGCECACCCCCAACAGGAATT 
CTATAGTAAGGAGGAGGSGAAGGGGGGCTCCTTCCCTCTCCTCGAATGAOGTTATGGGCA 
CATGCCTTTTAAAAGTTCTTTAAGCAACACAGAGCTGAGTCCTCTTTGTCATACCTTTGG 
ATTTAGTGTTTCATCAGCTGTTTTTAGTTATAAACATTTTGTTAAAATAGATATTGGTTT 
AAATGATACAGTATTTTAGGTATGATTTAAGACTATGATTTACCTATACATTATATATAT 
TTTATAAAGATACTARACCAGCATACCCTTACTCTGCCAGAGTAGTGAAGCTAAITAAAC 
ACGTTTGGTTTCTGAATAAATTGAACTAAATCCAAACTATTTCCTAAAATCACAGGACAT 
TAAGGACCAATAGCATCTGTGCCAGAGATGTACTGTTATTAGCTGGGAAGACCAATTCTA 



GCTACAGTAGAGGGGAAGGGATTGTTGTGTAGTCAAGTCACCATGCTGAATGTACACTGA 
TTCCTTTATGATGACTGCTTAACTCCCCACTGCCTGTCCCAGAGAGGCTTTCCAATGTAG 
CTCAGTAATTCCTGTTACTTTACAGACAGGAAAGTTCCAGAAACTTTAAGAACAAACTCT 
GAAAGACCTATGAGCAAATGGTGCTGAATACTTTTTTTTTAAAGCCACATTTCATTGTCT 
TAGTCSiAAGCAGGATTATTAAGTGATTATTTAAAATTCGTTTTTTTAAATTflGCAACTTC 
AAGTATAACAACTTTGAAACTGGAATAAGTGTTTATTTTCTATTAATAAAAATGAATTGT 
G AC AAAAAAAAAAC CG 

>M_1.0.0_5828 Mus musculus 11 kDa secreted protein precursor, raWIA, complete cds crj gi-a926323/// 

/cds=(23,361) /gb=AF272844 /gi=a92S323 /ug=Mra. 71887 /len=524 [Housej ongleur_201102 . 2852 . C4] [SEQ ID 

NO: 90] ■ 

GAAIGCATTTAGCACTCTTCACCATGAAGGGGACACTTCTTCTGCTGGGCTTGCTGGTGA 

CTGGAGAACTG AG CTTCCAGACAACAGAAGCATGTGTTCCITTCTTCGAAGGCTATGCAA 

GTGTTCTCTCTGGAAGTAGGGTGTGGATGTATCAAGAACrCCAGGCATTCAATGCTACTG 

CAGAGGAAAAGGTGGCCTTGGAAAAAATCCAGGACTGCTACAGAGAGGAAAGATTAAGAA 

CCGTATTTCTGGAACCCAAAATTATGGAAGCCATGGTCTCCAGCCAAGAATGCCTGGCAT 

TTTATACTACTGAAAACATATTGAACATTTTCGACCTTTTAGCTTGGTTAATTAGAAGAAT 

AGATATTAATGTGTTTTGGGCAACCCATCTTTGCAACATGTGTGATCCAAGTACTATCTT 

GCTGTCCTTCTTTTTCTCTCCTGAAGATGAATTCCTGATCCTGTTTATTCGTCATTCAGT 

sgi|l6442925|gb|BB513945.2|BB513945 BB513945 RIKEN full-length enriched, 10 days lactation, adult 

female mammary gland Mus musculus cDNA clone D730048K19, raRNA sequence [SEQ ID NO: 91] 

TTCGACTTTGGCATGATTTTAAAAGGCATCACCAAAaTGCAGGCTTAAATQCCAAAGAAA 

GCAACACTGGATTTAAAATTGTAGTAAATCCAATAAATAAGATCAAAGCAAGTCACAGAT 

TTTAAATTTGTCCTGATGGTCATGCTGAAAAGTTAAAAGGAAAACCAAAJ.CATTGATCTT 

TGAGCATTTTAATTGATCATTTGAATCAGATAAATGTTTTTGTTTTATTTCTGCTTATAA 

CACATCATCCATAATTTGATACAATTTGGAGTTGATATAATTGACAGAATTTTGTAOSCT 

ATATTTTAAAAACTGGCTGCTATGGTTTGGGTAAGTGTCETCAACGGCCTGTGTATTGAA 

GGTTTGCTTGTTCTTCATCCTGTGGTGCTCCTGGGAAGCaGGGAAAAACTGGAATGTGGA 



TTGGTCTCATATTTCCACCACAAAATATTCTGTCTGCCACAGGCCCAGTGSTAATGGATC 
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ACAGGCTGAAACTTCTAAAATCGAGftGCCAaARTAAACCTTTCTGCTTTTTAAGTTGATT 
TGTCTCAAGTACTTGTTACftGAaACGGAGGATGAATGCaAAGATTTTATTGTAATGTAAA 

TAGCTAATGAGATT 

>M_1.0.0_6038 Mus musculus retinoic acid early transcript 1, alpha (Raetla) , raRNA c 

[Mouse_jong3eur_201102 .2973 .CI] [SEQ ID NOs 92] 
GCGCCGCTTGCCCGCSGCCGCTGTAGTCAGTTACCTGCTCCGCGGGGCGAACaCGTGOSGG 
GGCAGACAGACACTCCAGCTTCGCAGGAGGCCGGCGCCCCTCCACCGCAGGTGCAGCTCA 
CAGCTGGACCCACAGACCAAATGACACATA.^GCAACTACTTCAAAACAGCroGGAGCACr 
CTAGCAAGAAGCTCAAAGGACAGAGAAGTGTGTGCAGAGGTCAGAAACCTGCCIGGAATC 
CCCTGGAGCAGCAGTCACAGAAGGTTGTGAGCTGCTCGATTTCAGAGGCTGCAGTTCAAG 
ACACCAACTTTTTTCTTTCTTCACCTTTCCTGACACTATTGCCAATAGTCCCTGAGGGCG 
CAGCTGTTGCCACftGTCACATCTGTCAGAAGAAACCATGGCCAAGGCAGCAGTGACCAAG 
CGCCATCATTTTATGATTCAGAAGCTGTTAATTCTACTGAGCTRTGGATACACCAACGGG 
CTGGATGATGCACACTCTCTTAGGTGCAACTTGACCATCAAGGATCCTACCCCAGCAGAT 
CCTCTCTGGTATGAAGaSAAGTGCTTAGTGGATGAAATACITATCCrCCATTTAAGTAAC 
ATAAACAAGACCATGACTTCAGGTGACCCAGGGGAGACAGCSWiATGCCACrrGAAGTGGGG 
GAATGTTTGACACAACCTCTGAAAGATTTGTGCCAGAAGTTGAGGGACAAGGTGTCTAAC 
ACCAAAGTGGACACTCACAAGACCRATGGTTRCCCACATTTACAAGTCACCSiTGATTTAT 
CCGCAAAGCCAGGGCCAAACTCCTAGTGCCACCTGGGAATTCAACATCAGTGACaGTTAC 
TTCTTCACCTTCTACACAGAGAATATGAGCTGGAGATCAGCTAATGATGAATCAGGGGTT 
ATCATGAATAAATGGAAAGATGATGGGGAATTTGTGAAACAATTGAAATTCTTGATACCC 
GAATGCAGACAGAAAATTGAIGAATTCTTAAAGCAGTCCAAGGAAAAGCCAAGATCAACC 
TCAAGGTCCCCCSGTATCACCCAGCTTACATCAACTTCCCCGCTTCCACCTCCC3«3CCAC 
TCTACTTCTAAGAAAGGATTTATCTCTGTGGGACTCATCTTCATATCTTTATTATTTOCA 
TTTGCATTTGCGATGTGAAGAGGAAATATTATACCCAAGGAGAGGCCAGAGGAGGGCaTC 
GGATCCTGTGGAACTGGAGTTACAGTTGGTTTCCAATACTGGGAACTGAATCCAGGflCCT 



TTAATAAGAGAATATRGTTTGAATATTATTAAACCCAGGGC3\AGTCCCACAGTAAGCrTC 
ACAATAAAGTTGATTGTTTCAGAATCAAAAAGGAAAACACATTTTAAAATGACTCTCaTG 
GCCAGTTATCACT^TCGTTTGTAGCAATGTATGATGGAGGACGTCCAGGTCCGTCTAAAAA 
AATGCCAGGCAATACAGCAACATCTAAGAAAACTGGTAAATTTAAA 

>M_1.0.0_4198 Mus musculus peroxisomal biogenesis factor 11a (Pexlla) , mRNA cr; gi-6755033/// 

[Mouse_jongleur_201102.1926.Cl] [SEQ ID NO:' 93] 



ATGGACGCCTTCATCCS3AGTCGCCAACCAAAGCCAGGGCCGGGACCGACTTTTCRGAGCC 
ACTCAGCACGCATGCATGTTGCTTAGATATTTGTTAGAGTCTAAAGCTGACAAAGAGGCC 
6TGGTACIGAAGCTC3U«3AGGCTGGAGACCAGTGTGAGCACTGGCCGTAAATGGTTCaGA 
CTGGGCAACGTGTTCXaTGCCATCCAGGCAACTGAGCAGAGCATCCSiAGCCGCTGACETC 
GCGCCCCGCTTATGCCTGACATTAGCEAACCTCAACCGCGTGGTTTATTACATCTGTGAC 



AGGTGGGCGGCTCGCCATTACTACTACTTCCTCTTGCTGAGCCTGGTCCGGGATCTGTAT 
GAGATCTTGCTGCAGATGGGACAAGTTGCACGTGACAGAGCSiAAGAGAGAGAAATCCrCT 
CGGGACCCTCCTAAGTACAGCGTGGCTAATGAAGAGACTGAATGGCTCCAGTCCTTCETC 
CTCCTCCTATTCCAGTCTCTAAAGCGACATCCTCCCTTGCTCCTGGACACCGTGAAGAAC 
TTCTGTGACATCCTGATCCCTCTGAACCAGCTTGGGATCTACAAGTCCAATCTCGGCX3TG 
GTAGGACTTGGAGGTCTCATATCCTCTTTGGCTGGTCTCCTCACGGTAGTGTATCCTCAG 
CTGAAACTGAAGGCCCGCTAGGGTGTTTGGAGGCTTTAAGGCTAGCaGTTCAGTGGAACA 
AACATTTGGTTTTGTCCCAATGTTTACTGTGCTTAATTT 

>M_1 . 0 . 0__15194 Mus musculus ATP-binding cassette, sub-family A (ABCl) , member 8b (AbcaSb) , ipRNA cr: 

gi-23956075/// [Mouse_jongleur_201102 . 9242 .C5] [SEQ ID NO: 94] 

GGTGTTTGGCAAGACCAACCCAGAGCTGAGATCATAAACTCCCGCTGAGAGCAGOTTTCA 

CCAGTCGCGTTCaCGGACAGOGAACAGTTAAACTCTAGAAAGGTGCTGGAGAATAGGGGG 

AGGGGAAGGTGTCTCACTTTATTATTCTAAACAGAGCCCXSTGATTAAA'reG'roCGGCTGG 

AGTCCCTGCTTGGCATTTCCCX3AAAGGCAACATGATCAAGAGAGAGATAAGTGTGCGCCA 

ACAAACTTGTGCTTTATTACAGAAGAACCTTCTTAAGAAATGGAGACTGAAAAGGGAGTC 

CTTGATGGA3TGGGTGAGCTCCTTGCTCCTTCTGCTTTTCTTGTATTGGTATCCCCATGG 

TCATGGAGCTACTGACCTGTCTTCaGIGCCCACCAAGGATCTGGGACGAGTCGATTCTTT 

CAGACAATCTGGGTTCATGATAGGGTACACGCCTGTCACCAGCATGACACAACAGATAAT 

GGAGAAGGTAGCTGCAACCCCTTTCATGGCAGATAAAAAAGTCTTGGGACTGTTGGATGA 

AGAAAATATCAAGGAATTAACAGAAAGTCATGCAGAAATAATAAGAGTCATTTTTTCTGA 

CACATTCTCATACCAICTGAAATTCCAGTTTGATCAGAGAATCCCAACGTCGAGGGAACT 

CAGAGACCATAATGCTCATTGTGATGGACTGTATGAAGATGTCAACTGTCTGATAGCCAT 

ATTCTGGAAGGAAGGATTIGTGGCTCTTCAAGCTGCCATCAATGCTGCCATCATAGAAAC 

CACAACAAACCATTCAGTGATGGAGGAACTGCTATCAGTGTCAGGGAAATTCATOAAGAT 

CCATCCTTTTGTCCGTCAAGAAGGAATTCTGACTGATTTCTTTATTTTCACCTGCATCAT 

TTCCTTCTCCCCAATCTVCCTATTATGIGTCAATCAATGTTCCAAGAGAGAGGAAAAGGAT 

GAAGGGCTTGATGATGATGATGGGCCTTCX3AGATCCAGC3\TTCTGGCTATCTTCGGGTCT 

GCTCTATGCTGGCTTIGTCTTCATTAIGGCTCTATCCCTGGCACTTGTTATCAAATCTGT 

CCAGTTTTTTATTCTAACCAGCTTCATGGTGGTCTTTAGCCTCTTCCTCCTTTAIGGATT 

CCTGTCTGTGTTTCTTCTCACCATCTTCTGGGGAAGTCTAGGCTTCACATCCCTGTACAG 
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ATACCTCCCTGCACCTGTGGAATGGACTCTCflGTCTCTTTAGCCCCTTTGCCTTCACACT 
AGGAATGGCCCAGCTCTTACGTGTGGATTAIGATTTAAATTCTAATGCACCCCCTGATCC 
AGCCAGTGGCTCAAATCTGATTATAGCAACCAATTTCATGCTGGTATTTGATGOSTTTTT 
GTATCTGGCCCTGATGATGTACTTCGAAAAAGTTCTGCCaAATGAATACGGACATCAGCA 
5 CTCTCCCCTGTTTTTCCTGAAATCTTCATTTTGGCTACAAACACGAAAGCCTGCTCATGT 

CCCAGAATTCKACGGGAAAGAATCCATCAGAATCAGAAATATTTCAAAAGAATACAAAGG 
AAAGCCCAATAAAATAGAAGCCTTAAAAGACCTGACGTTGGACATATATGAAGGCCAAAT 
CACAGCAGTACTTGGTCACAGTGGAGCTGGGRAATCAACACTGTTAAATATTCTTAGCGG 

10 ATTATCTCSTTCCTACTAAAGGTTCTGTCACCATCTATAATAATAACTTATCAGAAATGGC 
TGACCTTGAAAACATCTTGAGGATTGCTGGAGTTTGTCCACAAGCCAATGTTCAATTTGA 
CTTCCTTACTGTGAGAGAAAACCTCAGGCTTTTTGCTAAAATAAGAGGAATTCCACCCCA 
AGATGTGGAGAAAGAGGTGCAAAGGGTTTTGCTAGAATTGGAAATGAAAAATATCCAAAA 
TATCCTTGCTCAAAACCTAAGTGGGGGACAGAAGAGAAAGCTGACTTTTGGAATCGCCAT 

1 5 TTTAGGAGATTCTCAGATTTTCCTACTGGATGAGCCCACCGCTGGCCTGGATCCCTTTTC 
AAGGCACCXSGGTGTGGAATCTCCTGAAGGAGCGCAGAGCAGACCGTGTCGTCCTCTTCAG 
CACGCAGTTCATGGAIGAGGCTGACATCCTGGCTGATAGGAAAGTGTTCATCTCCAATGG 
GAGGCTGAAGIGTGCAGGATCATCGCTCTTTCTGAAGAAGAAATGGGGAGTTGGGTATCA 
CTTAAGTTTGCAGCTGAAAGAAGTCTGTGTTCCAGAAAACATCACATCGCTTGTTAAftCA 

20 GCACATCCCTGCAGCCAAGCTATCAGCTGAAGGGGAAGGAAAGCTTCICTATACATTACC 
CTTAGAAACAACTTATAGATTTCCAGAGCTTIGCCAGAGTCTTGACAGCTGTCCTGGACT 
GGGAATTGAAAACTATGGIGTTTCCATGACAACTITGAAIGAGGTGTTCCTGAAGCTAGA 
AGSAAAAGCATCAATTGATGAACCAGAGGTTGACATCGTGGGAGAAGGACAAACAGAGAG 

25 AGAGAAGACAGACGGCATGGCACTCTGGAGGCAGCAAACCTGTGCGATCGCAAAGGTTCG 
CCTGTTGAAGTTAAAGCACGAAAGGAAAACACTTTTATCTGTGCTCTTGATACTGGTAGT 
CGGCATCTGTCCTTTTCTTTTTGAAAATATCTCAACGAAAATACGTCAAAGCTCTTACAC 

CACTCAGTTATTGATCATTAATAAGACAGAGGCAAGCATTGACGACTTTHTCCATTCTGT 
30 GGAACGCCAGAACATAGCTTTGGAAGTCGATGCTTCTGGAACCAGAGATGGTACAGATGA 
CCCATCCTACAATGGAGCCCTTATAGTGTCTGGCAATGAGAAGAACCACAGCTTTTCGTT 

TGCRTGCAACACCAAGAGACTGAACTGCTTCCCAGTTCTGATGGGCATCCTGAGCAACGG 
GCTACTTGGAATGGTTAAACCGTCAGCCCGCATCCAAACCGACAGAAGCACATATCTCAT 
GGATGAAACTATTCATCCTTTAGAAGACCTATGGAAGACTGCATTCTGGCTGATTCTGAC 

35 ctccgcttgccctccttatattgccatgagcagtgtcacagattataagaacagagcttc 

ggacattcccctgtactgctttgtcttcctcitcatgtcgttaatggactacctttttcg 
cttcccagataccatgttttctattataagccacx3tcatacaaatcccgtgttctgttgg 
ctatgccatatccctgatcttcttaacatacx3tgatttcgttcatttctcgcaaggggaa 
40 aaaaaacagcggcatttggtcacttagcttctatatcatcactgtgttctcagtggctgt 
aatattgctggctttigatgtggatggtacacagtactacatcatctttttgataccacc 

agaaggacaagttatagagccattcctggtattcctcattcctttccttcatgttttcat 
ttttatttttacccttcgatgtctggaatggaagtttggaaagaaaacaatgaggaaaga 

45 tcccatctttagaatttctccaagaaacaatgatgtgtatcaaaacccagaagagccaga 
agatgaggatgaagatgttcaaatggagagaatgagaacagcgaatgccitggtatccac 
cagttttgatgagaagccagtcatcattgccagctgcctacgcaaagaaiatgcagggaa 
gcagaagcattgcctttccaagaagaaggccaagatagccactaggaatgtctcgttttg 
tgtcaggaaaggtgagattctaggattgttgggacacaatggagctggcaaaagtacatc 

50 tcttaaaatgataagtggrgacacaaaagtcacagctgggcaggtgttactgaaagggag 

caacctcactgtgaaggagcacctggagatatttgctgcagtgaggggcttgcgcaaaag 
tcacgctgcagtcgccatcacaaggttggcagatgcgctcaagctgcaggaccagctgaa 
gtctcctgtgaagacgctgtcagagggagtgaagagaaagctgtgcttcgtgctgagcat 
55 cctggggaacccatctatattgcttctagatgagccgtcxaictgggctggatcctoaggg 

GCAGCAGCAAATATGGCAAGCAATCAGGGCCATCATAAAAAATACAGACAGGGGTGCCCT 



GTCTGGAAGGCTGAGGTGTATTGGATCCATCCAACATCTCAAAAGCAAATTTGGCAAAGA 

TTACCTGCTGGAGATGAAGGTGAAGACCCTCGAGCAGGTGGAGCCCCTCAATACGGAGAT 
60 CCTCAGGCTTTTTCCCCAGGCTTCTAGGCAGGAACGGTACTCTTCTCTGATGGCTTACAA 

ATTACCAGTGGAAGCTGTACAGCCTTTATCCCAAGCTTTCTTCAAGTTAaAGAAAGTTAA 

GCAGACCTTTGACCTGGAGGAGTACAGCCTCTCTCAGTCTACCCTGGAGCAGGTCTTCCT 

AGAGCTCTCCAAGGAGCAGGAGCTGGATGGCCTTGAATTAGAAGAATTAGACTCCTCCAT 

AAAGTGGAAGCTCCTCCCACAGGAAGAGGCTTAAGCCAAAAATATCTCTCCTCTTCCTTC 
65 ATAAGACTGTGTTGTTCCTTAAAGACATCTATTTTTATGAAATATTTTAGTACCTATATT 

ATAAATACTATGATGTTCCTCGGGGATTGGAGAACAGGGGTGAGTACXX3TATAGAGGCTG 

GACCACAGGGAACCTTGTCTAGCCTTTTCCACATCCCTTTAGGACACTTATAGCCATAGT 

TCTGTAGAATGTTGAATAAACAGTTACTTTT • 
i.gi|8923S3l|ref |nm|018685.i1 Homo sapiens anillin, aotin binding protein (scraps homolog, 
70 Drosophila) (ANLN) , mRNA [SEQ ID NO: 95] 

GCTGGAAGCCGAGAGGAGAAGACAGCTGGTTGTGGGAGAGTTCCCCCGCCTCAGACTCCT 




221/349 



01 [l!je>'/^:/yv'GG30S8201.s^] 



WO 03/058201 PCT/US02/41825 



GGTramCCaGGaGACACACTGAGCTGAGACTCACTTTTCTCTTCCTGAATTTGAACCA 
CCGTTTCCATCGTCTCGTAGTCCGACGCCTGGGGCGATGGATCCGTTTACGGAGAAACTG 
CTGGAGCBAACCCGTGCCAGGCGAGAGAATCTTCAGAGfiAAAATGGCTGAGAGGCCCACA 
GCAGCTCCAAGGTCTATGACTCATGCTAAGCGAGCTAGACAGCCACTTTCAGAAGCAAGT 
AACCRGCAGCCCTTCTCTGGTGGTGAAGAGAAATCTTGTTC3«iAACCATCGCCATCAAAA 
AAACGCTGTTCTGACAACACTGAAGTAGAAGTTTCTAACTTGGAAAATAAACAACCAGTT 



GGGCTGAACTCAAGATTGGAAGCAACTGCAGCCTCCTCAGTTAAAACACGTATGCAAAAA 

CTTGCAGAGCAACGGCGCCGTTGGGATAATGATGATATGACAGATOACATTCCTGAAAGC 

TCACTCTTCTCACCAATGCCATCAGAGGAAAAGGCTGCTTCCCCTCCCAAACCTCTGCTT 

TCAAATGCCTCGGCAACTCCAGTTGGCAGAAGGGGCCGTCTGGCCftATCTTGCCGCAACT 

ATTTGCTCCTGGGAAGATGATGTAAATCACTCATTTGCAAAACAAAACAGTGTACAAGAA 

CAGCCTGGTACCGCTTGTTTATCCAAATTTTCCTCTGCAAGTGGAGCATCTGCTAGGATC 

AATAGCAGCaGTGTTAAGCAGGAAGCTACATTCTGTTCCCAAAGGGRTGGCGATGCCTCT 

TTGAATAAAGCCCTGTCCTCAAGTGCTGATGATCCGTCTTIGGITAATGCCTCAATTTCC 

AGCTCTGTGAAAGCTACTTCTTCTCCAGTGAAATCTACTACATCTATCACTGATGCTAAA 

AGTTGTGAGGGACAAAATCCTGAGCTACTTCCAAAAACTCCTArrAGTCCTCTGAAAACG 

GGGGTATCGAAACCAATTGTGAAGTCAACTTTATCCCAGACAGITCCaTCCAAGGGAGAA 

TTAAGTAGAGAAATTTGTCTGCAATCTCAATCTAAAGACAAATCTAOSACACCAGGAGGA 

ACAGGAATTAAGCCTTTCCTGGAACGCTTTGGAGAGCGTTCTCAAGAACATAGCAAAGAA 

AGTCCAGCTCGTAGCACACCCCACAGAACCCCCATTATTACTCOUyiTACAAAGGCCATC 

CAAGAAAGATTATTCAAGCAAGACACATCTTCATCTACTACCCATTTAGCACAACAGCTC 

AAGCAGGAACGTCAAAAAGAACTAGCATGTCTTCGTGGCCGATTTGACAAGGGCAATATA 

TGGAGTGCAGAAAAAGGCGGAAACTCAAAAAGCAAACAACTAGAAACCAAACAGGAAAC- 

CACTGTCAGAGCACTCCCCTCAAAAAACACCAAGGTGTTTCftAAAACTCAGTCACTTCCA 

GTAACftGAAAAGGTGACCGAAAACCAGATACCAGCCflAAAATTCCAGTACAGAACCTAAA 

GGTTTCACTGAATGCGAAATGACGAAATCTAGCCCTTTGAAAATAACATTGTTTTTAGAA 

GAGGACAAATCCTTAAAAGTAACATCAGACCCAAAGGTTGASCAGAAAATTGAAGTGATA 

CGTGAAATTGAGATGAGTGTGGATGATGATGATATCAATAGTTCGAAAGTAATTAATGAC 

CTCTTCAGTGATGTCCTAGAGGAAGGTGAACTAGATATGGAGAAGAGCCAAGAGGAGATC 
GATCAAGCATTAGCAGAAAGCAGCGAAGAACAGGAAGATGCACrGAATATCTCCTC3\ATG 
TCTTTACTTGCACCATTGGCACAAACAGTTGGTGTGGTAAGTCCAGAGAGTTTAGTGTCC 
ACACCTAGACTGGAATfSAAAGACACCAGCAGAAGTGATGAAAGTCCaaARCCflGGftAAA 
TTCCAAAGAACTCGTGTCCCTCGAGCTGAATCTGGTGATAGCCTTGGTTCTGAAGATCGT 
GATCTTCTTTACAGCATTGATGCATATAGATCTCAAAGATTCAAAGAAACAGAACGTCCA 
TCAATAAAGCAGGTGATTGTTCGGAAGGAAGATGTTACTTCAAAACTGGATGAAAAAAAT 
AATGCCTTTCCTTGTCAAGTTAATATCAAACAGAAAATGCAGGAACTCAATAACGAAATA 
AATATGCAACAGACAGTGATCTATCAAGCTAGCCAGGCTCTTAACTGCTGTGTTGATGAA 
GAACATGGAAAAGGGTCCCTAGAAGAAGCTGAAGCAGAAAGACTTCTTCTAATTGCAACT 
GGGAAGAGAACACTTTTGATTGATGAATTGAATAAATTGAAGAACGAAGGACCTCAGAGG 
AAGAATAAGGCTAGTCCCCAAAGTGAATTTATGCCATCCAAAGGATCAGTTACTTTGTCA 
GAAATCCGCTTGCCTCTAAAAGCAGATTTTGTCTGCAGTACGGTTCKGAAACCAGATGCA 
GCAAATTACTATTACTTAATTATACTAAAAGCAGGAGCTGAAAATATGGTAGCCACACCA 
TTAGCAAGTACTTCAAACTCTCTTAACGGTGATGCTCTGACATTCACTACTACATTTACT 
CTGCAAGATGTATCCAATGACTTTGAAATAAATATTGAAGTTTACAGCTTGGTGCSAAAG 
aAAGATCCCTCAGGCCTTGATAAGAAGRAAAAAACATCCAAGTCCAAGGCTATTACTCCA 
AAGCGACTCCTCACATCTATAACCACAAAAAGCAACATTCATTCTTCAGTCATGGCCAGT 
CCAGGAGGTCTTAGTGCTGTGCGAACCAGCAACTTCGCCCTTGTTGGATCTTACACATTA 
TCATTGTCTTCAGTAGGAAATACTAAGTTTGTTCTGGACAAGGTCCCCTTTTTATCTTCT 
TTGGAAGGTCATATTTATTTAAAAATAAAATGTCAAGTGAATTCCAGTGTTGAAGAAAGA 
GGTTTTCTAACCATATTTGAAGATGTTAGTGGTTTTGGTGCCTGGCATCGAAGA'IGGTGT 
GTTCTTTOTOSAAACTGTATATCTTATTGGACTTATCCAGATGATCAGAAACGCAAGAAT 
CCCATAGGAAGGATAAATCTGGCTAATTGTACCAGTCGTCAGATAGAACCAGCCAACAGA 
GAATTTTGTGCAAGACGCAACACTTTTGAATTAATTACTGTCCX3ACCACAAAGAGAAGAT 
GACCGAGAGACTCTTGTCAGCCAATGCAGGGACACACTCTGTGTTACCAAGAACTGGCTG 
TCTGCAGATACTAAAGAAGAGCGGGATCTCTGGATGCAAAAflCTCAATCAAGTTCTTGTT 
GATATTCGCCTCTGGCAACCTGATGCTTGCTACAAACCTATTGGAAAGCCTTAAACTGGG 
AAATTTCCATGCTATCTAGAGGTTTTTGATGTCATCTTAAGAAACACACTTAAGACSCATC 
AGATTTACTGATTGCATTTTATGCTTTAAGTACGAAAGGGTTTGTCCCAATATTCACTAC 
GTATTATGCAGTATTTATATCTTTTGTATGTAAAACTTTAACTGATTTCTGTCATTCATC 
AATGAGTAGAAGTAAATACATTATAGTTGATTTTGCTAAATCTTAATTTAAAAGCCTCAT 
TTTCCTAISAAATCIAATTATTCAGTTATTCATGACAATATTTTTTTAAAAGTAAGAAATT 
CTGAGTTGTCTTCTTGGAGCTGTAGGTCTTGAAGCAGCAACGTCTTTCAGGGGTTGGAGA 
CAGAAACCCATTCTCCAATCTCAGTAGTTTTTTCGAAAGGCTCTGATCATTTATTGATCG 
TGATATGACTTGTTACTAGGGTACTGAAAAAAATGTCTAAGGCCTTTACAGAAACATTTT 
TAGTAATGAGGATGAGAACTTTTTCAAATA 

=-H 1.0.0_124998 zm73a01.sl Homo sapiens cDMA 3' end as; gi-1578801/// /clone = IMAGE-531240 
/Clone end=3. /gb=AA071438 /gi=157a801 /ug=Hs. 394239 /len=521. Weakly sLila^ to preprokallikreir 
(AA -24 to 236) [Homo sapiens] [H. sapiens] [gnl|UG|Hs)tS481014] [SEQ ID NO-^e lllf 
rrCAmTGCTGCATGGTGGGCTTTATTGAGAACATGGGACAATGTCAiACTCAGTCATTT « J^"' 96-111] 
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TCAGCCATAGTTTCTCTTATCCAGGTGTTGAAATTTAAAACTCTGGTGTAGATACCCGGC 
ACATTGGGTTTACCGCAAGGCTAGGGCCCATGATGTGATACCTTGGAGftACACCATCACA 
GATCAGTGGGCCTCCTGAGTCACCCGCACAAGTGTCTTTGCCTCCATCCATATCTCCTGC 
ACACAACATGTCATCTGTCACCTTCTCTATGTGGGCTTTGGCACAGTCCTCATTAGGCAG 
GAGCTTGAGGTTCACACACTGGAGCTCATCTGGGTATTCATATTTGACGGGTGTAATGCT 



GGGCTTCACAACaTCTGTGATGTCaGCAGGCTTTTTGAGGCGGANAGCATCAGGTCATTG 

CTGTAGTCATCCTCAGGTTGTGGGGTGTGCTCATTCAGGAG . , , ,, 

>M_l.Q.Q_2 04 99 Mus musculus 13 days embryo forelimb cDNA, RIKEN full-length enriched Ixbrary, 
clone :5930412E23iunclassifiable transcript, full insert sequence cr: gi-1286048S/// /cds=UNKNO 
/gb=AK020029 /gi=12aS04a6 /ug=Mm. 45194. /•len=1349 tMou3e_jongleur_201102 .13747 .CI] [SEQ ID NO: 97] 
CTTCAGCCATCCCCAGGTCTAATGGCATGCTGACCAAGTGATTTGCTAACCTGCTCCCTG 
TGTTCCATCTGTTACTTATATGATGTCATATCAGTATGTTACCTGCTGGCCCTTTCTCAA ' 
GTGTCTTTCCTGTATGGTGACAAATAGCCTTCATGTGAATAGCTAAGAATTATGTCATTT 
GTAGTCAGATTTGGGTTTGAGTTACAACTTGTGACTTAATAGTTACACAAGTGTAGTCAG 
ATTAATCTTAACAAGCCTCAGTTTCCTTATCTGTAATTGGAAATAACTTGATTTTTTAAA 
AAGATGAGGTGAGAATGTGAGCCATGGTTAGCAAATGCATGGAGGTGATGAAGGTGCTAG 

ACGCCGACAGTGSGTATGAGiRGAflGAATGATGTCCGTGTACAGTCGCETGCTAGAGGAGG 
TGGAGTCGCTTAACCGGAAGTATGCCCCAGTTTCCTACATGCACaCAGCATGCCTCTGCA 
ATGCCATCATCGCTCTGCTGAAAGTrCCTCTTTCATTTCAGAGATACTTTTTCCAGAAAC 
TACAGTCTACCAGCATCAAGCTTGCTCTGTCACCTTCTCCCCGGAGCCCTGCAGAGCCCA 
TTGCTGTGCAGAATAACCAGCAGCTGGCACTAAAGGTAGAAGGCGTTGTTCAGCACGGAT 
CTAAACCAGGCCTCTTCCGCAGAGTTCAGTCTGTGTGTCTGAATGTTTCCTCCACACTGC 
AGAGTAAATCTGGCCAAGACTACAAGATTCCCATTGATAGCATGACCAATGAGATGGAGC 
AGAGGGTTGAGCCACATAATGATTACTTCAGCACCCAGTTCCTGTTGAACTTTGCTSrCC 
TTGGAACGCACAGCATCACAGTGGAGTCATCXSGTGAGAGATGCCAATGGCATCGTCTGGA 
AGACTGGCCCCAGAACTACTATGTTTGTCAAATCCCTGGAAGACCCCTACTCCCAGCAGA 
TTCGCCTACAGCAGCAGGCCCAGCAGCCTTTGCAGCCACAGCCACAGCCGCaGCCGCAGC 
CTCGCAGTGCCTACACCCGGTTTTAGCTGTGCTACAAGCATACTACTGCCACACTGCACa 
GCCATCAGACTACAAGAAGAGTCTTCCGCATGTGCATTAAGTGTCAATGTTACAGTGTGA 
AATCCAGTATTCACTGATAGCTGTAATGTAACATTCTGGTGAAGTTGTTTTTGTTGTTGT 
TGTTGTTGTTTTCTTAAAAATTTAGTGTAAGAAATAACCTGGCTCTCAGCCAAAATAAAA 
GTGCTTTTTTTTlTT rmTm 'TOGAGACAGGGTTTCTCTGGGTAGCCCTGGCTGTCCT 
GGAACTCACTCTGTAGACCAGGCTAGCCTCAAACTCAGAAATTCACCTGCCTCTGCCTCC 
CAAGTGCTGGGATTAAAGGCGTGCGCCCAAATTTCTTAAACCCAGTCTTGTGTCTCACAC 
TTAGCATTTTTGTTGTATTATTCTTTGTGGTTGGTGAGCTTTTCTTCTTCCAAGAATAGT 
CACAGATCATTGGTAAATTTGACTGTGTCTCTGTCTACCAGAATTATTGTGCTGACTGGC 
CCGACCTGGGGTTTTGAGGCAGGCAGGGAGTACTGTTGAGTCGTGCAGTGCTTGTCCTGG 
GCTGGAGAATGAGGCCTTCACAGAGGCCGCACCTGCCTTCTGGTCTGTGC3GAGCCTGTGG 
GCCACAGQCTCAGCGGCCTGCTGCATTGGCACCTCTTACCCACCTTCTGTCCTGAAGCAA 

TGTTAGTTTATTGTTTTGGTCTTTGATTGACCCAAAAAACAGCTCCAGCTAGAAAGGTTG 

GAAATGAATGTGTTGTTTTTTCTGGTATGTGACTAGTGTGGAGTTCTGATATTTTTTTTC 

TACAAATGGAATGTGGTTCACATATGTCTTCCTGTTTGATGTAAAGGGAACAGATCCTTC 

CCCGCTCTGGTTTCTACTAGATGACGTATTACTCTACACCTGATGTCTAGACAGCTATCT 

CCGAGACGTAACCTCAGCTGGGATGCTCAGGGAACAGACTCTGGCTAGCCAGAAAAGCCC 

TTTTTCTACTTGAGTCATGGTC»GAAACTAaVTGA(»ACACACTGATTCTAGGTTTGATT 

TAACAGTTGACTATGGCTGCTCAGTGCTTTTGGACCACGGTTAATATGATGAGCrGAGCC ' 

TGCCGATACCCCCTGTGGTCATTGGTGTTGGGTGCAGTGGGCTGCTAAGGGCATGAGCCC 

TGGATTTCCCTGTGTAAATAAATCTCCTAATTTCTTTGCTTGTGTTTTACCTTTTTTTTC 

TCTTCAAAGTCATACTGATTCATAAGAGGACTTGACTTTTTTTAAATGGAGTTTGGTTTT 

TGTTTTTTCCTGTCGCATCACCCCAGGGACTGAGAAGTGATCGACAACTTGGGTTCCCCT 

GAGGTCACTTTGCTTTGTGAGATGTTACCTCTGCATAGCCCATTCTGCTTGTCATAGTCT 

GTGCAAGTCTACTGTATCCACTGTAAGTGACCTCCCCCCCCAGCCACCTCAGTGCACATG 

GTGCACAGTCGGCACTTGTTCAGCGTCTGGGGACTGATGCCAAAATGCGAGGGAAGACCC 

GTGCGGAGCCCGTGTCCTTTGCTGGATATGGAAAGAGCTGAGTCAATGTTCCCCTTTGGG 

CTCAGCAGTGAGTCGCGTGTCTCTGTAGAGTCAGCCTCTTAGCAAATGACTGAATTAGGC 

TAGGTCTCTCCACTCTAACrCAGCTTTATCAGGCAACTGGATTAAAAAAAAAAaAGATAG 

TGGTGAAGAAAATIGGGGAAAATGCCAGAGATTGAACTTGGTTGAGGACGCAAGTCCCAC 

TTACTCTGTCACCGGCCTGACTTAGCACCCAGAGGAAGACCCTTTTTTTCTTTCTTTCTT 

TCTTTTTTTTTTTGGAAGACGGGATCCAGGATCTCTCTGTGTAGCCCTGGCTGTCCAACC 

ACTTGCTTATAGACCAGACTjiACCTCTAACTCAGACTGCCTCTGCCTCCTGAGTGCTGGG 

ATTAAAGGCGTGTGCCACCACGCCCAGCCTGTCCTTTTTCACTCTTAAGTAGCTGATATT 

GTAGAGTGAGTTGCAGGTCTCTGGCACTGTTACACAGTAGATTCCAGAAAGAATGTAAAT . 

CTAGTAAGACACTCATTTCTTTTGTGGCCCTCACATTTTATGTTATTAAGATGTTTTGAT 

ACTTGTGGTTATAAACTCTTGGATTCCATGTACTGTGGTGACCCCCAGACCCCAACAGAC 

TTAGAAAACAAATAAAAGCAGGTCCCG ^ ' 

>M_1.0.0_8300 Mus musculus cardiac responsive adriamycin protein (Crap), mRNA cri gi-7304882/// 
[Mouse_-;ongleur_2011D2.4328.Cl] [SEQ ID NO: 98] 
TCAGTCAAGAGGAGGTGAACCTGAGGATGGTCCAGAGGAGGTGAGCCTSAGGGTGGTCCA 
GGGGAGGTGAGTCTGAGGGTGGCCCAGAGGAGGTGGAGTCTGAGGGTGGTCTTGAGGAGA 
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TGAGCCACTGGCCCCTGTAACaGCaGAGTGTTTATCCTCCEAGGAGGCGCTGGGCTTGac 
TAGGCACATCCTTCCTGGACSGCCaTTGGCCTGCCAGCTGCTCAGCATCGGTGATGGGCrC 
CATCACACCAGAGCAAGACGCACTGAGGGTGGGGTAAGGGAGGAGGGAATCTCTCTCCCT 
CTTGAGATCCTTGGCTAGGTGAaSAAGAAAGAGGAGGCAGGCTCTGGTAGGAGGGAGACA 
CATAACCTGGCAGCCTTCTCCGCGGGAAOTGAGOTGTTTCCCTGGGTTCTGGCGTCAGA 
CTGTCCTAGTTGCTCACCCTGATTAGATTGTCCATGACCATCAGGTGATTCTGATGASGA 
CCCATCCCGGAAGGAGCCACAGCTGGGGAATGAGTGTCCCTCCGACCCAGAGTGGGGAAC 
CTGGGGCTCACCACAGTTCACCCCCTCTCCAGGGAGCACAATGGCCTTTCCAGTGAGTGC 
GGAGAGCTGAAGGGGGCTTCCCTGAGCTCTTCCCACTGCACTGCCACTGATAAAAGCAGC 
TGTAGGTTTTGTTTTTGTTTGTGCTAAATATAAACACAACAAGGAAAGACCCATTCGAAG 
GGCTTCCCCGGGGTCATATCCTTGGCTGTCATGTCTGCAGATGGCAGACATGAGTTCCCT 
TTGAGTGCCAAAATGTCTCTCAGTGTTGGTGCCTGTCCTTGCCTGCTTGGCACTGCCAGG 
GAGGCTGTGATGACAGAGCCTTTCAAGGACTGCAAGTAGCAGGGTCCTTTTGCAGAGGTC 
ATGTTCTCTTGGGTGACCCTCCEGATGGACAATTTGGAAAGGCCCCTGAGAGAGCCCCTG 
AGTAGTTTCCATAGCCCTGTTGCTACACGCX3TTTGAATTGTTTTGGCCTGGTTTTCTGGG 
ATCCTCACCGTACTCTGGTTGATGAACTAAGCTGAGACCATAGACATCAGGCTTTCTTTG 



gcacagagtgtatgtgtgcagaaagcctatggaggctctgaagaaggtSgcaggt^ 

TTTGTTGCCAGTTTTATCTCTAGCTTCGTTCAGGGTGGGGAGTTTAGGTGAGCTATGTAA 

gactgtggtgggccttggaattcctagataaggaagtgctaaacggtctcagggcttctg 
ctgctggaggagaggcagaagcgcggtggctgtgagggccaccaaataaggaaggccgtc 
ctttttctccaccttatctgtgtgcatgcc3«3tgagcagagcaatttcctcattctgcgc 
agcatccccaaacatggtttggaagagactgtaggtgcoscgtggagcaggagagtctgt 
gcccacaaamggctcttccctttcttgggggaattcagtttagaaggcttgggcgagct 
ccttctgtgggaaatcatcctgatttcactcttgcagattttcctgacttctctttggtg 
titcccaatgatgttttccaatgagtcattcttggctgtgaggatgattggatctggggg 
tgtttgtatttcttcctjgattcgcatacgccgcggccagcttgtcatctccctcttgggc 
ttcccagacactaagtctggaatgaaaattcacctgcctctgaattggccactggtgggg 
gcaggggtgtgacttggcttcccaggctggaagattatctcacccagccctagctatata 
acgggctggtgtggaggggctccacagggccagttccaggggttcatccacaagagagaa 
aaacatagactcacggctgccaacatgatggtactgagagtagaggagctggtaacaggc 
aaaaagaacagcaatggggccgcaggggaattccttcctggggagttcagaaatggagaa 
tatcaagctgctgttgOTttggagaagcaagaggacctgaagacacttccggccaacagc 
gtgaagcagggggaggaacaacggaaaagcgagaaactgcgagaggcagagctcaaaaag 

AAAASACTAGAACAAAGATCAAAGCTTGAAAACTTAGAAGACCTTGAAATAATTGTTCAA 
CTGAAGAAAAGGAAAAAATACAAGAAAACCAAAGTTCCAGTTGTGAAGGAGCCAGAACCT 
GAAATTATGACTGAACCTGTGGATGTGCC3AGGTTTCTGAAAGCTGCX3CTGGAGAACAAA 
CTGCCAGTTGTAGAGAAATTGGTGTCAGACAAGAACAGCCCCKACGTCTGCGATGAGTAT 
AAACGGACGGCACTCCACCGAGCATGCTTAGAAGGACACTTGGCGATCGTGGAGAAGTTA 
ATGGAGGCTGGAGCCCAGATTGAATTCCGAGATATCCTTGAATCCACAGCCATCCACTGG 
GCATGTCGTGGAGGAAACX3CAGATGTCCTGAAACTGTTGCTGAACAAAGGAGCCAAAATC 
AGTGCCAGAGACAAGCTTCTCAGCACAGCGCTGCaTGTGGCGGTGAGGACTGGTCATTAC 
GAGTGCGCTGAGCACCTCATCGCCTGCGAGGCTGATCTCAATGCCAAGGACAGAGAAGGA 
GACACCCCACTGCATGATGCTGTGAGGCTGAACCGCTATAAGATGATTCGACTCTTGATG 
ACCTTCGGTGCGGACCTCAAGGTCAAGAACTGTGCTGGGAAGACCCCCATGGATCTGGTG 
TTGCACTGGCAGAGTGGAACCAAAGCAATATTCGACAGCCTCAAGGAGAATGCCTACAAG 
AACTCTCGCATAGCTACATTCTGAGAAAAGAGACTCftACAGGAGCTGTTCXSCAGGCATTT 
TTTAAAGCATTTCCCAACAGAAGAGCAACTAGCaATAAAATCCAGCTTTTGTTTGCCAGC 
CAAATAGGGAGAGATGCTCAAAGAAGCTTCAAGAAAGCACTGGGTTGTAGGTGTTAAAAT 
ATCCTCTAGTGATGTTCACCACTTTTATTTATTCCTACCTATTTATTTATTTCATAGCAC 
CAGTATTCAGGCTTTCATGAACATCATTTTGGGGGAGCAAGACTTCATCTGTATGTACAT 
TCAGAGTCTTCCCATAGCTCTTAAACCGTGTGGGTGAATGGTGTCTAATTGCACCCCTTT 
GTGTTCTCACTTGCATAAAGCTATTCAAGGTACTTTTTAAAAGGCAAGGGTTGATCCCCG 
CAGCCCTTCTCTGAATTCTCACTGCTGATATCTGAATGAAGCAACAGAAGGCACGGAGTA 
ACGCAGACGGGAACGGAAGCAGTTCCGCAGGACTCGCGCGGAGGCTCGCCACCCACCCAC 
AGATTTGGTTCGGTTTGGTTGTTTACCAGATCACATGATGTCGATGTCCCAAGGTGAAGG 
CAACGTCAGGAGTGCCGCATGTAGGGAGATGGAGGGAGTAGGCAATGGGGCCAAGGAAAA 
CTGAGTTCGATGAAAGAAGAAATCAAAAGGACACGCGCTGTAAATGTATAAATGTATATT 
GTGTTGTATGTATATTTTATATTTATAATAAATGCAAACTAATTCTCGG 

>M_1.0 0_11385 Mus musculus choline kinase (Chk) , mENA cr: gi-730495a/ '/ 
lMouse_jongleur_201102.6600.Cl] (SEQ ID NO: 99] 
CGACGTCGTCTCCCCGCGOiCTCCCACAACCGCCGCCCXSGCCGGTCAGTGAAGCCGGCGA 

GCCATTCCCCGCGCCGGCCCCCACiAnnrraMr'a'rrv-'llrior'ririsi-'r'n'Priivr.riii-.mo 



TCGTGCTGTGGCCGCCCGa5CCTTCTCGGCCGCTTGTCX:AGCATGAAAACCAAGTTCTGC 
ACCGGGGGCGAGGCCGAGCCGTCGCCTCTCGGGCroCTGCTCAGCTGCGGTCGCAACGCT 
GCCCCGACGCCCGGCGTAGGGCAGCAGCGGGACGCCGCAGGCGAGCTGGAGTCCAAGCAG 
CTTGGTGGCCGAACCCAACCTCTCGCGCTGCCGCCGCCGCCGCCGCCGCCCCTGCCGCTG 
CCCCCGCCGCCATCACCGCCGCTAGCGGACBAACAACCCGAGCCCCGGACCAGGCGCAGG 
GCCTACCTGTGGTGTAAGGAATTCCTGCCCGGAGCCTGGCGAGGCCTTCGOSAGGACCAG 
TTCCACATCAGTGTCATCAGGGGTGGTCTCAGTAACATGCTGTTCCAGTGCTCCCTGCCA 
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ATCTTAAAOATGGGGGCTGAGGCGATGGTTCTGGAGAGTGTTATGTTTGCCaTTCTTGCft 
GAGAGGTCACTTGGGCCAAAACTCTATGGCATCTTTCCCCAAGGCCGACTGGAGCAGTTT 
ATCCCGAGCCGGCGATTGGACACTGAAGAGTTACGTTTACCAGATATTTCTGCAGAAATA 
GCTGAGAAAATGGCCACATTTCATGGTATGAAAATGCCATTCAATAAGGAACCAAAATGG 
CTTITTGGAACAATGGAAAAATACCTGAATCAAGTACTAAGACTCAAATTCAGCAGGGAG 
GCCAGAGTTCAGCAACTGCACAAGATCCTCTCTTACAACCTGCCTCTTGAGCTCGAGAAC 
CTGAG6TCATTGCTGCAGTATACTAGATCTCCAGTTGTATTTTGTCATAATGACTGTCAA 
GAAGGTAATATCTTATTGTTGGAAGGCCAGGAGAACTCTGAAAGGCGGAAGCTGATGCTT 
ATTGACTTTGAGTACflGCAGTTACAATTACaGGGGATTTGACATTGGAAATCATTTCTGT 
GAATGGATGTATGATTATACCTATGAGAAGTATCCTTTCTTCAGAGCGAACATTCAGAAG 
TATCCTTCCCGAAAACAACAGCTCCATTTTATITCCAGTTACTTGACTACATTCCAAAAT 
GATTTTGAAAGCCTCAGTAGTGAAGAGCAGTTTGCTACAAAAGAAGACATGTTGCTTGAA 
GTCAACAGATTTGCTCTTGCCTCTCATTTCCTCTGGGGACTTTGGTCCATTGTACAGGCC 

AAGATCTCATCCATTGAATTTGGGTACATGGAATATGCCCAAGCCAGATTCGAGGCCTAC ' 

TTTGACCAGAAGAGGAAGCTTGGGGTGTGAATGGGGTGGCTCCATTCTTCACCACTGGAC 

TGCGGGAGGCGGCTGCACCAGGCCCTCAGTGGAGCGCTGCTGTGACCACTGCCCTGGGCA 

GAAGGCCTGGATGTCTCACTAGTGAGCACCX3ATGTGTATGATACTACAGACTATATTAAA 

GTGGAGTAACATTTCTTTCATCTTTGTTTACACTCTCACTAGGACTCTGAACCATGATTG 

GAAGCAGAAATATAGTACX3ATAGTGCAATAGCTCAGAACCCGCCTAAACTGAAGGCCTTT 

TGGCTGCATGGCrrACAGCTTTCAGCCACTTACGGCCCCAGCTGGACAGAGCAGTGCTGTG 

TGpGTACTCCAAGTGCTGACTTAGGATATTAATGTGCTGCAACACATTTGTCACCAGGCT 

TTGAAGGTGACAGCCTGACAATGTGTTGGAGACACTTCTGAAGGGCAAGTGAACAGACAT 

ACTGTGAAGTGGCTCAACAGGAGGAGCCTGAGTTGTGGGGTCTATGGATGGCAACCAGCT 

GATTCTGTACAGGGTACACTTGACTGTGGGTATGCAGGTGGCAGCTGCAGCCCTCCTGTG 

CTTGTGTACGCATGACTGCATGGACCAGCACCACTGCCTGGCC7VTAACTTCAGTGTCTCC 

TAACTGGGTGTGCTTTATAGCTCCAGCTTCCTGGGAGGAGCAGTGGAGCCAGCTCCCTCA 

CCCCTTCTTGCCTTCCCTCTGCCTGGCCTGGAACTCGGGCTTCTGCCCATTGCCCTCTGA 

AGCTGCTTCCCATCTGATGTCACTGGGAGACAGCAGCTGTCTGTGGGGTATTGGGGTGCA 

GGTAGATTAGAGCTGTGAAATCCATGTACATTAATACCCAATGGGATAAACTTAGATTTT 

TTTTTTACTCTGAACTCTGAATTGTTTGTGCACATATTTCTGCTACCACCAAGACTGTAT 

TATACAGATAAATAAACAACTTGAAACCTG 

>H_1.0.0_45987 Homo sapiens mutant guanine nucleotide-bindlng protein G(s), alpha suiiunit mRNA, 

complete cds si: gi-3142S36/// [Huraan_jongleur_201102 .cl. 4319 . singlet] tSEQ ID HO: 100] 

ATGGGCTGCCT0GGG7VACAGTAAGACCGAGGACCAGCGCAACGAGGAGAAGGCGCAGCGT 

GAGGCCAGCAGCAGCTACAACCAGACCAACCGCCTGCAGGAGGCTCTCAAeCTCTTCAAG 

AGCATCTGGAACAACAGATGGCTGCGCACCATCTCTGTGATCCTGTTCCTCAACAAGCAA 

GATCTGCTCGCTGAGAAAGTCCTTGCTGGGAAATOGAAGATTGAGGACTACrTTCCAGAA 

TTTGCTCGCTACACTACTCCTGAGGATGCTACTCCCGAGCECGGAGaGGACCCACGCGTG 

ACCaSGGCOiAGTACTTCATTCXSAGATGAGTTTCTGAGGATCAGCSiCTGCCflGTGGAGAT 

GGGCGTCACTACTGCTACCCTCATTTCACCTGCGCTGTGGACACTGAGAACATCCGCCGT 

GTGTTC7lACGACTGCCGTGACArCATTCAGCGCATGCACCTTCGTCAGTACX3AGCTGCTC 

TAA 

>M_1.0.0_53252 AV304517 Mus musculus cDNA, 3' end as: gi-lS393611/// /clone=5730521N16 /clOne_end=3 ' 

/gb=AV304517 /gi=lS393611 /ug=Mra. 73963 /len=SS3 [gnl | UG| Mm#S839272] [SEQ ID NO: 101] 

AATCCAAAAATCAAATTGAGGGGAAAAGGGGACAGAGAGATAGCTCaATGGrTAAAAGCA 

CTTGTTGCTCTTCCAAAGAACTTGAGCTAGATTCCCAGCACCCTCSiAAGTGGTTCATAAA 

ACTGACTTCAGTGTCAGTCATACACAAGTGCAGACACAATATAAATTAACTACAACTTTA 

AAAAGTCAAATACAAGAAACTTCCACGGTATTTTTGTATGTCACTTAACTGTACAATGCA 

TTTTCTAAGGACTAAAATATTGAATTAATACAAAAGTTATAGATACCTAAAGTACCTAAG 

ATGACATGTCAGGAGGGGCGACCTGAAGCCAGCAACAATAGCTGTTCOTTACACCAACGC 

AGTTTCTACTACCAACATCTCTACTGTTCTTTCAAATATGCACTGTGGTGCAAGTTTCAA 

CTTTACTGCTCTATAATAATACCACTAGCTAAGTACCTACTTCCTCACACAAAACAGTTT 

CACCTTTTTGGCTACCGCCCATACACAATGTTACCAAACTTGCTTCAATTGATAAACTAG 

GCATCCCTTAATCCGCTGGGTAATTTTC.TTTGCTACACCTGTAGCAAATCAAGTTATTCT 

GGCAGTCAACC7U\CAACAGAAAACTGCATATTTATCTTGCAATACCATGTATT 

>H_1.0.0_13522 Homo sapiens ATP-binding cassette, sub-family C (CPTR/MRP) , member 10 (ABCCIO) , mRNA 

or: gi-21541819/// [Human_3Ongleur_201102 . 5425 .Cl] [SEQ ID NO: 102] 

TTCTAATGATCCCATCACCAAAGTAGCaAACGTAGTACCCaGGATTTTTTTTTCCTflGTT 

AGTCTTCATGTTAAGTACAATCTTACCTCAAAATTGTTAATGTCTGTGGTTTAAAAAAAA 

ACATGAATCAGAAATGGTGTGGGTAGTTTAGAAAATGAGTTAGGTTCAGGTGGCCGGTTA 

GCTCAGTTGGTCT^GAAAATGAGTTAGGTTCATCTGGGAAGACTTCOTGGGAGAAAAGACC 

CTGGGTTCTGAGGTAAAGTGGAGTAGGGATAAGATGTGCAAGGCAGGAAGGGAGTTGATT 

CCTTAGGTAAGTGAATTATTGGAGGTGAGGGGTATGTCTGGCTCCTGGGTCAGCCACGAT 

GTGCCTCCTTGTCTTCCCCCTTGTCCCCAGGAGTCCAGATTACATCCTACCCTGCAGTCC 

TGGATGGCGCCTCCGACTTGCAGCTTCCTTCCTGCTTTCCGTCTTCCCGCTGCTAGACCT 

TCTTCCAGTTGCTTTGCCACCAGGGGCAGGCCCAGGACCCATAGGGCTAGAGGTGTTGGC 

TTCCCCTCATGGCCACTCCCGGGGTCCCTTGGCCTTGGCCCTGGTAGCCTTGCTGCCAGC 
TCCAGCCCTAGTGCTGACCGTGTTGTGGCATTGCCaGCGAGGCACaCTTCTGCCCCCACT 
TCTCKCAOGGCCCATGGCCCGCCTATGCTTGCTCATCCTGCAGCTGGCTCCACTCTTCGC 
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CCTGCCCGAGGAGCAAGAACCTGAGGTGGCTGAAGATGGGGAGAGTCTGTCACGCTTTTC 

GGACATTTGCCGCCTCCCCCACAGACTGCAGCCAACCTACCTGGCTCGTGTCTTCCAGGC 
ACACTGGCAGGAGGGGGCACGGCTGTGGAGGGCCTTGTATGGGGCCTTTGGACGGTGCTA 
TCTGGCACTTGGACTGCTGAAGCTGGTGGGGACCATGTTGGGATTCTCAGGGCCCCTGTT 
GCTCTCCCTACTGGTGGGCTTCCTGGAAGAGGGGCAGGAGCCACTAAGCCaCGGCCTGCT 
CTATGCTCTGGGGCTAGCCGGTGGGGCTGTGCTGGGTGCTGTGCTGCAGAATCAGTATGG 



TGGTCTCATCTTGGGACTGCTGCTGGTACCCGTCAACAAAGTGATTGCCACCCX3CATCAT 
GGCCAGCAACCAGGAAATGCTACAGCACAAGGATGCGCGGGT-TAAGCTTGTGACAGAGCT 
GCTGAGTGGCATTCGGGTCATCAAGTTCTGCGGGTGGGAGCAGGCACTGGGAGCCCGAGT 
AGAGGCCTGCCGGGCTCGAGAGCTGGGGCGACTCCGGGTCATCAARTACCTGGATGCGGC 
CTGTGTATACCTGTGGGCTGCCCTACOGGTTGTCATCTCCATCGTTATCTTCATCACCTA 
TGTCCTCATGGGGCACCAGCTCACTGCCACCAAGGTGTTCACGGCCCTGGCACTGGTGCG 
AATGCTCATTCTTCCTCTCAACAACTTCCCTTGGGTGATCAATGGTCTCCTGGAGGCCAA 
AGTGTCCTTGGACCGGATCCAGCTTTTCCTCGACCTTCCAAACCACAACCCCCAGGCCTA 
CTACAGCCCAGATTGTGGTAGATTAGGAGCCCAAATCAAGTGGCTTCTCTGTTCAGATCC 

TGGAACCAGCCTGGAGACCTTCATCAGTCATCTCGAAGTGftAASAGGGTATGCTGGTGGG 
CACCGTGGGGAAGGTCGGCTGTGGGAAGAGCTCCCTGCTGGCTGCCATCGCTGGAGAGCT 
CCACAGGCTGCGTGGGCATGTGGCAGTGCGGGGGCTGTCC3\AGGGCTTTGGCCTGGCCAC 
CCAGGAACCCTGGATCCAGTTTGCCACCATCCGAGACAACATCCTCTTTGGGAAGACATT 

TGATGCACAGCTGTACAAGGAGGTGCTAGAAGCCTGCGCCCTCAATGATGACCTCAGTAT 
CCTGCCTGCTGGAGACCAGACAGAGGTGGGGGAGAAGGGTGTCACCCTTAGCGGAGGACA 

TGACCCTCTGGCCGCTGTGGATGCAGATGTGGCCAACCACCCGCTGCACAGGTGCATCCT 



ggctgacgcx3gtgctgctgatggaggccgggcgcctcatccgggctggacctccccctga 
gattctgccactggtacaagctgtccccaasgcctgggctgagaatggacaagagtctga 
ctcagccacagcccagSSagtacagaacccagagaaaacaaaggaggggctggaggagga 
gcagagcacatctggtcgcctgctgcaggasgaaagcaagaaggagggcggcgtggcctt 
gcacgtgtaccaagcttactggaaggccqtgggccagggcttggccttagccaccctctt 

ctctcagctgaaggctgagaatagctcccaggaggcgcaaccctccaccagcccagcttc 
tatggggctcttctctccgcagctgctcctcttttcccctggaaacctctacatcccagt 
gttcccactgcccaaagctgcccccaatggctcgtcagacatccgtttctacctcaccgt 
gtatgcgaccattgctggtgtaaattccctctgcacccttctccgggcagtgctctttgc 
agcaggcacccttcaagcagctgccactctgcatcgccgcctgctgcatogagtccttat 
ggcaccagtgactttcttcaatgccacacccacgggccggatcctaaacogcttctcctt 
tgatgtggcctgtgcggatgacagcctgcccttcatcctcaacatcctcctggccracgc 



GCTGCCGCCTTTGAGCATCATGTACTATCACGTGCAGCGCCACTACAGGGCCTCCTCACG 
GGAGCTGCGGCGCCTGGGCAGCCTCA(XCrGTCTCCACTGTATAGCCaTCTGGCCGATAC 

CCTGCGACTCCTTGAGCTAAACCAGAGGTGCCAGTTTGCCACCAGTGCCACAATGCAGTG 

GCTGGACATTCGGCTACAGCTCATGGGGGCGGCTGTGGTCAGCGCTATOGCAGGCATCGC 

TCTGGTGCAGCACCAGCAGGGCCTCGCTAACCCAGGGCTGGTGGGCTTGTCGCTGTCTTA 

TGCCCTGTCCCTGACGGGCCTGCTCTCGGGCCTGGTGAGCAGCTTCACACaGACAGAGGC 

CATGCTGGTGAGCGTCGAGCGGCTGGAAGAGTACACCTGTGACCTGCCCCAGGAACCCCA 

GGGCCAGCCACTGCAGCTGGGCACCGGCTGGCTGACCCAGGGGGGCGTGGAGTTCCAGGA 

CGTGGTGTTGGCGTACCGGCCAGGGCTGCCGAATGCCCTGGATGGAGTGACCTTCTGCGT 

GCAGCCTGGAGAGAAGGTCGGCATCGTGGGACGGACCGGCTCCGGCAAGTCTTCCCTGTT 

GrrGGTGCTCTTCCGGCTGCTAGAGCCCAGTTCAGGGCGAGTGCTGCTGGACGGCGTGGA 

CACCAGCCAGCTGGAGCTGGCCCAGCTCAGATCCCAGTTGGCTATCATCCCCCAGGAGCC 

CTTTTTGTTCAGTGGGACTGTTCGGGAAAACCTGGACCCCCAGGGCCTACATAAGGACAG . 

GGCCTTGTGGCAGGCCCTGAAGCAGTGCCACCTGAGTGAGGTGATTACATCCATGGGTGG 

TCTGGATGGTGAGCTGGGTGAGGGGGGCCGGAGCTTATCTCTTGGGCaGAGGCAGCTGTT 

GTGTTTGGCCAGGGCTCTCCTCACAGATGCCAAGATCCTGTGTATCGATGAGGCCACAGC 

AAGTGTGGACCAGAAGACAGACCAGCTGCTCCAGCAGACCATCTGCAAAOGCTTTGCCAA 

CAAGACAGTGCTGACCATTGCCCATAGGCTCAACACGATCCTGAACTCAGACCGGGTGCT 

GGTGCTACAAGCGGAGAGAGTGGTAGAGCTGGACTCCCCGGCCACCCTGOGCAACCAGCC 

CCACTCCCTGTTCCAGCAGCTGCTGCAGAGCTGCCAGCAGGGAGTCCCTGCCTCACTCAG 

AGGTCCCTGAGCCCAATCCCACACCCTGCAGAGTTCTCCCCTCTCTCTGATCCAGGCCGG 

GCCTATACAGAGGTGCTGGCTGCTTGTTTACATTCTCCTCTGGGGCTCTACCTCTCCACA 

CTTCCCCAGAAGGGAAAAGGGCACCCTGGATTACTCTTTGGAAATCACTCCTTGGTGGGC 

AGCATCCTGAGGCTTCCCCAGAACXZAGGCCTCTGCTCTGGCCCTCTTGCATCTGGAACGC 

CAGGTGGGTTTTTCTGGCATAGGAGCCCACTTGCATTTTCATAGTTTTATTTGATAAAAT 
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TCCATCTTACATTCTGTGTATTAAAAAMTAATATTTCTGGTGT 

>H_1.Q.0_15053 Homo sapiens hypothetical protein FLJ10815 (FLJ10815) , mRNA cr: gi-8922<:91/// 
[Human_jongleur_201102 . 6327 .CI] [SEQ ID NO: 103] 
ATGTGATGCATGCTCACGTGTCTCCGCAGCCGGCTCGGGAAAGAATCCCCCARGCTCCAT 
5 TTCATGAGTAAGCGTGAGAGCCGCTCAGTTTCCTCCAGCTCTGCTGARGCCAGCACAGAA 
GTAGCCCAAACTCTTCCCTCTGCTGACAGCAAATTTTAGGCAAAGTCTTGAGAAAGAAGA 
AATTGGGTCCAGAAAGGGAAGTGAGGAGAATCAGATCCCAGACCTTTGGGGAGAAGGAGC 
AACCGCCTCTGGCACAGCCCATCAGGGAGAAAGAGCAGGTTGAGAAGAGTCCTAAGCTAA 
CAGCCCCAAACAGGTGGGTGTTGCTCAGCTCCCTGAGGCATGTGGTTGTAAGGCAGARCC 
1 0 CACAGACCTTGCAGGAAGAAGGCTCTCGGGGCCATGGCCCAGGTCAGCATCAACAATGAC 
TAC3U3CX5AGTGGGACTTGAGCACGGATGCCGGGGAGCGGGCTCGGCTGCTGCAGAGTCCC 

ACCACTTCCACACTTGGGGCCATCTTCATCGTCGTCAACGCGTGCCTGGGTGCAGGGTTA 

1 5 ATGGGTATGCTGGTTTTCATCATCAGTGGCCTTGTCATCCTGGCCTACTGCTCCCAGGCC 

AGCAATGAGAGGACCTACCAGGAGGTGGTATGGGCTGTGTGTGGCAAGCTGACAGGTGTG 

CTATGTGAGGTGGCCATCGCTGTCTACACCTTTGGCACCTGCATTGCCTTCCTAATCATC 

ATTGGCGACCAGCAGGACAAGATTATAGCTGTGATGGCGAAAGAGCCGGAGGGGGCCAGC 

GGCKCTTGGTACACAGACCGCAAGTTCACCATCAGCCTCACTGCCTTCCTCTTCATCCTG 
20 CCCCTCTCCATCCCCAGGGAGATTGGTTTCCAGAAATATGCCAGCTTCCTGAGCGTCGTG 

GGTACCTGGTACGTCACAGCCATCGTTATCATCAAGTACATCTGGCCAGATAAAGAGATG 

ACCCCAGGGAACATCCTGACCAGGCCGGCTTCCTGGATGGCTGTGTTCAATGCCATGCCC 

ACCATCTGCTTCGGATTTCAGTGCCACGTCAGCAGTGTGCCCGTCTTCAACAGCATGCAG 

CAGCCTGAAGTGAAGACCTGGGGTGGAGTGGTGACAGCTGCCATGGTCATAGCCCTCGCT 
25 GTCTACATGGGGACAGGCATCTGTGGCTTCCTGACCTTTGGAGCTGCTGTGGATCCTGAC 

GTGCTCCTGTCCTATCCCTCGGAGGACATGGCCGTGGCCGTTGCCCGAGCCTTCATCATC 

CTGAGCGTGCTCACCTCCTACCCTATCCTGCACTTCTGTGGGCGGGCGGTGGTGGAAGGC 

CTGTGGCTGCGCTACCAGGGGGTGCCAGTGGAGGAGGACGTGGGGCGGGAGCGGCGGCGG 

CGAGTGCTGCAGACGCTGGTCTGGTTCCTGCTCACCCTGCTGCTGGCGCTCTTCATCCCT 
30 GACATCGGCAAGGTGATCTCAGTCATTGGAGGCCTGGCCGCCTGCTTCATCTTCGTCTTC 

CCAGGGCTGTGCCTCATTCAAGCCAAACTCTCTGAGATGGAAGAGGTCAAACCAGCCAGC 



CAGACCACAGCCAACGCCATCTTTGTGGATCTCTTGGCATAACCACTGCCTCCCAGGGAA 
CACAAGGCCTTTGCCAf^GGTCGCAGGAACCCATCTCTTAGAGCTATGGGGCCATTCTTA 
35 GTCCACGATCATTCCAACTGGTGGGATGACATCCGGACATCCTCTTCCAGGGACTGGGGC 

TGGCAGTGCCGTGGATGGCGGCAGGAAGTCTCACATCSiTAGAGGACCCCTCCTCCTCTCC 

CAGTTCTCAACTTCTCEATGCCTGGAATCCACGGGTGAAGAGaGTCGGTAGATCTCATAA 

GAAflGAATCCAGTCTGACTTCCCTCTGGAGAATGACTATGGACAGAAGGCCACCATCCTC 
40 CACAGAGCACCCTGTCCTGAGTAGGGGTTGTGCTCATTACCCCAGGCCAGTGGTAGCTTC 

CTCAGGAGCCTGGCCACTTCCAAAGGTAGCACTGAAGTCGTGCAAATACATAGTCAGGTA 

GATTCAGACCTTGTCCACACCTTCCTGGGCAACCCCCACCATGAACCTGTCAGCCTCTTT 

CCCATAGCTAATAGACATTTCCCAGGCCTTGAGGGGCCCCACCCTGTCTCTTTCATCAAA 

CCTGATCGTCCAGGCTGGGCATCCCTCTCCTCCTCCATCCCCAGACATCACCAGGTCTAA 
45 TGTTTACAAACGGTGCCAGCCCGGCTCTGAAGCCAAGGGCCGTCCCGTGCCACGGTGCTG 

TGAGTATTCCTCCGTTAGCTTTCCCCATAAGGTTGGGAGTATCTGCTTTTGTGTCTGAGA 

TGGGCCCGTCTTTTCAGAGGCCGCAGGGTGGGTGATGGAGAAGGCTGAGAACCTTTCAGA 

CCCTCTGTGTGGGCTGGGCTGGTCAGAATCAGGGTGTACCTCCCCGACACCTTCTTTTTC ■ 
50 ACTACCCAGAGAC 

>gi|4483340|gb|AI550977.l|AI550977 vjigdOS.yl Barstead mouse irradiated colon MPLRB7.Mus muaculus 
□DNA clone IMAGE: 922185 5', mRNA sequence [SEQ ID- NO: 104] 
AATTCGTCSACATGCAGTGGCACCAAGAAACCAAACTTGGGCTGGTGACGTGGTTCAGCA 
GAGCTTGTCACCAAGTCTGATGACCTCAGTCCAATCCCTGGGACCCACACAGATGGAGAG 

CCCAAATACACAAATAAATGTAAATTAGTCATA 

>H_1.0.0_37455 Homo sapiens mRNA £or putative 40-S-3 protein si: gi-lS216167/// 
[Human_jongleur_201102.cl. 56. singlet) [SEQ ID NO: 105] 
TGGTGTTTCGTCCAGAAGTTTCCCCCTTGGCGGTGGIGGAGGTGGTAACCGTGATAGTAG 
60 CAGCTCCGGCGGCAGCAACAGCGACTACGAGGGATGGCGGCGGCTGCAGCAGGAACTGCA 
ACATCCCAGAGGTTTTTCCAGAGCTTCTCGGATGCCCTAATCGACGAGGACCCCCAGGCG 
GCGTTAGAGGAGCTGACTAAGGCTTTGGAACAGAAACCAGATGATGCACAGTATTATTGT 
CAAAGAGCTTATTGTCACATTCTTCTTGGGAATTACTGTGTTGCTGTTGCTGATGCAAAG 
AAGTCTCTAGAACTCAATCCAAATAATTCCACTGCTATGCTGAGAAAAGGAATATGTGAA 



AGTGCAGATGCTAATTTCAGTGTCTGGATTAAAAGGTGTCTVAGAAGCTCAGAATGGCTCA 
GAATCTGAGGTGTGGACTCATCAGTCAAAAATCAAGTATGACTGGTATCAAACAGAATCT 
CAAGTAGTCATTACACTTATGATCAAGAATGTTCAGAAGAATGATGTAAATGTGGAATTT 
TCAGAAAAAGAGTTGTCTGCTTTGGTTAAACTTCCTTCTGGAGAGGATTACAATTTGAAA 
70 CTGGAACTTCTTCATCCTATAATACCAGAACAGAGCACGTTTAAAGTACTTTCAACAAAG 
ATTGAAATTAAACTGAAAAAGCCAGAGGCTGTGAGArGGGAAAAGCTAGAGGGGCAAGGA 
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GATGTGCCTACGCCAAAACAATTCGTAGCAGATGTAAAGAACCTATATCCATCATCATCT 
CCTTATACAAGAAATTGGGATAAATTGGTTGGTGAGATCAAAGAAGAAGAAAAGAATGAA 
AAGTTGGAGGGAGATGCAGCTTTAAACAGATTATTTCAGCAGATCTATTCAGATGGTTCT 
GATGAAGTGAAACGTGCCATGAACAAATCCTTTATGGAGTCGGGTGGTACAGTTTTGAGT 
ACCAACTGGTCTGATGTAGGTAAAAGGAAAGTTGAAATCAATCCTCCTGATGATATGGAA 
TGGAAAAAGTACTAAATAAATTAATTTGCTCTCATCGTATTGTGTATATTCACCTAATGC 
CCATTGTGTATTGATATTGCATTCTTGAATTTTGAACACTGAATATCTTTTTGAAAGATT 
ATACTTCTTTACCTCTTTGTGCTTTAGAAATTATTTTCCTTCAAGTGTTCAAGTCTAATG 
AAGAATGAAGATAACRTTTTATCACrrCTGTCCTTAAAGATTTCAGACATGGTGAAACTG 
AATAAAGCATGTCaTTTGCTCCTAGATAGATTCATTCTATCTAGTTGTGGGGATGGAGAA 
ATCTTTARTGGTATAGTTGTGGGGATGGAGAAATCTTTARTGGTATATTTTCGGTTATTG 
CCTTATTTTTGATACAGTATTCTGTCAGTAATTTATTAGACCTGGCAGCTTTGGGTGAGC 
TTAGATTTTTCACCTTCAGTGTTACATTGTGTTTGCTTTTAAAAACTGCTTTTGA 
>M_1.0.0_1S014 Mus musculus zinc finger protein 101 (ZfplOl) , 
[Mouae_jongleur_201102.9115.C3] [SEQ ID NO: lOS] 
GAATCCCGTGTAGCTTTTGTGAGGTGTTGTGACAGCTGGTTTCAGTCAGTGCCACCTATT 
TTGTCGGCAGGCTCTTCCGAAGACCCCGCATGCGTCCGAAGCTGGAAATGGAACCAGTGA 
CCTTTGAGGATGTGGCTGTGAACTTCACCTCAGGAGAGTGGACTTTGTTGGATTCCAGTC 
AAAAGAAGCTCTACAGAGATGTGATGAAGGAAAACTTTTTGAACCTGATCTCCATAGAGA 
AAACACAAGAAGAAAATGTTGAAGAGGACTACCAAAATCTCAGAACTCAAGTGATTGAGA 
AAGATGGTGAATGTGAACGTGGTTGTCAATGTGAACAAACCCAGGCaCAGAGTCCGGAGT 



GAAACGTCaTTGGTAATTCACCCTGGGATGTACaCCTCAGTGGTCAAAOTCAAGAGAAAC 
CATTTGAGTGTAAGGAACCTGTGGAGAAGGCTTTTAAACCTGAGGAATGCTGGGAAGATA 
TGGGTCATTCTARGGCATTTCAGGTTCATGGAAGTTCTCGAGAGAAATCETATGAAAATC 

ATGGAAATAAAAACAATGAGAATACCTTTATGAAGTGTACATCTGACCAGATCGATGAAA 
AACTCCACAGTGAAGTAAAGCCATTTGTGTGTAAGCAGTGTGGAGAAGCCTTTGTTAATT 
CCAGTCACCTTATCAGTCATGAGCGAATTCATATTGTAGAAAAGTGTTATATTTGCAAAC 
AGTGTGGGAAAACATTTAGATATTTGTCATGCTTCCAARAACATGAAAGAATTCACAGTG 
GAGAGAGGCCTTATGTGTGTGAGCAATGTGGGAAAGGATTTATTCAGTTGAAATACCTTC 
TCATGCACCAAflGGAGTCATGGAGAGAATTCTTATGAATGTftaACATTGTGAAAAAGTCT 
TCACTATTTCCAGTGTCCATAATGTTCATGAAGATATTCAAGATGGAGACAAGCCATATT 
CATGCACACATTGTGGGAAAGCTTTCTCTAGTCCCAGTGACTATAATAGTTGTGAAAGAA 
TTCACACTCSGAGAGAATCCCTTTGTATGTAAGAAATGTGGGAAAGCCTTCAAACXSTTTGG 
GGCATTTTATGAATCATGAAAGGATTCACACTGGAGAGAAGCCTTATGCCTGCAAACATT 
GTGGAAAAGCCTTCacCAGTTCCAGTGACCGGAACAGTCATGAAAGAATTCACACTGGAG 
AGAAACCCTTTGTCTGTAAAACCTGTGGGAAAGCCTTCAGTCGTTCTGATTATCTTATCA 
ATCATAAAAGGATTCATACCGGAGAGAAGCCTTATCCGTGTAAGTATTGTGGGAAAGCCT 
TTGCCACTTCCAGTGACAGAAACAGTCATGAAAGAATTCATACTGGTGAGAGATCCTTTC 



; gi-6S78G2B/// 



TTCACACTGGAGAGAAGCCTTATGCCTGCAAACATTGTGGAAAAGCTTTCACTACTTCAA 
GTGCCCGCAACAGTCATGAAAGAATTCACACTGGAGAGAAGCCGTATACATGTAAGCATT 
GCACAAAAACTTTTACCACTTCCAGTACCCGTAACAGTCATGAAAAAACTCACACTGCAG 
AGAAGCATTTTGaSTGTAACCTTTGTGGGAAAACCTTCAACAGTCAGAGTTCCTATTACA 
CTCATAAAAAAATACACTCTATGAAAGAGAAACTTTATGTATGTAAACACTGTGGGAAAG 
AATTCACTTACTGTGGTAATTTCCTTARGCATGAAAGAAGTCACACCATGGAAACATTAT 
CCATATGAACAATAGGTAAAAGCATTTCTGGGTCCTACATCCCATTAGAAACCTATATAA 
AAATCTCACAGTACfiGAACTTGTATAACTATAAACTGTGTGGTCAACTTGCCTTTATTGT 
GAGGTATGGAftAAaGTTTGGGTGGGCCACGCGAGATAGCTTAGCTAGTCATGGTTCTTTA 
GGATAGCCTGATTTTGATTTTAACCCTGAAACTCACATGGAGTTCCCAAAAGTTGTCTTC 
TGAGTTCCACATGTACAACATTGAATGTATTTGTGTATGTCCACAAATAAAGTAAATAAA 
TGGAGTGCTAARCRAGAAAAAAATGAAAACATGTTGRAGTGGAAACAGACATGACCAGCA 
AAAATGTAATTTTAGCCCTAAAATACCAGCATATGTAGGATGAAATCCTGTTCCCATACA 
TATTTTGATGTCTATCTGCTTTCCTTACAGGTAGGGTAGGAGGCTAGCAAAATACAGTAT 
CTAATCCAGGACATTTGAATAGCACTTAGGACTTTTAAGGTGAGCCTGTTCCAACCAAAT 
GTAAATTTTAAAGAGAAAATAAAGCTGTGTGATTGAAATAGAATGTTTTCATGTAGTTAA 
ATCATATAAGGAGAATTTAAGTTTGTATATTTTAGAAATAACCTGAAAGAAGAACAATAA 
AATTTTAGCATTTTGATCTTTGGTTCATTCCCaCAC3««3ACTGATTTTTGCTTTTTTGTT 
TGTAATCTTGGAGTTGAGATTTGCTTARTA 

sH_l . 0 . 0_44847 Homo sapiens cDNA FLJ906S9 ■ f is, clone PIiACE1005519, moderately similar to Homo 
sapiens STE20-like kinase 3 (rast-3) mRNA si: gi-22761052/// [miman_jongleur_201102 . cl .3539 , singlet] 
[SEQ ID NOi 107] 

ATCACTCGAGCCCAGGTCCCAGCCACCACCACTCACAGCGCTCGGCGTTCAGGAAGAGGA 
GCAGCAGCGGAGGCGGCTGCTTCAGCGGCGGGCGGGCGCCAGAAAGGCCCCGATCGAAAA 
GCCTGGGAGGGCCGCCGAACTACCCCCGGAGGGAGGAGCCAGTCCGAACCCAAGGCGCCA 
CCGCCGCAGAAGCGGAGCGAGGCAGCATTCGCCTCCATGGCCCACTCGCCGGTGGCTGTC 
CAAGTGCCTGGGATGCAGAATAACATAGCTGATCCAGAAGAACTGTTCACAAAATTAGAG 
CGCATTGGGAAAGGCTCATTTGGGGAAGTTTTCAAAGGAATTGATAACCGTACCCAGCAA 
GTCGTTGCTATTAAAATCATAGACCTTGAGGAAGCCGAAGATGAAATAGAAGACATTCAG 
CAAGAAATAACTGTCITGAGTCAATGTGACAGCTCATATGTAACAAAATACTATGGGTCA 
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GATCTTCTTCGAGCTGGTCCATTTGATGAGTTCCTWSATTGCTACCATGCTAAAGGAAATT 
TTAAAAGGTCTGGACTATCTGCATTCAGAAAAGAAAATTCACCGAGACaTAAAAGCTGCC 
AATGTCTTGCTCTCAGAACAAGGAGATGTTAAACTTGCTGATTTTGGAGTTGCTGGTCAG 

GAAGTTATTCAACAGTCAGCTTATGACTCAAAAGCTGACATTTGGTCATTGGGAATTACT 
GCTATTGAACTAGCCAAGGGAGAGCCACCTAACTCCGATATGCATCCAATGAGAGTTCTG 
TTTCTTATTCCCAAAAACAATCCTCCAACTCTTGTTGGAGACTTTACTAAGTCTTTTAAG 
GAGTTTATTGATGCTTGCCTGAACAAAGATCCaTCATTTCGTCCTACAGCAAAAGARCTT 
CTGAAACACAAATTCATTGTAAAAAATTCAAAGAAGACTTCTTATCTGACTGAACTGATA 
GATCGTTTTAAGAGATGGAAGGCAGAAGGACACAGTGATGATGAATCTGATTCCGAGGGC 

GTACGAAAGAAGCCTGATCCAAAGAASGTACAGAATGGGGCACAGGACGAGAATAACGCT 
AGCAGGAATCAGGCGATTGAAGAACTCGAGAAAAGTATTGCTGTGGCTGAAGCCGCCTGT 
CCCGGCATCACAGATAAAATGGTGAAGAAACTAATTGAAAAATTTCAAAAGTGTTCAGCA 
GACGAATCCCCCTAAGAAACTTATTATTGGCTTCTGTTTCATATGGACCCAGAGAGCCCC 

TTTGCAACACTGAAGATTTGGAAGAAGCTATTAAACTATTTTGTGATGGCGTTTATCATT 
TTATATTTTGAAAGGATTATTTTGTAAGGTATAACTTTTAATACTATAGTTTCACCTGTA 
TTCTAGTAAATGTTGAGACACCGTTTTGCTTTTAAGTATCCCTATTTCTTAAGTTACGAG 
GATGAATACCTTTCACATTTTGATCTTTAGTTGACTCTACAGTCATGAAACATACAGGTC 
TTTCAAAGTCATTCTCAATATTaVGCTTTTGTAAATTATCAAGCTTCAAAAAGCTTTTTT 



IVATTTAAGTAAAGTCTTTTAAATGAAACCrGTAAAAGTATT 
GACTCTTCTACCAAGTTGGTATGATATTCCAGGCAGCTCAATGATTATCACATTTGAGAC 
CCTGTGTTTGAAGCATTTACAGGCAATGTACRGCAACAGAGGTACCTCTTGGTGTATAGT 
ATTTACATTCTCTTTTAGGTAGAAGAGGCAATTTTACCCTTATTTCACATGGTTAGAAAT 
TTAAAGCAAGATCATTTACCCAAGGATAGGTGTTTGGTAATGTTGAAGGAGTTAGTCTGG 
CTTCATGTTTTACATCTTCAACTAAAATCCCATACTATCTGCTTGGATTTGGAGAGCCAA 
AAAATAAAGCTGATTGTCATGTGATTAAATATCTGATCAACAGGTATGAATATAACTTAA 
ATCRGCATATTTTTGCCATGGTAATAAATTGTCCTATAAACTATTTATATATTTTTGTTC 
TTCRTAATTATCACTAATftAGCATCAGTTTGTTGTTTTTAAAAGGATATTTAAGTGAGCA 
TTTTCTAGTTCATATGAAaATAACCATAGTACAGGATGATTTCTGTCCACACAAAGGTIA 
AATTAGATTGCACAG'riliATTTTCACTTATATTTATGGTACTATTATGTGGGTGATGCCT 
TTTTCTTTTAAGCCCAGTACATATATTATGCCTGCCTAAGTTCTGAACTGGGGCTGTATT 
TCS«TAGTTGTAGAATTATTGATATTTAGTTTTGATAGCTAATGTTTAATTGTTTGGATC 
TGCaCAGTTTGGTTTTTGCACAAAAGTCATTTAAAAAAATCTt3AGTAATTGTCAAATATT 
AAAAGAAAGATATTCTTCCTGTAAGGAATACAGTTTTTAGTCAAAGTGGCEATTACATCC 
TCTTTTTAATTTACATAATACAGATACTTGAGAAAGTTGTTGTGGTGTTGTATGCCAAGA 
AAATTCTTTTTATTGGTGCCTATATTGTAACAATTATTTTTAATGCATTGTATTTTGAAG 
TAACGGTTCAGTTAAATTTTTCACCTGCTGTGTAACTGAAACACAATTACAGTTTATAAT 
CATCTGTAGAAGTCTGGAGATAATTTTGCAACTCATGTTATGGGTTAAATGAATATTTTT 
GTAAAAGTAAAAGCAACAAATTTATAAATTGATTATTTGAAACTTTACAACACAATTGCA 
TCCCAAATACAAATTGTATTGCTTATTCATTATAGCTATTCGTCCTGTAATCTGTTTCTA 
GGTGAAGCATACTCCAGTGTTTTAGGGGTTTTGAAAATAAATATTTAAATTTCACAGTC 

>H 1.0.a_30479 Homo sapiens mRNA; cDNA DKFZp667B083 (from clone DKFZp6S7B083) cr: gi-19584391/// 

/gb=AL7a3S86 /gi=19584391 /ug=Hs . 184492 /len=3460 [Human Jongleur_201102 . 16601 -CI] [SEQ ID NO: 108] 

GGCGTTTATAAATAACTAGTTTACAGAGAGAATCACAAACAGGATAACTTAGTACCAGCA 

GTTTTTAACCTTGACGTGAGACTAAAACGTGACCGTAGGCTGTTTTTTAGTTATTGCTCT 

CATGAGATGATGGCTGTATTTATCTGTTTATTTATACCTATTTATGTATTTATTTATTGA 

AGTGTGAAATTGAGCAATAGGCAGGCACCACCGTCCCCAGAGCAGGTCAGCGTCTCGAGA 

GGCCCCTGGACAATTGAGGATGCCCATCCCCTCCCCTTTCCCTGATCTTTTACTGAGGGG 

CTGTGTGCGCGATCCTTGCAAATTGATGATGTTGCCATCCGTACCCAGGCTGTGTCTCAT 

AAAAGTCGGCCTGGTGCCAGAGAGGACCTCCTTTCTCCCACAGAATCCCAGATCCTCAGG 

AAAAGCCAAAACCGAGGCCCATTGCCCGGATTCGACACAAAAGAGGGTCCCTGCTCTGTT 

GCCCGAGAGCAGTCTGCATCCTGGGACCAGAATGCTTTCCTGGAAAAAGAAGCCTTTCAG 

GTTTCCCTGGGCCAGCATCTTCTGATGGAAGGTGGGAGCCAACACCCTTCTGATGGAAfiG 

TGGGAGCCAACACCCTTCTGATGGAAGGTGGGAGCCAACaCCCTTCTGATGGAAGGTGGG 

AGCCAACACCCTTCTGATGGAAGGTGGGAGCCAACACCCTTCTGATGGAAGGCGGGATTC 

CCGCTTCTGAAACTCCCCCTGGAGTCTCACTCCCACACATGCCCATAGCTAGCATTCAAC 

AGAGAACTCTGTCTTAAGCTTCAACTGTGAAAATCATGACGGGCTTGTAGCACCTCAfiCT 

TCTTTCCTCGCCCCCTTTTATCTGAATCCTATCAATTATTCTGATGCTGGGACAGGTGAG 

AAGAAACTGTGAAGTATATGAGCCTTTGAAAGTTCCCTGAAGTTTCTCACTTCAGGAACA 

TTCTCATTG-TATGTGGTCTCCGCTGTTTGAACAGCCTTCTAGCTAAAAAyjTCCRAAGCC 

TTTATTTGGGAGTCTTAGCTTGCAAGCTTGTGGAAGGATTTAGCTTAACAACTGTCACTC 

CTGAAAAGCAATCTCTGTTCCATCAAGGTTCTAGTTGCTGGCCCTGTGTCCTCAAAGTTC ■ - 

ATTACATCTTATCAAGGCCTGTTTGCAAAGGGGAGATCCCTTTTCTTAAAAAAGGCTCAA 

CCCAAAAGAAACCATTTCTTAj:AAAATTTTACATAGATCAGTTGTATTTCTATTTAGCAA 

AAATGAGTGCTCTGCTTTTATTTGGGAATTTCGATGAAAAAGCGTTCAGAGTAGATAATG 

TTCATTTATCAAAAATCTGGTTTGGGAAATACCSU^GAGGCTTTGATTGAATTCCCTTTT 

GACCCGTGTGTAACTTCCTCTGGTAGTTAGACCCCAGGC7VGCTCCGAATTTGTGAACCTG 
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iTTTCGTTTTCAGTGTA 



ATTTGCCAAGCCGCAGTTTTCTGTGCTGGCTGTGCCTCTAGTCGCftGCTCTGTGACTGAT 
TCCCTCCCGGGTGCTGAGTCCCCTCCCCGGCCACCATCCTGCX3TGAATATCCTGAAATTC 
ATGGGCTTCCTCGGGGGCCCGCCCGCAGGTGGTGCTGGGTGGGTTCCGCCACCTTCTCCT 
5 GGAAGGTGAGCCTTTTCCTGGCCAAGGGCAGCTGCCTTAACCTCTGAGAGTCTGCGCTTG 
GCCTTAGTCCTGGAGACCCAGCCTCCAGGGACTGAACCGTGCTGCTGTTGGGAGCCAAGA 
CCGGCCCTTTGGAGCCGGCAGCCCAGGGGTCCCTGCTGGATCAGAGAAATAGAAGCACCC 
GAAGACGGTTAGTGGCAATTCCTTGACCCGGTTTGCTTCCAAATGAAGGCCATTTGTCCA 
CCAGGCATTGAAAAGACATGACTTACCCAGTCCGGCATCGGACTIGAAAAATCGAAATTG 
1 0 ACATCaCTCAGCTGTTACATTTCACATCCGATTCAGCCCCCTTTTATTTCXATGTGCTTT 
TCGCAGCCITCCTGTGTTGGATGAAAGAGAATAAGAATTCAGCTGACAGGAGGCCTCTAT 

CCTACTAGGACCTGAGGCAGCTCCTTAGCAGAGACCCCTGGGGTTTAGCTGACTCTGGGG 
GTCAGGGGTTCCTGTCCCCAAACTTCGCAAGACAGCCCTGAAGTCACAAGTGCTTTCTTT 
1 5 TAAGTGGCATTGGCAATTGGCGTGTAATGATGGCAGTAGAATCTGAATCTCGGATCCCAG 
GCAGGGTTCACATTTCCAAACCTTTTTGATTTCCCCTGACCTCTAATGGCTGGATCCTAT 
TTTTCTACAACCTTTCAGTGACATCGTTCAGGTTTCTTTCTTGGCCATTTAAAAAAACAA 
ATTTTTTTTTTCTCACTTGTAAGTCACCGCCAGTACCTAAGTTAGGCTAACGGAGACTTT 
GACAGGACrGGATTTTTCTTCCACCAGAAGAGAAGCCTTTTCCGTTGGTTTGGGGCCACC 
20 TCTTTGACCATGACCATGTGATGTTCCGTTTACAGTGACTTGCTTTGGGGGAGGGGAGGC 
TCTCTIAACCGATTCCCATGTTGTACAGTAGATGGTTAGACCTTTTGTATATTAGTGTGT 
TTTAAGTTATTGATTTGTTTTATATAAAATAATTTATTTTTCAGGTGCCATTTTTCATTT 
TAACTTTGTTITTACATGGGTTTGTTTTCAATAAAGTCTGACACTGGTGTCCAAAAGTCA 
ACAATAAAATGAATCCCaTTGTGTTCTTTTGAAGATGCCTATGTAACTTTTAAGCTTTTT 



gcaaacctagattttgataacccagaagacttcagattaataaagaagctttgaaagaag 
accatttttcaaaattttagtgaagtgtgaatattttttgtcaatggctttctcaaagag 
aatgaaacttttgcaccattttcagagtttttatagagatgccaaattgatatatttaca 
30 tgtaatggaaacatgaaaaagttttattaaacaattgttcatagctgtgtagacatttta 
attcagtttccaaagctctcaaaaaatcgtatttttgaagtacggagtgatgcbgtttgg 
ggcgtggcttacagttccaacgactcaattgtccxxsatactcagttcrttctacaggtat 
caggttcgtgttaaacgctgtatgttaactatgactggaattctgtgatattttggtaat 
aaatgaagtggggtcctStcggn 

35 >H_1 0 02793 3 Homo sapiens, clone MGC:33211 IMAGE: 482 9800, mRNA, complete cds cr: gi-23271237/// 
/cds-(319,1599) /gb=BC034999 /gi=23271237 /ug=Hs. 88276 /len=1901 [Human_jongleur_201102 .1404-8 . CI] 

[SEQ ID NO: 1091 

AGCGGAGTAACTGACTACTTTTCTCCCTTCTCTAGGGTCCTAGCaCAGTGTCrGATGGAG 
CTTTCCTACCAGACCCTGAAATTCACGCATCAGGCGCGGGAAGCGGTATATCGATACAGC 
40 AAATGCTTTGGAGCAAGAAACTAAACTGGGGTTACGACGGTTTGAAGTTTGTGACAACAT 
TGATCTTGAAACTATTTTGATGGAATATGAGAGTTATTATTTTGTAAAATTTCAGAAATA 
CCCCAAAATTGTCAAAAAGTCATCAGACACAGCAGAAAATAATTTACCGCAAAGAAGTAG 
AGGGAAGACCAGAAGGATGATGAACGACAGTTGTCAAAATCTTCCCAAGATCAATCAGCA 
GAGGCCCQGGTCCAAAACCACAGCGGGGAAGACAGGGGACACCAAATCGCTCAATAAGGA 
45 GCATCCTAATCAGGAGGTAGTTGATAACACTOSCCTGGAAAATGCCAACTTCXSGCCTACA 
TATATCafiGAATCCX3TAAAGACAGTGGAGAGGAAAATGCCCACCCACGAAGAGGCCAAAT 
CATTGACTTCCAAGGGCTGCTCACAGATGCCATCAAGGGAGCAACCiAGTGAACTTGCKTT 
GAACACCTTCGACCATAATCCAGACCCCTCAGAACGACTGCTGAAACCTCTGAGTGCATT 
TATTGGCATGAACAGTGAGATGCGAGAATTGGCAGCCGTGGTGAGCCGGGACATTTATCT 
50 CCATAATCCAAACATAAAGTGGAATGACATTATTGGACTTGATGCAGCCAAGCAGTTAGT 
CAAAGAAGCTGTTGTGTATCCTATAAGGTATCCACAGCTATTTACAGGAATTCTTTCTCC 
CTGGAAAGGACTACTGCTGTACGGCCCTCCAGGTACAGGAAAGACTTTACTGGCCAAAGC 
TGTGGCCACTGAATGTAAAACAACCTTCTTTAACATTTCTGCATCCACCATTGTCAGCAA 
ATGGAGAGGGGATTCAGAAAAACTCGTTCGGGTGTTATTTGAGCTTGCCCGCTACCACGC 
55 CCCATCCACGATCTTCCTGGACGAGCTGGAGTCGGTGATGAGTCAGAGAGGCACAGCTTC 
TGGGGGAGAACATGAAGGAAGCCTGCGGATGAAGACAGAGTTACTGGTGCAGATGGATGG 
GCTGGCACGCTCAGAAGATCTCGTATTTGTCTTAGCAGCTTCTAACCTGCCGTGGGAGCT 
GGACTGTGCCATGTTACGCCGCCTGGAGAAGAGGATTCTGGTCGATCTCCCCAGCCGGGA 
GGCCflGGCAGGCCATGATCTACCACTGGCTGCCTCCTGTGAGCAAGAGCAGGGCCTTGGA 
60 GCTGCACACAGAGCTGGAGTACAGTGTGCTGAGCCAGGAGACTGAGGGCIACTCAGGCTC 
AGATATTAAGCTCGTCTGCAGGGAAGCAGCCATGCGGCCCGTGAGGAAGATCTTTGATGC 
ACTTGAAAATCACCAGTCAGAAAGCAGCGACTTACCCAGGATCCAGTTGGATATAGTAAC 
CACTGCCGACTTTCTGGATGTGCTAACTCACACCAAGCCCTCCGCAAAGAATCTGGCTCA 
GAGATACTCAGACTGGCAAAGAGAGTTCGAGTCTGTCTGAAACCACATTTACCCTGACCT 



ATTGGAATGGAAAAGAGAAAATTATTTTTGAAGACTGGATTAACTTGAGCCACTGTATTG 
TTTTGGATAGCTGAGATATATTTATTAACTTACCATTATCGATGTCAGCAAAATATTGAG 
AGTTTCAGTTACATACATATATGTGCTATTGGGTCATACAATGGA6ATTTTTCTGACAAT 
TAGACTCCATAAAATTTTAATGAAC 

70 >H_1.0.0_19700 Homo sapiens neurofilament, light polypeptide S8fcDa (NEFL) , mENA cr: gi-54537Sl/// 
[Human_jongleur_201102 .878S.C3] [SEQ ID NO: 110] 



25 




TTAATCCTTGTGAATAAATGTTCTTTAGTGTTTTAGGAGGAAAAA 
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NACCXSCCGCCGCGGGCCGGGGAGCCACCGGCCGCCACXrATGAGTTCCTTCAGCTACGAGC 
CGTACTACTCGACCTCCTACAAGCGGCGCTACGTGGAGACGCCCCGGGTGCATATCTCCA 
GCGTGCGCAGCGGCTACAGCACCGCACGCTCAGCTTACTCCAGCTACTCGGCGCCGGTGT 
CTTCCTCGCTGTCCGTGCX3Ca3CAGCTACTCCTCCAGCTCTGGATCGTTGATGCCCAGTC 
TGGAGAACCTCGACCTGAGCCAGGTAGCCGCCATCAGCAACGACCTCSUiGTCCATCCGCA 
CGCAGGAGAAGGCGCAGCTCCAGGACCTCAATGACCGCTTCGCCAGCTTCATCGAGOSCG 
TGCACGAGCTGGAGCAGCAGAACAAGGTCCTGGAAGCCGAGCTGCTGGTGCTGCGCCAGA 

TGGCGGCGGAAGATGCCACCACCAACGAGAAGCAGGCGCTCCGGGGCGAGCGCGAAGAAG 
GGCTGGAGGAGACCCTGCGCAACCTGCAGGCGCGCTATGAAGAGGAGGTGCTGAGCCECG 
AGGACGCCGAGGGCCGGCTGATGGAACGCGCGCAAAGGCGCCGACGAGGCGGCGCTCGCT 
CGCGCCGAGCTCGAGAAGCGCATCGACAGCTTGATGGACGAAATCTCTTTTCTGAAGAAA 
GTGCACGAAGAGGAGATCGCCGAACTGCAGGCX5CAGATCCAGTACGCGCAGATCTCCHTG 
GAGATGGACGTGACCAAGCCCGACCTTTCXX3CCGCGCTCAAGGACATCCGCGCGCAGTAC 
GAGAAGCTGGCCGCCAAGAACATGCAGAACGCTGAGGAATGGTTCAAGAGCCGCTTCaCC 



AATGAaGCX3CTGGAGAAGCAGCTGCAGGAGCTGGAGGACAAGCAGAACGCCGACATC3«3C 
GCTATGCAGGACACGATCAACAAATTAGAAAATGAATTGAGGACCACAAAGAGTGAAATG 
GCACGATACCTAAAAGAATACCAAGACCTCCTCAACGTGAAGATGGCTTTGGATATTGAG 
ATTGCAGCTTACAGGAAACTCTTGGAAGGCGAGGAGACCCGACTCAGTTTCACCAGCX3TG 
GGAAGCATAACCAGTGGCTACTCCCAGAGCTCCCAGGTCTTTGGCCGATCTGCCTACX3GC 
GGTTTACAGACCAGCTCCT 



GCCGAGGAAGAGGAGGCAGCTGAAGAGGAAGAAGCTGCCAAGGAAGAGTCTGAAGAAGCA 
AAAGAAGAAGAAGAAGGAGGTGAAGGTGAAGAAGGAGAGGAAACCAAAGAAGCTGAAGAG 
GAGGAGAAGAAACTTGAAGGTGCTGGGGAGGAACAAGCAGCTAAGAAGAAAGATTGAACC 
CCCATTTCCTTAATTATTTCAGGAATAATTCTCCCGAAATCAGGTCAACCCCATCACCAA 
CCAACCAACCAGTTGAGTTCCAGATTCTATGTGAATTAAAAAGTCAATATATGTATAATT 
CTGAGATGACTTAGGTTGGACATTCAATGTTGTGCTATGAATTTCCTCTTTATGCAGAGT 

atctgtttgcttgcagagtggctttctggcttgctgccagcctgtgcatggtccacgctt 
atgagttcaggatctacggcaatgtgaatcattcagatgtttacaataaaaaacaccaca 
tgagtaaatgaattcaCSaatgttaatgttaaacttcatggaaaaatagtcctttgaacc 
ttcggtggttagcaattaaagaccctgagttatgtgcaataaatagtaaataaagttata 

aatataaagtatataccagtggactattgacctccaattttttraaaagttgaaatttta 
acau^ttaccaatacitttttttcttccttcaattggaaattctgagggatacagttatgt 
catgattacttgtgtiaatctctccccacaaaaattttactgataataaacatgagtaaat 

gatggctttctagggagcaattctgaaattacttgacagatacactctttatggtaaaca 



TTCAAACTGATATGTCACAATGCAATATGGATAGAATATGAATCCCATACATTCATCCCT 
ATAACTGCATTTTAAAATATAGTCTAAATATCATGGGAGGAGGTTAAAACCTGAGAACAT 
GGTACAATAAGAAGGAATAATTTTTTATCTATATATAATTTCAGGAGAAGGGATTAAAAC 
TACCAAAGGTTATTTGCCACTCCACTGCAAACATGTTGCCTGCAATCCTGAGCTCATGAT 
TTAGTGTGTTGTTAAGCGTAATTCTGTTGCCTCAAGTAAATACCACTTAATGCTACACAT 
TTTTAAACCTTTAAAAGCTACAGACACAAGTAATGAAATTATGAGTCACTTAAGGGGGGA 
GGTAATATGCTTGTATGTTACATTGACATTGCTCTGCATGTCTCTACTGGGAAATATTTG 
GATTTCAATGATAGCTTGACTGGTTGGACATTGCATCAAATACACGCCCCATGTATCCTT 
TCTGTCGTAAAGTTAAGAACGCTCTTGCATTTGATGTGGAATAAATATAGATGATATTAC 
TATCTGCTATTCTGCCTTTGTTCTGAAACAATTGCTTTGTCAGCTAATTTCATTCAATAT 
TTGTTTTTTAGACGATCTCTATAAGTTATTAATTTAACCTGAAACCAAAGTGGTCTCCaT 
TTAAAGTTACTTAATCCCTTTGTACCACCTATTTCTAGTTAAATATATGTTGCTATGCAA 
ATAGGTAAAGTGCTTCCTTGCCATGATGGTAATGGATTGGAACTATGAAGGCTCTCSGTG 
TATTGGCTTCTGTAAAGATGAGGCGTCTCCTCAGAAACAAAACTTTTCACATTTCTGCTT 
ACTAGACCTGGGTTGATGTACATGGTAAGTCTCAAACAGATGCAAGCTATGTGCAAAAAG 
TAACTTTAGCCAAATGGAAATAGCTGGATGCTTTGAGAATTACTTGGTTGAAGTAAGAAA 
ACTGTACCATCCTCTATCCTGTGTGCCATAATAAAATAGTAAAAAACCI 

>H_1.0.0_28G4S Homo sapiens E3 ubiquitin ligase SMURFl (SMURFl) , tnHNA cri gi-20539202/// 
[Human j ongleur_201102 . 14736 .CI] [SEQ ID NO: 112] 
GGCAGCGGCGGAAGCGGCGAGGGCGGCGGGCGTCCGGCTCTGAGGTGGTGGAGGCGGCGG 
AGGCGGCGGCGGCTCGGGACTGGGCrCGGCTGGAAGCAGOSAGGGTCAGAGCGCCGCAGC 
AAGCGCCGATCTCCCGGCTCGACCATCCGCCTGCOSCCCGGACGCCTGGGCCGCGGAGTT 
TGTGTCCCGGCTCGGACCCCGGCGCCCAGCCCGGAGCCGTAACCTTGAGGCGGCGGCGGC 
GGGGCCGGGCCGGGCCGGGCTGGGGGGCGGTGGCGCTGGATCCGCGGCTGCCCGATCGTT 
GGCGGGAGATGTCGAACCCCGGGACACGCAGGAACGGCTCCAGCATCAAGATCCGTCTGA 
CAGTGTTATGTGCCAAGAACCTTGCAAAGAAAGACTTCTTCAGGOTCCCTGACCCTTTTG 
CAAAGATTGTCGTGGATGGGTCTGGGCAGTGCCACTCAACCGACACTGTGAAAAACACAT 
TGGACCCAAAGTGGAACCAGCACTATGATCTATATGTTGGGAAAACGGATTCGATAACCA 
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TGCGGCTGCTCTCCAATGCCATCAGCAGATTAAAAGATACCGGATACCAGCGTTTGGATC 
TATGCAAACTAAACCCCTCAGATACTGATGCAGTTCGTGGCCAGATAGTGGTCAGTTTAC 
AGACACGAGACAGAATAGGAACCGGCGGCTCGGTGGTGGACTGCAGAGGACTGTTAGAAA 
ATGAAGGAACGGTGTATGAAGACTCCGGGCCTGGGAGGCCGCTCAGCTGCTTCATGGAGG 

TGGAGTCCCCJWSTCAftGATCAAAGACTTCAGGCACSGCGGCTTCGAflACCCTGATGTGC 
GAGGTTCACTACAGACGCCCCAGAACCGACCACACGGCCACCflGTCCECGGAACTGCCCG 
AAGGCTACGAACAAAGAACAACAGTCCAGGGCCAAGTTTACTTTTTGCATACaCAGACTG 
GAGTTAGCACGTGGCACGACCCCAGGATACCAAGTCCCTCGGGGACCaTTCCTGGGGGAG 
ATGCAGCTTTTCTATACGAATTCCTTCTACAAGGCCATACATCTGAGCCCAGAGACCTTA 
ACAGTGTGAACTGTGATGAACTTGGACCACTGCCGCCAGGCIGGGAAGTCAGAAGTACAG 
TTTCTGGGAGGATATATTTTGTAGATCATAATAACCGAACAACCX:AGTTTACaGACCCAA 
GGTTACACCACATCATGAATCACCAGTGCCAACTCAAGGAGCCCaGCCAGCCGCTGCCAC 
TGCCCAGTGAGGGCTCTCTGGAGGACGAGGAGCTTCCTGCCCAGAGATACGAAAGAGATC 
TAGTCCAGAAGCTGAAAGTCCTCAGACACGAACTGTCGCTTCAGCAGCCCCAAGCTGGTC 
ATTGCCGCATCGAAGTGTCCAGAGAAGAAATCTTTGAGGAGTCTTACCGCCAGATAATGA 
AGATGCGACCGAAAGACTTGAAAAAACGGCTGATGGTGAAATTCCGTGGGGAAGAAGGTT 
TGGATTACGGTGGTGTGGCCAGGGAGTGGCTTTACTTGCTGTGCCATGAAATGCTGAATC 
CTTATTACGGGCTCTTCCAGTATTCTACGGACAATATTTACATGTTGCAAATAAATCCGG 
ATTCrrC3«^TCAACCCa3ACCACTTGTCTTATTTCCACTTTGTGGGGOGGATCATGGGGC 
TGGCTGTGTTCCATGGACACTACATCAACGGGGGCTTCaCftGTGCCCTTCTACAAGCAGC 
TGCTGGGGAAGCCCATCCAGCTCTCAGATCTGGAATCTGTGGACCCAGAGCTGCATAAGA 
GCTTGGTGTGGATCCTAGAGAACGACATCACGCCTGTACTGGACCACACCTTCTGCGTGG 
AACACAACGCCTTCGGGCGGATCCTGCAGCATGAACTGAAACCCAATGGCAGAAATGTGC 
CAGTCACAGAGGAGAATAAGAAAGAATACGTCCGGTTGTATGTAAACTGGAGGTTTATGA 
GAGGAATCGAAGCCCAGTTCTTAGCTCTGCAGAAGGGGTTCAATGAGCTCATCCCTCAAC 
ATCTGCTGAAGCCTTTTGACCAGAAGGAACTGGAGCTGATCATAGGCGGCCTGGATAAAA 
TAGACTTGAACGACTGGAAGTCGAACACGCGGCTGAAGCACTGTGTGGCCGACAGCAACA 
TCGTGCGGTGGTTCTGGCAAGCGGTGGAGACGTTCGATGAAGAAAGGAGGGCCAGGCTCC 
TGCAGTTTGTGACTGGGTCCACGCGAGTCCCGCTCCAAGGCTTCAAGGCTTTGCAAGGTT 



ACCTTCXXSAAGGCCCATACCTGCTTTAACCGGATCGACATTCCACCATATGAGTCCTATG 
AGAAGCTCTACGAGAAGCTGCTGACAGCCGTGGAGGAGACCTGCGGGTTTGCTGTGGAGT 
GAAAAGCAACCAAAGGCAACAGAGTCTAGCTCATGGCCACCAGACCAAAAGCATCCAGCT 
TCTGTGCACCTCCTGCAAAGCTGGCAGAGGCCCTGGAATTCCAGATCACCTGAGGGGAAA 
GGGTTGTCTCTCTCCTTTCTGTTGGGGGAGGGGGATGGGGGACTTTTGTTGGTGGCTCCC 
ACCCATATATCCCTCCTTTACCATAGTACTCCCACCCACTTCCATCACCCATCCAATAAA 
ATGCAGCCAGGTTTAGCCTTTGGCTTTGGTCACACAGGATATTCTGCTGIGTTGCAACCC 
ATGTGGTGATAAGGCTCACAGCCCTGAGCTCTTTACGGGAGCATCAACTCACAGTTAGGG 
GACTGGGCGTGGCTGATTGAGGGTTTGGAACTGGTGGCTATGCCAGCTATTCCATCTCAA 
AACAGCCTTGAGGCCCCTTTTCAATTTGAGCAGCTGCTAGATATCTTATCAGAGCTCAGA 
TTCCAGATTTCACATCCCAGCAGCCGGTTCTGGGTAGCAGATCAATTTCCAACTGGAAAA 
TAACTATATAATGTATGCTTATTGGAATTCTGCCACAGCAGGAAGCTTGAGTCAAAATGT 
GTTTCCCCTTTGAAAGGAGAAGGAATTGGAGCAGCTTTTCCTGGAGGCCCAGGATATTTC 
TTTTCTGGGTATCTTGGCTGAAAATTTTGTTTTACATAGAGAAAaACGATCTTTTAAGGG 
TCCCTTTTGCTGCATTATCTGTCCAGTTTGACTTTTTTTTCAGTGAAAACACCATGTCAT 
GGAGTGTAGGAAAGAGCAGACCAAAATCAGCCCTAGAGCCAACCAGTCAGTCCCAAAGCT 
GTGACCTCTGTGCCACTGTTGTCCATAGAAGAGCATCGACIGTGTCACTTAAAATATTAG 
TAAACCATGATGCAGCAACTGCTAAGAGCTAAACTAACAAAATTGTGTCATCATAGCTGC 
TGGCTTGGTGTGAACTCGCTTAAAAGCAATGGTGAAAGGATAACCTCGATGATGTAAATC 
CACCCAAAGATACTGTTCTAC3«AAAGTAGGGTGTGGACGCAAACCTGTGACAGCAGAGG 
GGGACGACTTCACACTCACTGCCTCATGTGGCCCCTTTCCCAGTGGCAGCTGGTGACACT 
AACGATTGCTACTCGGTTCACTTGCCCAGATGTCTTCATATGATGAGCAAGGCCAGAAGC 
AAGGCTAGATTCGAAGTTTCTGACACCATTrCCAGTTTGCACAAAAGTCAGTATTTTATC 
TTAAAGTGGCTTGATTTCCAATAGCTGAACTTGGGCAGAAAACAGCAGGCCAATGTTCCT 
ATGTGGTTTCTTTGTTGTTGTTTTTGTTTGGGGTGGGGGCAAGTACAGGGTAATTCATGA 
GCAAGACATITCACTGCTGTCGAAGTCTCTGGGATCCCGCTGTGGGTCTGAGATGGCCTG 
GGAAGGACCTTGTGGACAATGGTTTTATCTGTTCTTTTTGTCACTGTTAATTTCTGGGCT 
GCTGAGGTTCTAGAATAGAAGGGCTGCCAAATGAGGTTTGCTGCAGGAGGAAAGTTTAAT 
CCCCCATTCCAAAAGTCCAGGCCJUiATGGTGGGCTTAGCCTCTTTGAAaAGTTCTGCCTT 
GCCCCCACAGGTGGGCACATCCTGTGTCTCATTCACCATGATGCTTCCTGAGGGTGTTCT 
AGAAGCCCGTTCCCCAGTGGCTGTATCCAGCCTTTCCTTGCATCATCTTCCTCTTGAAGG 
TGAGGAAQTGAAAACTACAGACCTCCCCCGGACAGCCCACTCTCTATCACGAGCCTAACC 
CGCGGGAGGCGGAAGAGACATCCATTCGAGAACTGAAGOSGCCTCCGGGATGAGGTCAGA 
GGCCCCACCTGATTTTCCTGGTGGTGGTATCCAAAATCTTCAGTAACTAGGARGGAAACC 
AGGGTCTCATGGTTTAAAAGACTTTGAAGCAGGAATGTTGCATTTGACGCCTTTAAAACT 
ACCTTTTTGCTGTTGGGAGGAGTCGGGGGCGAGCCTTAGCAGCTGCACCGCCATCCCCAT 
GCTGGTTGGTGCTGCCCTGCCTCTCGTGCCGGGTGTTGCTTCAGCCCAGAGCCAGAGGGC 
TGGGTCCCGGGTCCTCCACAGGTGACCCCGGTGGACACACGCGTTCCCATCCTGGCCTCC 
GTCTCTGCTTTTCCACTTCTACCTGCGTGTGGGTTTGCCGCCTTGTCATCGGTTGTGTGA 
GTGTCGCAGACCTTTCCAGAGCTCCGGTTCACTCTTTCCAAACAGGCCTCCCTGTCGGTG 
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GCACTGCACTCCTAGAACCTTCAGTTTCTACGATGGTTTGTTTGGTCCTTTTGAACCACC 
CCAAAGAACTCAACATGGCAAAGCAAATGGTAAAAGCTTCCCGACTGTTCTACTTTGGGT 
CCGCGCGAAGCCCACTCACGTGTGATCTGTGTTGCCCCTCTCGGTGGTCCCAGGGGATCC 
AGCCATGCCCCCTGCCCCTCTGCCCAGATGCTTCAGGGGCCCGGCTTTTCAGGCTTGCCC 
TCACCAGCGGCCGTCAGCCXSACACTCAGGGATGTflGCTAACACCACTCaSCCAGTGCTTT 
CAGTAGGAAGAGCTGAGGCTGCCTGGGAGGCCCGGGGaSftCCGGAAAAGGGCTCTCTCAA 
GTTCTGAAAAGAGAATCTGCCACCAGATCGAATTTCGACCCCTGaGCTTGTTCGGRCGTA 
TGGTCCAAATTCAGATTAAGGTGGTCACCCAACCCGAGATGTCAGGAAAOSCCTTCTGCA 

GAAACATAGTATGGATTTTAAAAATGTGTTTATTTTTGTTTCTCAACCACTTTATAACGT 
ATTTTTTAATTTATTTTGTAATGTCTTGTTTTGAAGTATTGCTGCTATCCTTGTTATCCT 
TCCCACTGTTTTTATCACTGATTTATTTTGTGAAAGTTGTACACTAATGTTCTATGTCSiA 
AATCAAAAGTATTTAATGAAATACTAGTTCTATTTAATGTGGTTATGGAACCAGCTGGAA 
ACACAAAACAAACAGTGATTGTACAGCAGGCTGGGCCCAGGAGGTCAGGTTCATTTTGTT 
ACATATGCAATAAACTCACGACTTTAAAAA 

>H_1.Q.Q_4315 Homo sapiens nescient helix loop helix 1 (NHLHl) , mRNA cr: gi-1992332a/// 
[Human_jongleur_201102.1103 .C2] [SEQ ID NO: 113] 
GGTGTGTGTGTGAGTGTGGCTGGCCCCAGTACCTGGCCAAGCCCACCaCTTCCACCTGGG 
CCCTACACCCCCACSUVTGTGTACCCCTCTTATCTGCCCTGGAGCCTGTACSWSCCATGCCA 
CGCTACCCCTGAGAGTCTAGAAAGCTGGTCACTAACTTTGCAGACGGATGAGCCTTGAGC 
ACCCAGAGGAGACTGGGGCTGTCAACGCTGCCCCTTGTCCTGCCXSGCTTGGATCCCCTGA 
CAGGGTCCTTCTAGGCTTCAGACTGGCACCCTGACCATGGAACCCTGAAGTGGCAGTGAC 



CAGCTTTCAAGCTCCCAGAGGGAGGGGTGGGGAGGGGATCCTGATCTCACAGGGCAGGGG 
GCTTCCATCATGATGCTCAACTCAGACACCATGGAGCTGGACCTGCOSCCCACCCACTCA 
GAGACTGAGTCGGGCTTCAGTGACTGTGGGGGCGGGGCGGGCCCTGATGGTGCCGGGCCT 
GGGGGTCCX3GGAGGGGGCCAGGCCCGAGGCCCAGAGCCGGGAGAGCCTGGCCGGAAAGAC 
CTGCAGCATCTGAGCCGCGAGGAGCGCCGGCGCCGGCGCCGCGCCACAGCCAAGTACCGC 
ACGGCCCACGCCACGCGAGAACGCATCCGCGTGGAAGCCTTCAACCTGGCCTTCGCCGAG 



CGCCTGGCCATCTGCTATATCTCCTACCTGARCCACGTGCTGGACGTCTGAACTCRGCCT 



agagcccaccggctgg¥5atgagggcctcttcctttctctgacccaggcacctcgagggc 

tagtgtggttggtatggaatccttgctggctttactargccagccacacttggagtctgc 

acagacctcagctgtgtatcctatctgttctagcttctcctgcccctggtggggatgggc 

gatctcagtr.tctcagtgcttggcagaggggtgaggccctggggaggcaggggttggtgc 
cctgactcctgtgaggggaatctcagtagctgggaattatggaaaaactcttcctgtttc 
tgtccatcttgttcctgtggcttagcacatacagacctcagatcttacttggtagtgagt 

ttttctccctccctgtgtgtcactagagaaaaaaaaaaacaaaaacctagattccggatt 

AGGGGATGACATCCCAAACAGCCCXSGAGTATTTGCAGAAGGCTCAGGCaACGAGTGGGCC 
ACRTCTCACTTCTGCTTCCTCATCTCAGCCCACTCTGAATiATGTGCAGCACCCTCACTGG 
TTCCTCCCCCCAACGCAAGGAGGATGCCCAATTGTTGCCCTCTAAAAATGCACAGTTCTC 
CTGGCCCTAGGACTTACTTATTACATTTTTTTCTCTTTCCTTGAGCTGCCTTTGGCAAGG 
GAAGAGACCCriCAACTCTGCGCCCCTACTCCATGCTGCTGATCCCCACCTGCXSCACTATA 
GCGCAGGGTCAGCAGTGGAATGAAGGGCCTTAGAACCTGCATAGAAGAAATGAACTCACT 
GCATTTCTGTGCTCCCTCCTCCCTCGCACCAAACTCCTAGCTCTACAAGTATATTTATTT 
ATTTATTTATTTATTCATCTATTTATTTACTTATTTATTTATTTATTTATAAATATTGCT 
ATTTATTGCCGAGTTGTGCACTTTGGGGTAGAGTGAGGGGCTCCCAGCAGCTCTAGCTGG 
GTCTCTCTTGCTTCCTCCCTGCTTACGCCTTTCCTTTTCTTGCTCCrrCTTCAACTCCTG 
GTGTGTGTGAGCATGCCCTTTGCTTGCCACACCATATCCTTTCCCCAGATCCACCTGTCC 
TGACACTCTAGTCCTCCAGGATAGTGCTCCTCCCCCAGCTCCAGGGCTCCTGGATCTCCT 
TCCTCAACTCCCTCCACCCCTAGACAATCCTACCTGGTCCCATCTGCCTCTTTTCTCTCC 
CCAGCCTGCCCTGTGACCCTTGCCTCTTCCTGATACTCCCAAGAGCAGGCCCCAGGGGTC 
TGTGTCACATATCTCl'GTGTGATTCCTTCTGGTTGCaTCCCCAATTTCATACaAAAAGAA 
AAATAAAAGTGACCTCX3TTCTAGCACCAGG 

>H_1.0.0_236S8 Homo sapiens BCL2 /adenovirus ElB 195cDa interacting protein 1 (BNIPl) , transcript 

variant BNIPl, mRNA cr: gi-4502440/// [Hunian_jongleur_201102 . 11130 .C4] [SEQ ID NO: 114] 

GGGGGCTGCCCGTAGCCGGCGTCCCCAACATGGCGGCTCCCCAAGACGTCCACGTCCGGA 

TCTGTAACCAAGAGATTGTCAAATTTGACCTGGAGGTGAAGGCGCTTATTCAGGATATCC 

GTGATTGTTCAGGACCCTTAAGTGCTCTTACTGAACTGAATACTAAAGTAAAAGAGAAAT 

TTCAACAGTTGCGTCACAGAATACAGGACCTGGAGCAGTTGGCTAAAGAGCAMACAAAG 

AATCAGAGAAACRACTTCTACTCCAGGAAGTGGAGAATCACAAAAAGCAGATGCTCAGCA 

ATCAGGCCTCATGGAGGAAAGCTAATCTCACCTGCAAAATTGCAATCGACAATCTAGAGA 

AAGCAGAACTTCTTCAGGGAGGAGATCTCTTAAGGCAAAGGAAAACCACCAAAGAGAGCC 

TGGCCCAGACATCCAGTACCATCACTGAGAGCCTCATGGGGATCAGCAGGATGATGGCCC 

AGCAGGTCCAGCAGAGCGAGGAGGCCATGCAGTCTCTAGTCACTTCTTCACGAACGATCC 
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TGGATGCAAATGAAGAATTTAAGTCCATGTCGGGCACCATCCAGCTGGGCCGGRAGCTTA 
TCACAAAATACAATCGCCGGGAGCTGACGGACAAGCTTCTCATCTTCCTTGCGCTACCCC 
TGTTTCTTGCTACGGTCCTCTATATTGTGAAAAAGCGGCTCTTTCCATTTTTGTGAGATC 
CCAAAGGTGCCAGTTCTGGCCCTTTCAGCTCCTGTTTCAGGATCTGTCCTGGTTCCTGAG 
CTCTAGGCTGCTAAGCTGAGCCaCaCACCCCTCCGTTTTGCACCAGTTGCCTGCAGGTTG 
GATGGAACaa^GTGCCCCACTTTTCTGCAfiGTAGCTGGCTTGTJSAaGGGTGAACAGAGCC 
ATGGGAGGAAGGTCTGGCATTGGGATGCCGCCCTGGGGACATACGAACCGCCTCCTTCCA 
CCATTGTGCACTATGGGAGGCCBCTGCTGCGTGGAGCACTTAAAGTCCAGCCTCCAGGAC 
CGGATGCCCCTCCTGTCTCCCGCTCCCATCGTGCCCTTAAATGCCAGATCTGGTGGAGGG 
AAGAGAGAAGAGGTAGGAAGAAAGGTGATGAAAACTCCTGGTCATTCCTTGAATAAACTT 
GATTTTATTTAATAGAATAAAATGTATTTGATTTTGC 

>H_1 . 0 .0_12581 Homo sapiens nucleophosmin (nucleolar phosphoprotein B23, nuraatrin) (NPMl) , mRNA cr: 
gi'-20070168/// [Human_jongleur_201102.4957.CB31 [SEQ ID NO: 115] 
CTTTCCCTGGTGTGATTCCGTCCTGCGCGGTTGTTCTCTGGAGCAGCGTTCTTTTATCTC 



TTAAGAACGGT 

CAGTTTAGGGGCTGGTGCAAAGGATGAGTTGCaCATTGTTGAAGCAGAGGCAATGAATTA 
CXSAAGGCAGTCCAATTAAAGTAACACTGGCAACTTTGAAAATGTCTGTACAGCCAAaSGT 
TTCCCTTGGGGGCTTTGAAATAACaiCCACCAfiTGGTCTTAAGGTTGAAGTGTGGTTCAGG 
GCCAGTGCATATTAGTGGACAGCACTTAGTAGCTGTGGAGGAAGATGCAGAGTCAGAAGA 



TCSGTAGCAAGCTTCCACAGAAAAAAGTAAAACTTGCTGCTGATGAAGATGATGACGATGA 
TGATGAAGAGGATGATGATGAAGATGATGATGATGATGATTTTGATGATGAGGAAGCTGA 
AGAAATlAGCGCCAGTGAAGAftATCTATACGAGATACTCCAGCCAAAAATGCACAAMGTC 

CTTCTAGAAACAGGWlAAAACTCCTAAAACACCAAAAGGACCTAGTTCTGTAGAAGACAT 

ATTCATCAATTATGTGAAGAATTGCTTCCGGATGACTGACCAAGAGGCTATTCAAGATCT 
CTGGCAGTGGAGGAAGTCTCTTTAAGAAAATAGTTTAAACAATTTGTTAAAAAATTTTCC 
GTCTTATTTCATTTCT6TAACAGTTGATATCTGGCTGTCCTTTTTATAATGCAGAGTGAG 
flACTTTCCCTACCGTGTTTGATAAATGTTGTCCAGGTTCTATTGCCAafiAATGTGTTG.TC 
CAAAATGCCTGTTTAGTTTTTAAAGATGGAACTCCACCCTTTGCTTGGTTTTAAGTATGT 
ATGGAATGTTATGATAGGACATAGTAGTAGCXSGTGGTCAGACATGGAAATGGTGGGGAGA 
CAAAAATATACATGTGAAATAAAACTCAGTATTTTAATAAAGTAAAAAAAGTTAATTCAC 
CATGATCAAGTAGGCTTTATTCCTTAGATGCAAATTTGGTTCAACATATGTGAATCSATA 
AATGIGATTCACTACATAAATAATTAAAGACAAAAACCATATATTATCTCAGTAGACACA 
GAAAAATCTTTCATAAATCCACATGCACTTCATGATAAAACCCCCAGAGACTGGCATCAA 

5-H 1.0.0 37314 Homo sapiens cDNA FLa3a2aS fis, clone FCBBF3008153-, highly similar to ALPHA-AMYLASE 

2B~PRECURS0R (EC 3.2.1.1) si: gi-2175489a///' [Human_jongleur_201102 . cl . 56 . singlet] [SEQ ID NO: lis] 

AGTGAATCTCTTTTGACATAGATAGCAATAGAAGTATCTTTCTTCTTTCCCCTTTCTTTT 

TCTAAACAAGAGAAGAAAAGCGTAATAGAGGGGAGAACACATAATGCCCACTAAGGGTAG 

TGCATTAAGGAAAAACAGTCTTGGCAGGTATATAGGAATAGTGGTTTCCAGACTGGTTGA 

TGACCGTAATCACCAAGAACAGTGGTTCTC3«3TCTTGGCTGCACATTGCAGTGATCTGGA 

ACTTAAATACTAATTCTAAAAGGGTGCAGTGGCTCATACCTGTAATCCCAGCACTTTGCA 

AGTCCGAGATGGGAGAATCACTTGAGCCCAGGAGTTTGAGACCAGCCTGGGCAATGTAGG 

GAGACCCTGTCCCTACAAAAAATACAAAAATTAGCCAAGTGTGGTAGCTTGCACCTCTGG 

TCTCAGCTRCTTGGGATGCTAAGGCAGGAGGATTACTTGAGCCCCAGAGGTTGAGGTTGC 

AGTGAACCATGATCACACCACTGCATTCTAGCCTGGGTGACAGAGTGAGACCCTCTCCCT 

CCTAAAAAAATCCTTAAGAAATATATTGATGCTTGGTTCCTTTGGTCAGAATTTTGATTT 

AAGGTGTTGGGAGIG TAG CACAGATGTTGGAATAAACCTCTCAAACTGATTTTAATATAC 

AAR.CAAGGTCGAGAACCACCAAGGAAGASTTTTTTATGCATAAAGATTCCTGTACTCTAC 

CCTAGAACTAATACATCTGAATCTCTGGGAATGGAGTATAACAATCAGATTTGAAAAGGT 

TTCTTTAGTAATTTTAAGGACTGACCftGTTTAGACaCTGCTTTGTTAGAGTAAAATGATT 

AGGTACCTAGTATCAACCTAGCCATCCAACCTTATATTAATAftCTAGGAAAATAAAGGGT 

TCGAGCCTCTGTGTTTCTTTGTTGAAftAATCTGCTACTATTATTAGATCTGTGAAAACAA 

ttgaaaattoggttattatcaccraaaaagtac^aaacctatflgattttgaaaatgtaat 
tatttttctgtaggcatagttaaaaagattttgtaaatgttataaatcagtttctttata 
agcggtttatttagataaattttgttatactgacatgattcactaattttctaaatataa 

atggttcagctcttagttatttttaaactaatgacctgtgxtatacttcctatttttaat 

GGGCTTTTATGATGTTTTAGGTTTTTTTGAATCCCGTGTCCTTCAAGTGCTTTCTAACTT 
TGAGAGGAAGAAATTGACCACCTGGACTATGGAACTGAATATAAATAGTTTCTGGAAAGG 

ctgggctcagtattccccaaatacacaacaaggacggacatctattgttcatctgtttga 

atggcgatgggttgatattgctcttgaatgtgagcgatatttagctcccaagggatttgg 

aggggttcaggtctcl'ccaccaaatgaaaatgttgcaattcagaaccctttcagaccttg 

gtgggaaagataccaaccagttagctataaattatgcacaagatctggaflatgaagatga 

atttagaaacatggtgactagatgtaacaatgttggggttcgtatttatgtggatgctgt ' 

aattaatcatatgtctggtaatgctgtgagtgcaggaacaagcagtacctctggaagtta 

cttcaaccctggaagtagggactttccagcagtcccatattctggatgggattttaatga 
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TGGTAAATGTAAAACTGGAAGTGGAGATATCGaGAACTAOlATGATGCTACTCAGGTCAG 
AGATTGTCGTCTGGTTGGTCTTCTTGATCTTGCACTGGAGAAAGATTATGTGCGTTCCAA 
GATTGCCGAATATATGAATCATCTCATTGACATTGGTGTTGCAGGGTTCAGACTTGATGC 
TTCCAAGCACATGTGGCCTGGAGACATAAAGGCAATTTTGGAaU^CTGCATAATCTAAA 
CAGTAACTGGTTCCCTGCAGGAAGTAAACCTTTCATTTACXAGGAGGTAATTGATCTGGG 
TGGIGAGCC3\ATTAaAAGCaGTGACTACTTTGGAAATGGCrGGGTGACAGAATTCAAGTA 
TGGIGCSUUUiCTCGGCACAGTTATTCGCAAGTGGAATQGftGAGRAGATGTOITACCTAAR 
GAACTGGGGAGAAGGTTGGGGTTTCATGCCTTCTGACAGAGCACTTGTCTTTGTGGATAA 
CCATGACAATCAACGAGGACATGGGGCTGGAGGAGCCTCTATTCTTACCTTCTGGGATGC 
TAGGCTGTATAAAATGGCAGTTGGATTTATGCTTGCTCATCCTTATGGTTTTACACGAGT 
AATGTCAAGCTACCGTTGGCCAAGACAGTTTCAAAATGGAAACGAACATGGTTAATTTCC 
GCAATGTAGTGGATGGCCAGCCTTTTACAARCTGGTATGATAATGGGAGCAACCAAGTGG 
CTTTTGGGAGAGGAAACAGAGGATTCATTGTTTTOlACSiATGATGACTGGACATTTTCTT 
TAACTTraCAAACTGGTCTTCCTGCTGGCACATACTGTGATGTCATTTCTGGAGATAAAA 
TTAATGGCAATTGCACAGGCATTAAAATCTACGTTTCTGACXaTGGCAAflaCTCATTTTT 
CTATTACTAACTCTGCTGAGGATCCATTTATTGCAATTCATGCTGAATCTAAATTATAAA 
ATTTAAAATTAAATGCATATCCTCAAAAC 

>H_1.0.0_71201 Moderately similar to TRY1_HUMAN Trypsin I precursor (Cationic trypsinogen) 

[H, sapiens] as; gi-2558387/// af07g07.sl Homo sapiens cDNA 3' end /clone=IMAGE; 1031004 /clone end=3 ' 

/gb=AAS35173 /gi=2558387 /ug-Hs . 13SS2S /len=370. tgnl |UG|Hs#S881001] [SEQ ID NO: 117] 

NNMNNHNNHNinJNinJNNNHNMNNNimHNN^^ 

AGTGGTTTAGGGCATAGAAGGAAGGTGGATTTGACAACSUiAGAGflGGGCTTATGAAGAGC 
TAAAGGCATTTAGTTGGCAGCGATGGTCTGCTGAATCCAGTTCACATACTTGCACACCTT 
GGTGTAGACACCAGGTTTTCCTCTCTGAGCRCAGCCATAACCCCaGGAAACAACACCCTG 
GAGTTGTCCATTGCAGACTACGGGGCCACCAGAGTCACCCTGGCaGGAGTCCTTTCCGCC 



AGAACTGTCA 

>H_1.0.0_14537 Homo sapiens pancreatic lipase-related protein 
[Human_jongleur_201102.6035.Cl] [SEQ ID NO: 118] 
GAGGGAACATCTGGAACATTAGACAGGATGCTGATCTTCTGGACSiATCACACTTTTCCTG 
CTGGGAGCAGCCAAAGGAAAAGAAGTTTGCTATGAGGACCTCGGGTGCTTTTCTGACACT 
GAGCCCTGGGGCGGGACAGCAATCAGGCCCCTGRAAATTCTCCCCTGGAGCCCTGAGAAG 
ATCGGCACCCGCTTCCTGCTGTACACCSUiTGAAAACCCAAACAACTTTCAAATTCTCCTC 
CTCTCTGATCCATCAACAATTGAGGCATCAAATTTTCAAATGGACAGAAAGACCCGGTTC 
ATCATCCATGGCTTCATAGACAAAGGAGATGAGAGCTGGGTGACAGACATGTGCAAGAAA 
CTGTTCGAGGTGGAGGAGGTGAACTGCATCTGCGTGGACTGGAAGAAGGGCTCCCAAGCC 
ACCTACACACAGGCTGCCAACAACGTGCGAGTGGTGGGCGCCC3«3GTGGCCCAGATGCTC 
GACATCCTCTTGACAGAGTATAGCTACCCCCCTTCCAAAGTTCACCTCATTGGCCACAGC 
CTGGGAGCCCACGTGGCTGGAGAGGCAGGAAGCAAGACT(XAGGCCTGAGCAGGATTACA 
GGGTOGGATCCTGTAGAAGCAAGTTTCGAGAGTACTCCTGAAGAGGTGCGACTTGATCCC 
TCTGATGCTGACTTTGTTGATGTGATTCACACGGATGCAGCTCCCCTGftTCCCATTOTTG 
GGTITTaSAACGAACCAACAGATGGGTCATCTTGACTTCTTCCCCAATGGAGGAGAGAGC 
ATGCCGGGATGCAAGAAGAATGCCCTGTCTCAGATCX3TGGATCTAGATGGCATCTGGGCG 
GGAACCCGGGACTTTGTGGCTTGCAATCaCCTAAGAAGCTACAAGTATTACTTGGAAAGC 
ATCCTCAATCCCGATGGGTTTGCTGCATATCCCTGCRCTTCCTACAAGTCCTTTGAGTCT 
GACAAGTaCTTCCCGTGTCCAGATC3\AGGATGCCCACAGATGGGTCACTATGCTGATAAA 
TTTGCTGGCAGGACAAGTGAAGAGCAGCAGAAATTCTTCTTGAACACAGGAGAGGCTAGC 
AATTTCGCTCGCTGGAGATATGGGGTTTCCATCACACTGTCTGGAAGAACAGCCACTGGT 
CAGATCAAAGTTGCTTTGTTTGGAAATAAGGGAAACACTCACCAGTACAGCATCTTCAGG 
GGGATTCTCAAACCAGGCTCAACCCATTCCTATGAGTTTGATGC.AAAGCTGGATGTTGGA 
ACAATTGAGAAAGTCAAGTTTCTTTGGAATAACAATGTGATAAATCCAACCCTCCCCAAA 
GTGGGTGCCACCAAGATCACTGTGCAAAAGGGAGAAGAGAAGACAGTGTACAACTTCTGT 
AGCGAAGACACAGTGCGGGAAGACACGCTGCTCACCCTCACX3CCCTGCTAAGCTCCCGGG 
GCGACGAGGCTGCTGCGTTCACACTAATAAAATCCACTGGTGCATCTGT 
>gi|l82057|gb|MlSS52.l!HUMELaP2A Human pancreatic 



1 (PNLIPRPl) , mRNA cr: gi-5453919/// 



TTTTACAGAACTCCCACGGACACACCATGATRAGGAasCTGCTGCTGTCCaCTTTGGTGG 
CTGGAGCCCTCAGTTGTGGGGACCCCACTTACCCACCTTATGTGACTAGa^TGGTTGGCG 
GTGAAGAAGCGAGGCCCAACAGCTGGCCCTGGCAGGi'CTCCCTGCAGTACAGCTCCAATG 
GCAAGTGGlACCACACCTGCGGAGGGTCCCTGATAGCCAftCAGCTGGGTCCTGACGGCTG 

TTGCGGAGTCCGGCTCGCTGGCAGTCAGTGTCTCTAAGATTGTGGTGCACAAGGACTGGA 
ACTCCAACCAAATCTCCAAAGGGAACGACATTGCCCTGCTCAAACTGGCTAACCCCGTCT 
CCCTCACCGACAAGATCCAGCTGGCCTGCCTCCCTCCTGCCGGCACCATTCTACCCAACA 
ACTACCCCTGCTACGTCACGGGCTGGGGAAGGCTGCAGACCAACGGGGCTGTTCCTGATG 
TCCTGCAGCAGGGCCGGTTGCTGGTTGTGGACTATGCXACCTGCTCCAGCTCTGCCTGGT 
GGGGCAGCAGCGTGAAAACCAGTATGATCTGTGCTGGGGGTGATGGCGTGATCTCCAGCT 
GCAACGGAGACTCTGGCGGGCCACTGAACTGTCAGGCGTCTGACGGCCGGTGGCAGGTGC 
ACQGCATCGTCAGCTTCGGGTCTCGCCTCGGCTGCAACTACTACCACMGCCCTCCGTCT 
TCACGOSGGTCTCCAATTACATCGACTGGATCAATTCGGTGATTGCAAATAACTAACCAA 
AAGAACTCCCTGGGACTGTTTCAGACTTGGAAAGGTCACAGAAGGAAAATAATATAATAA 
AGTGACAACTATGC 



mRNA, complete cds [SEQ I 
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>H_1.0.0_10016 Homo sapiens hypothetical protein FLJ10563 (Fl 
[Hunian_jongleur_201102.3657.Cl] [SEQ ID NO: 120] 
AGGCCTGCGCTTCCGCTCGCGftGGGGGAGGCGGXSACCCGCGAGGAGTCGCGCGGAGGACG 



FLJ10563 (FLJ105S3), mRNA 



:: gi-8922518/// 



5 




AGGaCTTGflGCAGGCaCGCGGGGTCACCGCCGGGCaGCGTGGflGGAGCCATCTCCTGGftG 

GRGAAARCTCACCTGGTGGCGGAGGCTCCCCTTGTTTGTCCTCCCGGAGCCTGGCGTGGG 

GTTCTTCTGCGGGAAGAGAGAGTGCGCX3CGGAGATAGCAGTGTGGAAACACGCX3AGGAGT 

CGGAGGGCACGGGCGGCCAGCGCTCAGCCTGCGCCATGGGTGGTCCCGGGACCAAGAGCG 
1 0 GGGAGCCTTTGTGTCCTCCGTTACTGTGTAATCAGGACAAAGAAACCTTGACTCTGCTCA 

TTCAGGTGCCTCGGATCCAGCCGCAAAGTCTTCAAGGAGATTTGAATCCCCTCTGGTACA 

AATTACGCTTCTCCGCACAAGACTTAGTTTATTCCITCTTTTTGCAATTTGCTCCAGAGA 

ATAAATTGAGTACCACAGAACCTGTGATTAGCATTTCTTCAAACAATGCAGTGATAGAAC 

TGGCAAAATCTCCAGAGAGCCATGGACATTGGAGAGAGTGGTATTATGGTGTAAACAACG 
1 5 ATTCTTTGGAGGAAAGGTTATTTGTCAATGAAGAAAATGTTAATGAGTTTCTTGAAGAGG 

TCCTGAGCTCTCCATTCaAACaGTCTATGTCCTTGACCCCACCATTAATTGAAGTTCTTC 

AAGTTACTGATAATAAGATTOUiATTAATGCAAAGTTGCAAGAATGTAGTAACTCTGATC 

AGCTACAAGGAAAGGAGGAAAGAGTAAATGAAGAAAGTCATCTAACTGAAAAGGAATATA 

TAGAACATTGTAACACCCCTACAACTGATTCTGATTCATCTATAGCAGTTAAAGCACTAC 
20 AAATAGATAGCTTTGGTTTAGTTACATGCTTTCAACAAGAGTCTCTTGATGTTTCTCAaA 

TGATACTTGGAAAATCTCAGCAACCTGAGTCAAAAATGCAATCTGAATTTATAAAAGAAA 

AAAGTGCTACTTGTTCAAATGAGGAAAAAGATAACTTAAACGAGTCAGTAATAACTCAAG 

AGAAAGAAACAGATGGAGATCACCTATCTTCATTACTGAACAAAACTACGGTTCACAATA 

TACCTGGAITCGACAGCATAAAAGAAACCAATATGCAGGATGGTAGTGTGCAGGTCATTA 
25 AAGATCATGTGACCAATTGTGCATTCAGTTTTCAGAATTCTTTGCTATATGATTTGGATT 

AATTCTATATAATTTTGGACTTTTAAATATTAAGGT*RAAAAATACCTGTATCTAAAATT 

GATTCTGTTAACTGTTGTCrTAAAACTAAAGGTATTAA&GTATAAAATTAAAATTTGCAA 

rTTTTTTAAAAAAATTGOWiTTTTGATTCTCATGGGGGAAATTGGAGATAATTTTrTTTr 

TTTTTGCCTCTGGAGTTTAAAGTTTCOITATGGAGATAAGTTTTGTGATTCCTGTAATAG 
30 ATGTGTATGTTTTCTATTTGAGAGTTAAAACATTTGAGAGTTAAAACATTTAGTTTTAAT 

ACAACCTATGTATATATACTTCTGTGTTAAATTTTGCTTTGTCATTAATAAAATTTAAAA 

ATATTCACT 

>H_1.0.0_72558 qcSSgOS.xl Homo sapiens cDHA 3' end as: gi-3743449/// /clone=IMAGE: 1722110 

/clone_end=3 ' /gb=AI192240 /gi=3743449 /ug=H3 . 147175 /len=410 [gnl|UG|Ha#S1124018] [SEQ ID NO: 121] 
35 NMnSrtlNimm^GTAGAAAGGTTATTTATTAGCCTTTGCTTAGTAGGACATCTTGTCCOT 

TAAAATCCTATTCAAGTACAAATGCTTGTGTTTACAAAGTATTTACAATTTCAGTCCTGT 

TTCTTACATTTTTAAAAAAACACAACAGCTATCTGGTTGAAAAATAAACAAAAGCAACTG 

CCAAAAATGAAGACTCTGCTTCTCACATTGCCTTTTGGGTCCCACCAAACATGGCTTGGG 

CACACTGAACAAGGCTGCCACCACA6TGAGAAGGAT6GAGAAAAACGTATGCTGTTCACA 
40 AAGGAGCCCATGGATCTACAAGGAACAGGAGCTGCTGCTGGGAGCCAGATACCAGGTACC 

TAGGAACCTCCAAAGCTTCCCAACACAGCACACACCAAGACAAARTGATG 

sHi.o. 017751 Homo sapiens KIAA157S protein (KIAA1576) , mRNA cr: gi-24308256/// 

[Human_jongleur_201102.7803.Cl] [SEQ ID HO: 122] 

ATTCAACAGGAGGAACCCGCGGGAGAGGAGCCCCACTCCCCCAGCGCCX3CAGCCACCGCA 
45 GCCACCGCAGCCCGTGCGCCCCGCGCCCTCGAGCGCCATGGCCAAGGAAGGOSTGGAGAA 

GGCGGAGGAGACGGAGCAAATGATCGAGAAGGAGGCAGGCAAGGAGCCGGCGGAGGGCGG 

CGGCGGCGACGGCTCGCACCGCCTCGGGGACGCCCAGGAGATGCGCGCGGTGGTGCTGGC 

TGGCTTCGGGGGGCTCAACAAGCTGCGGCTCTTCAGGAAGGCCATGCCCGAGCCTCAGGA 

CGGCGAGCTCAAGATCCGCGTCAAAGCCTGTGGATTAAACTTCATTGACTTGATGGTGCG 
50 ACAAGGGAATATTGACAACCCTCCCAAGACTCCCCTGGTGCCAGGATTTGAGTGTICTGG 

GATTGTTGAAGCTCTGGGGGACAGCGTGAAAGGATATGAGATTGGAGACCGTGTCATGGC 

ATTTGTCAATTAOATGCCTGGGCAGAGGTGGTCTGCaCaCCaGTGGAGTTTGTCTACAA 

GATCCCGGATGACATGAGCTTCTCGGAGGCTGCTGCATTCCCCATGAACTTCGTCACAGC 

CTATGTGATGCTGTTTGAAG'rrGCCAACCTCCGGGAAGGGATGTCTGTGCTCXSTGCACTC 
5 5 AGCTGGTGGGGGCGTGGGTCAAGCTGTGGCTCAGCTGTGTTCCaCTGTCCCCSUiCGTGAC 

TGTCTTTGGAACAGCCTCTACTTTCAAGCaTGAAGCAATaw«3ACTCTGTGACCCACCT 

CTTTGACAGAAATGCAGACTACGTGCAAGAAGTTAAftAGAATCTCTGCTGAAGGTGTGGA 

CATCGTTTTGGATTGCCTCTGTGGGGACAACACTGGAAAAGGTCTCAGTCTTCTCAAACC 

CCTGGGAACCTACATTTTATATGGCTCATCCAACATGGTAACTGGAGAGACCAAGAGCTT 
60 CTTCAGCTTTGCAAAATCATGGTGGCAGGTGGAGAAGGTGAACCCCATCAAGCTGTATGA 

GGAGAACAAAGTCATCGCGGGGrrTTCCCTTTTAAATCTGCTCTTCAAACAAGGCCGGGC 

GGGCCTCATTCGGGGAGTGGTGGAAAAACTCATAGGGCTCTACAACCAGAAGAAGATCAA 

GCCTGTGGTGGACTCCTTGTGGGCTCTGGAGGAGGTGAAGGAGGCCATGCAGCGGATTCA 

CGACCGAGGGAACATTGGCAAGTTAATTCTGGATGTAGAAAAGACCCCAACTCCACTGAT 
65 GGCCAATGACAGCACAGAGACCAGTGAAGCAGGGGAAGAGGAGGAGGACCACSAGGGAGA 

CAGCGAGAACAAGGAGCGGAIGCCCTTTATCCAGTAACTGAGGACCCAGGTGGGAGAATG 

AAATGCTGTAGTCCAGTGCGTGTCGTGTTTGTCTGCAGTCAGCTGAGCTAAAASGCTGTT 
GATCACTGTTGTTTTrTGAAGTGCCAATCCCATGCCATGCAGTATTATGTCCCTCTCCTA 
70 TCTGTGTATTACACATTCCCCTCTCCrCTGTATCAAAACCATCCATCTGTGGGTTCTTCT 
TGACAGTTCTAGAACAGCCTTGCAAATTAATACAAGTCCCAGGCCCAATGCCTAftGAGAC 
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CAGACGTGGGCAAAGACAAGTTTGGATGGAAAGGTGTTATCACftGAGCCCTGTCCAGCTC 
CTAGAATTCCTCAGGCCAGTGACACTTTTTTGCTGCTGGCCACCCATGCCTCTGATGAGA 
ACACTTGCCAATTTGGCCAGCAGAAAGAGAGrAGGCCGGATGTTTTCATG 



AGTTTGAGCrATTCTCTTCTACCCCTTCAGTGTCTGACCCTTTCACTGGCTCTTATCTGT 
AAACACAGGGAGGCAGGTATGGATTTTTCACAGTAGACAATGGGTCAACAGCATGAGTTT 
GAGGACCTGCTGTGAAGATTTCTCCTCCAAAATACATCTCATGGGCAGGATTCTTCCTGC 
TCCATATCTGTTTCMTTTTAAGAAAGCACCACATACAAGACACATTCAGAAGTCATTCC 
TGAGCATTGCTGGTGTTTGCACACTTGCCACCTGCATTACCAATTCTGTAAATTTCAATT 
CCTGGTGGAAAGTGACCACTTTGACCATGGATTTCCCAflAGAAGAGTTCCTTTGCAGACC 

AACTCTAGGGATACAAAAGGTTTATATTCAGCATCTGATGTCAGATGTACAGTTCCTCCC 

CAAGCCACCTGCTCACACACCTTGTTCAACTTTTCAGCTCCTAAGGAACCCCACCCCCAT 
GCAATTTGACTGTGCTTGAGAGGTGAATACAGTTACCTTCGAGAAACAGAGGGAGCTCCT 
CACCCCGTCCTTCCAGTCCTTTTGGCTAAAATGCTTAACTATCACTCACAAACAAATGTG 
GAGATACCAGGAGCTCATTTGATTCATACCCCAACTTTGTGTTCTGAAAAACATCAGAGG 
GATTTTACATTGCCCAGTTTCTCCACCAACAAGCCTTAGGGTGGACCCAACCCTTTCCGC 
AAGTGGTAGGAACGAATGCATCTTAGCAATTACCTGATTTCCAAAGTCCTTTTCTAGCAA 
ATGTCACCTCATTCGTGGTCTTrrTACCTATCCTAAGCTTATGATGATGAGTTATGTATG 
CCAAATATTTATCTGAAGAGTTTCTCCTCATTGTGAATGTGTATGTAAAATATGAAGACA 
AGAAAGGGTGCTTTCATCTGAGGAACCAAGGGGTGAGAGTATCCCAAAGGAGGACACCAG 
CATCATCTTTTCTTCGTACTCCAGGACCCACCAATATTCCAGTTCTGGGTCATTTAGAGA 
GATAATGGGGCGTTTATTCCCCTATTACCTTTGCTAAGTGCTATATTATTGGCTGTTTCT 
CCCGTAACCATGCTGAAAAGGGGGTCTTAGGGAGAACTGTCATCCAAGTGGCATTCCTAG 
TAAGTTGGGTAGAAATGACATTTTCCAGAGCTGAAGGAGTGAAGAGCCCTTGGCCATACT 

GTTATGTCCAGAGGAGAGGCATAAAAAGGCACTCTCCCCCACCACCCCTACCGAATCTGG 
GTTTGGTTTGGTTTTATTTAACTAGCAAAGTTAATCCAGTAATCGCAAATTACTCCAGAT 
GGTTAAAGAAAACCCTTTCAGAATACAGAACGAGAAAACTAGAGTTTGACCAATAAGACC 
AATTTCTGCCATGAAGAACCGGGGGACGCAAGTTAATTGTTTAACGTACTCTCATTTTAA 
GCACCTTCTTTCCTGTCTCTTGATTGTTTTTTCTGAAGGAAGTGTAAAGAATGTCTCAGT 
CTGCCTTAAAGGAACTGTGAAGGCTTCTCTGTAATTTAAGCTTGATTGAAGTGAACTGAA 
ACATTGTCTAATGTCTSTCTGGCTTTAGaGCTTTTGTTATATTGTGCCTATAAAGCAAAT 
TATGTTTACATAAAAATATAAATAAAGTATTCAGCATAGCAAAACCTC 

*JJ_l-°-0_H371 Homo sapiens similar to intermediate filament-like protein MGC!2S25, isoform 2; HOM- 
TES-103 tumor antigen-like; similar to CG15021 gene product (LOC126917) , mENA cr: gi-22041886/// 
[Human_jongleur_201102.4338.C31 [SEQ ID NO: 123] 
CGCAGGTGCGGCGCACGGGCGGCGGCGGCGTGGAGACCGTGCAGGGCCCCGGCGTGTCGT 
GGGTGCACCCCGACGGCGTGGGCGTGCAGATCGACACCATCACGCCGGAGATCCGCGCGC 
TCTACAACGTGCTGGCCAAGGTGAAGCGCGAGCGCGACGAGTATAAGCGGAGGTGGGAGG 
AGGAGCTCGCCAAGCGCATGRACCTTCAGACCATGGIGGACACGCTGCAGGAGGCAGCAC 
AGGAGGCTGATGCCATCCAGGAGGAGATGAATGAGAAGATCGAGCGGCTCAAGGCCGAGC 
TGGTGGTGTTTAAGGGGCTTATGAGTGACCCCATGACAGACCTGGACaCAAAGATCCAAG 
AAAAGGCCATGAAGGTGGACATGGACATCTGCCGCCGAATCGATATCACGGCCAAGCTGT 
GCGATGTCGCACAGC3«3CGGAACJ'CAGAAGACGTGTCCAAGATCTTCCAGGTGGTCCCCA 
AAAAGAAAGAGCGTAAGGTGGCTTCCGATGATGftCATCTCTGAGCAGGACGGGGAGGTGA 
ACCGGTTCTCGGACGATGAGGTCSGCTCCATGAACATCACCGATGAGATGAAGCGCATGT 
TTAACCAGCTGCGGGAGACCTTTGACTTTGACGACGACTGTGACAGCCTGACGTGGGAAG 
AGAATGAAGACACGCTGCTGCTCTGGGAGGATTTCACCAACTGCAATCCGACCATCGftCC 
TGCAGGGCGAGCAAGAGGAAAACTTGGGCAACTTGATCCATGAGACCGAATCCTTCTTCA 
AGACGAGAGACAAGGAGTACCAGGAAACGATAGGTCAGATCGAGCTCGAGCTGGCCACAG 
CCAAAAGTGACATGAACCGACACCTGCACGAGTACATGGAGATGTGCAGCATGAAGCGAG 
GCCTGGACGTGCAGATGGAGACCTGCCGCCGGCTCATCAAAGGCTCCGCAGACAGGAATT 
CACCGTCCCCCAGCTCCGTGGCCAGCAGCGACTCAGGAAGTACAGATGAGATCCAGGATG 
AGTTCGAGCGCGAGGCGGATGTGGAGCCCATGGTCAGCTGATGACTGAGGCCCTGCGAGC 
CTGGTGGTCTTGGTGATGGGGCCCTGCCACCTCTCCTCATGGGGCCAGGAAGGCCCCTCG 
GAGTGGGGTTCGAAGCCACACCACACAGACTTTCTCTGCCCTCCCTTCTCTGGAGGCCCT 



CCACCCACCCAAGGAATGGTGCTGTCAATrTCTATTGTTCTCCACATTACAAATGCAGAC 
TTCTGTGCGGACTTTGCAGTGTTAACTGTGCCTTCTCCCTTAAGCTGAGCCACTTTGAGC 
TCCAAAGAATTATTCCTAGCAGGTGTTTTTATACAGAaCTCTAAGCTGAGGGCCGGGCCA 
ACCGGCCGIGGTGTAATGTGGTTTCTGCCGTCCGTCCCACCTGCTCCTCTGATTGGCCAT 
GGGCTATGCCCTCCCTTCCTCCTGAGCCAGCCCAGACTCGGCCTGGAGCTTGGGGTGCTC 
TGCCAACCCCCAGGAAGGAGCCGCTTGCCTCTGTGAGCTTTCTAGGCCTGGGTAGGGACC 
ACCCCAATTTTCTCACTCCCTGAAGGAGAGAAAGGTGGAAGGAAGGGAAGGAGGACACAT 
TTTAATTTTTTGGGGGGATCGAGTGGCAAAGTTGAAGGGACAAGGCACTGTGAGGGGAAG 
GCAGAGCCTCACTGTGTTTAAACTACTATGCAAAAAACAAAACAAACAACAAAAGCAGCT 
TGCCTTATATCATTGTGGAAGGCAGGACCTCTCCTGGGCTCCTGGCTTCCCCCTGGAGCT 
GGGAGAGAGGCCGGGGTTAGGGTGATCTGTGTGGCaGCACTGACTGGGTAGTGTGGGTTT 
GGCCGAGGTTGGTCATGAGGCTGGGGTTCCCGCAAGGCACTGGCCTCCCTGACCGCTTGC 
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GTGAGAAAGTCTGAAG3GGCCAGGCCTGGTCTCTGCTCCCTTCTACCCGCCTTG(3GTTAG 
GACTGTCCGGCAGTTGCCTGCTTTTGGCTGCTGGCAGGAGAGAAGCAGGGTGGGCTGCTG 
5 GCAGTGCAGGAGCTGGAGTGAGGGCCATCCTCTTTCTGCTCCTCGACACACGCAAGCCGC 
TCTCAGCAGTTCCCTCGACTGGCCAGTCGGGGTATTGATCTGAGCCAGCATCCCCCAAGA 
CTTCAATGGCTTGAGTGGGACTGCGTTGAAGGGCACTGTGTGGCCCCCTTCCAAATCTCA 
GCTTGGAGCCAGCreAGCAGGCTTTGCTTTATTATTATTTTTTAAGCCTACTGCAGTGGG 
TCTGTTGCCAATTTTAATTTTTTATTGTCCCAGGAGCTCCCTCTAGTGGTCAAGGTAGCA 




CTTTTCTGTTTCCCCCACCTGTGTTACAGTCTTAAAAATACTGTACATAARAGATATATG 
TAGAGAGAGAGAGAGAGCGTGAGAATGTGTTAGTGACTATGTGTGATGTAATTTATCACG 



ATTTGGTGGCCTTCGTCATGAGTTTTTTCCTTTGTTTTCTTTTGCIGGGGGCACCTCCCA 
1 5 CGGGTCCCCTGTGGCAGT CTGGCTGTGACACTTCCATAGTCAGCATCTCTTGTTAGCCAA 
ACAGTTCCCTTTGACAGGTACTTGGAGGGACAATGGTTTTGGAAGftGAGACGGCCCTTCT 
CTCTCCTCACTCACCCTTGTTCTAAAGGTTACAGGGTTCAAACATACCTGATTCTTGTTG 
TTATTGTTGTTGAATTTTTATTTTAACCAAAGGTTATCAGAGCCAGTTGGGCTTGGACCT 
CAGCTGCTAAAAAGATTTTCCGTTTCCTCGAGGGCAGGAAAACATCCACCCTCGTGGGTC 
20 TCCICOGTCKAGGGCCGAGGGAGGCATTGGACAATGTGGTATGGGAGTTTCGTGGGCAGC 
GTGGAAGCCGGCCCTGGGTTGTTCCCCAAGGTGGTGGGAGGGTGACAGATATATCTT.TAG 
ACTTAAGACTGTAAGGCAGCAGTGTTAGCATGGGAGTAACTAAGGITACTGTGGTTATCG 
GTGTCCGGCGGTATTATTTTTACTTTCCTarTTGTATACATAGGTCATTTGTCTTTGAGG 
ACTAGGGTACTCTAGGGAGTTTGAAAACTGCAGGAGCCAGAAAGAGATCCTGGCCTGAGA 
25 GTCCCTTCTGGCTGGCTTTTAATATCTGCTCTCCTCTTGGGAGTGAGGACTTGGGGCAGG 




GGCCCTGCTTGTCCCCTCACCATGAGCCCACAGCTTGCCAAGAAAGACCCCAACGCTCGC 

TGGGGCAGCACCAGTCCTAGCTGGGACGAATTGGTCCATCCTTTGTAAAGCTGTAAATAC 
30 TTAATTTTGACTTTCTATTTCTRAGCCCAGTGTCATATTGACACTGGTATTTTAGAATTT 

TCTCAGATGGGCTCTCCTGOSCTGCXCTCnn'CTCCrGTTTTTGGGGGTTTTATACAAAC 

AGAGGATTGGGGAGGGATAGGAAGACTAGCATCCTTTTGGCTCCCIGGTTGGTTGTGAAA 

TAOVCaCaCAO^CaCaCACAaiCACaCACACACTCGCACTCCTCTGftGACTCCGAACAGA 

GAAAAAAATTATTGGOWVTCMOiCaTTTTTCTTTCTCGTCTrGAGAAAATGTCTTGAG 
35 GTCCCTGAAGGGCCAAATCCATCGTGGACTAACTCTGTGGGTAGAGCTCAGATGACCTAG 

GGAGAATTAAACCACTTAAGCTTGGAGTGQGAGGAGAGGGGGTGGGGTGGGGGAGAATAT 

AAGATGTAACTTAAGCTAAATGTAATCTATTTATAAAGCMGAfiACTCTCATCTATTTTT 

ATGAAAGGAAGGGTTTTTTAATCTAGGGTAGGCAGTTGTGGTAGCCCftGCATTTTCCTGT 

GGACGAGACATGGTGCATGTTGTTGCTGGATTGAATGGAACCCATTCCTGTCCCCCGGCC 
40 TCGTCTTCTGTCCTCACTTTTGGTCATCCACACCCATGAGCAGCTTCAGCAGAGTGTAGG 

TCCCACTTCACCCCATTCTCCTCTCCTCTGACCCCTCAGCTCCTTGGAAGTCTTGGGGTG 

ACAAGGCGCATTAGGGAGGGAACAAGCTGGGCTCTGGGGATAGGCTCTGATTAATTAGTT 
ACTCTGACTCTGGTCTGCCGAGATCCATTTCCAACCCAGTTGCGTTGGGAGAGGGTTGGG 
45 AGGCAGCAGAGCATGGGTGACAGTGG6AGCACACGACTTCCTTGGAGCCTGGGCCTTTGC 
GGGTCCCAGGTGGTCAGGCAGCTGGAGCAGAAGTGGAAATGGCTTAAGATGCTCATAGCC 
CAGCCCCGGCTGTGTCTACTCCAGGCCAAGCCTGGGCTGCAGTCCITGCTATGTTCCCCC 

TTGAGACACCAAGCTCTGGCTCTAGAAGAGCTCTCTCCTGGAGTGGGGAGTCTGGAGGGG 
50 ACTGGGTGGGTGCAGGTAAAGCCAGATTCTCTCTGGAAGGGftATTTTCTATOAATGGATG 

ATTTCCAGGCTCAGGGTGGGCTGTGTGTTAGTTCTGAGCAAATCCCTCACCAAGACCCTT 

CCCTCCCAAGCCCTCAAAGAAATGAGGCAAAGCCCTTCCCTGCAAGACCCCTTGTGGATG 

TTTTTGCATCTACCTGATTTTTAGCCCCACCCAGGGAGACTTTATACCCCATGATCCTGC 

CCCACCGTTGCTGTTGTCTGCCAGCTGGGTCTAGCATCACAGGGAAGGGGGGGATTTATA 
55 CTCATGGAAAGACTACTGATCCTACCGGAAACCAACCTGTTTACTGTACTGTTGTAAATA 

TCATGCCCTTTATAICCTGTATATTGGCTTCTTTTAAATAAAGTGAAATGTCTTAGAACT 

G 

>H_1.0.0_36S7 Homo sapiens cuilin 5 (CUIiS), mRNA cr: gi-450316S/// [Human jongleur 201102 . 833 . CI] 
[SEQ ID NO: 124] ~ ~ 

60 CCCTGGTGGGAGCTCCGGCCTCCGGTCAAGGCCTGGCCGGGAGCX3CCACGAATTCTCGCG 

TCGTCTCGCGAGAGTCCAAGTTAAAGAACATGGCGACGTCTAATCTGTTAAAGAATAAAG 

GTTCTCTTCAGTTTGAAGACAAATGGGATTTTATGCGCCCXS&TTGTTTTGAflGCTTTTAC 

GCCAGGAATCTGTTACAAAACAGCAGTGGTTTGATCTGTTTTCGGATGTGCaTGCAGTCT 

GTCTTTGGGATGATAAAGGCCCAGCAAAAATTCATCAGGCTTTRAAA6AAGATATTCTTG 
65 AGTTTATTAAGCAAGCACAGGCACGAGTACTGAGCCATCAAGATGATACGGCTTTGCTAA 

AAGCATATATTGTTGAATGGCGAAAGTTCTTTACACAATGTGATATTTTACCAAAACCTT 

TTTGTCAACTAGAGATTACTTTAATGGGTAAACAGGGCAGCAATAAAAAATCAAATGTGG 

AAGACAGTATTGTTCGAAAGCTTATGCTTGATACATGGAATGAGTCSiATCTTTTCAAACA 

TAAAAAACAGACTCCAAGATAGTGCAATGAAGCTGGTACATGCTGAGAGATTGGGAGAAG 
70 CTTTTGATTCTmGCTGGTTATTGGAGTAAGAGAATCCTATGTTAACCTTTGTTCTAATC 

CTGAGQATAAACTTCAAATTTATAGGGACAATTTTGAGAAGGCATACTIGGATTCAACAG 
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AGAGATTTTATAGAACACSlAGCACCCTCGTATTTACflACAAAATGGTCTaCAGAATTaTA 
TGAAATATGCAGATGCTAAATTAAAAGAAGAAGAAAAACX3AGCACTACGTTATTTAGAAA 
CAAGACGAGAATGTAACTCCGTTGAAGCACTCATGGAATGCTGTGTAAATGCCCTOJTGa 
CATCATTTAAAGAGACTATCTTAGCTGAGTGCCAAGGCATGATCAAGAGAAATGAAACTG 

TGAAAGACTTGGAGGAACATATCATTAGTGCTGGCCTGGCAGATATGGTAGCAGCTGCTG 

AAACTATTACTACTGACTCTGAGAAATACGTTGAGCAGTTACTTACACTATTTAATAGAT 

TTAGTAAACTCGTCAAAGAAGCTTTTCAAGATGATCCACGATTTCTTACTGCAAGAGATA 

AGGCGTATAAAGCAGTTGTTAATGATGCTACCATATTTAAACTTGAATTACCTTTGAAGC 
1 0 AGAAGGGGGTCGGATTAAAAACTCAGCCTGAATCAAAATGCCCTGAGCTGCrTGCCAATT 

ACTGTGACATGTTGCTAAGAAAAACACCATTAAGCa^AAAAACTAACCTCTGAflGAGATTG 

AAGCAAAGCrTAAAGAAGTGCTCTTGGTACTTAAGTATGTACAGAACAAAGATGTTTTTA 

TGAGGTATCATAAAGCTCATTTGACACGACGTCTTATATTAGACATCTCTGCCGATAGTG 

AAATTGAAGAAAACATGGTAGAGTGGCTAAGAGAAGTTGGTATGCCAGCGGATTATGTAA 
1 5 ACAAGCTTGCT AGAATGTTTCAGGACATAAAAGTATCTGAAGATTTGAACCAAGCTTTTA 

AGGAAATGCACAAAAATAATAAATTGGCATTACCAGCTGATTCAGTTAATATAAAAATTC 

TGAATGCTGGCGCCTGGTCAAGAAGTTCTGAGAAAGTCTTTGTCTCACTTCCTACTGAAC 

TGGAGGACTTGATACCGGAAGTAGAAGAATTCTACASAAAAAATCATAGTGGTAGAAAAT 

20 ATGATTTGGAGGTAACCACGTTTCAGCTCGCTGTATTGTTTGCATGGAACCAAAGACCCA 

GAGAGAAAATCAGCTTTGAAAATCTTAAGCTTGCAACTGAACTCCCTGATGCTGAACTTA 

GGAGGACTTTATGGTCTTTAGTAGCTTTCCCAAAACTCAAACGGCAAGTTTTGTTGTATG 

AACCTCAAGTCAACTCACCCAAAGACTTTACaGAAGGTACCCTCTTCTCaGTGAACCaGG 

AGTTCaGTTTAATAAAAAATGCAAAGGTTCAGAAAAGGGGTAAAATCAACTTGATTGGAC 
25 GTTTGCAGCTCACTACAGAAAGGATGAGAGAAGAAGAGAATGAAGGAATAGTTCAACTAC 

GAATACTAAGAACCC3U3GAAGCTATCATACAAATAATGAAAATGAGAAAGAAAATTAGTA 

ATGCTCAGCTGCAGACTGAATTAGTAGAAATTTTGAAAAACaTGTTCTTGCCACAAaAGA 

CTGATATCAACACTTTCATATATATGGCATAATTTTGAATATCATGGACSiATATTTAGAA 
3 0 CCCAAATTTTGGAGTGCTTGGGCAGAAAGTTGTAAAGTTTGTGCTGAGAGAAAGGTTTAT 

TTGGACTTTGATTACATAAATATTACCATCTCTGCCTTACCTTACAAAAACAACTATATT 

TTGCCAATCACATTAGTTAGCATGATGGCATTCCCTTCATGTTGCACACTCTTTGACAGC 

ATGCTGTTTTGTGGAGAAACTTGCATTCATGAAGAGCCCATTATCAACTTTTAAAAGTGA 

ATTTGATTTGTACCCACCAGGAGAAATACAGTTGGGAAGGGTGAGGGTGGGGTTCTTGTT 
35 GCTTTTTTCTCTTTTTTTCCTCTCTTAAAAAATGTACTTGCACAAGGAAGGATCTTCAGA 

TATTCATGCACTGAAAAATGCTGTTATCTTTTGTTTTTAAAAAATGCAATTAAAACTAGA 

AATAGCACTCTTGGTTTCTTTTGATGAAAAGAGTGAGCTGGTCAATGCAACATTGGGAAA 

CGGCAGATGTAGATAATTCAGCATTGGCGTATTTGCTTGTCCCAATACaAGAATGCCAAA 

GGAGGAAACAGGAAAAATTGCCGTCCaTTTTAAaAA'ITIAGGTTTGTTGTTTTAaACCAT 
40 AATTGTTCTCAGAACTTTTTTGGAACTTCCTAATTTTSGGTCATTTAATTTAAGAATGAG 

AGTCATGATGTTTTGATTTATGAAGGTGAATTTAATGCAARAGTGGGTAACaCTACATTC 

ATAGCAAAGTTTTTTATTAAATTTTATAftATTTTTAATAGCCAATTATGTCCTAATTGTA 

TTTTGGGGAATGAACAGCAGCIAAATACTGTAAATGTACAGTTTTCTTTTTTTTTTTTTTG 

GTTATGTATACAAAAGTTTTAACTACTTTTTGGTGTTTATGAAAATCATTTAGTTGACAA 
45 GGTGCCTATGCCATTGTTAAATTTTCTTTAAGTAATTTAACAACAGATTTGCTAATTTAA 

AAAAAAAATGAAAAAAAAAACCTTACCACCATTTTGTAAAGGTCTGAAACCACATTGGGC 

ACCCTTTATCCAGGTCCCTCCCCCCCAACGTACACTTAAAATTGGTCCCGAGCAGGGATA 

TAACCTGCAGTTAAGTGAAAAGAAAAATCCAGCCTCCCCCTCCAAAAAAAAAAAAAAAAA 

TTTAATTTTTAAAAATTAGTGGTATGGCAATAAGACACTTCAGAGGCTATCTTAACrTCT 
50 GAATACCCATCTTCTAGTTTAAAGACAGAGACATCCCATCTGGAAAATGTTAACTTGTGT 

TGCCATCTCGTTGCCGGAGTAAGTAGACaTAAGaCAGAGTTTAAGAAGTAAAAATATAGa 

AAT^TTTTGATGGTCSlCaATGAGATAAATATTAGAATATTACTATTCCAATGATTAAATG 

AGGATCTTSAAATAAATTCTGAAGTCTTCCAATTTTTACATTTATTGGAGGGGTCCCTGA 

GTTCTGTCAACTTTTTTATTTAAGTCTCTTGCTCTTATTTTGTGCATAAATGTTAAACCT 
5 5 TCCAAAAATGAAATGTTAGCTTTCTTTCTTTTACTTTTTATTAAATTTAATAGAAAATAT 

GACCTGAGTAGTTAAAAAGTATTTTGCATTaTTTGCAGTAAGATGTCTCTfiGCACTGCTC 

AAaGGGCAAATTTTAAAACTTCAGTCTGGGTGAAAGATTTGCTAGTTTTACAGAAAGATT 

TGGTATCTTAAACTCAAGCTGGTrTTTCTaTTCTCATGTAAGTGACTGGGATGCTGTCTT 

ATGAATTCTTCCAAGGTCATGTTTGTCaaATAAaCaTTACATGaGaGCTTTCCTGTCATC 
60 TACACTATATGTTGTCTGGAGTGTTGAACAAATTTATTTTAGTTTCTAAGTTGTaATCTA 

TCCTCATATGGTCTaTACGATTTTGAATGTGTGCCaCTACATACTGAGATGATAATGCTG 

TACAATTTTAAGTGGTAGCAGTTrCTGTaTGCAGTaGGCTGAAA 

>gi|22S70012|gb|BU156480.l|BU156480 AGBNCOURT 7941852 NIH_MGC 67 Homo sapiens cDNA clone 
IMAGE -.53 723 85 5', mRNA sequence [SEQ ID NO: 125] 

65 TCACTTTCTAGTTGTCCCATGCAGGGGTTGAAATTTGATTCCAAGCGGAAA'JTATATTAT 
GTTTTTTCAGGCCTTCACATCTAGAGAGATGGATAACTTCCAATTTGATTTTTCAGGTAA 

TAGAGAAAGCTGCTAGTAATTTTAACCCCTGCCTAAAGAAQACATATACTTCATTTGGGA 
GCAAATACTTATTGCCTTGAAAAGTAGCACTGTAATAGCCTATGAIAATTAGTTGTAGAA 
TAACCTTTATCCCTTTCAAACTATGCAAATTATTAAATAAGTGTA-^ATTAGGATTCSATT 
70 AAAGATAGTTGATTATATTGCaATCaGATGGCATTCACAAACTTAACTGGAGCATATACA 
AATATATTAGTCTAAGTrTTGTATGCTAACaGAAAGATATAATTTAGCTACCTaTTCTaA 
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AAATGGTGAATATTATTAATATTGTATAATAGGAGTGGXSftfiGACTGCCTCCTTTTTTTCA 
AGAGAGAGATTAAGGATTTTTATAATTGTTTTTCATCAAATTTTAATATTTTTGTCAART 
TTTTAGGTATTTAATTTGTAAAACAGTTTGCTTTGTACTGGCATACAGAAflATAGGGTAT 
TGATTTTAAACTTTTTGAAGCCAAGTGATCAAGTACATTTGTAATAAAAGTCAATGGATC 
S TATAA^lNNNinnnnniNKIIilNm]^^ 



>H_1.0.0_2077S Homo sapiens rhotekin (RTKN) < mRNA cr; gi-19526470/// 
[Human_3ongleur_20U02.9437.Cl] [SEQ ID NO: 126) 
GGAAAATTTGTCACAGCAGCCAGAGGGGTTTAACAGGSGTGCAGAGGGATAAGGGCAGCT 
1 0 TCTGCCCTCTGCCCAAGAGCTGGCCACCTCTTTAAAGACTGAGGGAACAGTGGGAGGAGG 

GCACCGGGGGGCACAGAGATGCAGGACAGATTGCACATCCTGGAGGACCTGAATATGCTC 
TACATTCGGCAGATGGCACTCAGCCTGGAGGACACGGAGTTGCAGAGGAAGCTAGACCAT 
GAGATCCGGATGAGGGAAGGGGCCTGTAAGCTGCTGGCAGCCTGCTCCCAGCGAGAGCAG 
15 GCTCTGGAGGCCACCAAGAGCCTGCTAGTGTGCAACAGCCGCATCCTCAGCTACATGGGC 
GAGCTGCA6CGGCGCAAGGAGGCGCAGGTGCTGGGGAAGACAAGCCGGCGGCCTTCTGAC 



20 GACy\GGACCCTCACAGACATCrCCTTTCAGAGCAATGTGCTCTTCGCTGAGGCGGGGCCA 

GACTTTGAACTGCGGTTAGAGCTGTATGGGGCCTGTGTGGAAGAAGAGGGGGCCCTGACT 

GGCGGCCCCAAGAGGCTTGCCACCAAACTCAGCAGCTCCCTGGGCCX3CTCCTCAGGGAGG 

CGTGTCCGGGCATCGCTGGACAGTGCTGGGGGTTCAGGGAGCAGTCCCATCTTGCTCCCC 

ACCCCAGTTGTTGGTGGTCCTCGTTACCACCTCTTGGCTCACACCACACTCACCCTGGCA 
25 GCAGTGCAAGATGGATTCCGCACACATGACCTCACCCTTGCCAGTCATGAGGAGAACCCT 

GCCTGGCTGCCCCTTTATGGTAGCGTGTGTTGCCGTCTGGCAGCTCAGCCTCTCTGCATG 

ACTCAGCCCACTGCAAGTGGTACCCTCAGGGTGCAGCAAGCTGGGGAGATGCAGAACTGG 

GOlCaAGTGCATGGAGTrCTGAAAGGCaCAAACCTCTTCTGTTfleCXSGCAACCTGAGGAT 

GCAGACACTGGGGAAGAGCCGCTGCTTACTATTGCTGTCAACAAGGAGACTCGAGTCCGG 
30 GCAGGGGAGCTGGACCAGGCTCTAGGACGGCCCTTCACCCTAAGCATCAGTAACCAGTAT 

GGGGATGATGAGGTGACACACACCCTTCAGACAGAAAGTCGGGAAGCACTGCAGAGCTGG 

ATGGAGGCTCTGTGGCAGCTTTTCTTTGACATGAGCCAATGGAAGCAGTGCTGTGATGAA 

ATCATGAAAATTGAAAQCCCTGCTCCCCGGAAftCCACCCCAAGCACTGGCAAAGCAGGGG 

TCCTTGTACCATGAGATGGCTATTGAGCCGCTGGATGACATCGCAGCGGTGACAGACATC 
35 CTGACCCAGCGGGAGGGCGCAAGGCTGGAGACACCCCCACCCTGGCTGGCAATGTTTACA 

GACCAGCCTGCCCTGCCTAACCCCTGCTCGCCTGCCTCAGTGGCCCCAGCCCCAGACTGG 

ACCCACCCCCTGCCCTGGGGGAGACCCCGAACCTTTTCCCTGGATGCTGTCCCCCCAGAC 

CACTCCCCTAGGGCTCGCTCGGTTGCCCCCCTCCCACCTCAGCGATCCCCACGGACCAGA 

GGCCTCTGCAGCAAAGGCCAACCTCGCACTTGGCTCCAGTCACCAGTGTGAGAGAGAAAG 
40 GTGCTGGCATAGGATCTGCCCAGAAGAGAAAATGACCCATGCGCAGTTGGGCTCTGGATA 

CGGCGCTGTCTATAGCAAGTTGGCCAGTCTGGCCTCCTGTTCCTCTGCTGGACCTGGGGT 

AGGCTGCAGGGGTGGGCAGAAGCCCCTCTTAAATTGTGGTTGCKATGGTACCGAGGGACT 

CATTCCTGGGGCTOSCTGGGACCTCCCTAAACCCTrCCTGGAAGAAAACTGGAACCAACT 

CTGCCCTACCTCCCTGCACTAACCAGCTTTGAGGATGGCACTGAAGAACCCTTGGAGCAA 
45 ACATACCTCCCTTGTGACTCCCACATCAACCATTAAAdTATTTAACAGC 

>M_1.0,0_48825 vi20h04.xl Mus musculus CDNA, 3' end as : gi-4375208/// /clone=IMAGE:904375 

/clone_end=3 ' /gb=AI431982 /gi=4375208 /ug=Mm. 33142 /len=253 [gnl | UG|Mm#S44231S] [SEQ ID NO! 127] 

CCAGTGTTCCAAAGCCATTTGGAATTCAAGACCTACTCCTGAGGCTACAAGTTTTTTAGC 

CCAAGCAGCACAGCTTTTCCACCCTAGGGAACCCTCCATTTTCCGTGGTTTTGCAGCCCA 
50 GTA.ivCTTTCAGGCATGC:ATAAAAAGCTGATGGCTCaGGGTCCCTAGCCCAGCCTCCCATC 

AAAGCTGACGGGAACTGCCTGGGGTAGACCCAAGTCACAGTTTAAAAGTAAATAAATCAA 

>M_1.0.0_4854 Mus musculus SRY-box containing gene 11 (Soxll) , mRNA crt gi-6S78064/// 
[Mouse_jongleur_201102.2327.Cl] [SEQ ID NO:- 128] 

AQCGAGAAATCAAGCGAGTGAGAGAGAGAGCGCGGGTCCCGGGCCGCCGCCGCCTCCTCT 
CCGGTCGCCGCCGCAGCCGCCGACGCAGCAGGGAACGGGGCCGGGGGGGAGGGGGGCGGC 
CGCGGACGCGCGCGGCCAAGGACTTTGCAACTTGCCGGAGAAGGTGGAGGGGCGGGAGGG 
GGAGGGGCGCCCGCGCAGGAGACCGAGCGCCCAGCCCCGCCGCGGACCATGGTGCAGCAG 
60 GCCGAGAGCTCGGAAGCCGAGAGCAACCTGCCCCGGGACGCGCTGGACACCGAGGAGGGA 
GAGTTCATGGCGTGCAGCCCGGTGGCCCTGGACGAGAGCGACCCGGACTGGTGCAAGACG 
GCGTCGGGCCACATCAAGCGGCCCATGAACGCCTTCATGGTGTGGTCCAAGATCGAGCGC 
AGGAAGATCATGGAGCAGTCGCCCGACATGCACAACGCCGAGATCTCCAAGAGGCTGGGC 
AAGCGCTGGAAGATGCTGAAGGACAGCGAGAAGATCCCGTTCATCCGGGAGGCGGGGCGC 
65 CTGCGCCTCAAGCACATGGCTGACTACCCCGACTACAAGTACCGGCCGCGCAAAAAGCCC 
AAGACGGACCCGGCGGCGAAGCCCAGCGCGGGCCAGAGCCCCGACAAGAGCGCGGCGGGC 
GCCAAGACGGCCAAGGGCCCCGGCAAGAAGTGCGCCAAGCTGAAGGCGCCGGCGGGCAAG 
GCGiSGCGCGGGCAAGGCGGTGCAGCCCGGCGACTGCGGSGCGGGCAAGGCGGCTAAGTGC 
GTCTTCCTGGACGACGACGACGACGAGGAGGACGACGACGACGAGCTGCAGCTGCGGCCC 




70 




GCOCAGCAACAGCCCCCGCAGCTGCTCAGGCGCTACAGCGTGGCCAAGGTACCCGCCAGC 
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CCCACGCTCAGCAGCGCGGCCGAGTCCCCCGAGGGCGCGAGCCTGTACGACGAGGTGCGC 
GCGGGCGGCCGGCTGTACTACAGCTTCAAGAACATCACCAAGCAGGAGGCGCCGCCCGCG 
CCCCCCGCGCTGTCGCCCGCGTCCTCGCGCTGCGTGTCCACCTCCTCCTCCAGCGGCAGC 
AGCAGCGGCAGCGGCGCCGAGGACGCCGACGACCTCATGTTCGACCTGAGCTTGAATTTC 
TC<XAGGGCGCX3CACAGCGCCTGCGAGCAGCCaCIGGGCGCGGGCGCGGCX3GGGAACCTA 



TTCGAGTTCCCrGACTACTGCACGCCGGAGCTGAGCXaAGATGRTCXSCGGGGGACTGGCTG 

AGTCGTGGCGGTCAGGATGGCGGGGGGGAGGGGGAGAAGATGCTCftCGGTCAGAGATGTG 
GCGCAGAGAAATTGGAAAAAGTGATGAAATGTTGGTGGAGTTAAAGTGAAATTGAGTAGT 
TTAAAAACAGATTTTCCaGGTTTTTTTTTAATTTTrAAAAAAAATTTTTTTTTGGTCTCC 

GATTTTCCCCACCCCreAGAAAAACGTGTTTTGTAATTTCTATTTCTTTTTCCTGAAATT 

AGGCGCTGTTTGAAGCTTGTGGCTTTTTGAAGTCTGAAAGACGTCGGCAGAGGGACCCTT 

TTGGCGGCACAACTGTTACTCTAGGGAGTTGATTTCTTTTTTCCTTAAGAGATCTAAAAA 

AGAACTGGTGATTAAAAAACAACAACAACACAAAAAAAGGGACCATTGCAACCTTTTTTG 

TTTTATTTTACTTTTTTGGAGGGAGAAAGCTGATGTCTTCTATGCATCCAATTTCTCAGG 

CTGCAGGGAGCTTGaAAaAATGCAGTCTGTACAAACGCTTftCftAAAAAAATCATAACTGT 

GAACTGACTTAAGAGCMAGTTTACTTTTTOiGATCAAATTGTTTATGGTTTTACAAATG 

TGATTTCTACTTGGCAACCTTTTTTTGGTAACTCGTTCCCTTATACCTCCTTGATTGAAT 

ACCTTACAGCCTACACCTCAGTACAAAAGGTATTGA.AACATTTTTGATACATAACAGACC 

TCAATCTTTTTTAAAAATTAATATATTTTCAGGCGTATTTTTGTACAGTGAAAAGGGAAC 

AATCTTGCTGTGTTTTTTCAGTAAGACTTTCAGGCACTTCTTCCCTTTTGATTTTTCTTT 

TTCGTTTGTTTTTCTTTTTTGTTTGTTTTTTTTAGCATGCAAATATGTTGGTACGTTATG 

TCCTGGTTTAAAGGATTGAAATTTTAAAAGTAATCCTTGCATCTAAAGGCCTTGTGGTTA 

AAAAAAAAAGCAAACTTTTTTGTACAGCTATAGTAGAGATTTGTTCAATATTTGTAGGTA . . 

AAGATTTATTGAAAATGGTGACATAGACCTCAGAGCTGTTCTTAGTTTAAGACTGTATGT 

ACTGTACCATAGTAGGACCTATGTATCTCATCGCTGTGATGTGTGGACGGGGCCCCAGAC 

GGAAGGTTTGAAACTGGATICTCGATTTTTAGCAAAAAGAAAAAGGAAAGGCACATAGTT 

TTAAATTTTCTCATTTTGTGCAATATAATCTAAATAAACAGACCATTGCATATTTAGTAG 

C 

>M_1.0.0_48109 mo8Sf04.xl Mus musculus cDNA, 3' end as: gi-428221S/// /clone=IMfiGE: 560479 

/cloiie_end=3 ' /gB5AI448385 /gi=4282215 /ug=Miti. 30681 /leii=277 [gnl 1 0G| MmftS431182] [SEQ ID NOi 129] 

TATGGTTTTTAAAGCTTCAGCCTATGGTTGCTTGACCTCATATGGTTAGACAGAATACCA 

CAGCAGTAGGGATGGGTGGACAAGTCCAAAATCCCTGCTGTGATTCAAGATAATCACTCA 

TGGGCCCCTCTAAAATCAAAATAAATTACATACTTTAAACTTTCAGTGACftGAAAGAAGA 

CATCCTATTCCAAAAGGGAAGAACAGGGCCATAGAAAGAAGAAATGTGGGGAAAAGAAAG 

>M_1.0.0_4 8237 vi22a05.rl Mus musculus cDNA, 5' end- as : gi -2504317/// /clane=IMAGE: 904496 

/cloiie_end=5' /gb=AA617112 /gi=2504317 /ug=Mm. 31039 /len=352 [gnl | UG|Min#S246802] [SEQ ID NO: 1301 

TTTTATAATATAATAAATAATTTTATTAATCACAGCCACAGAAGACApAGTTTCAAGCAA 

GTTACTAACCTCTGTATTCATTCACATTTATTTTTAAAGGTTCAGAAAATGTCTGGTTGG 

TCTGCTTTCTCCTCTCTCAAAGAAAGAATATTGCATTGAAGTTTTAGATATATGGATGCT 

GAAGTACTCAGTGATGAGATAATTTGTTAATAGAGAAACCATGTCaTTTGAAACTTTCAC 

CCAAGTACAAAAGATTATATGTTATATTTACTTGACAGAAAAACTCATATAGGCGTTTTT • ■ 

CTTAAATATTCATTTCCTTTAAGTAAATAGAGTGTGGCGAAGGATCCGAAT.T 

>H_1.0.0_12487 Homo sapiens hypothetical protein MGC17347 (MGC17347) , mRNA cr: gi-19923876/// 
[Human_jongleur_201102 .4895.C1] [SEQ id NO: 131] 
GCCCGCTGACAGATTCTCGGTGGCGGCGGCAGCGGCGGCGGCCCTGGACTGCGGGGAATG 
GGAATCCTAGGTCCCTGACTGAGCACCTCCCCCGCCTCCCTGCCCCCGACATGGCTCAGG 
AGAAGATGGAGCTAGACCTGGAGCTGCCTCCGGGTAC'GGGCGGGAGCCCGGCGGAGGGCG 
GTGGCAGCGGCGGCGGCGGGGGCCTCAGGAGGTCTAACAGCGCCCCCCTGflTCCACGGCC 
TCAGTGACACITCGCCGGTGTTCCAGGCCGAGGCGCCGAGCGCCAGGCGGAACAGCACAA 
CGTTCCCGAGCCGCCACGGCCTGCTGCTGCCGGCCTCCCCTGTCCGCATGCACAGCAGCC 
GCTTGCACCAGATCAAACAAGAAGAGGGCATGGACTTGATCAACCGAGAGaCGGTCCACG 
AACGGGAGGIGCAGACCGCAATGCAGATAAGCCACTCCTGGGAGGAAAGTTTCAGCCTGA 

CAGCACCGTCaCCCACTCGGGGAATTGGGAAGCAGTGTTTTTCGCCATCCTTGCAAAGTT 
TTGTAAGTAGCAACGGATTGCCTCCAAGCCCTATTCCCAGCCCAAC6ACCCGATTTACCA 
CCCGGAGAAGCCAGAGCCCCATCAATTGCATTAGACCAAGTGTTCTTGGACCATTGAAAA 

GAAAATGTGAAATGGAAACTGAATATCAGCCAAAGAGATTTTTCCAGGGCATCACCAACA 
TGCTTTCTTCTGACGTTGCACAGCTGTCAGATCCTGGTGTGTGTGTATCTTCGGATACCC 
TTGATGGAAACAGCAGCAGTGCCGGATCTTCTTGTAACTCACCAGCGAAAGTCAGCACTA 
CCACCGACTCTCCTGTGTCACCTGCCCAAGCGGCTTCTCCATTTATTCCACTAGATGAAC 
TTTCGTCTAAGTGATTCACTCATCCTGAGACTTTCTTTTTGCAGTGGAGAGAGAGAATAA 
TCTAGTTGGGGCAAACACTGAACTTTGTCAATTAATn'GAGGCTATTTCCTATTTGACCC 

CTTTGGATACCCTTGAATTCAGTGTAGTAATATTTTCAGACGTTTCCCCAATAAGTGTGT 
TGAAGCATAO^TCTTTACGCTGCTAATATGTCTAAATACATATGTTATCCKTTGATTTTT 
TTAAAT 
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>M_1.0.0_18870 Mus musculus 0 day neonate skin cDNA, RIKEN full-length enriched library, 
clone:4631422C13:homolog to CDNA FLJ10352 FIS , CLONE NT2RM2001152, full insert sequence cr: gi- 
12852440/// /cds=(332,2401) /gb=AK014527 /gi=12852440 /ug=Mm. 30857 /len=2692 
[Mouse_jongleur_201102. 12200. CI] [SEQ ID NO; 132] 
5 TACGAGGT6AAGTCATTTCTTCT6GGAGTAAACCTCTGCCACCTGGGCCTCACTGCTCAG 
ATATTCCACTGATACTGTCCAATAAGCAGTTTCTGACTTGGGGTGGCATCCCTCTCGGCA 
GGACACAGCTCCAGAAACTAGCTTTAAGAAACAGTTCTACAACTACAGCCCAAAATTTGC 
GACTATTTATCA2\AGGACAAGATCAGGATK30rTTCAGATTCAGAACACTTTTGGCTCAG 
AAGAGCGGCTGACCAGCAATTGTGAGATCAGGATTTGCCCAGGGGAGGACTTTGTAATCT 
1 0 CTGTGTTATTTGCACCTACTCGATTATCTTGCATGTTGGCTAAACTTGAAATCAAGCAAC 
TTGGAAGTCGATCTCAGCCAGGCATTAAGTTTATGATACCATTGTCTGGATATGGAGGAA 
CAAGTAATCTTRTTTTAGAAGATGTTAAGAAATTATCTGACAGTTACTTGATAACAATGA 
ATGACTTAATTCCTGGCAAAGAAAGTAAAGTTGTTTTTTCTATTCGCAACACTGGCTCCA 



1 5 CTAAAGTATTGAGGATTTTTCCAGATAAATTTGTACTTAAGGAAAGAACCCAAGAACATA 
TTACTTTAGTGTACACTCCATCAAGCAGAAAGAATGGCGAAAAACCTGCAACAGAGCTGT 

TGCATACACCAGGAATCCTAAAGCAGATCCTTCCAGAACACAGTGTGCTACAGCACaTCG 
ACTTCACGGAGGCATTTCAGGATGAGCCTCTCATTGATGAAGTGTGTGATCTTCCTCAGC 
20 GGCCTAATGACATTGAGCTCTTCTATGGAAGCATGCGGAAAATTACCCTGTCAGTAATTG 
GAGAATTCAGAGGTACCATTTGTAGCCGAGAATTTCTTCAGCCTTCCTCCAGTGCTGAAT 
CCAAAAGTAATTTCTCCAGTGACTCTAAAACTTCTGGAAAACAAAGTGGCAATGTCCTGT 
TGGATGTTTTACCGGTTAAAGGCCCTCAAGGCCCTCCTTTTCTCTCACAGTCTGCCCACC 
CAGCCCAGGACACAGCAGCCTCTGAAGAAGGCTGGGCTGTCCATCCA6AACACTTGATTC 
25 TGGTGGCTCCTTCCTCTTGTGATTTGGCAAAAACTGGATGTTTCCAAATTATAAATAATT 
CTGTTATTTTACTGAAATTTGAGCTGTACTGGCCTGCACATTGCCTGACAGTCACACCAC 
AACATGGATGTATCATGCCAGAGAGTAAAATACAAATTCTCGTGAGTCCTAATTTTTCCG 
TGTCCACAAAAGAGTCAGTGTGCCCATGGACTGGTTTGATCTACATACACTGTGATAACG 
GACAGAAGAAAATTGTAAAAGTTCAAATTCGAGAAGATTTGACTCAAGAACCTTTACCTC 
30 ACTTGCCCTCCTCCGGTACATCTGGAATTCTTGCCCCTGCACCCGAGCCTTCCATTAGTC 
GTTTGACAAAACTAATAACAAAACCACCTTCCACAAAAGTTGAAATTAGAAGCAAGACAG 
TGATTTTTCCTCCAACAGAACCTGGTAGRACCTCAGAGAACTATCTGGAACTGGAGAATT 
GTGG CCCCACAGATGTAAAGTGGCACCTGTCaTCTTTTGCACCCCCGTATGTCAAGGGAG 
TTGATGAAACTGAAGATGTTTTTCGAGCTACCTACACAACCTTCAGATGTTC.TCCCATTT 
35 CTGGCACACTAGAAGGCCATGGAATCCAAAAGGTCTCCATCATATTTTTGCCCAGAGACA 
AAGGGAATTATGCCCAGTTTTGGGATGTTGAGTGCCACCCTGCTAAAGAACCTCACATGA 
AACATACATTGAGATTCCAGCTCTCTGGCCAGAGCATCAGAGCAGAGAATGACCCTGAAG 
ACTCATGCTCCTCCAGAGATGCCCTCATTAAAGTAGATACCGCAGTCACATCCCGGAGGC 
GCGCTGTGTCTGAGACAGCTGCTCACACGCCTGGCAGGCAGCTCAACTCGAGCCATCATG 
40 GAGTATATGCCCCAAAGGATGTCTACACGTTCCTGCCAACCAAACTTGGGGAATCCASGA 
CAOTGAAAATCAATTTGAGAAATAATTrTTTTTCCACTCATGCACTGAAGTTTTTGAGCC 
CCAGAGAACCTTTCCACATTAGACACTCCAAGTACACTTTGAGGGCCCGACATTATATCC 
ACATCCCGGTGCACTTCAGACCAGAGGCAGTGGGCAGATTTGAAGCTTTACTTGTGATCC 
AAACAGATGAAGGCAAGAGTATTGCTATTCGACTAATCGGTGAATCCCTTGGAAAAAGTT 
45 AACTAGAATACATATTGTGTAAATGACCTGCTTATATTTTGGCaATCTCATTTTTCTACA 
CCAAAATTATGCTGTTGTATATATTTTGTACGATAAATTCAATGTGTATAAATTATAGAT 
TTGTTTTATAAAGAATTTATTTCTGAAGCCCTCACTAAATATCHTGTACCTAGCTCACAG 
TATTAACATTTACAAGGGAGAAGTTCTATTTTTACA'rTGATTAtGACATTCTGAATAAAT 
GTGGCATATGTTTTGATATGGTGTATTTACAAATAAAGTTGATATTTAAATT 
50 >H_1.0.0_24251 Homo sapiens cDNA: FLJ22823 fis, clone KAIA3974 cr; gi-10439347/// /gb=AK026476 
/gi = 10439347 /ug=Hs. 398258 /len=1902 [Human_jongleur_2011Q2 . 11450 .C5] [SEQ ID NO: 133] 
CGGGTCCTCTCAGCGCCCGCCGGCG6CCGCGTCCACCCCCGACGCTCTGAGGTCACCGAC 
TGGGCCGGCCCGCGGGGGGCGGAGGGACGGAGGGAAGATGGCGGCAGGGGCCGGATATTG 
GCGCCGCCTCCCCCAATCCCGGAGCCGGCGCAGATGAGGCAGTTCGGCTGGGGCCAGCGG 
55 CGCTTTGGAACCCGAGGTGGGGGGACCCTGGCGGTGGGGCCTGGTCCTGCTATATGCCGG 
CGCCTCGGCTAGAGTGR.GCGGCGGCGACGCCTCTTTCCTCCGTCTCTTTCCCTGTCGCTG 

TCCAACGTGAACGCGGACCAGGAGGTGCGGAAGCTGCAGGAGCTGGTGAAGAAGCTGGAG 

60 CCCGGCAGCCCGGTTCGGGCCGGCGOSTCCATTCCCTCCTCCGGCGCGGCGTCTCCTCGG 

GGCTTCCCCTTGGGCCTCAGCGCCAAGTCGGGCGGCGGGCCCGGGTCGGGCCCGAGGCG6 

ACGAGTAGCGAAGAGCTGCGGGACGCCACCTCCTTGCTAGCGGCGGGCGAGGGCGGCTTG 

CTGGACGAGGTGGAGCCGCTGCGGCCCGACGAGCTGGAGCGCCTGTCAGGCTGGGAGGAG 

GAGGAGGAGAGCTGGCTGTATTCATCACCAAAGAAAAAACTTACACCAATGCAGAAATCG 
65 GTTAGTCCATTAGTTTGGTGCAGGCAAGTTTTGGATTACCCAAGTCCTGATGTTGAGTGT 

GCTAARAAATCTCTTATCCACAAACTTGATCAAACTATGTCAGCTCTCAAGAGGCAGAAT 

TTATATAATAATCCTTTCAACTCTATGAGTTACACCAGTCCTTACAGTCCAAATGCCAGT 

AGCCCATACAGCAGTGGCTTCAATTCTCCATCCTCAACCCCAGTGCGACCTCCTATAGTC 

AAACAGCTTATACTTCCTGGAAATTCAGGTAACTTGAAAAGCTCAGACAGAAATCCTCCA 
70 CTCAGTCCTCAGTCCTCTATAGATAGTGAGTTAAGTGCTTCAGAATTAGATGAAGATTCA 

ATTGGATCCAATTATAAGCTAAATGATGTAACTGATGTACAGATTCTAGCCCGGATGCAG 
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GAMAAAGTCTCCGGCAAGAATATGCAGCCACCACCTCTCGGCGCAGTTCTGGTTCATCT 
TGCAATTCTACAAGACGGGGTACTTTTAGTGATCAGGAACTTGATGCaCAAAGTTTAGAT 
GATGAAGATGACAATATGCATCATGCAGTATACCCTGCTGTTAACAGGTTTTCACCATCA 
CCACGCAATTCACCTCGACCGTCACCTAAGCaGTCACCCAGAAATTCACCTCGTTCACGA 
5 TCTCCTGCTCGGGGAATAGAATATAGTAGAGTGTCCCCACAGCCTATGATTAGCCGCTTA 
CAGCAACCTCGCCTTTCACTTCAAGGCCATCCCACAGATTTACAGACAAGCAATGTTAAA 
AATGAAGAAAAACTAAGACGCAGTCTTCCAAACCTGTCCCGAACATCTAaTACACAAGTT 
GACTCAGTGAAAAGCAGCAGAAGTGACTCAAATTTTCAAGTGCCAAACGGAGGAATACCT 

cgtatgcaacctcaggcttcagccataccttctccaggcaaattccgttcccctgcagca 
10 ccatctcctttggctcttcggcaaccftgtgaaagcatttagtaaccatggctctgcttct 
cctggtagccaagaaataacacagctcacacaaaccacctcctcacctgggcctcctatg 
gttcagagcacagtctcagcaaatcctcccagcaatatcaacagcgctactctaaccaga 
cctgcagggacaactgcaatgagaagtggcttgcccagacccagtgccccttctgctggg 
ggcataccagtgcctcgcagcaaacttgcacagcctgttogcagatccttgccagctcct 
15 aaaacctatggtagcatgaaagatgacagttggaaagatggctgttactgaccagcaaag 

ACAAGAATGCAGAAGTCCACGGCTTCATGGATACCCTTCACCAGGCTAAAAaACAACTTT 
TATATGCAGACTGTTCAGATAAGACTCTTGGGATTTATAAAATCCCAGCCCTCTCTGTCT 
TAATTAGCACAAACCGACAGAGATCATCAAACAGCTiCTTTAATGACJiTTTAACATCAGAT 
GTGTTTGGTflATCATACAATCACTCTCCATAGAATCACTTrrAGTTTTGTTTAATAGAAA 
20 CTAGGTTGATTTTTAAAAAATATTTGACAGAGGCCAATATCTGGGCAAATACCTAATGGA 
TGCCAAAGAGAAATGCCCATTTGTAAATGAGAAAAATGCCCATTTGTGCACAAGAAAATG 
GTGAATTCAGGCTATCCAAAACTTCACATTCAACCTAATTTACTGTATAAATAGTATCAA 
TAAATATTTGTGTTAATGAGAACTAATATTCTGACTAATTATCTAAAGTGTTTCaCTAGT 
ACACCAGGAAACTACAGATTGAGATTAGGGGGTGGGAGGAAAGAAACCTGGGCTAGAGAT 
25 TAAAACATTCCTAAATTTAGCAGAATTTCAGAAATGA'rTTTTGCAGATTCATTAGAAAAG 
AAAAATTGTCATTTAATCTTAAGTTTTGGATGTAGCTCACATGTCACCACCACCaGATAG 
TGTTACAGCATGTATCCATCATGTTGCATTGACACATCAAACTTGTGTGTGTTTGTTTTG 
ATTGCCAAAAGGGCTTAATATCAGTTGTACAATCTTTCTGAACTTTATAGTTCCTGGCTC 
AGGAAAGATGGCCTTTGCTATTGAAGCCAACTTCTTCACATGCTGTTATCTTTACAGAAC 
30 TAAGAGATCTTGTTTCTATTAGCAGGTTTTCATGATAGGAAAGAACAAGTAGTGTGTGTC 
TTTATTCTTGATACAACACCACCTCGGTGCTTGCAACCTGGAACAAAACCATACCATGAG 
AGAGAGGGGGAAAAAAATCTATGCACTTAACCTACAAAATCTCTGGTGATGACAGTTGTA 
TTGTTGCTATTACATGGCATAACGGTCTATTATGTGGTAGGAAAATATAGCCTGCTAAAT 
CCTA CTTA AGTTGATCCSCTTTAAACTGAGTAACTGTATAAAACATCTATTGAAAATTCT 
35 TTTCCTITTGACTTAGATTCTGCCTTACATCAATTTTTGCATTTTTGGTAAAAAAAAAAC 
CCTACTACGTATGACTCTAACCTGATACTTGCTCTCTAATGGCTCTTAATATATCCTTGA 
AATCGGCTATTTCAATTTTATCAGACTTTTACCAGAGTAAAACTTGCTTCTGTAGCAGGC 
CTCTCATTTTTTATTATGAGGTCTGTTTTTAAATACTrAATTTGAACAGCTCTAAGATAT 
TGTCACTTAGGTCATCTAAAAGCTTTTAGAGATTTGAACATAACTTCATTTCCTGTTAAT 
4U CAAAGACATTCCGTAAGTTGGCAAAAGAAATTGGGAGAGAGAAATAGAAGGCTTGATATT 
CTGGACAGCATTAAGGTTGATAGGTTGATGATAAAAACTTAAAACCAGGACCTCCATTCT 
GTCATGACTGACACCATGGTAGTCTGTCAGCTTGACCAGTGGAGAGTCATTCaTTTAGCA 
CAAGCAGCTGGAGATTTAAACTGCCAGTACTATGTATTTGGTGTATAATGCAAGGAAGAA 
ACTTTATCCTTGAATTTGAGGGTGATGGGGTGGGTCAGGAAAG6ATGGCGCCAGAATTCT 
45 ACATGATAATGAACTAAAAAATGTTGCTTTTCAGAGGAAGATAAAGCATCTTCTTTTGGG 
AGGGGGGTATCTCATGTCTAAGTAAGTAAAAGAAAGAAGTAGCTACTGTCTCTTTTAAAA 
ACCAGCTACAAAACAGAACAAGTCTCAGTTTTCAGTGCAACATTTCAAAAAATATATATG 
CTGCAATCTAATAATTAAAAGGAATTTTACCTATTATGAAACATATTACATTTTTTAAGT 
TAGATAATCAGTTTCAAAAGGAGTATTCAGGTTATTTAACTTTGTTTTTAAATGGCTGCA 
50 TCAGAAAAAAATGTCTATTTTTTTTTATTAAAATATTTCATCACTTGTTAAAACATATTT 
TTGATCTGAGTTTGGTTlAAGTATTATTTTACCTGCrGTTGTACTACCACAGACTGTTGAC 
TTTTASTTTCTTAAAGAGAAAAATTGCCTTTTTACTAGAAAGCCTTTGTATATTGCAATT 
TTTCTGTTTGGGAAAATCTAAGGATTTACTGTGGTTAGTOTTACAGAAGAAATGTGGATT 
TGATAAACTAGTGCCTATGATTTTAACTTATGTTTGATATATAGTAGTAAGGGTTTTATG 
55 AATGTTGATTATTTTGTGCCAACAGCCCAGAATTGTCACTTATATGTAAGCAGAAAACAA 
TGAGCTCTGCTTCCAAAGTTATTTAATTTTCTCAGTGTTTGAATGTTATTrTTTGTAAGT 
GTGTTAATAAAAGTGTAAAGAATTGGAAAAAATATAfATATTCTTAACTCaAGCATTTGC 
TG GATC ATTTTTCTACAAAACTTGTTTGTACAATATAAAACACTCTCTGAAGAGTTGACT 
TTTTTTCAGTTTCGTATCCTGGAAATCACATTTTGTAAAACTGGGGACCATTCATAATTG 
OO TCAGATACTTTTTAAAATTATCTCAATACATCACTTTTATAAAAAAAAAAAGTTTTTTTG 
AAAGAAAATTAGATACATATGTSGCCCCAGATGT.TTGTATAACTCTAGAATGATCTAGAC 
TATGTATGTTTAAATTAACTTTTTATTGAATGTACAGGTGTCCATTTTTGACGTTAAGCA 
TGGTCCTTTAAGGTCACATGACGTTTGATTTGCAAACATTTCTATAGCCGftACTTGTATA 
TGTGGTTGCCTCCTTAATAAACAGCCTGACCATAATGTTTATTATTAAATTTATATTCTT 
65 TAAGTGTTTAATTAATCTCTGGATATGGTAAGATTCCTTTTTTTCCTCTCAGTTGCCTAC 
ACTTGGTTTTAATAAATTACTCAGTTGAGTTTTTCTTTAACCACAGAAACCCAAATCATA 
TTGCCCTTTCAGATTTAGTCTTCATGGGGTTGGATTATGTCTTATATTTTGTCTGTCAGA 
GTTATTTCATATATGGATTTTACTTGAAGGAAATTTACAGTTTACTCTAAATTGATTTGT 
TCTTGGAACTTTTTTACCTGCTGTGAATTGATACCTAGTTATAAAAAGCTAGCATTTGCC 
/ 0 TAC3ATCATAACTATGTATGGTATCTAGTTAGAAAAAAACAAGCAAAAAGCYATTATGAGT 
TTCOWSAGGGACAATTAATGCATTTTCATACCAAATGCGAATATTTAGGTGATCACGTG 
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CATCTTTTCTTGTATGGATGGAAAAATCAAGAATTGTACACTGTTTAATGAGTTCTCCAT 
ATTCETTTAGGAGATATTTGCTTTGCAATTACATGTTACAATTAGAATAATTACT^TTAA 
AATAATATTACATGTTACAATTAGATTAATAGTGATGAGAGGGAAAAAAGACACCCTTCT 
GTTTTTTTCTCTCAAGCCAGTCTAAAAACTT6AAGAGCCATTTAAAATTAAATGTCACTA 
TACTTGTATTATAAATCAATACATAAGTTTAAACCTGTTATATACTCAGTGCAACftGAAA 
AACCCATATGGAGGTTCRACCACTGATGTATTTTGAATGATCCTAAATATAAGTCTTCGG 



ATTTACTGTAATACAAACTGGTTAAAACTATGTTAACTGAATGCTAGTTTGAAACAAATT 
ATCTACATTAAGTCATCirAATGTTTTCTCTTTflAAAGAAATAaAAAAaTCTGTTTCITC 
TGATTTCGAAAGTAATAGftAACTCTGCTGTAGAA 

>M 1.0.0_47114 nih78bl2.rl Mus musculus cDNA, 5- end as: gi-1487S35/// /olone=IMAGE .-457055 

''9^=^023720 /gi=14B7S35 /ug=Mm. 23708 /len=357 [gnl |ug| lta#S5S679] [SEQ ID NO; 1-34] 

GCAGCCTGCTTTTGTCTTTATTAGATACCAAGAGTACCAGAAACATTAGTACCTGAATTG 
TGTACTGAGATCTCTTCTTTTAGAATGGGCGTCACCTTTAAACGTGACTGCATTTGTTTA 
ACATAAACTGTGAATTTCATTTTTTCCCTCTGCTTCCAAAACTCACAGTAATACACTACC 
AAATTTAGAATTTaAC3iACAGACTAAGTTCTTGGTTAAGAAAAAGCATTTTGTTGCC7«3A 
ATAGCTGCAAAAGGGATCTTTAGGGCAAGAAGGGTGGGTGGCTACAGGTTCCTGAAC 

=.M_1.0.0_241S4 MU3 TOUsculus 16 days embryo Lung cDNA, RIKEN full-length enriched library 
clone: 843 043 0L24:horaolog to HYPOTHETICAL 4G.S KDA PROTEIN,, full insert sequence cr: gi-128SS160/// 
[SEriD^NO^^lL]'^''"^^"^"^^ /gi=128S81S0 /ug=m,18224S /le4i=2151 [Mousejongleur_201102 . 17388 . CI] 
CCCGCGGGATTGTGGCGGTCGGTCTCTCGAGTCGGAAGCCGGAGGTGTCCCGGGACTCCC 
GATATGGCGACTTCTCTGGGTTCCAACACCTACAACAG6CAGAACTGGGAGGACGCGGAC 
TTCCCCATTCTGTGTCAGACGTGTCTTGGAGAAAACCCTTATATACGAATGACCAAAGAA 
AAATATGGAAAAGAATGCAAAATCTGTGCCAGGCCATTCACAGTGTTTCGCTGGTGCCCT 
GGGGTCCGCATGCGCrrCAAGAAGACTGAAGTGTGCCAAACCTGCAGTAAATTGAAGAAT 
GTTTGTCAGACCTGCCTGTTAGACCTTGAATATGGCCTACCCATCCAGGTTCGTGATGCA 
GGATTATCATTTAAAGATGACATGCCTAAGTCAGATGTCAATAAAGAATATTACACCCAA 
AATATGGAAAGAGAAATTTCTAACTCTGATGGAACACGACCAGTTGGGATGCTAGGAAAA 
GCAACATCCACCAGTGACATGCTCCTC3UiGTTGGCCCX3GACC3iCACCCTACTACAAAAGG 
AATCGGCCCCACATTTGTTCCTTTTGGGTGAAAGGAGA6TGTAAGAGAGGAGAGGAGTGC 
CCATACAGACATGAGAAGCOTACCGACCC3W3ACGACCCTCTTGCTGATCAGAATATCAAA 
GACCGGTACTATGGAAfeAACGACCCCGTGGCTGACAAGCTTCTAAAGCGGGCCTCXJACC 
ATGCCCCGCCTGGACCCACCGGAGGATAAGACCATTACCACCCTGTACGTCGGCGGTCTG 
GGAGACACCATCACCGAAACAGATCTCAGAAATCATTTCTACCAGTTTGGAGAGATCCGC 
ACCATCACTGTTGTGCAGAGGCAGCAGTGTGCCTTCATCCAGTTCGCCACCAGGCAGGCT 
GCCGAGGTAGCCGCTGAGAAGTCCTTTAACAAGCTGATCGTGAATGGCCGGAGGCTCAAT 
GTCAAGTGGGGAAGATCCCAAGCAGCCAGAGGCAAAGAAAAAGAGAAGGATGGAACCACA 
GACTCTGGGATCAAGCTAGAACCTGTGCCAGGACTGCCTGGAGCTCTGCCTCCACCTCTT 
GCAGCAGAAGAGGAGGaSTCTGCCAACTACTTCAACCTGCCCCCAAGTGGTCCTCCAGCA 
GTGGTGAACATTGCCCTGCCCCCACCCCCTGGGATCGCCCCACCaCCACCCCCAGGTTTT 
GGACCACACATGTTCCACCCCATGGGACCACCCCCTCCTTTCATGAGGGCTCCAGGACCA 
ATCCACTACCCTTCTCAGGACCCTCA6AGAATGGGT6CTCATGCAGGAAAACACAGCAGC 
CCCTAGCACAACATTGCCACTCAGGGGCTCTGAGGAAGAAAGGGOSCTCTAAAGTCCCAG 
TAAATGAATCCTGGGATAAGTACCATTTCCCTTGCTTTGTAGTT.TCCATGGTAGCTGAAn' 
GTGTTCAGATGTGGGCAGAGAGCACAGCTATGCTTCCCCACATGTCTTCAGAGGATCGGC 
GGGCCTAAAACAAGCTGTCATGAACATAGCTGCTTACCACTATAGCAGTACTAAGAGCCT 
TATGTCTGATCCCTTCCCACTCTGTGGGGAACACGCACATGGGTGAACTGGAGTGACCAA 
TGGAGTCCCCATCAGTGTGTTCATTTTGTATCTTTTTGGGCGGGAGGCAAAAGTTGACCT 
GCGGTTTAAAAAAAGTATTTTGACCATTTTTATGTCTATTTGGTATTTTCTTTTATATCA 
TCTAAAAAAAATTTAGTACTAATCATTGTAGTGGCATAAAAGTGATTTAACTAATTTGAA 
ATCATACCCTCAGAGAGGGTACCTAAGATGATAT6CTTTTAAGGAACTTCCTGTGMATA 
CTTTGACAAACTGAAAAGAAGAGCCTTAGAGTCCATTTOACTGGGAGACTGTCTGCCTGC 



TGGGCAGGAGACTGTTCAGTCTTAGAAAGTTTGGATTTAACTGAATTGTAGATGGTAAGG 
GAAATTTGATGTTGTATTGTATTTTTTGTTTTTAATTAAAACGGSTCAATTTTCCAAATG 
TTGCTGGACTTATGTTTCTTTTTACCCTTTGGTATTAAATGTGAAATAAGT 

>M_1.0.0_3392 Mus rausculus RIKEN cDNA 1110035L05 gene (1110035L0SRik) , mRNA cr: gi-13385631/// 
[Mouse_3ongleur_201102.13 84.Cl] [SEQ ID NO: 136] 
GGAGTCCTCCCCTTGGAGCCTGGGAGGCCTAGGGAGAAAGTAGTTCTCTTTCGCTGGCAG 
GGTTGCTGTCGAGGGCACCGAGCAGGAGGATAGGTCGACAGAGACGAGGAGTTCTGGGTC 

GGCTCTGAATGCCTGCCGCCGCCCCCATGAGAGCACCGGCCTGGGCTCCCGCCCCTAAGC 
CTCTGCTCGCGGAGACTGAGCCATGTGGGCCTGGGGCTGGGCCGCTGCAGCGCTCCTC.TG 
GCTACAGACTGCAGGAGCCGGGGCCCGGCAGGAGCTCAAGAAGTCTCGGCAGCTGTTTGC 
GCGTGTGGATTCCCCCAATATTACCACGTCCAACCGTGAGGGATTCCCAGGCTCCGTCAA 
GCCCCCGGAAGCCTCTGGACCTGAGCTCTCAGATGCCCACATGACGTGGTTGAACTTTGT 
CCGACGGCCAGATGATGGGTCCTCTAGAAAACGGTGTCGTGGCCGGGACAAGAAGTCCCG 
AGGCCTCTCAGGTCTCCCAGGGCCCCCAGGACCTCCTGGCCCTCCTGGTCCCCCTGGCTC 
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GGCCACAGAACTTCGATTCTCAGGGCTACCTIGACACATTGTTACCCCAGGAACCCAGCCA 
ACGGCTGGTGGTTGAGGCCTTCTACTGCCGTTTGAAAGGCCCTGTGCTGGTGGACAAGflA 
GACTCTGGTGGAACTGCAAGGATTCCAAGCTCCTACTACTCAGGGCGCCTTCCTGCGGGG 
ATCTGGCCTGAGCCTGTCCTTGGGCCGATTCACAGCCCXaGTCTCTGCCATCTTCCaGTT 
TTCTGCCAGCCTGCACGTGGACCACAGTGMCTGCAGGGCAGAGGCCGGTTGCGTACCCG 



GGCTGTATCAGGTCTGGAGAGCAACAGCAGGGTCTTCACaGTGCAGGTTCAGGGGCTGCT 

CACCATCCAGAACACTTCCAGCTTCTCGGGAATGCITTTGGGTACCTAGCGGAGCTGARG 
AAACGATTGTGGATTGAGGAACCAACACCTTGCTTCTTAGAGGAGCTGAAAAGGACTACT 
CACTCCCCTTTTAATAGTTTTCATAGCAATAAAGAACTCCAAACTTCTTCATCGCT 

>H_1.0.0_3771 Homo sapiens cDNA FLJ20288 fis, clone- HEP04414 ors gi-7020281/// 
[Human_jongleur_201102.86l.C3] [SEQ ID NO: 137] 
TTAAGGCAGGGGCTGATATAGAACTTGGCTGCTCCACACCTCTGATGGAGGCATCTCAGG 
AGGGACACCTGGAATTGGTTAAATATTTGCTGGCTTCTGGCGCTAATGTGCATGCTACAA 
CAGCAACAGGAGACACAGCCTTAACCTATGCTTGTGAAAATGGACATACGGATGTTGCAG 
ATGTTTTACTTCAAGCAGGGGCTGATTTAGACAAGCAGGAGGACATGAAGACTATTTTGG 
AGGGCATAGATCCGGCCAAGCRTCAGGAACATGAATCTGAAGGTGGAAGAACACCTTTGA 
TGAAAGCTGCAAGAGCTGGTCATTTGTGCACTGTGCaQTTTCTTATTAGCAAAGGTGCCA 
ATGTTAACAGGGCTACAGCCAATAATGATCATACAGTAGTGTOSCTGGCATGTGCAGGAG 

AGGATGGTTCAACAATGCTCATTGAAGCTGCAAAGGGTGGCCATACTAATGTAGTTTCTT 
ATCTGTTGGATTATCCAAATAATGTTCTGTCAGTTCCCACCACAGATGTGTCTCAGCTCC 
CTCCACCTTCTCAAGATCAGTCTCAGGAACCTGACAGAACTTCACAGGAGAACTCTCCTG 
CCCTTTTAGOAGTGCAAAAAGCTGTGAGTACCAGAGTGCCCACTGGTTCCAACAGTTCTT 
CTCAGACCACAGAGTGTCTTACACCTGAATCCTGTTCGCAGACTACAAGCSATGTGGCTT 



ATGACACAGCATTAACACTAGCTTGTGCAGGTGGTCRTGAAGAACTTGTATCTGTGCTCA 
TTGCACGGGATGCCAAAATTGaAGACAGAGACAAAAAAGGTTTCACACCACTAATCCTGG 
CAGCAACAGCAGGGCaTGTTGGAGTTGTIGAAATCCTTTTGGATAAAGGTGGAGATATAG 
AAGCACAGTCTGAACGAACTAAGGATACTCCGCTTTCATTGGCATGTTCTGGTGGACGTC 

aggaggtggtagacttgctgctggctcgaggtgcsu^taaagaacataggaacgtatctg 
attatacaccactgagtctagctgcgtctggaggatrtgttaatatcattaagattctgc 
ttaatgctggggcagrSSttaattcaaggactgggagtaaactaggtatttctcccctga 
tgttggctgcaatgaatggacatgttcctgcagtaaaattgctgctcgatatgggttcag 
acattaatgcccaaatagagaccaatcggaacacggctctcaccctggcctgtttccagg 
gccgagcagaagtagtgagtttgcttctggaccgaaaagccaatgttgaacatagggcaa 
agacgggtcttacccccttgatggaagcagcttctggagggtatgcagaggttggaagag 
ttcttcttgataaaggagcagatgttaatgctccccctgtgccttcctcaagagatactg 
ctttaacaatagcagcagacaaaggtcactacaaattttgtgaactcctgattcataggg 
gagcccacattgatgttcgtaacaaaaagggaaatacgccactttggctggcatccaatg 
gaggtcattttgatgttgtgcagttgctagtgcaagcaggtgctgat6tggatgcagcag 
ataaccggaaaatcacacctcttatgtcagcarrtcxscaafiggtcatgtaaaagttgttc 
aatatttggtaaaggaagtaaatcagttcccttctgatatagaatgcatgagatacatag 
caacaattacagataaggaactgttgaaaaaatgtcrtcaatgtgtcgaarccattgtga 
aggctaaagaccagcaagctgcagaagcaaataagaatgcs3agtattcttttaaaggaac 
ttgatctggaaaagtcaagagaagagagcagaaagcaggctcttgctgctaaaagagaaa 

>M l.0.0_26959 Mus musculus 16 days embryo lung cDMA, RIKEN full-length enriched library, 
clone:8430411F12.unclassifiable transcript, full insert sequence cr: gi-128580'8's/// /adB=l 
/gb=AK01B402 /gi=128S8086 /ug=Mm. 19GS22 /len=1085 [Mouse_jongleur_201102. 20299. CI] [SEQ ID NO: 138] 
ACATCCACCGCAGCTACTACTTCATAATTATGGCGAATACTATCGTCCATT.CAAACATAC 
ACTCAAATACACTTCAGTTTTTTTTTTGAAGACTACCAAGAGGGCTT6AATCGATGT6TC 
TCGAGCTTTAAGTCATCCTGCAGATTGGAGACAGGCCCTGAAGGAACATCGACCATCACT 
GAAATCCCTAGGATCTGGGACCAACACCATACCTCErAAGGGTCTAATTTAAATCTGTCC 
TACTCACTGGTCAACATATTGGACTCTGGTGTTAATATAATGn-AAAATAGCTGCTTACA 
TGGTTAAAAGAAAAGAAAAGAAAATGTGCTGATT6TTTGAGATGAAA6TAAAAGAAAACC 
TGCTAAATCATTGGGGAACTTGGGAGGAAAATCATTTTAAATAAACAAATCACATCATTA 
CACAGCATTATCCAGTGGCCTGCCTCTTTTATTTTTCTCTTATTTTTGTGATCAATAATC 
ACTGTACATATAGATATTTAGCCACTTTTTTTAGCTCCATCGACTTCAGTGGTTAGGTCA 
GTCCCCATCGAGACACCGGACTTAAAGAACTGAGCATTGATAAGAACTCAGTATGGCTGC 
ATAGGAGACAAGAACAAGCAGTGATCTAGTGATTCACACCTGTCTTGCCTTTACTGTATT 
CACAGGAGCTTTGGATTGAGAAGAATTCAGTCAAGGAGCAGGAGGTAGGCTTAAGGCAGG 
CCTGGATAAAGTATGGTCCTGGAAGATGTCCCAAAGAAATTCAAAGATGATTATTTCTTT 
AGTTTTTGCCTTGTCCTCACCAGTAATTGCTCCCATCTAGGGAGAGGGAGGGATATTGAT 
GTCTCTCTTriAAACATATGTTTACTCTTCCAAGGTGACTTATGGGACTAS.GAAAGGAAG 
CAAAGCTTTTTACCAAAAGTAGACTTAAACTTTGAGTTTTTACGTTGCT6TTTATATCTC 
TAATTCAGt^.CTCTTATTGCTGTAGCTAAGCCTTTTCGATTCTATATTAAGTAGAGTTGA 
AAGTGGAGATCTTTCTTGAGTTCTTAGTAGTGGAAATGCTGAGCTCTCCCATAAAAATGA 
TGTGCCTGAATGGTTTGCCATATATAGCCTTTATTATGTGATGATATGATCCTTTTATTC 
TGAATTTCTTCAGGACTTTTAACATAAGGGGATGTTAAATTTTGTCCAAAGCCATTTTTT 
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TTTGCATTTATAAAGATGATCATGTTATTCTGTCTTTGAGCCCATTTATGTAATTTCTAA 
TACATACACaCACATCCCTGTATCTGGAATAAAGCCAATGTAGTTGTGGCG 

>H_1.0.0_8S78 Homo sapiens T-cell activation tJFKB-lUce protein (TA-NFKBH) , mRNA cr: gi-21245099/// ■ 

[Huraan_jongleur_201102.290S.Cl] [SEQ ID NO; 139] 
AAAATTTGCTGATTAAATGAATGTGGGTGTGTTTGAGAGGGATCCTAGACAGCCAAGCCT 
TCTGGCATGAAACGCTGAGAAGATGGGAGTGTCTGCTGGCAGAGATGAAAGTGAGCAGGG 
GTGAGCGCAGCCACTGCCCAACGCAAACCGTGAAGAAGCTTCTGGAA6AGCAGAGGCGCC 
GCCAGCAGCAGCAGCCCGACGCTGGCGGGGTGCAGGGACAATTTCTCCCTCCCCCAGRGC 
AGCCCCreACCCCATCTGTGaATGAGGCTGTGACTGGCEACCCTC(XTrCCCAGCACACT 

ATGCTGCCTACACTGACAGCCCCTACTCTTGCCCTGCTTCTGCTGCCGAAAATTTCCT6C 
CTCCTGACTTCTACCCACCCTCGGACCCAGGGCAGCCGTGCCCffiTTTCCCCAGGGCATGG 
AGGCTGGACCCTGGAGAGTTTCTGCACCCCCTTCAGGACCCCCRCAGTTCCCCGCTGTGG 
TCCCTGGACCATCGCTGGAGGTGG.CCCGAGCTCACATGCTGGCriTTGGGGCCACAGCKGC 
TGCTGGCCCAGGATGAGGAGGGGGACACGCTCCTTCACCTGTTTGCGGCTCGGGGGCTGC 
GCTGGGCGGCATATGCTGCGGCTGAGGTGCTCCAGGTGTACCGGCGTCTTGACATTCGTG 
AGCATAAGGGCAAGACCCCTCTCCTGGTGGCGGCTGCTGCCAACCAGCCCCTGATTGT3G 
AGGATCIGTTGAACCTGGGAGCAGAGCCCAATGCCGCTGACCATCAGGGACGTTCGGTCT 



TCCAGGTTGACCTGGAAGCCAGAGACTTCGAGGGCCTCACCCCGCTCCACACGGCCATCC 
TGGCCCTTAACGTTGCTATGCGCCCTTCCGACCTCTGTCCCCGGGTGCTGAGCACACA6G 
CCCGAGACAGGCTGGATTGTGTCCACATGTTGCTGCAAATGGGTGCTAATCflCACCAGCC 
AGGAGATCAAGAGCAACSUVGRCAGTTCTGCACTTGGCCGTGCAGGCrGCCAACCCCACTC 

CCCACGGGAACACAGCCCTCCACATGGCGGCTGCCCTGCCCCCTGGGCCGGCCCAGGAGG 
CCATCGTGCGGCACCTGTTGGCAGCTGGGGCGGACCCCACACTGOSCAACCTGGAGAATG 

AGAGGAGCCGTGTGGCGCCGCCAGGCCTGTCCTCTTAGGACTCAAACCCAGACCCTGGAC 

rSCAAACCCA 

CATCCTGCCATTGGGGTTTTACATTAAAACCCCAGAATGGCTG 

GAGCCCTCTTGATGATTTCTGTGAAATCGAGGCCCCTTGATTGTTTCTGTGAAACACCCT 
GCACCCCTAGTCCTTTCCCCACTGAGATCTTTCGGGTTCTCTCCCCTARCTCAGCTCTTC 
GTTCCCAGAAAQCCaGffifGTAATCCCCCTACGTGCTGCTTGGGGCftTCCCGATACCftTCT 

ACCCTGAGaCAGGAGGGACCCTCTGAGATCAGGGACCCTTAGGTCTCACTGTTCTCTGaT 

TCTGAGCATCACTCAAGCTTTTTATTAAACTCSiATTTGGCCCAGN 

>H_1.0.0_102185 SP1090 Homo sapiens cDNA 3 ' • end ass gi-8888427/// /clone_end=3 ' /gb=AW0S4490 
/gl=8888427 /ug=Hs . 330544 /len=325 [gnl | UG| Hs#S2133178] [SEQ ID NO: 140] 

gcagatgactgtagcctcctacagatgttataggcatcagatactcatcaatacacagta 

gcagatctctgaatttgagaccagcctggtctttgcagtgatttccaggctagaaaaggc 

ctctcctggc 
rtctttgtctctctcccttccaa 
TAAAACCTCTTCCAGTTGGAACTGG . .• 

»H_1.0.0_47S31 Homo sapiens protein phosphatase 2C alpha 2 mRNA, complete cds si; gi-3372871/// 
[Human_jangleur_201102.cl. 5377. singlet] [SEQ ID NO: 141] 

CCCGGACGCMCCCGGCTCCTCCCCTCCTCCGCCCCTTCCCCAGCCTGACCTGGCCCGCC 
GCTGCAGCGGTGACCCCTCCCCCGGCTGCCGCCGTCGCCGCCGCGGTGACCCCCTCCCCG 

GCTGCCGCCGCC6CCGCCTCGGCCGACCAGGGACCTGCCCGCCTGCGGCTGCTCCGGATT 

TTSAATAAACTTGGAGCCTTTTCTTGAAAGACAGCTGGCTGTCCAGAGCCTTCTACCAAC i 
TGCAGTTTTAGATACGTTTTGAAAATTTCATCACCTGAGACCTAGAGGATCAAGACATRA 
TGGGAGCATTITTAGACAAGCCAAAGATGGAAAAGCATAATGCCXS^GGGGCAGGGTAATG 
GGITGCGATATGGGCTAAGCAGCATGCAAGGCTGGCGTGTTGAAATGGAGGATGCACATA 
CGGCTGTGATCGGTTTGCCAAGTGGACTTGAATCHTGGTCAn 

ATAACCAGGATTTTAAAGGGTCTGCAGGAGCaCCTTCTGTGGAAAATGTAAAGAATGGAA 
TCAGAACAGGTTTTCTGGAGATTGATGAACACATGAGAGTTATGTCAGAGAAGAAACATG 
GTGCAGATAGAAGTGGGTCAACAGCTGTAGGTGTCTTAATTTCTCCCCAACATACTTATT 
TCATTAACTGTGGAGACTCAAGAGGTTTACTTTGTAQGAACAGGAAAGTTCATTTCTTCA 
CAaAAGATCACAAACC2iAGTAATCCGCTGGAGAAAGAACX3AATTCAGAATGCAGGTGGCT 
CTGTAATGATTCAGCGTGTGAATGGCTCTCTGGCTGTATCGAGGGCCCTTGGGGATTTT6 
ATTACAAATGTGTCCATGGAAAAGGTCCTACTGAGCAGCTTGTCTCACCAGAGCCTGAAG 
TCCATGATATTGAAAGATCTGAAGAAGATGATCAGTTCATTATCCTTGCATGTGATGGTA 
TCTSGGATGTTATGGGAAATGAAGAGCTCTGTGfiTTTTGTAAGATCCAGACTTGAAGTCA 
CTGATGACCTTGAGAAAGTTTGCAATGAAGTAGTCGACACCTGTITGTATAAGGGAAGTC 
GAGACAACATGAGTGTGATTTTGATCTGTTTTCCAAATGCACCCSUiAGTATCGCCAGAAG 
CAGTGAAGAAGGAGGCAGAGTTGGACAAGTACCTGGAATGCAGAGTAGAAGGTGGATCAT 
TTAACAAAAAATAAGTAGCTTTATTAAAGAAAAATCTTCAACACTiATCAAACTTTAACAT 
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TTTAGCTTTTAGATTTTTATGTGTCITTGACAGCTAGTGTCTAGTGTATGAAAGTGGAAA 
AGGACATTTCTGTAGTAGCTGTTAAGATGTATGCAGTTGTCCTATCACAGTTATATTAGA 
AATAAOWiCTAGTGTGGAAAGTAACCCACATTCTGTTCAGGATACTTTTGTTTTAARAGG 
CTAAAATGTTTGTGTGCITTAARATTGTTAATGAATrmCTGGCATGAGTAATTTTATGC 
5 CGGGAAAATCTGRTTTGTGGTCTATTTAATTACAAAGAGATTGTGATGGTGATAATTTGA 
ATACCATCTTTCTATGAAAAGCTGTGTATATTAATTTTAATCTCTAGGGCCTTTTTTCAA 
TAACTTGAAAATCACAGCCTCATCATTAGCAACTTTATATACACIAGCTTTAAAAAATTTG 
CTTTAAACTGTTTCAGAGCTTCTTCCCTAAGCCATAAACTGTCTCACCTAAACAAGATAG 
ACCTCAATAAAAGAmTAATATTTCTCCACCTGGCAGAAAAGTAACrGCCAAGTAAGATT 
10 AAGAAATAAGTTGAGCATTTCTGGAGTATATTTCTCATAATTCTGC3«3AGACrTCCAGTT 
TATTGCATATATGCAGTAAAGTGTATATATTATGCAGTTTCTCTAAGTGGAAAAACTTGA 
CATGACTTTAATAGTGTTAAAACATGAAAATGCTGGTGAGCTGRGGTAGAAATIACTTTAG 

>gi|l77S7094|gb|BM2027S6.l|BM2027SS C0244D12-3 NIA Mouse 7.5-(^c Whole Embryo cDNA Library (Long) Mus musculus 

cDNA clone C0244D12 3 ' , mRNA sequence [SEQ ID NO: 142] 
1 5 GTGTTTCAACAAACTTTAATGGTATIGAAACTAGCAAATGCATGGATATTTTGAGGTCTGTGGAATTTTG 

TGGGTCACTGTTGAAATGACCAATACACTGGCATTACAAAATCATnTGTGACTCTAAGATGGGGCAGTG 

GTTTTAACAGTACAGGATGCaTGGGTACAGCTGAGGAGCCTACACTGCCTTTAGGAAACITCCACATACA 

GTACCATACAGTAGTATCTAAGGACAGCCACAGTGATTTGGAAACTCTTCTTTCCCAACCTGAAGTTGAC 

ATGCTCAGCTCAACCATACAACAGACTGAGCAGACACGCTAACTGGCTTCTCTTAAGCTAGACGTAAAGT 
20 GATTATAAO^CTGTACCATGCTACTCTTCTCCCAGGATTTATTTTTCTTAAAATATGTTAATGAAGTTTT 

TTTTTTTAAAAAACAAACTGCCTTAATTITTAATCTAACAAGTATCAATGAATATAACCTAGGTAATAAA 

AGCTTTGGGGGCTGTGCTTTTAGTTTTCTGAAGGGGGaGTGGGGTATTGAGATCATTTTAAAACOT 

CCGAGGGGAAAATGTATCACTTTTCSiGCaTTATTCATGTTGTTCATGGGGTCCCAGAGAACAGAAAGCAG 

ACaTTGAAATACCATGTCTGAGATTGGGATAAGGAGAOWiAAGTCGAATCTACCrGGTCTATATTAACCa 
25 CCCCAATGCTGCCTCCTGGGAGGGAAGGCTACAGAATTTTACAACATTAGATCAAGAGGAGCCTCTACCT 

TTTGTTCTCTGGCCMGATGGGAGTCAGCTCCTGCrATGAGAGAAATTTGAAGAGAAGCTAriTACCATG 

TTTTGCCTTCAAACTAACCCAATAGAGGGCAAGGTTGGTCTTAAGACCCCATAAAAAGGCAGGGCCAAAA 

GGGTTTTTTTTTTTTTT 

>gi| 1909339|gb|AA270832.l|AA270832 va85g07.rl Soarea mouse NML Mus imisculus cDNA clone IMAGE:738204 
30 S', rtiRNA sequence [SEQ ID NO; 143] 

ACTGATAGGGGCTGAGGATGAATACGGCGGCCAGAAAGCCCAGCTCTGCCTCCTGTTGTT 
AATGAAGATTTTCTCTGGAATACAGGCAGAA 

>H_1.0.0_24 995 Homo sapiens IDN3 protein (IDN3) , transcript variant A, mRNA or: gi-19718748/// 
35 :HumanJongleur_201102. 11864. CI] [SEQ ID NO.- 144] 

CATTAGGGAAAACATAAAGTGGCTGAATTTACAAATTATTGGTATCCCCAAGCACAAAGA 
AAGGATTAGAAAACCTATTTAACAAAGTAATGATGAAAACTCTCAAGATCTAGCAAGACA 

CTTCTCAACAAGGCATTATAATCAGACTCTCTAAAGTCAAAGATAAGAGTGAATCCTAAA 
40 AATAGCAAGAAAAAAGCATGTAGCTACCTATAAAGGAAACCCCATCAAACTAACAGTAGA 

TTTTTCAGCAGAAACCTTACAGCTCGTGCCGAATTCGGCACGAGGTTTGTCGCAGCAAGA 

ACAAACAGCATTCCTTCCAGCAAATCAAGTGCCTGTTTTACAACAGAACACTTCAGTTGC 

TGCAAAACAACCCCAGACTTCTGTGGTACAGAATCAACAACAGATATCACAACAGGGACC 

TATATATGATGAAGTGGAATTGGATGCATTGGCTGAAATTGAGCGAATAGAGAGAGAATC 
45 AGCTATTGAAAGGGAGraCTTCTCAAAAGAAGTTCAAGATAAAGATAAGCCTTTGAflAflA 

AAGAAAACAAGATTCTTACCCACAGGAGGCTGGGGGTGCTACAGGAGGTAP.TAGACCAGC 

TTCTCAGGAGACGGGTTCTACGGGAAATGGGTCAAGGCCAGCATTAATGGTTAGCATTGA 

TCTTCATCAGGCAGGAAGAGTGGACTCTCAGGCTTCTATAACTCAGGATTCAGACTCCAT 

AAAAAAGCCTGAAGAAATCAAACAATGTAATGATGCACCTGTTTCTGTTCTTCAGGAASA 
50 TATTGTTGGAAGTCTTAAATCTACACCAGAAAACCATCCTGAGACACCTAAAAAAAAGTC 

TGATCCTGAGCTTTCAAAGAGTGAAATGAAACAAAGTGAAAGTAGATTAGCAGAATCTAA 

ACCAAATGAAAACCGATTGGTGGAGACAAAATCAAGTGAAAATAAGTTAGAAACTAAAGT 

TGAGACCCAAACAGAAGAACTTAAACAGAATGAGAGCAGAACAACTGAATGCAAACAAAA 

CGAGAGCACCATAGTTGAGCCTAAACAAAATGAAAATAGACTGTCTGACACAAAACCAAA 
55 TGACAACAAACAAAATAATGGCAGATCAGAAACAACAAAATCAAGGCCTGAAACCCCAAA 

GCAAAAGGGTGAAAGCCGGCCTGAGACTCCAAAACAAJiAGAGTGATGGGCATCCTGAAAC . ' • 

CCCAAAACAGAAGGGTGATGGAAGGCCTGAAACTCCAAAGCAAAAAGGTGAGAGCCGCCC 

TGAAACTCCAAAGCAAAAAAATGAAGGGCGACCTGAA-iiCACCAAAACACAGGCATGACAA 

TAGGAGGGATTCTGGAAAGCCATCTACAGAGAAAAAACCTGAAGTGTCTAAACATAAACA 
60 AGATACTAAATCTGACTCACCTCGGTTAAAATCAGAACGAGCTGAAGCCTTAAAGCAGAG 

ACCTGATGGGCGATCTGTTTCTGAGTCACTAA6ACGTGACCATGATAATAAACAAAAATC 

AGATGACAGGGGTGAATCAGAGCGACATCGAGGGGATCAGTCTAGGGTTCGAAGACCAGA 

AACATTGAGATCCTCTAGTAGAAATGAACATGGCATTAAATCTGATAGTTCAAAAACTGA 

TAAACTAGAACGAAAACACAGGCATGAATCAGGGGACTCAAGGGAAAGACCATCTTCTGG 
65 GGAACAAAAATCAAGACCTGACAGTCCTCGTGTTAAACAAGGAGATTCTAATAAATCAAG 

ATCTGATAAis.CTTGGTTTTAAATCACCAACXAGTAASGATGACAAAAGGACAGAGGGTAA 

CAAGAGTAAAGTAGACACTAATAAAGCACACCCTGACAATAAGGCAGAATTTCCAAGTTA 

TTTGTTGGGGGGCAGGTCTGGTGCGTTGAAAAATTTTGTCATTCCGAAAATCAAGAGGGA :. 
TAAAGATGGCAATGTTACTCAGGAGACAAAGAAAATGOAAATGAAAGGAGAGCCGAAAGA 
70 CAAAGTAGAAAAAATAGGATTAGTTGAAGATCTAAATAAAGGAGCTAAGCCTGTAGTTGT 
GCTACAAAAACTGTCTTTGGATGATGTTCAGAAACTTATTAAAGATAGAGAGGACAAATC 
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aagaagttcccttaaacctatcaagaataaaccatcflaagtcaaataflaggtagtataga 
tcaatcagtgttaaaagaattaccccctgaactcctg6c3u3aaattgrgtccaccatgcc 
actttgtgaacgtgtgaaaatgaacaaacgcaagcgtagcacagttaatgaaaagccaaa 
atatgctgaaatcagttcagatgaagataatgatagtgatgaagcttttgaatcctctag 
5 gaaaosacataaaaaagatgatgataaagcttgggaatatgaagagcgtgacagaagaag 
ctctggggatcataggagaagtggccactctcatgaaggaagaaggagttcaggtggtgg 
tcgttatcgaaactgaagrccxs'rcagattctgacatggaagattattctcctcctcccag 
ccttagtgaggttgctaggaaaatgaagaaaaaagaaaaacagaagaaaaggaaagcata 
tgaacouaactaacacctgaagaaatgatggactcttcsuvcttttaagagattcacagc 

1 0 ctcaatagagaatattttggataatttggaagatatggattttactgcgittggtgatga 
tgatgaaattcctcaggaactgctcttaggaaaacatcagcttaatgaacttggcagtga 
atctgctaaaataaaagcaatgggtataatggataagctttctuictgacaaaactgtgaa 
agtcttaaatatcttggagaagaatattcaggatgggtcaaagctttccactttgttaaa 
tcataataacgatactgaagaagaagaaaggttatggagagaccttattatggagagagt 

1 5 tacaaaatcagcggatgcttgtcttacaactatcaacattatgacatcccctaacatgcc 
aaaagctgtgtacattgaggatgtaattgaaagagttatacagtacactaaatttcattt 
gcagaatacactttatcctcagtatgatcctgtttacagattagatcctcatggaggagg 
cttattaagttcaaaagcaaaacgggctaaatgttctacccataagcagagagtaatagt 
aatgctttataacaaagtttgtgacattgttagcagcttatcagaattgctagagataca 

20 acitcttacagacacftaau^ttcttcaggtttcatctatgggaataacaccattttttgt 
ggaaaatgtcagtgaactacagttgtgtgccattaagttagtcactgcagtattctcaag 
atatgaaaaacataggcagttaattttggaagaaatttttacrrcacttgcaagattacc 
aaccagcaagaggagtttaaggaacttcaggttaaacagtactgatatggatggagaacc 
tatgtatattcagatggttacagcactggttttacaactrarrcagtgtgtggtacactt 

25 acc'atcatcagagaaggactctaatgcagaagaagattcaaataaaaaaattgaccagga 
tgttgtcattactaactcttatgaaacagctatgcgaacagcccaaaacttcctctcgat 
cttccttaaaaaatgtggtagtaagcaaggtgaagaagattacagaccactgtttgaaaa 
ttttgttcaagaccttctttcaacagtcaataagcctgaatggccagctgctgaactact 
ccttagtttgttagggagactgttggttcatcagttcagtaacaagtcaacagagatggc 

30 tttaagagtggcatctcttgattaccttggaactgttgctgcacggctaagaaaagatgc 
tgttacaagcaaaatggatcaaggatctatagaacgcattttaaaacaggtttcaggagg 
ggflagatgaaatccaacaattacsuukaagcattgcttgattacttggatgaaaacactga 
gactgatccttcactagtgttttctcgtaaattctatatagcccagtggtttcgagacac 
aactctggaaacagaaSSagcaatgaaatcacaaaaagatgaaqaatcatctgaaggrac 

35 acatcatgcaaaggaaattgagacaactggccaaattatgcatcgagctgaaaaccgaaa 
aaagtttcttagaagcattatcaaaaccacflccttctcagtttagcacattaaagatgaa 
ctctgatactgtggactatgatgatgcttgcttgattgttcgatacttggcctccatgag 
gccgtttgcccagagctttgatatttatttgacacagatcctacgagttcttggtgaaaa 
tgcaattgctgttcgaacaaaagccatgaagtgtttgtctgaggttgttgcigtagaccc 

40 cagtattctagcaaggcttgatatgcaacgaggtgttcatggacgattgatggataattc 
gactagtgtccgagaagcagcagtagaattactaggtcgatttgtcctttgtcgacctca 
gcttgctgaacagtattatgatatgctgattgaaagaatattggatactggtatcagtgt 
caggaaaagagtaataaagattctcagagacatttgtattgaacaaccaacatttccaaa 
aatcacagaaatgtgtgtaaaaatgattcgcagagtcaatgatgaagagggcattaagaa 

45 attagtaaatgaaacattccjusaaactctggtttactccsiactecacacsiatgacaaaga 
agcaatgacaaggaaaattttaaacattaccgatgtggttgcagcatgcagagatactgg 
atatgactggtttgagcaactgcttcaaaacttgttgaagtccgaagaggattcctcata 
taaacctgtgaagaaagcttgtactcaacttgttgataacctagttgagcacattcttaa 
atatgaggaatctctagctgactctgacaataaaggtgtgaattctggaagattggtagc 

50 ttgcataaccactttgttcttattcagcaaaataagaccccagctcatggttaaacatgc 
aatgactatgcaaccataccttaccactaaatgtagtacgctuysatgatttcatggttat 
ctgcaatgttgcaaaaatcctagagctagttgtaccactgatggagcatccaagtgaaac 
ttttcttgccactattgaggaagatctaatgaagctcatcatcaaatatggcatgactgt 
agtgcaacattgtgtgagctgtcttggagctgttgtaaataaagtgacacaaaattttaa 

55 atttgtgtgggcttgtttcaatagatactatggtgccatttcaaaattaaaaagtcaaca 

CCAAGAGGACCCAAATAACACTTCACTTCTAACAAACAAA(ZCAGCACTTCTTAGATCCCT 

tttcaccettggagctvctatgtcggcattttgattt'i'gatctggaagattttaaaggeaa 
cagcaaggtiaacataaaagataaagtacttgaactattgatgtattttacaaaacactc 
agatgaagaagtacaaacaaaagctatcattggtctaggatttgcctttattcagcatcc 

60 aagtctaatgttcgagcaagaagtgaagaatctatataataatattttatctgataagaa 
ctcctcagtcaatttaaaaatacaagtgttaaaaaacctccagacctacctacaagaaga 
agatacacgtatgcagcaggcagatagagactggaagaaagttgcaaaacaggaagactt 
aftaagaaatgggtgatgtttcctcagggatgagtagttccatcatgcagctttatctc.aa 
acaggtgcttgaggcattttttcacacccagtcaagtgtacgccactttgccctaaatgt 

65 cattgcattgactctaaatcaaggtcttattcatccagttcagtgtgtgccatatttaat 
tgctatgggcacagacccagaacctgctatgcggaacaaggctgatcagcaacttgtgga 
aatagacaaaaaatatgctggattcattcatatgaaagcagtggctggtatgaagatgtc 
ttaccaggtacaacaggcaatcaacacatgcctaaaagatcctgtaaggggtttcagaca 



70 ACACAGACGAGCETTTCTTATTTCTTTACTa\ACCTCTTTGATGAra.CAGCAJUUUiCAGA 
CGTGACTATGCTCTTGTATATAGCAGACAATCTAGCCTGTTTTCCATACCAGACACAGGA 




:CTTTACTCCATGATCCGTGGAAACCGCCA 
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AGAGCCGTTGTTTATAATGCATCATATAGACATTACaCTCTCAGTTTCTGSTAGTAACCT 
ACTGCAGTCATTCAAGGAGTCraTGOTAAAGGaCflAPAGGftAAGAGAGAAfiATCATCACC 
TAGTAAGGAAAATGACTCAAGCGACAGTGAAGAAGAAGTTTCCAGGCCTCGGAAGTCACG 
GAAACGTGTAGATTCAGATTCAGATTCAGATTCAGAAGACGATATAAATTCAGTGATGAA 

5 ATGTTTGCCAGAAAATTCAGCTCCTTTAATCGAATTTGCAAATGTGTCCCAGGGTATTTT 
ATTACTTCTCATGTTAAAACAACATTTGAAGAATCTTTGTGGATTTTCTGftTAGTAAAAT 

AGGAGTTCATTTTCATCCAAAACAAACACTGGACTTCCTGCGGAGTGACATGGCTAATTC 
CAAAATCACAGAAGAGGTGAAAAGGAGTATAGTAAAACAGTATCTAGATTTCAAACTTCT 



TGCTCGGAACAAAGCAATTACCTCACTGCTTGGAGGAGGCAGCCCTAAAAATAATACAGC 

ATTGAGAAGGTCAAAACGAAATTCAGACTCTACGGAGTTGGCMCACAGATGAATGAAAG 

TGTTGACGTCATGGATGTCATCX3CTATTTGCTGTCCAAAGTACAAAGATCGACCACAAAT 
1 5 TGCAAGAGTAGTGCAGAAAACC3VGCAGTGGCTTCAGTGTTCAGTGGATGGCAGGCTCCTA 

CAGTGGCTCCTGGACTGAGGCTAAGCGCCGTGATGGCCGCAAACTGGTGCCTTGGGTAGA 

CACTATTAAAGAGTCAGACATTATTTACAAAAAAATTGCTCTAACGAGTGCTAATAAGCT 

GACTAATAAAGTTGTTCAGACTTTACGATCCCTGTATGCCGCCAAGGATGGGACTTCCAG 

CTAATGAATTTGTACATGCAGCCAAATTTACAGGAATTTTTTTTAAAAGGCAGAAAAACT 
20 TGAAATACCAACATTCTGGCAAAAAAAAATCAGTTTTATGAAGAGTAAGTGGAACCTGGG 

ATGCAGGAACAAAAGAAGGAAATGTTGGGCAAACATTTTTGTGGGAGCTCCCTTCGCTGT 

TGTGCAGCAGAAACAGATTCTCAGTTCATTTTTACTCCCACTGTATTATAQTTTAACaAA 

AATTGTTTATATCTTGGAAAAAAAACTTTCTGTTTAARAAAAATAAACAAGTGAATGTTG 

GAAATTAGT^in'GTTAATGTTCOTAATAAAGTGTTCT'rGGAGTTTAACCTAGCAGCGGATG 

25 gctttctttagcttagcccagtttccagggaagcata'gttttttccaggctgtaaaatgg 

cagaatctcctggatatataatttattctgttgaaaaaaaaaaaagcatgcagtatctat 

gacctatctgcagaaggagtttttgtaaatgtagattttgatgtattaggtcaccctgaa 

aacaatacaagaaaagggatccccaggtaatctggtggagcgaatactgcaataaatttt 

tttacttctctttgttacttgtctgtttccatttgaatttcttattgtaaaaatctgttt 
30 aaatccatttatattattttacagtcttttatgtaaaatttattatatcactggttttca 

aagcaaaarataaaatattgtttatacagtttgtataggctgacttctgaataattggta 

tctattattttcattckcataagagggtgtaaacaattaactccagggttttattgtatc 

ctgcaatatttagtattaactatatatgatttagcactgigccaaacacattttcaagag 

tacattttgatataaaSSgaaactatagttt 

35 >H_1.0.0_34223 ziii97f07.sl Homo sapiens oDNA 3' end or: gi-lS18430/// /olone=IMAGE:545893 

/clone end=3' /gb=AA079486 /git=16I8430 /ug=Ha . 394417 /len=481 [Huinan_jangleur_201102. 20633 .CI] [SEQ 
ID NO:' 145] 

aaatatatatttttaaagatttatttatttattaaatgtaagtacactgtagctgtcttc 

40 gctgggatttgaactcaggaccttcggaagagcagtcgggtgctcctaaccactgagcca 

tctcaccagcccgagagttctgcatcttgatctgaagacagacagaaggggattctcttc 

cacaggcaaccaggaggagggtctctccttacagggcagagcttgagtgagcataggacc 

tcaaagtccacccacaaagtgacacacttccctttaacaaaccacaccttcatnatagtg 

ccactttcccatggggccaagcatattccaanacaaccacaccatctcttccatggtggg 
45 ttctcactttcatgctttcctggctccatccat ■ ■ . . 

s.H_1.0.0_.5990 Homo sapiens U4/US-associated RMA splicing factor (HPRP3P) , mRNA cr: gi-47S855.5/// 
[Human_jongleur_201102.961.Cl] [SEQ ID NO: 146] 
GTCTCAGGGGCTGAAGTTTGTGAGGTGTAGTATTGAnTCCTGTTTGAGCTATTGTTCTCT 
TTTTCCTGAAAAATGGCACTGTCAAAGAGGGAGCTGGATGAGCTGAAACCATGGATAGAG 
50 AAGACAGTGAAGAGGGTCCTGGGTTTCTCAGAGCCTACGGTGGTCACAGCAOCATTGAAC 
TGTGTGGGGAAGGGCATGGACAAGAAGAAGGCAGCCGATCATCTGAAACCTTTTCTTGAT 
GATTCTACTCTCCGATTTGTGGACAAACTGTTTGAGCCTGTGGAGGAAGGCCGAAGCTCT 

GATGACTCTGAGATCTCTAAAGAATCATCAGGAGTAAAGAAGCGACGAATACCCCGTT'IT 
55 GAGGAGGTGGAAGAAGAGCCAGAGGTGATCCCTGGGC;CTCCATCAGAGAGCCCTGGCATG 
CTGACTAAGCTCCAGATCAAACAGATGATGGAGGCAGCAACACGACAAATCGAGGAGAGG 
AAAAAACAGCTGAGCTTCATTAGCCCCCCTACACCTCAGCCAAAGACTCCTTCTTCCTCC 
CAACCAGAACGACTTCCTATTGGC3\ACACTATTaVGCCCTCCCAGGCTGCCaCTTTCATG 
AATGATGCCSTTGAGAAGGCAAGGAAAGCAGCTGAACTGCAAGCTCX3AATCCAAGCCCAG 



GCCATGGGCATTGCTCCCCCGAAGGTGGAGTTAAAAGACCAAACGAAACCTACACCACTG 
ATCCTGGATGAGCAAGGGCGCACTGTAGATGCAACAGGCAAGGAGATTGAGCTGACACAC 
CGCATGCCTACTCTGAAAGCCAATATTCGTGCTGTGAAGAGGGAACAATTCAAGCTiAC'AA 
CTAAAGGAAAAGCCATCAGAAGACATGGAATCCAATACCTTTTTTGACCCCOGAGTCTCC 

65 ATTGCCCCTTCCCAGCGCCAGAGACGCACTTTTAAATTCCATGACAAGGGCAAATTTGAG 
AAGATTGCTCAGCGATTACGGACARAGGCTCAACTGGAGAAGCTACAGGCAGAGATTTCA 
CAAGCAGCTCGAAAAACAGGCATCCATACTTCGACTAGGCTTGCCCTCATTGCTCCTAAG 
AAGGAGCTAAAGGAAGGAGATATTCCTGAAATTGAGTGGTGGGACTCTTACATAATCCCC 
AATGGCTTTGATCTTACAGAGGAAAATCCCAAGAGAGAAGATTATTTTGGAATCACAAAT 

70 CTTGTTGAACATCCAGCCCAGCTCAATCCTCCAGTTGACAATGACACACCAGTTACTCTG 
GGAGTATATCTTACCAAGAAGGAA.CAGAAAAAACTTCGGAGACAAACAAGGAGGGAAGCA 



10 




60 
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CAGAAGGAACTACAAGAAAAAGTCAGGCTGGGCCTGATGCCTCCTCCAGAACCCAAAGTG 
AGAATTTCTAATTTGATGCGAGTATTAGGAACAGAAGCTGTTCAAGACCCCACGAAGGTA 
GAAGCCCACGTCAGAGCTCAGATGGCAAAAAGACAGAAAGCGCATGAAGAGGCCARCGCT 
GCCCGAAAACTCACAGCAGAACAGAGAAAGGTCAAGAAAATTAAAAAGCTTAAAGAAGAC 
ATTTCACAGGGGGTACACATATCTGTATATAGAGTTCGAAATTTGAGCAACCCAGCCAAG 



AAGGRTGTCAACXSTGGTAGTAGTGGAAGGGGGCCCCAAGGCCCAGAAGAAftTTTAAGCGT 
CTTATGCTGCATCGGATAAAGTGGGATGAACAGACATCTAACACAAAGGGAGATGATGAT 
GAGGAGTCTGATGAGGAAGCTGTGAAGAAAACCAACAAATGTGTACTAGTCTGGGAGGGT 
ACAGCCSAAGACCGGAGCTTTGGAGAGATGAAGTTTAAACAGTGTCCTACAGAGAaCATG 
GCTCGTGAGCATTTCAAAAAGCATGGGGCrraAACACTACTGGGACCTTGCGCTGAGTGAA 
TCTGTGTTAGAGTCCACTGATTGAGACTACTGCAAGCCCTTGCCTCTCCTCCCTTGCCTT 
TGTCTCTTCAGTCCTCTCACTTATTCTATTTCCCAACCCCCTCGCACTTGTTTGTGTGAT 
CTCAGAACTGTGCCAAGCAGACACTGGGACAAAGGGAGAATATCTTGCTCCCCTCCTGAG 
TCAGCCTGGTGTTGCCCTTTATTCCCCTTATGTGCATATGATTAAAGAGTTATTTTTAAA 
AAAA 

>H_1.0.0_S9872 Homo sapiens, clone IMAGE!5265597, mENA si: gi-23272S10/// 
[Huinan_jongleur_201102.ol.l82S7. singlet] [SEQ ID NO; 147]- 



GCAGCCCGGCCCCCGGACGCAGGACGTGGCCCCAGGCAGCCCTCGCAGCTCAGTGCTCTA 
GCCGGGGCAAGCCCGCGTCTCCTCCTGCTGGACGGGCCCAGGCGAGATGTATGGCTCTGG 
GCGCGGAGGCCGCCGGTGGGGCGGCTGATCGCGGAGGATCGCGGAGGGCGCGCCGAGGAT 
GGAGAGAGCGATGGAGCAACTCAACCGCCTGACGCGCTCGCTGCGCCGCGCGCGCRCCGT 
GGAGTTGCCCGAGGATAATGAAACTGCTGTTTATACATTAATGCCAATGGTTATGGCTGA 
TCAACACAGGTCTGTTTCTGAACTACTATCAARTTCAAAATTTGATGTCAATTATGCATT 
CGGACGTGTGAAAAGAAGCTTGCTTCACATTGCAGCAAATTGTGGATCGGTGGAATGCTT 
GGTTTTGCTGTTAAAGAAAGGAGCAAATCCTAACTATCAAGATATTTCAGGCTGTACACC 
CCTTCATTTGGCAGCAAGAAATGGGCAGAAGAAATGTATGAGTAAATTATTAGAATATAG 
CGCTGATGTCAACATTTGTAATAATGAAGGCCTTACAGCARTACATTGGCTGGCTGTGAA 

TGCCATGGGGCAGACAGCACTGCATGTTGCCTGCCAGAAa3GT.CACAAGACGTAGAGACG 
GGGTTTCACCGTGTTAGCCAGGATGGTCTCAATCTCCTGACGTCGTGATCTGCCCX5CCTC 



ttaacaggccaaatgtS^caggagcaactccattgtactttgcttgcagtcatggtcaga 
gagataccacagatcctactattacgaggagccaaatatctgccagataaaaatggagta 
actcctctggatttatgtgtacagggtggatatggagagacttgtgaagtattaattcaa 
tatcacccgaggctttttcagactattattcaaatgacacagaatgaagacctccgagaa 
aacatgttacggcaagttctggagcatttgtctcagcaaagtgaaagccagtacctaaag 
attctaacaagccttgctgaagttgctacaacaaatggtcataaactgcttagcctctct 
agcaattatgatgctcaaatgaagagccttttaaggattgtgagaatgttttgtcacgtc 
tttcgaattggtccatcctcccccagtaatggaattgatatgggctacaatgggaataaa 

ACICCAAGAAGCCAGGTGTTCAAGCCTCTGGAATTGCTTTGGCACTCGTTAGATGAATGG 

ctagttttaatagccacagaattgatgaaaaacaaaagagactcaacagagatcacttct 
attttactgaaacaaaaaggccaagatcaagatgctgcttccattcctckatttgaacct 
ccaggacctgggagctatgaaaatctgtccactggcacaagggaatctaaaccagatgct 
cttgcagggagamggaagccagtgcagattgtcaggatgttatttctatgacagctaac 
cggctaagtgctgtcattcaagctttttacatgtgctgttcttgtcagatgcctccggga 
atgacttcacctcgtttcattgaatttgtctgcaaacatgatg&agttttaaaatgcttt 
gttaatagaaatcccaaaattatatttgaccactttcactttctccttgaatgtcctgag 
ttgatgtcaagattcatgcatatcataaaagcacaggtggccagtagttaaagggagajva 
cattttgtattgctgtacaaatgctattaagaggagcctctataatcagtcctgttttgt 
gaattatttatggaartgcagccttttaaagatcgctgtgaatggttctatgaacatttg 
cattcaggacagccagattcagatatggtgcacaggccagtgaatgaamtgatatcctg 
ctggttcacagagattctatttttaggagtagctgtgaagttgtgtcaaaagcaaattgt 
gcaaagctaaagcaagggattgctgtacggttccatggagaagaaggcatgggtcaaggt 
gttgtgcgtgagtggtttgatattctgtccaatgagatagtca,\tcctgattatgcattg 
tttacccagtcagctgatggaacaacttttcagcctaatagcaactcttatgtaaatcct 
gatcacttgaactattttcggtttgctgggcagatcttgggattagcx3ttgaaccacagg 
cagctggtcaatatttacttcacacgatccttctacaagcacattcttggtattcctgta 
aattaccaagatgtggcatccattgatccagaatatgcgftaaaatttgcaatggatttta 
gataatgatataagtgatctgggtctagaactaactttttctgttgagactgatgtgttt 
ggagcaatggaagaggtgcctttgaaacctgggggtgggagtattcttgtgacacaaaat 
aataaagcggagtacgtccagcttgttactgaacttcgaatgacaagagccattcagcct 
cagatcaatgcttttttacagggctttcatatgttcattccaccctccctcatacagctt 
tttgatgaatatgaattggagctactgctttctggcatgccagaaattgatgtgagtgat 
tggataaaaaaatacagaatacacaagtggctatgaaagagaagatccagttattcagtg 

tacgggcagttccagggtcccacatggtgggtttgctaatatcatgggtggaagtggatt 
gcaaaactttacaatcgctgctgtgccatatactccaaatcttttaccaacttcaagcac 
atgcatcaacatgctcaagttacctgaatacccaagtaaagaaatactcaaggacagact 
tcttgtggcactacattgtggcagctatggttacacaatggcataatgaagtctggaaaa 
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CTCCTCTGACTACTGATGCACAATTCAGAATGGCAGAAGTAATTTGGGAAAATGTCAACa 
AAAARGCAGCCTAAATGCAACCCATAGGCAGGGCTGATGCTTCCAATTTATAAAGGATCA 
TCAGGTTTTCTGTTTCTCTCTTTTCCCTTTTATGTTTTCTCTGTTTGTGATACAATTAGA 
AAATATAAAATCACAGTAGATTTTATTTTTTAAAATGCTAACTGAAAGTAATAGAGACTG 
TCCTTTrrCATAATTAATTTTATCCAAGATTGTATTAAGGCAAAATCTGATTCTACATTC 
CACCTCTGCTATGTAACTGTCTTGTTAAAAGGGTGTTTTCTCCTAATTTCTGATATATTA 
TATGAGGTCATCC3U5CTGGTGTGTTCTTTTGCATGTAAACTGCCATTTATATTTTAGAAA 
ACTATTGTATAGAATGGATTTAGATTGTCTATAAAGCCACAAATACXSTATTTTGCCACAG 
TGTATTCT&TATTGCAATGATTTTTTTAGCATTTTAATATTTTAATATATATTGTAAART 
TTAGACTGATGATACTAACAGTTGATGAAATGACATATAATTTATATATGAAAGCTTACG 
CTATATTGT ATGA ATTATTTGCATCTTTCAGTGGCCAGTTTTCCATATGTATATATTATG 
GTCTCAAT GTTITTCT TACGCCTCATTTTAATTTATAATGAAGGTAAAATTAAAATGTAT 
TTTACCAaSTTTCTTTTCATTACTTTTATCTGTGAGCTCTGACACATCTGAAAAAGTAAT 
CTGATGTGCAAATTATAATTTAAATATGTTAATTTTTTTGCTTCTTAAATTTGCTTTTCA 
TCATTAAAATGTCAAGTTCAAGTGATATGTGCCTAATATCACTTGGATGTTGGTGGGTTT 
TTGAATTTTTGGGTGGTTAATCAGTTATTTTGAAAAGACGTACTTGAATAGTTACAGCAT 
ATGTTTGAACAGGAAGTAGGAACATGCATACACGAA3AAATGCTAACGGAAGGATTTGTT 
ATGTTTAGGATCITCCCriTGGAAACTAAAAATAGAATATTAATGACATTACTGTTTGTAG 

CATGTAAGTTGAAAGTTTTGCTAAATTATAAAGCrrcCTTTAATTaSTTGGTTTTGATTCT 
CTTATTCTCTTGTCTTTTCTAAATGTTAACaAflATATATCTTAACaGATTACATGAAATT 
TAGGAATTATTTAAAAGTTACCATTAGCTCTAAAATTAAGATTCGGATGCTTTATTTATA 
GTAACTGAAGCTAATAATGTTTTATGTTTTGATTTTTTGAAATTTAATTGTAGAAGTCAC 
TGCCTTCTGAGTTTTCAAATAGATAACCACCTTTAATATTACACTGCTTATAATACTAAT 

GTTTACAGATATGTTTCTGTTTATAACCATATAATACATTGGCTTTGTCATATTAGTTTT • 

TTTTGCAAGTAGTTATGTAAAAGAGATAGATAATAAAATATTAAATAAaiNNNNNNNNNN 

NNNNN 

>H__1, 0.0_140359 Homo sapiens similar to Gliacolin (LOC222404), mRNA as; gl-20473752/// 
[gl|20473752|ref |XM_1S9005.1|] [SEQ ID NO: 148] 
ATGCTGTCCAACACTGTACATGAGCTGATGTGTGGGAACAGCTTCTACATTACaSTGGAG 
CAAATGGGCTTTAATAGGCGATCGGAGAGTCTCAAAAATCAGGAAAGAGAATCTGATCGG 
CCCATGTTGGGACAAGGGTTCACTTGGTCAAATGTGGCTGGTGAAAATGTGGCAACTGGG 
TCCTCAAGGACAGAGGACAGCATGGCTACCGGTCX3CCCATCCCAGTGTCTTCCCAATGAT 
CCTGGAGAACGAGGAGfCACTCTGAGTGGGACCACAACCTCCATAAGGATCCAGGTGCTG 
GCAGCAAACCTCACCATTTTGTeCTCCAAAAGGAAGGTGACTTTTAAGAAGCAATCCAGA 
AGGTGTGTTAGGAAACCGCAGCCTCCGCGGGGGGAGCAGGAGTCGGCAGCAGCGGCCGGC 
GCACGCACGCCCAGGGGAGTTGGGGTTCGCAGGGGGTTGTTTTCGGCTCTGAAGAGGTCC 
CCGCCCAACCTTCAAAATTCTGTCCAAAAGCAGACPAGAGGATCGCCCCGCGCTGAGCCG 
GCTGGTGGGCAGCAGGAGGCGCCTGATCGCCGCCGGGGCGCTGGGGGTGGTGATGGTGCT 
GCTGCTGGTOATCCTCATCCCGGTGCTGGTGAGCTCGGCCGGCACGTCGGCGCACTACGA 
GATGCTGGGCaCCTGCCGCATGGTCTGCGACCCCTACGGGGGCACCAAGGCGCCCAGCAC 
CGCTGCCACSCCCGACCGCGGCCTCATGCAGTCCCTGCCCACCTTCATCCAGGGCCCCAA 
AGGCGAGGCCGGCAGGCCCGGGAAGGCGGCACGGTGCCCAAGATCGCCTTCTACGCCGGC 
CTCAAGCGGCAGCATGAAGGCTACGAGGTGCTCAAGTTCGACGACGTGGTGACCAACCTC 
GGAAACCACTACGACCCCACCACCGGCAAGTTCACCTGCTCCATCCCGGGCATCTACTTC 
TTCACCTACCACGTCCTGATGCGCGGAGGGGACGGCACCAGCATGTGGGCTGATCTCTGC 
AAAAACAACCAGGTGCGTGCTAGTGCAATTGCCCAAGATGCTGATCAGAATTACGACTAT 
GCCAGTAACAGTGTGGTTCTTCATTTGGAGCCGGGAGATGAAGTCTATATCAAATTAGAT 
GGCGGGAAAGCCCATGGAGGAAACAACAACAAATACAGCACGTTTTCTGOATTTATTATT 

TATGCTGACTGA . 
>H_1.0.0__66S47 nf70b01.x5 Homo sapiens cDNA 3' end as: gl-5053451/// /clone=IMAGE • 925225 
/clone_end=3 ' /gb=AI732338 /gi=5053..51 /ug=Hs . 105(521 /len=558 [gnl | UG| Hs#S1425S72] rSEQ ID N( 

AAAACGTAAACTTGTAAATAACy\ATAGTTCTTTGTAaCAATCTGCATGACACTTTTATTA 
GCTAGGGGAAGGGGGAGGTTTGGTTAAACAGGAATCCATGTGAATATTGGGGGGAAGAAA 
GCTAGAGCTGGAACAACTATGArTTAAAAAAATAATAATCATGTTGGGTTTTGCAAACCA 
CCTGTCACCTTGCTGATCCCCAAAAAAATGTAAAGAACAGTCXCATGGATGAGTGAAAAT 
TTTCTCTGCCTAGATAAGGAGAAGGTCAAAAGACGCACAGCTTAGCTGTCAGCTCrCACC 
AGCAGATTGCTTTTCAGAGGCTCAGTGTGGACCTGACAAAAGCTATTTACCAGCTTTGGA 
ACTGGCAAGGTTTATTTGTTGAGTACAACTCTTGCTCTTAAGATAAGGAAACCCACGTTG 
AGGTACAGTAAATAGACACGAAAGAATGGTTCTGGTCCATTGGACACCCCTCTGAGCCTT 
TATTTTGAGAGTCGGCAA 

>M_1.0.0_482S1 vtn50hll.yl Mus musculus cDNA, 5' end as : gi-4S97033/// /olone=IMAGE .1001733 

/clone_end=5- /gb=AI5a7986 /gi=4597033 /ug=Miii. 31187 /len=330 [gnl | UG |Miii#S46418S] [SEQ ID NO: 

CTTAGAAATGAAGCCCCTGAATCCACTGAGCCAAGATTGTTGTTTAOGGCTTCTCAGTTC 

ACTAACTGATGflATTAAGACAGCTCATTTGCATAGCTTCATATTATTATATCTGGTTCAA 

TGAAAACAAAAAACGCTTCCAGCTTTCTAACAAATGAAATTTGTTGGCAAGAATTTTAAA 

GGGCACCCCGTTATGTAACACACCAAAGCCCAGAGI'TACAGTTTATTCTTGGGGTCAATC 

ATTTAGTGGCTAGGTAAGTTCCCCCCCCAAAAAAATTTTAATTTGAAAAATACGAAGAAC 

ACTTGTTAACACACGTTAACTAGATGGTTT 
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GGCTGGCX3GCGTGGACGGCCCCATCGGGATCCCGTTCCCGGACCACAGCAGCGACATCCT 
GAGCGGCCTGAACGAGCAGCGGACTCAGGGGCTGCTTTGCGACGTGGTGATTCTTGTGGA 
AGGACGTGAGTTCCCCACGCACCGCTCGGTGCTGGCCGCCTGCAGCCAGTACTTCAAGAA 
GCTGTTCACGTCGGGAGCTGTAGTGGACCAGCAGAACGTGTACGAGATCGACTTCGTGAG 



GGCCAATGTGGGCGACftTCCTGAGTGCAGCaCGGCTGCTGGAGATCCCGGCCGTGflGCCA 
CGTGTGCGCCGRCCTGCTGGAGCGTCAGATTCTGGCGGCTGATGATGTGGGCGACGCGAG 
CCAGCCCGACGGGGCGGGCCCCACTGACCAGCGCAACCTGCTGCGTGCCAAGGAGTACCT 
GGAGTTCTTCCGCAGTAACCCCATGAATAGCCTGCCCCCCACTGCCTTCCCATGGTCTGG 

CGCTGTGGCCGCAGGCGACTGCAATGGCTTGGACTTCTATGGCCCAGGGCCCCCGGCTGA 
TCGGCCCCCAGCCGGCGATGGAGATGAGGGTGACAGTACCCCAGGGCTGTGGCCTGAGAG 
AGATGAAGATGCCCCGCCCGGAGGGCTCTTCCCACCTCCTACrGCCCCACCGGCCACCAC 
ACAGAACGGCCACTATGGCCGTGCAGGGGCTGGCACCGGTGAAGAAGAAGCXSGCGGCTCT 
CTCTGAGGCCGCTCCAGAGCCGGGCGACTCCCCGGGCTTCCTGTCAGGCGCTGCAGAGGG 
CGAGGATGGGGACGCCGCTGATGTGGATGGGCTAGCGGCCAGCaCGCTGCTACAGCAGAT 
GATGTCATCGGTGGGCCGGGCCGGGGACAGTGATGAGGAGTCGCGAACCGACGACAAGGG 



CTGGTCACAGAAGGGTGAGAAGAAAATCCGGGCCAAGGCCTTCCAGAAGTGTCCCATCTG 

GAAGCCCTACGAGTGTAACATCTGTAARGTTCGATTCACCAGACAGGACafiGCTGAAGGT 
GCACATGCGGAAGCACACGGGTGAGAAGCCGTACCTGTGCCAGCAGTGCGGCGCCGCCTT 
CGCGCACAACTACGACCTGAAGAACCACATGCGGGTGCACACGGGGCTGCGGCCATACCA 
GTGCGATAGCTGCTGCftAGACCTTTGTGCGCTCCGACCATCTGCACAGACACCTCSiAGAA 
GGACGGCTGCAATGGGGTCCCCTCGCGCCGCGGCCGCAAGCCCCGTGTGCGGGGTGTGCC 
ACCCGATGTCCETGCCX3GGGCCGGCGCACCCCCCGGGCTCCCGGACGCCCCGCGCAATGG 
CCAGGAGAAGCACTTTAAGGACGAGGAGGAGGCCAaCCCGGACGGCTCAGGCCGCCTGAA 
TCTAGCGGGCAGCGGAGGAGACGATGGTGCAGGTGGCCCGGCGGTGGCCACCGCCGAGGG 
TAACTTCGCAACCTGACTCGTATTAAAACAAACCAAAAACAAAACAAAACAAAAAACTAA 
GAACAGAGAGAAACCACCACCCACCCCCAGCACCACGAGTAAGCAGTTCTCTGTCCAGAC 



GCCCTCCATCCACCTGCGCGGACGTGTGTGCGTGTATATACCATGGCCGCGGGCGCCTGC 
CTTTCTCAGATCCTTAGGATGTGGCCCCATCTGCTCCTGTGTCCCTCGTCCCATCCACCA 
AGGGGTCCCACGCAGGGGCCCAGCCTGCTCTTCGCTAAAGCGAGGGTGATGGGGACGCCA 
CGGrTTTAGGGGGTCTTAGACAGACCTTAAATGC 



GGGGCCCTCGGGGCCftCTGCTCAGGGCGACCCCCCCCCCAACCTTCCCATCTCTGCTTGG 
CCATGCCCCCACCCCGTGTTCAGAGATTGAAAATTTGTCGTCACCCCACTCCCCACTTTT 
TAAGGCACTTTTTAGATCGATTTCCCCTTTGACTCCTTAAAGACAGTTTATATAGAGATA 
TATATAGAGAGAGATATATAAAATATTCTTTTCCTCAGAGGAGCCGGCAGCAGTTTTGGG 
TGGACATAGCCAAGATCAGAGGTAACCCCAGGGACTCAGGCAGAGACAGACAAGGGAGTG 
AGAGAGGCCACAGCTTAATGTCACAAAACAGCAATAAAACCCCAA6ATTTTAGTAAACAC 
GAAGGCAGAACATTTTTTAAAAAATCAGCAAAAGCX3GTGACAGCCACGTGGGGATCTTGG 
CACTTTGTAACTGAAC<3GGTACTTTTCATTCTTAACTTGAGAAATGTTTACAAGTTGCAC 
CCAGCTTCTATGAAAAATTGAAGAGAGAGAGAGTGGGAAGTAACTAAGTCAATTTATTTT 
TGTATAAAATAAAAGAACCCCAACCCaCC. 

>M_1.0.0_284S0 BB404618 Mus rausculus cDNA,'3> end or: gi "-9224014/// /olone=C330037B05 /clone end=3 • 

/gt)=BB404618 /gi=9224014 /ug=I4ii. 230612 /leii=313 [Mouse_jangleur_201102 .^2092 .CI] [SEQ-JD NO: 152] 

AAAACATTGTGTAGTCAGTGTGTATTCTAGCTAAGTGGCAAGTGAGTGTGT6T6TGT6TG 

TGTGTGTGTGTGTGTTACATCTGCAGTCCTACTGTTGTTACTft-CACAAGGGTTCTAAAAG 

TCTCAACATTTTCTCTATATTCTCCAAAAAAGGTCATTTCCATTTAATTGGAAATGGCTA 

ATAATGTTCCAATTAAAGTGAGTGATGA^^GAGGGACATAGATAGATAGATTCTTACTAAA 

TGCCAGTCTCATGACTTAATAGCCCTACTAATTATGCTTTTTAAAATGATTGTTCTTGTT 

GTTTATTGGATTTTTCATACAATATATTTTGRCTTTATTCTTITTACACGATTCCGTACC 

CCCAACTCTTTCTATATCATCTCCTTTCCCTCCACCTCCCACCCATCCAACTTCAAGCTC 

TATCTTTCAGGGGGAAAAAGAAATCCGTGCATTTGAATCAGTCTTTTTTCCTTAATTCTC 

A3GCATCTTACATTCTTTCTTCTACCTTTCCCTTAAAGGACTCTTTATTACAAAGACATG 

TTCAAATCATAAAATTATTTTATCTCCTCTCTACCCGTGTAAACCCCCATTCCCATTATC 

>H_1.0.0_38087 Homo sapiens similar to RNA polymerase I transcription factor RRN3 (L0C94431) , mRNA ■ 

siT gi-220671SS/// [Human_jongleur_201102 .cl . SS . singletj. [SEQ ID NOi 153] 

GCGGTCGCGTTAGTTCGGCCCAATGGCGGCACCGCTGCTTCAGftCGTTGTTTGTCGGGAG 

ATGCGGCCGCTTCGTCCTCTGCAGTCAAGACGCTGGGCGCGTCGAGGACTGGGATTTCAA 

ATATGCGTGCATTAGAGAATGAITTTTTCAATTCTCCCCCAAGAAAAACTGTTCX3GTTTG 

GTGGAACTGTGACAGAAGTCTTGCTGAAGTACAAAAAGGGTGAAACAAATGACTTTGAGT 

TGTTGAAGAACCAGCTGTTAGATCCAGACATAAAGGATGACCAGATCATCAACTGGCTGC 
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CCCATTTTGTGCCTCCCTGAGTGATCATTAAGGAAGGCGATGTAGATGTTTCAGATTCTG 
ATGATGAAGATGATAATCTTCCTGCAAATTTTGACACATATCACAGAGCCTTGCAAATAA 
TAGCAAGATATGTACCATCGGCACCGTGGTTTCTCATGCCAATACTGGTGGAAAAATTTC 
CATTTGTTCGAAAATCAGAGAGAACACTGGAATGTTACGTTCATAACTTACTAAGGATTA 
GTGTATATTTTCCAACCTTGAGGCATGASATTCTGGAGCTTATTATTGAAAAflCTACTCA 
AGCTGGATGTGAATGCATCCCGGCAGGGTATTGAAGATGCTGAAGAAACAGCAAATCRAA 
CTTGTGGTGGGACAGATTCCACGGAAGGaTTGTTTftATATGNNNNKtlNMNHNNNB^^ 



NNNiniNNNNNNNNNNNOTfflSlNNAaGCATTTTTGGAACATCTTI^ 

CAAGTAAICCTGCCATCATCAGGCAGGCTGCTGGAAATTATATTGGAAGCTTTTTGGCAA 
GAGCTAAATTTATTTCTCTTATTACTGTAAAACCATGCCTAGATCTTTTGGTTAACTGGC 
TGCACATATACCTTAATAACCAGGATTCGGGAACAAAGGCATTCTGCGATGTTGCTCTCC 
ATGGACCATTTTACTCAGCCTGCCAAGCTGTGTTCTACACCTTTGTTTTTAGACACAAGC 
AGCTTTTGAGCGGAAACCTGAiiAGAAGGTTTGCAGTATCCTCAGAGTCTGAATTTTGAGC 
GGATAGTGATGAGCCAGCTAAATCCCCTGAAGATTTGCCTGCCCTCAGTGGTTAACTTTT 
TTGCTGCAATCACAAAGTAAGT 

>H_1.0.0 27490 Homo sapiens cDNA FIiJ90378 fis, clone NT2RP2004847, weakly similar to ZINC FINGER 
PROTEIN 135 cr: gi-22760577/// /ads=(5,976) /gb-AK074859 /gi=227S0577 /ug=Hs. 53996 /len=1987 
[Human_jongleur_201102.136S7.Cl] [SEQ ID NO: 154] 
ACAAGATGGCCGCTGCGCGCCCAGAGGCCCAGAGTCGGAGCTCACCGACTCCGGAGTCGC 

GATCCCAGGAGCCACTGGACCTGGTCCTGGTGCCTGATGACTGCCGGCCTGGCACACCCC 
CGAGTGACCTCATCGAGATCCAGGTGGTGAAGGTGACGGACACCACGCTGGTCCCTGAGC 
CCCCGGAGCCAGGTTCTTTCCACTGTGCCTTGTGCCCTGCTGCCTTCCGGCTGGTTTCCG 
AGCTCCTGTTCCACGAACATGGCCACTTGGCTGGGGCCGAGGGAGGCGGGCAGGGTGGGG 
ACCCGAGCCGGTGCCACGTGTGCGGCCACAGCTGCCCGGGCCCCGCCAGCCTGCGCGCGC 
ACTACAGCTTGCACACGGGGGAGCGGCCCTACCGCTGCGCGCTCTGCCCCCGCGCCTTCA 
AGGCCTTGGCGCCCCTGCTCCGGCACCAGCACCGGCACGGGGTGGAGCCGGGCACCTCTC 
GGAGGCCTCCGGACACS8CGGCGGTTGCAGAACAGAGGCCCX3GGGTGGCCCCGGAGAGGG 

GGTTCTGCGCCAAGCCCTTCCGCCGCTCCTCAGACATGCGAGACCACGAGCGCGTGCACA 

TTAGCGGCCACGCCC6CATCCACACTGGCGAGCGCCCGTTCCGCTGCACGCTCTGCGACC 
GCACCTTCAACAACTCCTCCAACTTCCGCAAGCACCMCGCACCCACTTCCACGGGCCGG 
GGCCGGGQCTGGGAGACTCTGGAGGCCAGCTGGGCTCGTCGGCGGCTGAGGGGTCGGGGA 
GCGGGTGTQGGGTAGGGGACCCTaCGGAGGAGGGGCGGGGGGAGACCGCGAAGGTGAAGG 
TGGAGGCCGACCAGTAGGCTGCAGACCAGGGACATGGGTTAGTTAAGGCGGAGGTACGAG 
GCCGACCCGGGGAGGGGGACGGGGTGGGGAAACGGAGGCAGGGGACAGAAGAGGGGAGAT 

3CACCTCTGCCAGGCCTAGGAGA6 
GACAGGTGCAGCTCTTGCAGCTCTGCGGGTGTGCGGCCAAAGGCAAGGCCCACGGGCTGG 
ATGTCACTTCCCCGACTGTCTCTTGGTTGGCTTGTCCTTGTGCAAGACCCAGCCTGTCAC 
GACAGAGCCTGGGCACTTCAGAGGAGGAGCCAGGATCGAATGGAAGGGGiSGAATTGGGGT 

CTCACTGCATTGOVCTGGACCTGGGATGCCTATCCMCCTCTGGCAGAAGACACTCACCA 
GGTTATCTGTGAAGAGACTCTGGGATCCCATCACCTCAAAGCCAGAGGGTCCCCAAGTCA 

CCGCTGAGAGCACTTGAGCCTCAAGGATGTAAGCCTGACCATAGGACCTTGACTCCAACA 
GCGGCAACCCCCACCCCCATTGTGGTCCGTCCTTAACCCATCCACTCTTCTTCGGAGGCA 
ACTGAGAACACATAAAGCAAGCAGCTACCTAGCATCCCCCTCCT.^AAGCTTTAGACTCAG 
AGCCCAGGGTCCCCCACAAGCCTCAAGGTAGCCTCAGGTTTCTCTAATTTCCTCCACTCC 
CAGTTCGAAGCAAACAGCTTACTGCCTAGTCCCCGCCAATCCCAAGGGCGGGCTGGCTGA 
TGGCAGCATGGTGGGCTGGCCTGGGTGTGGAGTGAAAGAGTCACTGTGGTGGGGGCGAGA 
GGAGGACTTGGGAGCTGGAGGTGTGACACCTTCAGTTCTGTTCCTATTAAAGGACCTTCT 
GAAGGGCN 

1.0.0 5S987 BBS67377 Mus musculus cDNA, 3' end as: gi-16398826/// /clone=C730006J15 /clone_end=3 ' 
/gb=BB657377 /gi=16398326 /ug=Mm. 105955 /len=706 [gnl | UG I Mm#S2255490] [SEQ ID NO: 155] 
A3ACAAGGTCTCACTACATAGTCCAGGCTGCATCTCCCrCAGCCTrCCA.AAAGCTGCAAT 
GTCAGGGGTGAGGCACCACATCmGTTTTCaWSGCTTTCAGGCCriTTTCTTCTTGGTQGT . 

tttccttataaaacctgagcta13aatgggttaatatatgtaaagtgcttagaatcctgac 
tggcctaggcttaapacagtatgtcttagctattatagtaaattggaagatgctgtatat 
aaaacactcatcctccaaagcaaggaaaactttaaa;4TATcaataactagaataaggtaa 
ctggcattgccttactagcaacttacctatcttcctgccattgaaagaacctgtaaacac 
aagcctgatttaccacaaaaataaaatttccaactcaatggggtaatatttccttcattt 
gaaaactggcttggtggtgggagaatacttgcctagcattcccatagctctgatctgttt 
agcagcactcgggggcagggagtacagtaaactacagagcatgttcaaggaaaacaaagc 
ctgaaaaatatatagataggttttacacttaaggcagctgaatctccaacctgggcaaat 
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ACTAGAATAACCTGGGAATftGTCAAGAATATTGTCATCTGGATCCCATTTAATTTATGGA 
ATKCTTTATGGTCAMCCTCTTTA1U3ATGGGCTCAGGCACTAAACT 

ATCTCTGCrJ'T^uu"'"''^^"^ " ^ ^ Human phospholipase D mRNA, complete ods [SEQ ID NO: 

GGTTCACCGTGTGGCCTTTCAACACACGTAGAAATAGGACACAGAGCTCTGGAGTTTCTT 

CAGCTTCACAATGGGCGTGTTAACTACAGAGAGCTGTTACTAGAACACCAGGATCCCTAT 

CAGGCTGGAATCGTGTTTCCTGATTGTTTTTACCCTAGCATCTGCAAAGGAGGAAAATTC 

CATGATGTGTCTGAGAGCACTCACTGGACTCCGTTTCTTAATGCAAGCGTTCATTATATC 

CGAGAGAACTATCCCCTTCCCTGGGAGAAGGACACAGAGAAACTGGTAGCTTTCTTGTTT 

GGAATTACTTCTCACATGGCGGCAGATGTCAGCTGGCATAGTCTGGGCCTTGAACAAGGA 

TTCCTTAGGACCATGGGAGCTATTGATTTTCACGGCTCCTATTCAGAGGCTCATTCGGCT 

GGTGATTTTGGAGGAGATGTGTTGAGCCAGTTTGAATTTAATTTTAATTACCTTGCACGA 

CGCTGGTATGTGCCAGTCAAAGATCTACTGGGAATTTATGAGASACTGTATGGTCGAAAA 

GTCATCACCGAAAATGTAATCGTTGATTGTTCACATATCCAGTTCTTA6AAATGTATGGT 

GAGATGCTAGCTGTTTCCAAGTTATATCCCACTTACTCTACAAAGTCCCCGTTTTTGGTG 

GAACSiATTCCAAGAGTATTTTCTTGGAGGACTGGATGATATGGCATTTTGGTCCACTAAT 

ATTTACCATCTAACS«TCTTCATGTTGGAGAATGGGACCaGTGACTGCAACCTGCCTGAG 

AACCCTCTGTTCATTGCATGTGGCGGCCAGCAAAACCACACCCAGGGCTCAAAAATGCAG 

AAAAATGATTTTCACAGAAATTTGACTACATCCCTAACTGAAAGT6TT6ACAGGAATATA 

AACTATACTGAAAGAGGAGTGTTCTTTAGTGTAAATTCCTGGACCCCGGATTCCATGTCC 

TTTATCTACAAGGCTTTGGAAAGGAACATAAGGACAATGTTCATAGGTGGCTCTCAGTTG 

TCACAAAAGCACGTCTCCAGCCCCTTAGCATCTTACTTCTTGTCATTTCCTTATGCGAGG 

CTTGGCTGGGCAATGACCTCAGCTGACCTCAACCAGGATGGGCACGGTGACCTCGTGGTG ■; 



TACAAAGGTGCCGTGTATGTCTACITTGGTTCCAAACSUVGGAGGAATGTCTTCTTCCCCT 
AACATCACCATTTCTTGCCAGGACATCTACTGTAACTTGGGCTGGACTCTCTTGGCTGCA 
GATGTGAATGGAGACAGTGAACCCGATCTGGTCATCGGCTCCCCTTTTGCACKAGGTGGA 
GGGAAGCAGAAGGGAATTGTGGCTGCGTTTTATTCTGGCCCCB«3CCTGAGCGACAAAGAA 

ACCTGGAAGAATGCCACjeAGGCTGGGCCATTTGTTACACATCCGAGATGAGAAAAAGAGC 
CTTGGGAGGGTGTATGGCTACTTCCCACCAAACGGCCavAAGCroGTTTACraTTTCTGGA 
GACAAGGCAATGGGGAAACTGGGTACTTCCCTTTCCAGTGGCCACGTACTGATGAA7GGG 

TTCCTGACCGTGACCCTACACKAAGGCGGAGCCACTCGCATGTACGCACTCATATCTGAC 
GCGCAGCCTCTGCTGCTCAGCaCCTTCAGCGGAGACCGCCGCTTCTCCCGATTTGGTGGC 
GTTCTGCACTTGAGTGACCTGGATGATGATGGCTTAGATGAAATCATCATGGCAGCCCCC 
CTGAGGATAGCAGATGTAACCTCTGGACTGATTGGGGGAGAAGACGGCCGAGTATATGTA 
TATAATGGCAAAGAGACCACCCTTGGTGACATGACTGGCAAATGCAAATCATGGATAACT 
CCATGTCCAGAAGAAAAGGCCCAATATGTATTGATTTCTCCTGAAGCCAGCTCAAGGTTT 
GGGAGCTCCCTCATCACCGTGAGGTCCAAGGCAAAGAACCAAGTCGTCATTGCTGCTGGA 
AGGAGTTCTTTGGGAGCCCGACTCTCCGGGGCACTTCACGTCTATAGCCTTGGCTCAGAT 
TGAAGATTTCACTGCATTTCCCCACTCTGCCCACCTCTCTCATGCTGAATCACATCCATG 
GTGAGCATTTTGATGGACAAAGTGGCACATCCAGTGGAGCGGTGGTAGATCCTGATAGAC 
ATGGGGCTCCTGGGAGTAGAGAGACACACTAACAGCCACACCGTCTGGAAATCTGATACA 
GTAAATATATGACTGCACCAGAAATATGTGAAATAGCAGACATTCTGCTTACTCATGTCT 
CCTTCCACAGTTTACTTCCTCGCTCCCTTTGCATCTAAACCTTTCTTCTTTCCCAACTTA 
TTGCCraTAGTCAGACCrGCrGTACAACCTATTTCCTCTTCCTCTTGAATGTCTTTGCAG 

AAAAACATCCTTTTTTAAAAAAAGAATTGTTCAGCCATAAAGAAAGAACAAGATCATGCC 
CTTTGCAGGGACATGGATGGAGCTGGAGGCCATTATCCTTCATAAACTATTGCAGGAACA 
GAAAACCAflACACTCCATATTCTCACTTGTAAGTGGGAGCTAAGTGAGAACAaSTGGACA 
CATAGAGGGAAACAACACACACTGGGGCCTATGAGAGGGCGGAAGGTGGGAGGAGGCSAGA 
GATCAGGAAAAATAACTAATGGATACTTAGGGTGATGAAATAATCTGTGTAACAAACCCC 
CATGACACACCTTTATGTATGTAACAAACCAGCACTTCCTGCGCATGTACCCCTGAACTT 
AAAAGTTAAAAAAAAGTTGAACTTAAAAATAACAGATTGGCCCATGCCAATCAAAGTATA 
ATAGAAAGCATAGTATAC 

>M_1.0.0_19077 w70hOS.xl Mus musculus cDNA, 3' end cr: gi-4613S14/// /clone=IMAGE:1227803 

/clone_end=3 ' /gb=AI604347 /gi=4613S14 /ug=Mm. 32372 /len.421 [Mouse_joagleur 201102 .12391 .C11 

ID HO: 1S7] ~ 

TCAACTTAGCCACTTTTATTGCACGATTAAATATATCTCGCTGCAGGTGCTCCCAAGGAA 

CACAATACATGAGGACAGAAAGCATCTTGAGTAGGCAAGAGCCCAACGATGCGGCAAAGC 

AGTTCTCAGTGTACTGGCAACAGAAGACAACTTCCCTTTCTCTGTGCAGGAGGTCTTCAC 

TGGGACCACTAGGAGGCTGGAACTTTTGATGAGTTCTCCGAAGCATAAGCAAGTGGTGTC 

TGGCAGTGTTGAGTGAACAAGATTCTAGCTATGTTGTAATGAGCTGTGCATGGAGCTTTC 

CTGGTTTCTCTCTGGCTTTTGACTCTTGTGTTGCAGGAATTGGTGAGCTGGAGCTGCiCTC 

AGCGGTCAGCAGGCTTGCTGGCTGCAGGCTGTGGGGCTGCAGCCTCACGGGTGATGGGGC 

TGGCAGGTTTGATCTCAGAGGGCTGGCAGGGAGTCTCATCTOAGACCTCTGTCTTGACAG 
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GTGTCGAGTCAGCGCAGTCAGGCTGACTGGAAGTTGGCTTTTTGCTATCACACTTATCGT 
TGTCAGAATCAGTGCATGGCTGGCGGGAGCAGACGGGACGGTAGGAGTAAGAAGCTAGGC 
AGGTCGGGCGGCGTAGTATGGAATAGCAGGAGCGGTAGCAGGCTGGGCGQTAAGTGATGG 
ATGTCACATATGGCTGCCTGAAGGTGATGGGTCCAGAACAGATGGGGCGACAAATGGGGC 
5 GGCAAGAAACTGGACTACAAGGCGGCTTGCAGGAACGATGGCAGGCAAGGACTAGGCTCA 
GGGCAGACAGGTTGGCAGATGCTGGAGACACAGCATGAGGAGTCTTGGCAGCTGCTAG&G 
ftCACATGGTGGCTCACAGGGGCCCAGAGCCATACAGGCAGATGGCTGACAAGCACTGGCC 
TCTGAGCAAGGTGGCTCGCAGGGACTGGTTTCACAGCCGRCTGGCTGGCAGCTACTGGCA 
CAGGCTCACAGATCATTGGTTGGCAGGAAGCflfiGCACAGCGCAGACAGCTGAGCAGCAGC 
10 TGGGCTCACAGATCACTGGCTGGCaiGa«Ka«K3GTTTGCAGATCACTGGCTGGCAftGTGG 
CAGGCAAGCAGAGGACAGGCTGGCAGGATGAGGTCTCACAACACRCGGGCTGGCAGCTGC 
TCACAGAACAAGAAGGCTGGCACftT 

>H_1.0.0_302 99 602849886F1 Homo sapiens cDNA 5' end cr: gi-14504 7S3/// /clone=IMftGE:4991396 

/clone_end=5 " /gb=BI086433 /gi=14504763 /ug=H3.1690Sl /len=855 .Weakly similar to kinase suppressor 
15 of ras [Mus rausculus] [M.musculus] [Human_jongleur_201102 .16424'.C1] [SEQ ID NO: 158] 

GTACAGATGTGAGTCTTTGATGAAGCCCCCAGGCAGGCACCAAGGTGATGGGACTCAGGG 

CCTTGGCTTTTAGATACATCCCAGTCCCTGACTGRCATCTGACCATGAGGGCTGGATGGG 

TGGGAACAAGGAGGAGTAGATGGCAAAAGTACCTGAGCCCACTTCCCAGCCACAGGGTGA 

CCCTGGCACTGTATWiAACCCTTTGTCAGTCATGCCAGAAGGTTCTAGAACTGCCCACCTC 
20 TTCCATTTCAGTCCTGCTGAAACCCCTTAGCCTATTTCCGACTCCTCTGTCCATGCTCTG 

AGTTCAGCTGGGCAGTGTGTGGGCTATCACCCCTTTCATTTAGACCl'ACCTAGCTGGCCC 

CCATCTGCAGAGCCTTCCTTAGCACCATTAGGCCTTCTACTTGTGTCXyiTTTGAAGCAGG 

AGGGGCTGGATTTGGAAAAGTCTTTGAAGTGAGAGCACCACGCTTGTCTTCGTTAGAAAC 

TGTTAACTGCAGAAAAAAGTTCCAGATGGCAAGGGRGCCCTTAAGTGGAGATTAGGTTGC 
25 ATTAGACTCCAAAACCAGAAAGGAAAAAGGGTGATGGGAGTGGAGACGTGATTGGATTCA 

GGCCCAGAACCTGTGACCATGCTCTGAGCTCAGACTTGGGGAGGGAGGGGTGTGGCTCCC 

ACCCCTTCCAGTTAAGACCTGCCTAGCAGAGCCCCAGTCTCCAGCCCCTTCCCTAGCACC 

AGAGTCTGGTCAAAATGCCACAGAAAATGAGCTGCTCTGCCAGCAAACTGTGGAGCTGCC 

TCCTCTCCAGGCCTGGCATCCCTTGGTCAGCCCCTCCTGGGAGGGCACAGCCGTATTACA 

AACCCCGTGGATTO^GCrcaSTGTGGflGTTTCTGTGCTATGGTGGGACTGCTCATTTTGC 
CCCaTCATCCCTTTGGCCTCCX^CACaCCTGCCCCTTCCCflGGGATCACGTGTGTCTCCA 
GCCTTTCACCTTTCTATTGCAATGGTG6CCTTTGTCCRGGCAA6AGCAGGCCTGATGGAT 
GTACTGGTGAGCCCCA5SGTTGGATGTCAGCTCAGCCGTCCAACTGAGA«3GAACAGTflGG 
35 CTCAGTTCCTCCCTGACCCCTGACACCAGGCCGCAGTGGGCATGCACAGGCCCACAGAAA 
GTCAGTCTGGGTTTTGCTTTTCTCGTGAGCATCACAGTTAAAGAAGCXSCTCATTGRGGAA 
CTACAGTGCACTTGGXCTTCTGCAAGTGCTGGGCACCTAGAGATAGGAACAGTCATGGTC 

CACTGGGCCCCAAAGGTGGAACTGAAGGACTGGGGGCAGCTGGCTCTCAGCCTGCCAGCT 
40 CTGCACTGCCTGCCTTTAAAGAACCCCACCCCACCCCATGATGGCCCCCTCTGTTCCCCT 

TGTATTTCACGTGACTGTGAATTGAGGTTAGGAAGGCACRCCTGCCCTTCTGTGTGCTCT 

CTCCACACGAAGGATGACAGATACTGTGAATTCAGCCCTCACGGCCAACTGTGAAGGGGA 

TGGAGAAGGCTGGGAGGGCTCGGTGGAGAGCTCTTAGGGGCTGCGGAAGTCCCCACGGGG 

GTCTGAGAGTGGAGCCCAAGCTTTGGCCCTCCAGGCATCCCCAGTTTCCSGCCTCACCTC 
45 TGAAGCCCTGCTGCCTTTAACCACCAGAGCCXSCAGCCOCCTGGGTTTCTGTCTAACTCGA 

AGTCTTGAATCCTAGCTAGTATGGGGTTGTGAGCTifiTGTGTAGCaAaGTTGATCTCTCCA 

TGTCACCAAATCaAAACACCCTCTGTCATCCTACGGCATTTCCTCTTGAGGTCACAGAGA 

GGAATGGCAAGCCCTGGAAACCTGTGTTATTCTGTGTTGATTCGGTGTGGGGGGAGGGTG 

GAGACGTAAATGTGAAGCCAAGTTGGAGTTTGTGCTATGCAGCAGTGTTAGCCAGGATCT 
50 CATCAGCGTGCAAACCTAGCATCTTCTGTGGCCACAAGCCACACACTTGCTTTTTGTGAA 

TGTGATGTAAAATTTGTACAGGAAAGTTTTTATATTTrCTATCAACTACATTTGTCTTCC 

AGACATGCTATTAATTTAAATTAAAATGGTTAGTATTAACAAACATGCTGTATCGGGTTT 

TTTTGCCACTGGCAAGAACATGCCCTCTGTGCTAAGCCAGGCCTGGGTGTCTGGAGTTTG 

TGAATAAAGTTATACCAAGGTG 

55 :.M_1.0.0_47487 ubSlgOS.rl Mus musculus cDNA, 5' end as: gi-2861340/// /clone=rMAGE : 13822SS 

/clone_end=5' /gb=AA793385 /gi=2861340 /ug=Min. 256C7 /len=473 [giil | UG| M[a#S323719] [SEQ ID NO; 159] 
NMNNNNNISINNNNATCACATATTTATTTTCATCCCAAATATTGC^ 

CCTCCCAGAATTCCCCACTCTGTCTTCCCTCCATTTTACCTCT6A6AGGGTSACCTCCCC 

60 CTCAAGGCAATCAGTTCTCTGCTAGATATGTGCCACAGGCCTTGAATAAGCCrATGTATG 
TTCTTTGGTTGTTGTTTCTGGGAGTATTCAGGGGTCCAGGTTAGTTGACACTGCTGTTGG 
TCTTCATGTGGGGTAGCTCCTTTCATCCCCTTCAGTTCCTTTGATCTTTCTCCTAACTCT 
TCAATAGGGGTCCTTGACCTTAGTCCMTTATCTGTAATGTAATTtnjITONNMinSINmniNN 

65 >gi|l5689855|gb|Bl7141S0.l|BI7141S0 ie33g03.xl Kaestner ngn3 wt-Mus musculus cDNA 3', mENA sequence 
[SEQ ID NO: ISO] 

TTTTTTTTTTTTTTTTACTGGTATTCTATTTTTTTTTTTAAATAGGAGCCTTACTTGCCC 
CCGTGAACCAGTGGAAGACTTTATAAATGCATTATTTACAAAAAACGCACAAAGGTAAGA 
AACACAAAGTTCCGCCCTGTGGCCTGTACCACGCCACACTCATCCCAGCGGAAAGAAGCG 
70 TTATCAAGGCATGAAGCAACATCAAGAAGCa^TAGTAAACGCACTTGTTATCCTTAACAAA 
ACTGTGGGGCAAGTATAGTCTGAGCATGTCTTTAACCAGTGCTCTGTGAArACTACGAAG 
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CRTTTCRCAGT 

_ _ > sapiens interleukin 13 riL13) , mRNA cr: gi-4S04644/// 

[Huraan_jongleur_201102.525.Cl] [SEQ ID NO: 161] 
AAGCCACCCAGCCTATGCATCCGCTCCTCAATCCTCTCCTGTTGGCACTGGGCCTCATGG 

CTGTGCCTCCCTCTACAGCCCTCAGGGAGCTCATTGAGGAGCTGGTCAACATCACCCAGA 

TGTACTGTGCAGCCCTGGAATCCCTGATCAACGTGTCAGGCTGCAGTGCCATCGAGAAGA 
CCCAGAGGATGCTGAGCGGATTCTGCCCGCACAAGGTCTCaiGCTGGGCaGTTTTCCAGCT 
TGCATGTCCGAGACACCAAAATCGAGGTGGCCCAGTTTGTAAAGGACCTGCTCTTACSVTT 
TAAAGAAACTTTTTCGCGAGGGACGGTTCaU^CTGAAACTTCGAAAGCATCATTATTTGCA 

TTGGGTAGGCGGGAAGGAGGGTTAGGGAGGGGTAAAATTCCTTAGCTTAGACCTCSGCCT 
GTGCTGCCCGTCTTCAGCCTAGCCGACCTCAGCCTTCCCKTTGCCCAGGGCTCAGCCTGG 
TGGGCCTCCTCTGTCCAGGGCCCTGAGCTCGGTGGACCCaGGGATGACATGTCCCTACAC 
CCCTCCCCTGCCCTAGAGCACACTGTAGCATTACAGTGGGTGCCCCCCTTGCCAGACATG 



CTTCTTCTTGGTCTTATTTATTATTGTGTGTTATTTRAATGAGTGTGTTTGTCACCGTTG 
GGGATTGGGGAAGACTGTGGCTGCTGGCACTTGGAGCCAAGGGTTCAGAGACTCAGGGCC 
CCAGCACTAAAGCAGTGGACCCCAGGAGTCCCTGGTAATAAGTACTGTGTACAGAATTCT 
GCTACCTCACTGGGGTCCTGGGGCCTCGGAGCCTCATCCGAGGCAGGGTCAGGAGAGGGG 



>M_1. 0.0_7164 Mus rausculus killer cell lectin-like receptor subfamily A, member 21 {Klra21) , 

cr: gi-213S1215/// [Mouse_jongleur_201102 .3S52 .C9] [SEQ ID NO: 162] 

AGGGGATAACAGACCftGTAAAGGCCCACRTTACCCC3U^TTGAGGCATCCATC3CTTTCTAC 

AGGCATCACTTCAGGCTOSAGACACftGAACATACCTCTACTTATCCXaTAAGATGAGTGA 

GCAGGAGGTCACTTTCGGAACTATGAGATTCXIACAAGTCTTCAGGGrTGAACAGCCAGGT 

GAGACTTGAGGGGACTCAGA6ATCTAGAAAAGCTGGCCTAAGAC3TGTGTTCAGTCCCTTG 



GGACAGATGGGACAGTGAAACCAAGACTGTTTTACATTCCACACAGAACACAGGCAGAGG 
TQTTAAATACTGGTTCTGCTATAGTACTAAATGTTATTATTTCATCATGAACAAflACTAC 
ATGGAGTGGATGTAASGCGAACTGCCAGCATTACAGCGTTCCCATTGTGAACATAGAAGA 
TAAAGATGAACTGAAATTCCTTCAGCeCCATGTTATTACAGAGGGTTACTGGATTGGATT 

CATGAAAATAAGGAAAATGAACTTTAAGTCTAGAGGATGTGTATTTTTATCTAAAGCAAG 
AATAGAAGATACTGACTGTAATATTCCCTACTACTGTATTTGTGGGAAGAAACTGGATAA 
ATTCCCTGAITAACTTTCCAACCAGAGTTAAAGAACATAGTCTGCTGTGAAGAGAAACAA 
AGCTGCAAGAACATOGGGACTGTCCTCTCGACCTATCTTGACAGAACAGAGGTCATrTTC 

TTCAGAACTGTGTTCTTTCTGATTTCTTAAACTCCCATAAAACTGAATAAflGAGTCCCCC 
CTAAAATAAC 

>H_1 . 0 . 0_14332 Homo sapiens step II splicing factor SLU7 (SLU7) , mRNA cr: gi-20127500/// 
[Human_jongleur_201102.5919.Gij [SEQ ID NO: 163] 

GCTGGAGGAGGCOMSATAACa^TGTCAGCCaCaGTTGTAGATGCAGTTAATGCTGCACCC 
CTATCGGGGTCCAAAGAAATGAGTTTGGAAGAACCAAAGAAGATGACCAGAGAGGACTGG 
AGAAAGAAGAAGGAGCTAGAAGAACAG CGAAAATTGGGCAATGCTCCTGCAGAAGTTGAT 
GAAGAAGGAAAAGACATCAACCCCCATATTCCTCAGTATATTTCTTCAGTGCCATGGTAT 
ATTGATCCTTCAAAAAGACCTACTTTARAACACCAGAGACCACAACCAGAAAAftCAAAAG 
CAGTTCAGCTCATCTGGAGAATGGTACAAGAGGGGTGTAAAAGAGAATTCCGTAATTACT 
AAGTACCGCAAAGGAGCATGTGAAAATTGTGGGGCCATGACACACAAAAAGAAAGACTQC 
T'rrGAGAGACCTAGGCGAGTTGGAGCCAAATTTACAGGTACTAATATAGCTCCAGATGAA 
CATGTCCAGCXITCAACTGATGTTTGACTATGATGGGAAGAGGGATCGGTGGAATGGCTAC 
AATCCAGAAGAACACATGAAAATTGTTGARGAGTATGCCAAAGTTGATTTGGCAAAACGA 
ACATTGAAAGCCCAGAAACTCCAAGAGGAATTAGCCTCAGGAAA.ATTAGTGGAACAGGCT 
AATTCTCCAAAACACCAGTGGGGAGAAGAGGAACCAAATTCTCAGACGGAAAAAGATCAT 
AATAGTGAAGATGAGGATGAAGATAAATATGCAGATGATATTGACaTGCCTGGACAGAAT 
TTTGACTCCAAGAGAOGAATTACTGTCCGGAATCTCAGGATTCGflGAAGATATTGCAAAA 
TATTTGAGGAATTTAGATCCAAATTCTGCCTACTATGATCCAAAAACTAGAGCAATGAGA 
GAGAATCCT-rATGCX:.4ATGCAGGAAAGAATCCAGATGAAGTGAGTTATGCTGGAGATAAC 
TTTGTTAGGTACACAGGAGATACCATTTCAATGGCTCAGACACAGTTGTTTGCATGGGAA 
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GCCTATGACAAGGGATCTGAAGTGCATCTACAGGCAGATCCTACAAAGCTAGAGCTGTTG 
TATAAGTCCTTCAAAGTCAAAAAAGAAGATTTCAAAGAACAGCAGAAAGAAAGCATCCTG 
GAAAAGTATGGTGGCCAAGAACATTTGGATGCCCCTCCAGCTGAATTGCTTTTAGCCCAG 
ACTGAAGACTATGTGGAGTACTCAAGACATGGGACAGTCATCAAAGGACAGGAGCGGGCT 
5 GTTGCCTGCTCTAAGTATGAGGAGGATGTGAAGATCCACAATCACACACATATCTGGGGA 
TCGTACTGGAAAGAAGGCCGATGGGGATACAAATGCTGTCACTCTTTTTTCAAGTATTCC 
TATTGTACTGGAGAAGCTGGG/iAGGAGATTGTTAACTCTGAGGAGTGTATTATAAATGAG 

CTGAAAGAGGAAAAGAAGAAGAAGAAAAAGAAAAAGAAGAAGCATCGAAAGAGCAGTTCA 



GCCCGCCTTCTTCATGTCflAGGAGACCATGCAGATTGATGAGftGGAAGCGGCCTTACAAT 
AGCATGTATGAAACTCGAGAACCTACIGAAGAGGAAATGGAGGCATATAGAATGAAACGT 

CAGAGGCCAGATGACCCCATGGCCTCTTTCCITGGACAGTAGCAACTAGTCAGAAGACCa 
TCCAAGATAGATGCAGCTGATACATTCTTTTCAGCTTCTTATTGATGATTGTAGATAGAA 
15 AAATCCTTGTTTATTCTTCTTGCTGCCTGGCTTTAATAAATATTTCAGATGCCTCAC 

>H_1.0.0_9S37 Homo sapiens nuclear phosphoprotein similar to S. cerevisiae PWPl (PWPl) , mRNA. cr: gi- 
5902033/// [Human_jongleur_201102 .3438 .CI] [SEQ ID NO: 164] 
GGCACGAGGGCAGATCCCTGAGCGTGTGGCAGCAGTGCGGTCGTGGTCCCTCCCTATGCA 



ACGTGCGT.GGCCTGGGTCCGCTGCGGCGTGGCCAAAGAGACACCAGACAAGGTAGAGCTG 

AGTAAAGAAGAAGTAAAACGCCTCATTGCTGAGGCAAAGGAGAARTTGCaAGAAGAAGGT 

GGTG6CAGTGATGAAGA6GAQACAGGCAQTCCTTCAGAAGATGGCATGCAGAGTQCACGC 

ACCCAGGCACGCCCAAGAGAGCCCCTGGAGGATGGTGACCCAGAGGATGACAGGACGCTT 
25 GATGATGATGAGCTGGCTGAGTACGACTTAGATAAATATGATGAGGAAGGTGRCCCAGAT 

GCTGAGACTCTTGGTGAATCTCTCTTGGGTCTTACGGTCTACGGGAGTAATGATCAAGAT 

CCTTACGTTACTCTGAAAGATACAGAAC^ATATGAACGTGAAGATTTCTTGATTAAGCCC 

AGTGATAATCTTATAGTTTGTGGCCGAGCTGAACAGGACCAGTGCAATTTAGASGTGCAT 

GTTTATAATCAAGAAGAAGACTCTTTTTATGTACACCATGATATACTCTTGTCTGCATAT 
30 CCTCTGAGTGTGGAATGGCTGAATTTTGATCCTAGCCCAGATGATTCTACTGGAAATTAC 

ATTGCTGTAGGAAACATGACCCCTGTTATTGAAGTGTGGGACCTTGATATAGTGGACTCT 

TTAGAGCCAGTCTTCACACTCGGAAGTAAACTTTCAAAAAAGAAGAAAAAGAAAGGAAAG 

AAGAGTTCCTCAGCAGAAGGGCATACCGATGCTGTCCTTGACCTTTCATGGAATAAGCTA 

ATCAGAAATGTTTTAGCAAGTGCATCAGCTGACAACACTGTAATTCTGTGGGATATGTCC 
35 TTGGGGAAACCAGCAGCTAGCCTCGCTGTACACRCAGACAAGGTCCAAACACTGCAGTTT 

CATCCATTTGAAGCACAGACTCTGATTTCTGGCTCATAT6ATAAGTCAGTGGCTTTGTAT 

GACTGCCGAAGTCCAGAT6AAAGCCATCGAATGTGGCGATTCAGTGGGCAGATAGAGAGA 

GTGACTTGGAATCACTTTTCaCCTTGTCATTTCTTGGCCAGTACAGATGACGGCTTTGTA 

TATAATTTGGATGCACGTTCAGATAAGCCAATTTTTACACTTAATGCACACAATGATGAA 
40 ATCTCTGGTCTTGATCTTAGCAGTCAAATCAAGGGCTGTCTCGTGACTGCTTCAGCTGAC 

AAATACGTGAAGATCTGGGACATCTTAGGAGATAGGCCAAGTCTAGTTCATTCTAGGGAC 

ATGAAAATGGGAGTTCTCTTCTGTTCTTCATGTTGCCCTGATTTGCCATTTATTTATGCC 

TTTGGAGGTCAAAAAGAAGGGCTTCGGGTCTGGGATATAAGCACAGTCTCTICAGTAAAT 

45 GGCCCTTTTGGCAGCAGGAGCTCAGATACACCCATGGAGTCTTAATGAAGATCATCTAAT 

TTCCTGCTTACCTTAACTGGGAMTTTAAAAAGTTGGCCTAAAAATGTTCOATGCGTGGC 

AGCAACCATGCAGAGTGACTGAAACAOiATTCATT'rCTGACTGACATTCCTTTCTGCAAC 

TGCGGTGKCACCACAAATATCCGGTCTTTGTGCTTGCTCTTCAGATGGATGGTTTGTAAG 

GCTCTTGTTGCATTTCTTAAAAAAGAGTAATAAAAAGGATTTTTAAAAAGTAATTCCTTA 
50 AACAT 

>M_1.0.0_48190 BB032870 Mus masculus cDNA, 3' end as: gi-lS403607/// /clone=5830473M12 /clonE_eiui=3 ■ 

/gb=BB032870 /gi=15403607 /ug=Mm. 30945 /len=660 [gnl | UG | Mm#S1035130] [SEQ ID NO: 165] 

CCCCCAGTATTTATTTTTAGAAGTGCCTTCACATTTCATCTGTTTTGGAGGAAGCCTCTT 

TTATCCAGTGAGGATAACGTGAGCAACATGTAAAATGACTTGTGTAAAACATCTAGACTC 
55 ATGGCTGGGCCAAGATGTAGCTTCTTGTGGCTAGCCTTATTATAGCTGTGAAACAAGTCA 

CCACTTCACCAATTCAAGCTCTTCCTCATTTCCTTTCCACCCTAGCAGArTTTGCTCTGT 

GACTTGTCTTGCAGTCTTCTATGTGAAGGAAACTGAAGTCTGGTGTTAGGTAGAGGAAAG 

CAAGCGGTGCACTTAACTGGAACAGTTCCACTGCAGTTCAGTAATTTGTCCAAATTCCTT 

ACTGTTTCCTGACCAGGTCAAGGTGGGGAATTGCTGAGTACCTACCCTGTTCTTTTATAT 
60 ACACTGTCCATTTGTCCTTACAGCAACXIGTTTTAAGCflGTTATCTGGCTCAAAGGGGAAT 

GAATGCCACAGGCAGTGCCAAAGCTAGAGCCAGGCTCTACTAGCCCACGTTACCCTATCT 

TTGCACTCACAGTACAGGCTGGCAGGACAAAACATGCCCTGGTTTTTTTCTTTTCTGCCC 

TCATGATCAAATCAAGAAGGAAACRCCTTTTGGTTAAAAAGCCAAAATTTTTTTCACCAC 

>H_1.0.0_26312 Homo sapiens cDNA FLJ34808 fis, clone NT21IE2006894 cr: 9i-21750S45/// ' 
65 [Human_jongleur_201102' 12659. 01] [SEQ ID NO: 166] 

ATTTTTCAGGTGGCCGGGACAGGTGAAGGCAGAGAGGAGTGGCTGTCCACCTGGGGAAGG 

TGAGTCATCCTTCTTTCTAATCACTCTTGGAGGGACACCCAGACTTCCTCTCATTGAATT 

GAAACCCACCAAGATGTCCGCCCTATGAACCAGCATGTGCTGGCTGCTCCCTTTACAGAA 

AATGACGCTGAAGCTGCGCTACTTCCAGGACACGCT.tXSTTTGCTGCACCTCCCGGCCTTC 
70 CCTACCTCTACTTTTCTGAAAATTGAACT3CAAATGAAGGCTGGTGGAGCCGACCACCAT 

TTATACCTCrCTTTTATCACCCCATTTAGAACATACCTCGGGCCATCAGGAAGCTTTCAG 



10 




20 
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AGCCAACTGTGGAGGGCGACTCAGGTGTAGGCTCTGGACACAGCCAGTTTCACGTGACGG 
CTGGGATGCCCAGGGGCAAGAGCCCAGCCAGGCCTTCTGCATGTTTTAATGACTTACACT 
GGGGTGCTlGTGGCATTGGCAGTGGTCACTCTGCTTACCTGCCCICCCTCTGGCTAGaCCA 
CTTTCTTCCAGAGAAAAGGGGCTCTGTGCCCATCGATGGGGCCTTGGTTCCCAGCAAACA 
5 AAGGGCCTAGTCTTGTTAGAATAACTTAAGAAAACTTACAGCACCTGGAAAAA.!iCTGAMl 
CTCTCTCTCCACCACCTGAGATGGGGTAGAGAGGGAGATCAGTACTGACGTGTCCATCAT 
GCAGTTTGCAAATCCAGGATGGGGGGAAAAA7iAATCTGGGCCACATGAGATTCAGAC5TIT 
TGCTTTATTAGGCGTCTGTGAAGACAAGAGAGTTTGCAGACACAGTCCOGTCTGGTGGTG 
AACTGCTGCAAAGTTCTGTGAAGTTTGAATTTATCTTGTAGTGftATGAGACCCCAGTAGC 

1 0 TGATATTTTAGAATACrreGTCmTATTTCAAGCAGATGAGAGGTGTC3GCATTATGGCCAA 
CAACITTIATATTAGCCATCCACTCAAGCCGTTTCCCAGCATftCATATGCAGCTTAATCA 
CAGCTATACATCTCTACAATGTGAAATTCGATCTTTGACTAATAATGCATTCTGACTCCT 
GTTTACATTGGTGCATGCGATTCTTTGCTACCCTGGCAATTAACCAGACCTGGACTCTAA 
AAGCTAAACTTGGTCTAAATAACATTCTAAGGGTAAGGCAACCTCTATAATCTGGACTCA 

1 5 GCCATCATTTTGCAAAAACAGTTGTATGGTTCCTCCTCTTTCCCCTCCTGTCTGTAACTT 
GTCTGTTACTCAGCATTTATTCATGCCTGCTGTGTACGGAAAGGGCAGTTACAAAGGAAA 
GCCTTGATGATTCTGCTTCCAAGAAACGTGAAGATCAGATAATATGCCAGGGACAATTGA 
GTAATGGGTCAAGACAACAGGCCTTGTAGGTATTTTCTAAGGTTAGAAAAATGTGTTCAA 
GTGTACTTATCCAGTGCTCTTATTCTAGAATATTCCAGTGGGGGTAGGGAAGGAGGGATG 

20 GATTTGGGGGTTTCATTTAAGGACTCTGACAACTGGGGCTGCAGCTCTGTGGCCAGAAGA 
TAAAATTATCATCCTCTCCATCACCTATCTGCCAACACTGCAGATTTCTATCTGCTCATT 
TAAGAGAAACAGTACACAGGGAGATAGCATTAATGCAAGGCAGGAAAGGCTTTACATTAG 



CCOUiAAAAGAGGGGCTTGACCATGTTACTCACACTTACACTTAGCCCAGCAGAAAAGCT 
GGGCTTATGTACCACTTGGTTTCTTTCTTTGACECTAGCATCCTGAAAACATCACACACA 




ACGTTCAGCTCTTAAAGTCTGCACAGAAGAACTGATAGAATCTGCTCCTTTCAATGGAAT 
CTGTGACTGTTTGGGAAGGATGTGCATGGAGAAGGGTCTGATGAGGCTCCTGATCCAGGC 
GGTCCACGTGCGTTCAGTGTGTTTGGACCCTAGGCACCTCTGTCTATTGCTCGGTCTTGC 

3 0 GTACATAGTCCATAGCTTGGCATCAGCACAGATCX3ATGCTTAGTGAGCACAATTAAGAAA 
CCAAACTATGGAAAATTAAGGACAGTAACAAAAGTATCATCAACAAAAATCAAGCATTTT 
CCTCTTTTTGAAACAAGAAAAGCGCATCGTAGAAACCAAGATTCTGTACAATATTCTAAC 
ATTATATOTACATAAAAITATATTACTCATAACTATATTGAAAAGTCTTATTTGTAGAAT 
ATGGCTGGCAACAAAGAAAGACCCATACCATTTAGCGTTTGAAGCAGGGCAGGTAGCAAG 

3 5 AGAACATTAGCAAAGACACCTTTGTGCCTGGATACACAATCCTGCTACTAAGTTATGTGA 
CTAACCftGCRCACTCTAAGTTCTGTGGTTTGTTCGTTGTTTCACATTCTAGTAGGGAATT 
CTGC7M3C7M3GCGATGCGAAAAAGAAGACATGGTCAAATGAAATGTGAAATGCTGTTTAAA 
ATCTGCATATTGGCTATGATAATGGGTTTOTGAATCCAAGTTGCATTGGAAGTTCACTCA 
TTCTCCATTCATTATGCATGCCTCCAGTGATTTAATGAATTTCAGCAGGTGGAAAAGACA 

40 GCTTTGRACAGATCAGATGGGCTGTGAGTCAGATTCTTGATTCTTTTTCCTCATTTGGCT 
CCTGAATGTTGCAGAAflACTGGTTTTGTACACTGGGGAAGGAGAGAGTGAAGACCCTCCA 
GTTGGTTCCTCAGTCAGCTCCGTTCTTGGTGTCGCTTTCTTGCAATTTTTTTCCTCCCCT 
GGCCCTTCCTGTGAGGGTTAAAAGGGCCATCTCCAAGCCAGGTGGAGCCCCAATCCCATT 
GACCAAGAGGGCAAGGTATGGGGTCACCTTCTCATGGAAGCCCTCTTCCTAAAGGAGCCC 

45 AAAGGGGACACCTGCAGAGGGCGGGCTGTGATCTGTGTGTGAACTTCAACAAAATCTCAG 
GTTAGTATTTCTCCAATTTCAGTTGAACCACGATGTGGTATACACTACAAATGCAGATTC 

TGAACAOGCACCCAGGCAATTCTGATGCAGGCGAGCCACAGGCCCGCTGTGAAAAAAAJVC 
TGACTTAATACATCAAGTATAGATCTACAAATTATTTTTAGAGRGACTTGAAAAACTGAA 
50 GATTTTAATGAAACATTGCATAGCACAGATTCTCTTCX:CAAATTTCACCAATGTATTCCT 
TTCAAAATGTGGAATTAAATGGCC3U\AACTCTTAGGGAGATGAAGGTGAGTGGGAAGGAG 

GGGGTTAATTTAAAATCTGTCTGCTTTTCAAGGTGAGGGGCTCTTCTGGATGTCTGGTCT 
TGGTGATGCAAACAAGACCAATGGCAACCTCATTTTCTTACCCF.GAATTCCTACTAAGGT 
TCACTAGAATTACTTATGAACTCAGAAATCAGGGCTGGGCATGCTGGGAATTTATGTCAC 

55 AGCATATAATTTGGGATACGTCAGTAACTCTTCACTATCTGTTTCCATCATGGCAAGTTT 
TCACCTGCTAAGAATGTGAGGTATCAGCTCTCCTACTCACAAA^.GCCCTAGTGGATTACC 
CAAGGCTACGGTTATTCTTCCCTGAACCTCCTTGCTGTTTAAATGATATGAGAATCTAAA 
ACftGTGCX:cAGTGTAGGCAGCCTTCTACCACCAGCTAAAAACATTCCCAGTTCCCACTGA 
ATCACCACTTTTAATCACATGATGSGGAAAAGAAATTAACTGCAGATGGGTGGCATTITA 

60 TATTGATGGCCATCCAAAATWiTTTAGAAAGACAAGTCTCAGATGAAGATCTCCTCCTGGT 
TCAAAGATCTCATTTTAAATCTAGAAAGACAGCAATAGGGCATCCTAAATTCTACATAAC 
eGAGATCTGTTCAAAGCAGCGCAACCACTGCTGCAGAAATGTSCTGATTCCCTTCTCCGT 
GGCXIATTTCACCACTTTTGTACCTATGAAAACTAGCTGCTCCTCCflGGATCCTTTAATTT 
TCTATGCCTAAACCTTAATCTTAATTTCTGTTTTTCTGACTCCAGTGTGCCCTCAAAAGT 

65 CACTAATTATTTCTAGCCCTGATTGTTCTCATCTTCCCTGCTGAAATTCACATGGGCAAT 
GGTGAGGGTCAAGGTTAGGGAAAGAACAGTCAAGGTTGAGGTCAGCAGATGCAGATAAGT 
TGAGTCCAAGGGGACAGGCAGCGGGGCGGGAGGGTTAGTAAT'ITAAGAAGTCGATCCCAA 
CTTTGACACTCTTCGAAGTGGCTATATCAATGGCTGTGGCTTTQATCTCGGTGTCCCCGA 
ACTGCATAAGGGTCTGGATCTCCCTCCGGGCGGGCACCGCAGTGCCACTGCTCCCTGTGA 

70 GATCCAGGCGGAGCGTGCCACACTTCTTCACCCCGGGATCAGTGATGAAGCTGACGTTGT 
CGTGCTCAGAGCTGTAGATGTTGATGACAATGACCAGCTGGGRGGGCTTGGCCGGGGTGT 



258/349 



[l!je>'/^:/yv'GG30S820l .ape] 



WO U3/058201 PCT/US02/41825 



agctacgcttgaccagctcacccrgagccacagactggtcggcagagatgaacttgtcaa 
agacgtcggtgcaccaccgagtgccatccttcaccagcagcitctcaggcgggtgcttgc 
cctccacgtagcggttcagcacgcctaccccgtaggtgagcggcgaccggcgcaccttga 
tgaccgcggggtccaggccaaagaggacggcacccttgaggatggtgaggcccacgtcct 
5 gggggatgatgatccggcactggtccccaaaagcagcctgcaccgcctgctgcagcaosg 
gcgcctcggcaaftgccgcccrccsgaaagflggaacttgacggtggacacctcgggcttct 
gaarcaggtcccggagatgctcaatgatgctatcgatggtcggcttaaaaagggcgttca 
tggcatctggactcatccgcagcatcccctgcgaggaccacttcacsiaaatccacattgc 

10 agaagggcagggtgatgttcflgcgggttagttctgtctggggcagccgcccttttgcgag 

actcaaaotcaatcattaagtcaacccaggctgcagggcigtttgattttgaattgttcaa 

taaaatcctctccaaatattttatacagaagtttttcgaactcataatctactcctaaag 

rtccatagggtccgcctgttgctttatac7vgttccttaaggtgtccctccggtaaccgga 
^ ^ tctgatggactgtcaggtctacggtgccaccgccactgtccacaaccacatacttatcac 

gccgattacgccgtatgtgttccttagcctgtgtaaacccagctcctactgtgtcactgc 
cgctgtacccattgacggctggcttgctgctcagctcaatcatctggtgtagccgcagct 
ttcxsgcagtagatagaggctgcctcaggctccaaggcaatgatgagctgctccgagttcr 
cgggggaggccaggcctgcctggtaggcagcttgtctcatgaactgcttggccggctgct 
20 tccagatggcaggcaccgtgatgacccatctgacatcagagttctcgaactccgaacccg 

tttcaagggctttgactttcttgccatttgctgccgtcaggtctgtatcxa^tggtgaggt 
ccccagtggtgtgcagcttcatcttgaacttctccaggtacagccactgcttggcctcat 

tgggatccaggtcatggtaaaagtccctggcggcatacccgaagctgtggaacttcctct . ' 
25 cgggagtcagcaagatggtggttggagtcttctgattggacacaccagggtcacx:tccct 
cccatcgcctcatcacatggatgcattccggctccttggtgaagctgtaggcatagccac 
tggatgtggtcccaaagtcgacggccaccaccacgagaaatgactgctgttctgagacgt 

gactccgggctggagatgaatatgcagatgtgggagccgtttctcggggcccgtcgctgc 
30 cgccggcctccttgtccgccatggtcgcgcagccccggaccgcgaggggaficctccflgcg 
cagcgcccgtgcccgtgcgggtctctgtccgcgtccgcggcggcgctcgggccgtgtctg 

AGCCGCC 

>H_1.0.0_20308 Homo sapiens hypothetical protein FLJ10287 (FLJ10287) , mRNA crs gi-11024703/// 
[Human_jongleur_7!>1102.9152.Cl] [SEQ ID NO: 167] 
35 AGAATTATGGCGACCTCCGCGACGTCGCCGCACGCGCCTGGTTTTCCAGCTGAGGGTAGA 

TGCGGTTACTATGTGGAAAAGAAGAAACGGTTCTGCftGGATGGTGGTGGCCGCAGGGAAA 

TGTCCTTTAGATCCAAAACACACAGTATATGAAGATCAACTAGCAAAGCATTTGAAAAAA 
TGTAACTCAAGAGAGAAACCAAAACCTGATTTCTATATTCAAGATATTAAl'GCAGGCTTA 

TTGGAAAAGTTAATTAAGAAATTGAGAAAAGCAAGTGAftGGCTTGAATTCTACACTTAAA 

GATCATATTATGTCCCATCCAGCATTACACGATGCACTTAATGACCCTAAAAATGGCGAT 

TCTGCAACCAAGCACCTGAAACftGCAGGCTTCTATTTTAGGTAACATTGAAAATTraAAG 

TTACTTGGTCCSiAGftAGATGCTTTGTTGAGTTTGGAGCGGGAAAGGGAAAATTATCTCAT 
45 TGGGTTGATATTGCCTTAAAAGATGCTGAAAAAGTTCACTTCATCCTAGTGGAAAAGGTG 

ACCACAAGATTCAAGGTGGATGGAAAACACAGAAAGAAAARTTCAGTGTTTGAAAGACTT 

CAAATTGATATTCAACACTTGTGTTTGAACAAGATTCCTGTGCTAAGAGAAGAAAAACTA 

CCTGTGGTAGGAATTGGAAAGCATCTGTGTGGTATGGCAACAGATCTTGCATTACGATGT 

TTGGTTGAAACCTAT.GCTGCCAGTTTTGAGGAAAGGA.!iTGAAGAACCTTTAGCCAAACGC 
50 ATAAAGAATGATAAAACAGAAAAAGAAATTTACACTTTGGCCAAGGAAGGAAATGAAAAA 

AATGTCCCAGAGAAGTGGAACCCTGTGGCTGGCATTGTTATTGCACTCTGTTGTCACCAC 

AGGTGTGATTGGAGACATTATGTGGGCAAAGAATATTTCAGGGCTCTAGGCCTTGGAGCA 

GTGGAATTCCATTATTTCCAGCGAATGAGTAGTTGGSCAACTTGTGGGATGCGGAAAACA 

TCTTTGGAAACCTCAAATAGTACCACAAAGAGGCAAGATAATCAGAATGATGATAGTGAA 
55 GAGCATGATGATGGAGGATAOiGAATCACAGATGATGSCGCTGATTGTTTGCCTGGGCTT 

CTTAGTGTTGAAGAAAAGAAGAAAATAGGGCATCTTTGTAAATTGCTGATTGACCAAGGT 

CGAATCCAGTATTTGCAGCAGAAGGGATTCAGTCCTGCTTTGCAGTACTATACSGACCCT 

CTGGTGTCTTTGGAAAATGTTTTGTTAACTGCTTTACCAAATCATTCTTCATCaCCaaAA 

AC3U^CTGCTTAATGGAAAAGAAATTTGAGCATCATCTGTCTTCCACCAAAAAAAATTTTT 
60 TAATTATATTTTTATATCAAAAAAATATATACTTTAAATAGCAAATAATATGAACTTTAA 

AAAATGCTGTGGCCTCATTAA.!iCTTTGGTAATAGCTTTTCTTTTTaCTTCf\GAAATCCAA 

ACATTAGAGAATTCACCAAAGTAATCCTCTTTAGAAGGGCATCTTGAATTATATTATCCA 

TCCGTATITATGGAGATTGGTAAAGTAGTTGAACCGTTGACTTGGTGATCTGAAACATAC 

ATAACATGTCAACACATAATTAGCGTATTTCTGTTTGTATTAATTTTGGAAATTTATCTT 
65 CCTTTGATTTTATTTAATATTTTTTATTTCTTAAGTTCAAGAGGTAGTGATTGATTGTAA 

CAAGGGCCAATCTGAGAATTTGACTTATATGTGGACATTTTTCCCTACAGATCTGGAAAG 

CACAATTGTGATTTTCTCAAATGCAGACAATTCAGAGATATTCACAATTAaTAAACACAA 

TTAATTAATGAAGTCACCTTCAAATTTCCAGAGCCATACATGTATATATTGTCAGAATCT 

GTCCATGACAAACACAAAACTGAAGAGCTSTTTTCAAAGAAAAAAGATTAITTCACTTAA 
70 TTATTTTGTTGGATAATTGTCTAGTTAGAACTTCCAAAAAGATACTTACAAACATAATTC 

ACAAATTTGAAATAATTTCTGAAGTTGATTAGCTATCICATATCTTTTATCAGGTCATTT 
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TTTATATATGTAGGCACAAACAATaAGTATGTTCTCTTCTGTTTGGGAAAATAATTTGGA 
ATAAAATAGAAATTAGRTAATGAAACOiAAARCCTTCTCAAATTTAGGCCTTATTTAACT 
CATGACTGGTTTCTATQCACAAGAAT^TACTAAACCAAATATATGGTAGGACTGTTATTC 
TCTTCTGCATCTTATCCCTATTTTGTTTCTGCCTTTATTTGTAAAAATTGTCTTAATTGA 
TGGTACATTTGCCAAGACAAAGGTTCAGAATTACTAATTTTAGATATTATGATATTCTGA 
AATAACTATTTTTATCCTGTAGTTCTATGATTATATGATTTGTAAATAAGAAGCCTAACC 
AATTTAAAATTCCTGACTTTAGTCTCATATATCTTGTCAGACTGTCTCGGTTCAAATTCC 
AAACCTACCATCTTCAGTTGTGCGACCTTGGGCATGCTACCTAATCTCTTTGTGCCTCAA 



TGTGAGCATCAAATGAGATAACACAAGTAAAATGCATAGAACAGTTCCAAGCACAGAGTA 
ATTCAATAAATATTAACTAGTAATAGTAGTGGTAGTAACTCGTGAATCTTTTTAATAACA 
TAATAGGCTTTGATTTTATTATCTCTTTAAGTTGTTAACTTTTTTCCCTTGTTATAAGTT 

TTATGTCAAGTAAGGTAGTTTG1 
AAATGAAGATATATCATTAAATAATTAACCTI 



sH_1.0.0_27S45 Homo sapiens Ku70 -binding proteir 
/cds=(0,868) /gb=AF078164 /gi=4878033 /ug=Hs.611 
ID N0( 168] 

CGGGGCTGCCCTTCTTCCCTGCGGAGGGAGGGCCTGGGCGGTCGCGTTGGCGGGAGGGAG 
GTTACCTTTCCCAGTCTCGCTCTGGCCGCCTGSGCCAGGAGGAAGCAGCGGCGSGGTCTG 

TGCAGCAGCAACACGTCTCTTGCCAGGTCTTCCCCGAGCGTCTGGCCCAGGGGAATCCCC 
AGCAAGGGTTCTTCTCX^AGCTTCTTCaCCAGCAACCAGAAGTGCCAGCTTSGGCTCCTGA 
AGACGCTGGAGACAAATCCATATGTCAAACTTCTGCTTGATGCTATGAAACACTCAGGTT 
GTGCTGTTAACAAAGATAGACACTTTTCTTGCGAAGACTGTAATGGAAATGTCAGTGGAG 
GTTTTGATGCTTCAACATCTCAGATAGTTTTGTGCCAC-AATAATATCCATAATCAGGCCC 
ATATGAACAGAGTGGTCACACACGAGCTTATTCATGCATTTGATCATTGTCGTGCCCATG 
TCGACTGGTTCACCAACATCAGACATTTGGCGTGCTCAGAGGTTCGAGCTGCTAACCTTA 



ACCAGACTTGTGTGCX3A6ACAGAGCCACTCTTTCTATCCTGGCT3TTAGGAATATCA0CA 
AACaUlGTAGCTAAAAAGGCTGTTGATGAAGTTTTTGAATCTTGTTTCAATGACCATGAAC 
CTTTTGGAAGGATCCCagATAACAAGACTTATGCAAGATATGCTCACAGAGACTTTGAAA 
ACCGTGATCGGTATTATTCAAATATATGAGCACAATGACATTTTTATATTACSGAGCTTC 

ATCCCTACAATCCAGATAAAACCAGAGAASACTGTGATTCTAGGATATTATCAGAAAAAG 
TAACTATGGCAZiAAAATGAAACTGCTTTAAACTCCAAGGCAGAAATTGTATCTTTATAGC 
TAACCATTTAGTAAATAAATACATTAOiTTTTTGTATTTTAGTCATTTGTTTTTATTRCA 
TGTGATTATTTTAAAATTGGATTATGAAACCTGTGAAGTGTGCTCTTCCATGATGTTGAT 

AGGTGACCACTGTTGGTATTTACATTAAATGTAAAGAAATGTGTACTG 

>H_1.0.0_.21891 Homo sapiens hypothetical protein PLJ10925 (FLJ10925), iiiRNA cr: gi-213S1725/// 
[Human_jongleur_201102. 10074. CI] [SEQ ID NO: 169] 
CCCACGCGTCCGGGCGCTGCCGGGTCTCGGTTCGGGTTCGTTGCCCCGGTGCCGGGACCG 



ACCCACCCTAGCGGGGCCCGCCGGCGGTCGGCCTCCGGTCCGGGCTCCCAGTCGCGCCGT 
CCTCGCCX3CCCCATGGAGTCCCAGTGCG?.CTACTCGATGTACTTCCCGGCCX3TGCCGCTG 
CCGCCGCGCGCGGAGCTGGCAGGGGATCCGGGCCGGTACCGGGCGCTGCCCCGGCGCAAC 
CATCTGTACTTGGGGGAGACTGTCCGTTTTCTGCTGGTGTTGCGCTGCCGGGGCGGTGCG 
GGGTCCGGCACCGGGGGCGGCCCGGGCTTGGGCTCCAGAGGAGCCTGGGCAGAAC7GGCA 
ACCGCCCTGGCCGCCCTGGCCTCGGTCAGCGCCGGAGGCGGGATGCCGGGGGGCGGC6GC 
GCCGGCGACCAGGATTCGGAGCCCCCAGGGGGAGGGGATCCTGGGGGTGGGGGTT7GTTC 
CGAGGCTGCAGCCCCCTTCTCACCCACGGCCCGGGCCCTGCTACCTCAGGGGGAGCGACC 
ACGCTGCCTGTGGAGGAACCGATTGTGTCCACAGATGAGGTCATCTTCCCACTCACCGTT 
TCACTGGATAGACTGCCCCCAGGGACACCTAAGGCCAAGATTGTAGTGACTGTGTGGAAG 
CGGGAGATTGAGGCACCAGAGGTCAGAGP,TCAAGGCTACCTGCGftTTGCTGCAGACCCGA 
TCTCCTGGGGAGACATTCCGGGGCGAGCAGAGCGCTTTCAAGGCCCAAGTGAGCACGCTG 
CTGACTCTGCTGCCCCCTCOSGTTCTGAGATGCCGGCAGTTCACTGTGGCTGGAAAACAC 
TTQACCGTGCTCAAGGTGCTGAACAGCTCCTCTCAGGAGGAAATCTCCATCTGGGATATC 
CGAATCCTCCCCAACTTCAACGCCAGTTATCTACCTGTCATGCCCGATGGCTCTGTSCTG 
CTGGTGGACAATGTCTGTCACCAGTCTGGGGAAGTCTCCATGGGCTCCTTCTGCCGCeTA 



CACTACCGCCTGCCCAGTGTCCGCTTGGACCGCCCGTGTTTTGTGATGACCGCTTCTTGT 
AAGTCCCCTGTTCGGACCTACGAGCGTTTCACTGTCACCTACACGCTGCTTAACAATCTC 
CAAGACTTCCTTGCTGTGAGGCTCGTGTGGACCCCAGAGCATGCACAGGCTGGAAAGCAG 
CTGTGTGAGGAGGAGCGCCGGGCCATGCAGGCTGCCCTGGACTCCGTCGTCTGCCACACG 
CCCCTCAACAACCTT'jGCTTTTCCCGGAAGGGCAGCGCGCTCACCTTCAGTGTGGCCTTC 

caggctctgaggacggggctcttcgagctaagccagcacatgaaactgaagctgcagttc 
accgccagcgtgtcccaccctccacccgaggcccggcccctctcccgcaagagcagcccc 
agcagccctgctgtccgggacttggtggagaggcatcaggctagcctgggccgctcccag 
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TCCTTCTCCCACCAGCAGCCTTCCCGAAGCCACCTCATGAGGTCGGGCAGTGTGATGGAG 

GACAAGGCTGTGTTGTCTCTGGACAAGATTGCCAAGCGCGAGTGCAAGGTCCTGGTGGTG 
GAACCCGTCRAGTAGCACCGTGCCAGCTCTGTTCCCTCTTACACTCCAGAGACCCAACGC 
CCCCAGAGGGGATCCCTGCTCCTGGGCTGTGCCTCCCCTGGGATGCCTCCCAGACGGGGG 
TGAAGAGGCCTGGCAGAGCTGCCTGTCTTGTGTCTGCTGATGAGGGATGGGGGAAGAAGC 



CCCCTGACAGTGACCTTCCTGTCTCAGGGGTTGGGGACAGGGCCAGGTAG 
CTTATGTTTACGTTTGCAGCCTGAAGCACTTTAATTTTTl 
AACTTATTTTCCAACTATTGCTTCCAACTGAAATAAGACTATTAAATGCCTX3TTCAGGAG 
GGAG 

:.M_1.0.0_382 Mus muBculus adult male testis cDNA, RIK3N full-length enriched library, 
clone:4930527E24 :similar to XLR-RELATED, MEIOSIS REGULATED (XMR MRNA) , full insert sequence cr: gi- 
12854436/// /cds= (121 , 588) /gb=AK01S913 /gi=12854436 /ug=Min. 48840 /len=733 
[Mouse_jongleur_201102.1S.C230] [SEQ ID NO: 170] 
GGTCCGGGCATCTGTTGTGACAACGGTTTTTTTACCATTGAGGflGCTGAGCGTGGAAGGG 
TGCAGTTGTGAAGGTGTTCACCTCTGAGATAACCTAAC5ACATCTGSGTGCTTAAGAGAAA 
AATGGCTCTTAAGAAACTGTGGGCGATACCAAaGGACGGTTACTTATTACTTCTTGaCTA 
TGATGATGAAGAAGATGACGTAAATTTTTTGGAGGAGGCTCATTCTGAAGAAARCGTAAG 
TTTCTCAGAGGAATGGCAGCGTTTTGCAAGTTCTGTAGAGACaCCaUiTAGAAARCAGGAA 
TTTGTTAAGTGGTGAACAGCAAGATGGGAATGCTTCAAAATTGGATCTTATGGAAGTACA 
GAATCCAGTAACTCATGATGATGAGAATGAAATTCCTGAAGAAATAGTTGGAGATACACG 
GGAGATGATCAACAACAAGTCGTGTGAGCAGTATAAAACTAC7VTTTCAGAAGTTTGATAT 
GGATGTCCAGAATTTCAATGAACAGCAAGAAAAATCAGTGGGTTTGATGAACTTGGAGAC 
CAACAACTCCGATATGCTTTTTGATGTAGATGGTGAATTGAGAAAATGAATGTCTGTGTT 
TAAAAGAGACATCATGAAGCATACTCTGAAGTACTCTTCTACATTCCCATCTTGAGACTA 
ATGAAGCATGCAAATTTTTCACTTGATGGTACATTTCTAAGCAAATAAAAAATCCGCTAA 

>M 1.0.0_1B911 AV323441 Mus uiusculus cDNA, 3' end or: gi-S293358/// /clone=S230409N17 /clone_end=3 

/gb=AV323441 /gi=S293358 /ug=Miii.l80082 /len=233 [MouBe_jongleur_201102 . 12236 .CI] ISEQ ID NO:- 171] 

GCACTGGGTAAACACCCeCCACCACGTTCCGCCATGGACAGTGTTACACGGATGGAATTC 

TGACCTTGACACTGAACAAGCCTTGGTTTACATTAGAATAACGTTATGATTACAGTATTG 

AGGTTTiramiNiniNNCCCCCCACTCCCCCAGCCCTTCATTTTAAAATAAATGTTTTCAAA 

TACCTGAAAACTGAGGTTGGTATAGCTTATGGCTATTCCTTTATTTAGAAAAACAAAATC 

CCATCACrCCTAAAAGTAAAATATAAAATAAAATAAAATCATTGTGCTTTGGGGAGTTCT 

CCGCTCAAATGATTTAGGGGAAAAAATGTGCGTTAAACATTTAACaCTGCTSTCATCCAT ^ 

CTCAGAGACTTTAAAAGCAAATATCAATCCCCTGTATACATACTCTGCTAACACAGATGG 

CATTCAGTATTTTCCGAACTTGTGTGAACATGGACCCTGCTTGTTTCTAAACACCGGTTT 

CCTGTAACTAGCATTGTTCCAGGCAATTTTGAGAGAGAGAAAACAAGATTGCCTAAGTAT 

TAAAGCCCTGGCATTTCTTTCTTTTAGCACCG 

>H_1.0.0_12524 Homo sapiens hypothetical protein BC013764 (LOC115207), mRNA crt gi-19923972//!/ 
[Human jatigleur_201102 .4920 .CI] [SEQ ID NO: 172] 
GGGCTCCGGGGCTCCGGGGAAGGCGGTTGCAGCTCCTGAGTGCASCGCGGCTTCCTGCCA 

AACGGGGGCGGCGGCGGGGGCGGCAGTGGCTCCTCGTCGTCCTCCGCGGAGCCACCGCTC 
TTCCCCGACATGGTGGAGCTGAACGTGGGGGGCCAGGTGTACGTGACCCGGCGCTGCACG 
GTGGTGTCGGTGCCCGACTCGCTGCTCTGGCGCATGTTCACGCAGCAGCAGCCGCAGGAG 
CTGGCCCGGGACAGCAAAGGCCGCTTCTTTCTGGACCGGGACGGCTTCCTCTTCCGCTAC 
ATCCTGGATTACCTGCGGGACTTGCAGCTCGTGCTGCCCGACTACTTCCCCGAGCGCAGC 
CGGCTGCAGCGCGAGGCCGAGTACTTCGAGCTGCCAGAGCTCGTGCGCCGCCTCGGGGCG 
CCCCAGCAGCCCGGCCCGGGGCCGCCGCCCTCGCGGCGCGGGGTGC3VCAAGGAGGGCTCG 
CTGGGTGACGAGCTGCTGCCGCTTGGCTACTCGGAGCCCGAACAGCAGGAGGGCGCCTCr 
GCCGGGGCGCCGTCGCCCACGCTGGAGCTGGCTAGCCGCAGTCCGTC0GGGGGCGCGGCX3 
GGCCCGCTGCTCACGCCGTCCCAGTCGCrGGACGGCAGCCGGOGCTCGGGCTACATCACC 
ATCGGCTACCGCGGCTCCTACACCATCGGGCGGGACGCGCAGGCGGACGCCAAGTTCCGG 
CGAGTQGCGCGCATCACCGTTT3CGGAAAGACGTCGCTGGCCAAGGAGGTGTTTGGGGAC 
ACCCTGAACGAAAGCCGGGACCCCGACCGTCCCCCGGAGCGCTACACCTCGCGCTATTAC 
CTCAAGTTCAACTTCCTGGAGCAGGCCTTCGACAAGCTGTCCGAGTCGGGCTTCCACATG 
GTGGCGTGCAGCTCCACGGGCACCTGCGCCTTTGCCAGCAGCACCGACCAGAGCGAGGAC 
AAGATCTGGACCAGCTACACCGAGTACGTCTTCTGCAGGGAGTGAGCTCCCCAGACCCCC 
TCGCCACTCCAGCGCCCAGTCCTTCTCCTGCCCGAGAGATGATTACAGAGCCTCTTGTCC 
CACCTTTGTCCCCTGGCTGCTGCCCTCCCATTCTCCCCCTCCAGTAGTAGCTGGGTGAGA 
CCTGTCCGCCCACCTTCCCTCCACTACAGAACCTGCAGCCGCAAATCOTCTGGGCTGCTT 
CGTCTTCTTTGGACCTCCTGAACCGAGAGAACCCAGAGGAACCCCCACCCCACCCCCACC 
TACCACTCCATGCTTTCTCTACTCCCTGCCTCAAACCACCCCTCCCCCAGATGGTACTTC 
AGTTTGGATCTATTGGGGGAGTGTGGCCACAGACCGGGGGATGATTGAATTGTTCAGAAC 
CTGATTGGACOGTGTCCAATGTGOGGAAGATTTCCTTGAAATCTTCTCAASCTCTTATGA 
CTCACTGGGGGTTTAAGAGATCAGGATTGGTTCCACTGTCTGGGGTTAGTGTTTTACAAG 
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GTCATTACACAGTCTTTTTGACCTCTTTTGAAGGTAGAGTTTTAGAAGGCTGGATGGAAG 
ATTCTGAGCCTGGAATTAGGACCCCATGGAGGCAGTTCAGTAACTAAACTAATAAAGTTT 
TGAAAAGTTACACGTAAAGTAGAAGAATCTAGTG CGTGGGACAGTAAftGGATCOTTTCTC 
GTACAGAATAAAAGGTCTCAGCCTGTAGCTTAAACTTATAGAAAGTGATCCGCCTGCCTG 
5 CAGAGGCGCCCTTTTOUSCTGCTGCTCGCCAGAAGCCCTTGATTCCACTGGTTGACRTGG 
CAGCAGTTACTGGCAAGAGGGAGaAMGACGCTGCCGCCTAAGAGTGCRAGGCTGCTCAG 

gtctccaagcgccgtaggaostcacctggcagtgactgtagggagctgggtcatagtgca 
cgtcgtgggtattaggaaagcctgtattctttcaatgaatgtcagtaggaccrrccrrta 

10 agggagaagcagacatagtcatttatgatttgaa&gttggaagtttgtaccatctgtttg 
agtatatgcacatttaaaaaatatcatatagtaaatgcaaacatgccaagtattttataa 
agattaataacagacctactcttacctggcagtttacttaacttactgttttgagtccta 

aacttagagttgttaatgcttatatataatctaaccaaagagttacccagtagggttttt 
agtttttgaactttTattttcttgttgattataaatcctgattttggaatctattgcgca 
1 5 aaagaagtttcattttggttacttagacctaagatcacttattaaaaatccttattttct 
ccaagcccagcaaacgttgacttctgggcaaacctgaaaacctgaaaatgccactttcat 
gcbgtttgtttgaagttaagtggaatcctttcaaatgacgagctgcagagaactcagcac 

ca;«3ggctgcctatctgtagatagctgtaaaatggaatatttttaaatgaaggcaaataa . • 

gtacttaaaagtgagctgagcaataaaatggtccaataataggtaartgcaacagaaaca 
20 gaaggagacctggttgccttatgcctttactcttacatggaataaattccc3uvtgcatat 

cctatgtaaaccataagtgaagggaaataaacctcgtcatgctccatgctgtgaggtgtc 

ctttggatattctgtgatgacagagaagcctattttgttttgttttcagcatctttctct 

gatgtacgtttttaaggattttgtaagagctgttttcagtgtttaaattagtgctatttt 

tccttgtttttaaaaatgaatctcgtactgtatcttactatgtccatacagatgttacaa 
25 atcgacagttttattcttagactcatgtgatccaagctgtatataccatatataaacatt 

ttacatgaatcatttagttttttaattcatttactaatgctataaaatttcctatattac 

cccagtaatttgcatcagctggtttatatactaaagcaacatgttttgatgagtttctta 

catccttatcgaggaattgggttaggaaaaaatacataattgtaaaactgagtttgctgt 

attatacttttttcttgagtattagttgtattactaatcatatgttgattaactgtctac 
3 0 ttaaagtcaaggtacctgtatttttaatccactaatttttttttagttgggaaatagatt 

tcaggtcttttattagactaacattttttgagaagtaaaattgacttcatatacaaagcc 

tgtaattttaggcgaaatggaagcagaaatctaggaagttgtgcttgcttgtatgttgag 

tt.tggtctcagactaagtaatgcatcagaattcatctgtttgaagcctgaaataatttag 

gactctgattcactgaesaabagtcagtgtttcagagatttctctaccccgtatggtatt 
35 ttgttagattgttcaacaggaagcacatgattgagaacatcttgggacagaccaaaacca 

ctgacagatggcaaggctcggcgattctgatttcccttctcaaatctgctcaactccaag 

agtcttgagaaactgctaaaattttgcctctgtcactcaagtcttacaaatgttatcttg 

taaacctttgaggtgaactattccactgtcttgtacataggcatcttattc/.ctgcaccc 

TGTCACACCCAGCACCCCCCGCCCCGCACATTATTTGAAAGACTGGGARTTTAATGGTTA 
40 GGGACAGTAAATCTACTTCTTTTTCCAGGGACGACTGTCCCCTCTAAAGTTAAAGTCAAT 

ACAAGAAAACTGTCTA'ITTTTAGCCTAAAGTAAAGGCTGTGAAGAAAATTCATTTTACAT 

TCGGTAGACAGTAAAAAACAAGTAAAATAACTTGACATGAGCACCTTTAGATCCCTTCCC 

CTCCATGGGCTTTGGGCCAC3«JRATGAACCTTTGAGGCCTGTAAAGTGGATTGTAATTTC 

CTATAAGCTGTAATAGTGGAGGTATTGTGGGTTCATTTGAGTAAGCCCTCC3UU«3ATACC 
45 ATTCAAATAACCTGGGAGAATGTCATAAATTATTCAGATAATTAACACTGCATGAATCTC 

ATTCAGAGGCATGCATTTACATATGTTGCCCTAATTACCATTTGATGATCATAAATACAA 

GTGAATGAOiTTGGACTTTTAGTAACAAACTTAATTTTTAAAAAGGTGTAGACAATGGTG 

>M_1.0.0_24327 Mus musculus, clone MGC-.30823 IMAGE : 3 995042 V mRNA, complete cds cr: gi-21594815/// 
50 /cds=(25,387) /gb=BC031793 /gi=2L594815 /ug=Mm , 22 0312 /len=3257 (Mousejongleur 201102M8084 . CI] 
[SEQ ID NO; 173] . ■ ■ 

CTCTACAGGAGTGGCTGAAAGGAATGACTTCCCTACAATGTGATACAACAGAAAAACTCA 

GAACTACTI'TGGATTACTTAAGATCATTATTAAACGATACAACAAACTTTAAGCTCATTT 

ACAGATACGCGTTTGACTTTGCACGGGAAAAGGACCAGCGCAGCCTAGACATAAACACTG 
55 CCfiAGTGCATGTTGGGACTGTTATTAGGAAAAATCTGGCCCCT.TTTTCCAGTTTTTCACC 

AATTCTTAGAGCAATCAAAATACAAAGTGATAAACA/iAGACCAGTGGTGCAATGTrCTGG 

AGTTCAGCAGAACGATTAGTCTCGACCTCAGCAACTACGATGAAGACGGAGCATGGCCAG 

TTTTGTTGGACGAATTl'GTGGAATGGTATAAAGACAAGCAGATGTCCTAGGACCTTATGC 

CTGGCAGCGAGAGTCACTGTTCCCACGGTTATGTCACCCATTAGCCATAAACTGCTGTCT 
60 GTATGGAAGCGCATGCTGCTTTTCTTGCACCGCCAGCCTCTTGCAGGCAGGCXSTGTCTCG 

GTGTTTGCTATTGAATGGGCCGCCCTGCTTGATGTAGCATTGTTCTCTTGGAGGCTGCTC 

TGCAGTTCGTTTTCACACTACAGATTGGTGAATTTGCCAACGTGCTCACTGTGATTATGT 

GTATATTGCTGTTTAAATTTTGTATATGTGTATAAAATGAAAAGCTTCACCTAGAGATTA 

TTTCTGCAAAAATGTATTGTAAAAATAATTTTGTGGCATATTTTTGGTCCCCCCCTTTTT 
65 TTTTTCAAATGAACCAGTTATACTTTATTTGGTCTCAAATTTCAGAAAACATTATAACTG ' ' ■ 

TCCOCGTAAGCAAGTATTGCCAGAATTAACCTCATTGCTTAAGAGGCC.AACTTCTGGAAG 

AAGTAGGAGCCATGACTTACTGTGGCATAAGCCAAATATGACTTGGTTTCCTTGACAACT 

TTGOTATTTTAAAGTGACAARAGTTATTTATTTGAGTGCACAAACATCTGACACGCTACA 

TAGCATTTCTAACAOiARACGTACAGGTTTATGGTGTTTTTTCCCrrTCCTCCTCTCCTCC 
70 TTAAATTGCTCCTTATTTTAT^TCGAAGCTTACXSTTTCCATAAACCTTCCTCTGTTTCCC 

TGCTTTGTGTTCCTCTAGCAGTGCTTGGTCrrGCTGAAGCTCTCTGTCCCACTGTCCAAAC 
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CGTCCTTTGCCACCCACCCTCATGAGCCTCCTGGTrTaCTGGCGGCATGACTGCAAAGCA 
CTTTGAACTATGCTTGAGATTTTAGTTACTCTTTCATGGTGTCTGTAATACCCTAGGGCT 
TTGGAGTTGTTTGTTTGTTTTTGTTTTTAAACCACAAGTGAGAGCTGTTTGTTTCCTGTC 
TTTGTTTCACCCGTGCTGGGCTTCTCCTGGCCACGTGTCCATTGCAGGCAGTGGACTGAA 

ACCACCAGCATCGAGCTAACCCTGTTCACACTGGGACCTTTCTCGGAGGGGCCGCTTGCC 
ATTCCCTGAGTCACAGGTACAGAAGGGTGGTAGTAGCCATTATGTGGATGAGAAACCAGA 
GCCAACACAGCAGTAGTTGTGAGTTTGTACCTTATCTCTTACGTTTAAGGTTTGCATCTG 
CTTGCTTGCTTGCCTTGCCCCTCGTGCAGAAGTACACAGTTAACAGGTTTdiCCCAACCAT 



GGAAAGAGCTAATGGCTGGTTTGCTGGGTAAATGGTATAGAGGGATCCGTGCCTGCCCA6 
GCAGGTGATGGCTACAAGATGGTGGGGTTATTCWCCaRAAAAGAAAAGAGTCTTCTCCAT 
TCAGTGTGAACCTTTAAATGGCATTAARTGAGCAGAGCACAGAGACAGTGCTACCCTGAC 
CGCTGTTTCACAGTTCCTTTTCAaBiGTGTTGCTATTTTCATATATTTCTTTCCCTGATTG 
AACCACCAAAGACAGAAATGTTATATGTATATATCGTaTGCGTGCATATGCAAAATCATG 
ATGTG6TG6AAT6C3\AATACTTGCCTTTTTCTACCAAATAATGAGGTTTGGTTTGCT6TG 
AAATAAATCAGAAGTTTAAAAAGACCAACAACCCGATATTGCTTTAGCATAACCATCCTT 
TGTCTGTAGTCTCACTTATGAATTAGTATATGAACACAATGTAAACTTCTTGGAAAAAAC 
CACAGCTGTTGAGACTGCTATGAAAGGCATTCCAGTGCATACAGGTGTGTGGCGCTGGGG 
ACTGCTAAGACAGGCACAGCTCTGCAGAGGAGGATCCCTTTTCAGGTGGTCCCACGGTTA 
AAGAATCATTCTCTCAGGGTGACTGTTATTGAGGTAGGTTAGCTGTCGATTGTCTCGATG 
CAAAGAAGGATCATAGATGGGATTGTTTTAAATGCTGTGTGAGAATCTAGAGAGTATTT6 
AAACACTAAGCACAGTGAACCTGCGAGTAAAGGTGGTTACCAACATGAGRRATTCCATTT 
TATCTTCCGTGAACATTTTGATAATAGAGACTCAftGTAAAAACCACCGTGATTACTAGGA 
TGGAAGTCGGCaTTCCAGAGGGGATGACCAATATTTACAACTCCAGATAATCTCTGAACT 
BATTTTACAGAG 
^AGTTACGCAAGTTGAACGATCA 
TCAAGAGCACTTATGGCTACCATTGGAAGAAGCCCGGGCGCCTTCGGTTCTCCAGTACCT 
GAGCCCCAGCCACCCTTCCTCCCTTCACTTGTGTTTCAGGGTGCAGCAACATCCTCTTGT 
TGGGGAATGCAGCTTGCAGCCGTTTACACTGCACTGGGTAGAAGTTATCTAGCAAGATGT 
GCTGGATAGCCATGGTAGCCTTTGGCGTGCCCCTTTTGAAGCATGAACTCTTGTGTTCAG 
TCTTTATAACTGATTAGACAAACCTCTAGATTCTGGTTTAACAGATTTCTGTTGCCTCTG 
TCTCCATCCTAACCATACTTTTGAAGTTTATACAGAAAGCTTTAAGAGTTTAGTTTGTGC 
CCTTGGTTTTTATTTTTACAACTGCTAAAATACCTCXGTAAGGCTTATCCTTTATCCTTT 
CATAGTTGTATAAAATTGTATA6AATTCATTCACCAACTGAAATGTTGGATATCTGTAAA 
TGAGACCAAAATGTGGGTTGCTTTTTTTCATA 
CATGAACAGC3«;CCAGCCTATTAACTGTGAATG 
TTCATAAAAGTGTGCAAGTCCTGTGACTCCCAGCTTAACTAAATACTGTTATGCCACTTA 
ACGAGCACAGCAAACTGGTTTAAGTTTCAATGAAATTGATGTAAAATGATAGCCCATAAA 
TAAACAGATATTTGTGTTTGGTTTCTG 

>M 1.0.0 3599 Mus musculus RIKEN cDNA 240C007G07 gene (2400007G07Rik) , mHNA err gi-13385367/// 
lMouse_jongleur_201102.lS40.ClJ [SEQ ID NO; 174] • ' 
GGTGGCGGAGCTTGCGCCGAGGACCCGAGCGGGAGGCTCACGGCGGCCGCGTGAACCAGA 
GACGCGCGGGTCCGAGTTCCCCGCGCAGGTCTOGCCGTCAGGGTTCGCATTCGGCTTGCT 
CAGACTGAAGCGCTCATGACAGAGCTATAAGGAGGAGAAAATCTGTTCCGCTGAGCCCGG 
GCCGTCCCGGAAATGCGATGGCTGTGGAGCGGGCACCGGAGACCAGACTGASGCTGTGTT 
TCAAATCAACCTATATTCTCCTGTGAGATACAGAGTTCTGGAGGCCACAACT6AAARTGA 
CATACCCCACCTCAGTGACCCTTCAGCCAAAGGCATGACAGCTCAGGCACACACATGGAC 
TTGTTGCACACAGAAATGTGTGCACAGGAAAAGGAGATCTCTAGTTCTTTAGAAGAAAGA 
A6TCATTCTTCACCAA6ATGGGCATATTCTGCTCAGTAATCAAGTTTGAAAATCTTCAAG 
ACTTAAGGAGACTGTGTCATTGGGGTCCCATCATAGCCCTGGGTGTTATAOCAATATGTT 
CCACAATGGCCATGATCGACTCTGTCTTGTGGTATTGGCCCTTACATACAACTGGAG6AA 
GTGTGAACTTCATCATGTTGATAAATTGGACCGTCATGATTCTTTATAATTACTTCAATG 
CCATGTTTGC'TGGTCCTGGCTTCGTCCCTCGGGGGTGGRAACCGGAAAAGTCTCAGGATA 
GCATGTATCaCCAGTATTGTAAAGTCTGCCAAGCATACAAGGCGCCACGTTCACACCATT 
GCAGAAAGTGTAACAGATGTGTAATGAAGATGGACCACCACTGCCCCTGGATCAACAACT 
GCTGTGGTCACCAGAACCACGCCTCGTTCACGCTCTTCCTCCTGTTGGCCCCTCTGGGCT 
GCACTCATGCTGCTTTCATCTTCGTGATGACAATGTACACACAGCTTTATAATCGGCTCT 
CCTTTGGGTGGAACACAGTCAAGATT6ACATGAGTGCAGCCAGGAGAGATCCACCTCCAA 
TTGTTCCCTTCGGATTGGCTGOSTTTGCCGCCACCTTGTTTGCKTTGGGATTGGCTTTGG 
GAACAACCATAGCTGTTGGGATGTTGTTTTTCATACAGATAAAAATTATTCTCAGAAACA 
AAACTTCTATTGAATCATGGATTeAAGAAAAGGCTA.»AGATCGCATTCAGTATTACCAAC 
TGGATGAAGTCTTCATTTTTCCTTATGATATGGGAAGTAAGTGGAAGAACTTTAAACAGG 
TGTTTACATGGTCGGGAGTTCCTGAAGGAGATGGACTTGAGTGGCCAATACGAGAGGGCT 
GTGACCAGTACAGCCTCACAATAGAACAGTTGAAGCAAAAGGCAGACAAGAGAGTCAGAA 
GTGTTCGCTATAAAGTCATAGAAGATTACAATGGTGOCTGCTGCCCTTTGAATAGAGGAG 
TGAGAACCTTCTTTACGAGCCCCTGCACTGAGGAGCCTCGdATCCGGCTGCAGAAAGGAG 
AGTTCATCTTAGCAACGAGAGGGCTGCGATACTGGTTGTATGGAGACAAAATTCTTGATG 
ATTCCTTCATAGAAGGTACTTCAAGAGTAAGAGGGTGGTTTCCTAGAAACTGTGTGGAAA 
AGTGTCCCTGTGATGGTGACTCAGATCCAGCCCCAGAGGGGGAGAAGAAGAACAGATAGC 
CACTGTTAAAGTGAGATCACTAAGTCTTCATTACTTGAAAATCCACATGTAGTACCTGAG 
AATTATGCAACGAGCCTACTCTGCTTAAGGTATTCTTTTCCTCAAAGATGCCCTAGTGCC 
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ATGACTTCAGAAATGTTTATTACCGTTTTGAAACAGAAGCCATTCTGCATATGCCTTTGA 
ATTCCTGCCGTCTTTCCACTTCTTCCTACTGAAGCAAGGCKGTTCCAGCCCHGTGAGCAA 
CTTGCCCTTTCTGTGTGCTGCACATCTGACTTCCCCTGCAGGTCTAATTCCCCACTGGAC 
AGGAGCATCTTGCATGTGGTTACTCTGTTTCrTCCTCAGTTGACATTTCCTTCATAATCT 
5 TCTAGAGACTGTAAAACTTGTCAGATTCAATATAAACTCAAATTTGGTTACTTTTAATAA 
TACAGATTTTTGTCAAATCCAATAAAGGTCAATGGATGTTCTGTAAAAATTATAGTTTTC 
ACCT 

>M_1,0.0_27343 602049523F1 Mus musculus cDNA, 5' end cr: gi-11626724/// /clone=IMAGE:4188 8S8 
/clone_end=5 ' /gb=BF539343 /gi=11626724 /ug=Mra. 184589 /len=1093 [Mouse_jongleur_201102 , 20725 . CI] 
10 [SEQ ID NO: 175] • 

TGGCCTCCGTGCCATCTTCTCAGCTCTGTGTGAAGTTGGCCAGTGGOGGCGACCCCACAT 
ATGCCTTCAATATCCGCrTCACrGGGGAGGAGGTTCATGGCACCAGTGGCTCCTTCKGTC 

GTCCCAGCTCTGC7«3TCAACAAGAACAAGGGCAAGTACATCCTGACACCAAGCCCCATCA 
15 CKTATGGGGAGGAGCAGCTGCTACACTTCTTAGGCCAGCTGCTGGGGATCGCCATTCGTG 
CaGATCTGCCTCTCCCCCTGGACCTGCTGCCCTCCTTCTGGAAGACGCTGGTTGGCGAGC 
CT CTCGACCCTGACCAGGACCTGCAGGAAGCAGACATCCTCACCTACAATTATGTCAAGA 
AGTTTGAGAGTATCAATGATGAGAGCGAGCTGGAGGCCTTGTGTGCCGAGATTGCCTCCC 
AGCACCTGGCCACCGAGAGCCCTGfAGGTCCCAAGCCCTGCTGCCGGTTCACCTACCTGA 
20 CCATGACTGGOSAGGAGGTGGAGCTATGCAGCCGTGGCCGGCACATCCCTGTGGCCAGTT 
GGGAGAACAAGGATATCTACGCCGCAGCCATCCGGAGCCTGCGGCTGCGTGAGCTACAGA 
ACATGGAGTGOSTGACAGCCGTGCGTGCTGGCCTGGGCTCCATCRTCCCCCTGCAGTTGC 
TCACCACCCTCHGCCCRCTGGAGATGGAATTGCGTACKTGTGGCCTCrCATACRTCAACC 
TGGAGTTCCTGAAGGCCCACACCATGTACCftGGTGGGGCTGATSGAGACTMSACCAGCACA 
25 TCGAGCTTTTCTGGGGGGCaCTGGA6ATGTTCACCCAGGAGGAACTGGGC3UM3TTCATCA 
AGTTCGCCTGCAACCAGGAGCGCATCCCCTTCACCTGCCCTTGTAAGGAOGGGGGCCCTG 
ACACAGCCCATGTGCCACCGTACCCCATGAAGATTGCCCCTCCAGATGGCACAGCAGGTC 
CCCCCGACTCACGCTACATCCGAGTGGAGACCTGCATGTTCATGATCAAGCTCCCCCAGT 
ACTCCTCCCTGGAGACCATGCTGGAGAAGCTGCGCTGTGCCAT'rCACTACCGCGAAGACC 
30 CCCTCAGTGGCTGATGGGCGTGAGCCGAAGGATTAGGCTGTCACCAAGGCACCATTCTGC 
CAGCTTGGGAAGCTTGCCAGTTGAGGCACATCCCTCCAGGGCCCAAGTGAGGAGCTGGCG 
ACATTTGCTTTCTGAACTTTCCTCCGTGTCCCAGGGCCACCTGGAAGACACTTTTTGTAT 
GTGTCCGTTTTGTGAGGGTCTGTTCCTTTGCTGCCTGTTTGTGGTACATTTGTAGGATAG 
TTTAGTTCCGTCAATTTGATCTTCCTGGACACTGTTTGTTGGTGGTGGCTTCCAGATGCT 



CCCTATCTGCCACCTGTCTCTTCTGGGCCCCTGGGCTGAGTCATCTGCGGACACCTCAGG 
AGCAGACACCCAGGGGCTACTCCAGGCCTTAGCTCACAGACAGGTTGGGTSCGGCCTGftT 
GGCTGGAGTTGACAGACAGTGGAGCTCAAGGGGTAGCGCTGAGTGGGCCTCTCTACAGCT 
GACTGCACAGGAAAGCACATGACTCAAGCCTACCCCACTCTGTGCTCAGAGCCTGGCCGT 
45 CCTCACTACAGTGCTGTAAGGAGCCCAGGGAAGGGTTACAACCCGTCTCTAAAGACTGTC 
TGAGGTGCTCTGCCCAATCAGGGCTGCATCAGTGACCCAGGCAGAGACTGCAGGGGAGTC 
CTCTGTGCCCTGGCTGGCCTGCCCAACACCCTTTACACCCAATGTGTGIGTGTGCCAGGG 
CTGAGCTrCCTTGCAGGCTCGCCCACTACCCCAGTGCATTTGTGCCCCAAATAAGTCTTT 
GTCCAAGAACAGCACaTGCCAACTGTCGGACACTGTCACTTGGGCCTCCCCAGTTGTCAC 
50 AGAATGGCAflaSCTGTAGCTATTGTATGATATTGTGTACACAGAAGTTCTGAGGAGCGTG 
AGGAGGGTACGCTCCTCTCTCCACGGCACCTGGCCTGCTTGGAAGGCGCGCAAGCTTTAG 
GGCTGGCACGCCAGCACCCATCTCCTCCCTGTTACGCTTAGGAAATGCaTTGAGGACCAT 
TACAGAAAACACCCCACCCAACCCCACCTGAGGAAGTGATACACCCCAGCTCAGTGTGCC 
AGCCACACCAGTCACTGGGCTGTATGGAAGTGGTGCCGAGAGCAAGCCCTGCTCTCACTG 
5 5 AAGATGGTGGCCGCTGCTTGGGACCACCCCAGCGGCCTCAAGAATCCTGACTCCGTTCGT 
TCTCCAGAAGGCAGGAGCCTCTGAATTTTAAAGTGGGTTTTCATTCCAGTACCTTCAAAT 
CCGTGGTTCCCCTCAATTCTCTGCCCTTGAGAGGACTTGGGATTCTGTCAGCTACCTCCC 
CAGGAGGGTTCTGGAAGCATCTGTTGGCCCATTCCTTGATTAGATGACAGCTGTGAGTGA 
GATATCTGCTGCTAACTCAGCTGCTTCTCCTAGAGAGCACACTGAGGTCCAGACAGATCC 
60 CAACCTTGGCCCTGAACAATGTGTGCTGTAAAGTTACTTGATGTATATTTATTATAATTA 
TTrATGATTGCATTAACAGACTTCCCATTCAGTCTGATGCTATTTACACTATGCTGTGKA 
AAGGAAGCTCftCTACAGGAAARAGTCACACCAATAAATAACCTTCaTCTGAGTGAC ' 

>M_1.0.0_53294 uu75cl0.yl Mus musculus cDNA, 5' end as: gi-12S51441/// /olone=IMAGE:3382290 

/cloiie_end-.5 ' /gb=BG148033 /gi=12S51441 /ug=Mra. 74S33 /len=42B [gnl!DG|Mra#S1955850] [SEQ ID NO: 17S] 
65 GCTTGTTCCCARGACTGTTAATAATACAAGCCCTTAGAATGGTGCCCTTAITTCTCAGGT 

ACTAGTGTTATTAATATAATTAACAGATATTTCTGTTAAATTGTAACTTAAAATTAGAGA 

ATCTCATCAAATATACTTTCAGTATAAACTAAACTTTCACCAAGGGCAGCAAAATATTAA 

CAAATGACTAGTTCATATTTTGTTAAGGCTATTAGCAGAACAGTGTTTAAAATGGACTGA 

AAGCAACTAACTCACCAAAAATAAGTAGTTGTTTCATACTATATGTGTATTAGAACACCA 
70 GTAAAGCAATCACAACCATGACTATCTTATAAAGGCAAACTTM'ATGGCTAATAGGAAAG 

GCGTTCAGACCAGTCTAGCAGTAACTAAATTGACCACATACCAAACATGAATAAAATTAT 
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CCTGTTAA 

>gl|2292427|gb|AA543950.l|Aa543950 vjSSblO.rl Knowles Solter mouse blastocyst Bl Mus imisculus cDNA 

clone IMAGE:9342S7 5', mRNA sequence [SEQ ID NO: 177] 

TCTGTTTTTAAATAGAAGTCACTGGGAAATTATGGGTACTGGAGCACTGAGACAAATCTT 

CCTTTAGTGCCGTTCACAACGCTTGCTTTCCTCTCCTTCAGACCCAGGGCATTTGCTTTT 

CAGGCCTGCCTTCCTGAGTCAGGTTTCCAGTACTGCCTGCTGCTCTTTTGTCAGAGAACG 

CAGGTCACCTCTTGTCAAGGCACTTTTGGGATTTTACACTGACAGAAGACTAGAACAAAG 

AGCTAAfiAATCAAGAATGAGAAAAGAAftACAGAATTATGAAAATGTTCATAAAAGATTAG 

TTTTTGaTTACATTTTATTa«,TTCnKATACATTTACTCriX3TACTGATGaTACATTTTC 

TAAGCTGCTGTATGCTCTTCTCAGGAAflGAGTTCTTTTAAAGGflGCTCCAGGGAAATAAA 

GCATTTACCTATGAAAACAAGAGGGTGGGCGAGCGGAAAGAAAAGG 

>M__1.0.0_ .48737 BB123998 Mue musculus cDNA, 3' end as: gi-lS2S2107/// /clone=953 009SB14 /clonS_end=3 ' 

/gb=BB12399a /gi=lS2e2107 /ug=Mra. 32854 /len=672 [ghl |UG|Mra#S1123143] [SEQ ID NO: 178] 

NNMGAAGAAATCACTGGAATCACCTAGCTTTGGACTTCAGCaCrCACGGCTGTAACTCCA 

ATTCCAAGAAACTTGATATCTTTTTTGGCCTCCTGCACATGTATGATAGACRTACATAAA 

CTCACTGGGGCTCAGACACATGCATGCACACAGGTGCATAGGCACTCACATATTCACATA 

CATGCACATCAACACACATTCAT3TAAATGATATCATTGTGATAATCAGTTTTTCATTAC 

CATGACAAATATATCTGAGATAATCAACTTTACAGGATAAAACATCTCATGTCTAAAGTT 

CTACACTAAAGAGGCTGAGGCAGGGGGATTGTTGTCAAGTTCAAAGACAGTCTAA^TTAA 

ATTATAGCATGAGTTACTATCTCACAAAAAGAATCATTCCTCTAAGAACAGATTATTTTT 

GAGGAAGCTAATTTCACAGTTGCCTUSGAATGGAAGflAGAATTATTAGCaAGATGGCTCAT 
TGGGTAGACAAT 

>gi|21173S77|gb|BQ440e01.1|BQ440S01 AGENCODRT_7902647 NIH^MGC_72 Homo sapiens CDNA clone 

IMAGE :Slb7921 5', mRNA sequence [SEQ ID NO: 179] 

CCaCGCGTCCGTTTGATATTTTAACCTACCAGAGTAAACAGGAACACTTAATCATACTTG 

TGAGTGTAGTAAATAAAAGTTTTCTTGCTTTGTGCTGTGTTGAATCTGGAACCAACAGGG 

AAGTTATAGC3\TATCCCCTTTCTAAAATGCTTGAGGAACACATACATACCGAATGTCTTT 

TCTGATCTAATTGATAGTATTTTTAGTGGCTTGTGGAGTTAATTTTCCAAAGCAAAAGGC 

CATTAGGGTTTCTACATTTCyiTTTCaTTTCATTCTTTTCTTTCACAAGAA^TACATTCTC 



TATCCATGTGCAGTGGTTTTAATACCCAAACAATCTAGACACCAAGCAGCTATT] 
GGTCCTGTGATATCAGAATTGACCAAGGAATACXSTATATTGTAATTGACACGTGGTGGTA 
TCTTCCAGGTACAAAT'feTCTAAAT'nTGTGGTTAGCaGAATGGGACTTGTGATAAGAAT 
AGCTTGGTTTTAGCATAftCTAGGGTTTAAAATAATTGTTTAATTATAGAGACTGACCGGG 
CTTTGGCCATCTANACTGGAAAGTGTTAGTACCCTACCTTCTTTTGAAAATGGCTATGGT 
AAGGAAAATGTGTTAGTAAATTATGTATTTTCTTGAAAAATACATAATTATGGTTGGATG 
GGGAATCAC.TAAGTTGGGGTGTTAACTGGATGTCTCAATTTAGTAACATTANGGAATTTT 
CATTAANTAAACCCCTAAAAAGCTTTTCCCCNTAAGAACAGGGCCCTGGGCACCAGTGGC 
CTCATGGCCTGGTAATCCCCAN 

>H 1.0.0_7826 Homo sapiens WilliamD Beuron syndrome chromosome region 1 (WBSCRl) , transcript' variant 

2, "mRNA or: gi-14702179/// (Human_j ongleur_ 2 01102 2613. C2] [SEQ ID NO: 180] 

GACGGCAAATGGCGGACTTCGACACCTACGACGATCGGGCCTACAGCAGCTTCGGCGGCG 

GCAGAGGGTCCCGCGGCAGTGCTGGTGGCCATGGTTCCCGTAGCCAGAAGGAGTTGCCCA 

CAGAGCCCCCCTACACAGCATACGTAGGAAATCTACCTTTCAATACGGTTCAGGGCGACA 

TAGATGCTATCTTTAAGGATCTCAGCATAAGGAGTGTACGGCTAGTCaGAGACAAAGACA 

CAGATAAATTTAAAGGATTCTGCTATGTAGAATTCGATGAAGTGGATTCCCTTAAGGAAG 

CCTTGACATACGATGGTGCACTGTIGGGCGATCGGTCACTTCGTGTGGACATTGCAGAAG 

GCAGAAAACAAGATAAAGGTGGCTTTGGATTCAGAAAAGGTGGACCaGATGACAGAGGCT. 

TCAGGGATGACTTCTTAGGGGGCAGGGGAGGTAGTCiSCCCAGGCGACCGGCGAACAGGCC 

CCCCCATGGGCAGCCGCTTCAGAGATGGCCCTCCCCTCCGTGGATCCAACATGGATTTCA 

GAGAACCCACAGAAGAGGAAAGAGCACAGAGACCACGACTCCAGCTTAAACTTCGAACAG 

TCGCGACGCCCCTCAATCAAGTAGCCAATCCCAACTCTGCTATCTTCGGGGGTGCCAGGC 

CTAGAGAGGAAGTCGTTCAAAAGGAGCAAGAATGAGCCTGCGGTTGGGAGGGAATGGOGC 

GTGGGGGG-rrAGAGCAGGACCACAGCCTGGTGAGTCCCCGGGCAGCCGTCCTGCAGCCGC 

CACTCCTGCXJCCTGCCATTGGCCTCCTCACAGCGGAAACACAGCTTGTGAGTGCATGTCA 

GCTGTTAACAAGTGGTTTTTAGTACATTCTGGGCTTTGCTGTATCTATCTAGTGCCTGTT 

TGTGCGTTTTTTTCTTTCTTCCGCTCCTTCCCCATTTTCCTTCTGTCCTTTTTCTCCTGC 

TCCTTGTTTTCCCAGCAGCACATGGGGTTCCTCGGAGGAGCAGAGGTGGCCX3CCGTGGGG 

GGGCGTTTGGGCTGCGGTGCTGCGTCATTTTTCCTTTGCTTTCTCTTTACTTTAGACACT 

GGCCCAACTCCAGGCGTTTCCTTTCATTCCCTCAGTGCTTCTCTTCTGACCTGCATGTTG 

AGTTCTGTATTGCTGGGGCTTCCAACAAAAACCAGAGTCACTGACAGAGGGAACAGCAGA 

GACCTTGTTGGTATTCAGCTGTGATGGATATAGAGRATCAGAGGCACCTT3TTTTCACAA 

CTAGGATAAAAATATCTGCAGGGTCCTTTCCATTCCTATTTAGAGGGAGTCCTGGCTCCA 

TGACCCCCXCCCGAGTGGACTGTCCAAGCAGATAGGCTCACACGAGTVAACRGTGAGGCTG 

AAAGGGGGGGCTATGGAAGAGCGGTAGGGAGTCCACGGAGPAGATGCAGTGAATGCTTGC 

ATGCATTCACACGTGTGTGTGTCCCAGCTAGTTCACTCCTTTCGCCGTGGGTGGTGGAGG 

CTGGCCTCTCTGGCTGGGTGCAGTGAATGGCCAGCGGGTTTCTTTTCTGCTGGGCCAAGG 

CGCTTTGGGGGTGGAGGGGGTGGTGCTGGTGCTGCACTGGGCTGACTGCGGCGCTGACGC 

AGCGTrrCCCCCCATCCCTGTTGCCrGTGTGTTGTG'rGGATCTGTTCCTAGTATAGGCAA 

CATAATGAGATACTGTGCTTCCaa,CCTCCCCTTCAGTTCAGAGCCAAAAT3GGTCTAGAA 
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TCTGGCACTTTACTOVTTTCCTTTGATAAATTGTACTATGCAGAGCTGTCAGGAACCTTC 
AGAfAGCAGTAGAGGACTGCAGCTGTCTAGGTCTGCGGCCftCATCTTGGGGACACACTGG 
ACTGTTCCCATGTGCAGGGTTCAGCAGTTATGTGGGAGTGCTAGGGGTTAGGCTTTTGAG 
CTTGAACGCCTGCGTGTGAACAGATGAAAAATCCrrCAGTACCeAAGTCCCAGTCTGTCC 
TATGGGGAGCAGTTTGGGGGCGGCCGGCAGCAGGAGCCTGGGAAAGAGGCCCTCGCCAGG 
TGATGGCAGGGCCAGGGTGGCCTGGGGCACCCAGCX3GAATGTGCTTAGTATTTGGTCACC 
AGCCGTCATCCTGGGCTTTTCCTACTGTGTCTTGTTACAAGGCCTCAGCAATCCACAGAA 
CTCTCTCTCCTTCCTTGCACCTGTCAGCTTCTCTGCTTCTGAGATAAGAACCATTTGTGT 
AACACCAACACTTAACTTCAGAAAGACATGCATTATGTGGTCTAATCAAACCaSATGCTT 
TCAGATGACCTACTTACATCTTCAATGTGGATAAGATAAAGAACSUiAACACATGCATCTA 
AACTGCTGGGCAATCCAGTTGACTTTTAAATGTAAGAATGGAATTCCAAACACTTAACAC 
ATTCAGCTATATGAraGAAAGTAAATCTATGGATATGGTATTTTGTGAATGATCTTTTAA 
ATAAAAGAAAACCTTACGTAATATTT 

>M 1.0.0_53793 uk38f01.xl Mus musculus cDNA'. 3> end as: 3i-472SS50/// /olone=IMAGE -1971289 

iGC°GGiTTGGGATi?^SG^^^ [gnl | «G| Mm#S758354] [SEQ ID NO, 181] 

CACTTGTGCATCTGTCTTGCGTGGATGCTGGATAAAGGCKCAGCTCTATTGATTCTTTTG 

CTGTAGCTTTGTATATGAGGGTCMACTCTTCCCATTITACCTTTGGAACTGGTCTCACA 

GTCCAGGATCCACCCAAGCTTCATCCCTGGGACTCTAGACCTGTGGTAGGGTGACCT-^CT 

GTGTGACTCTGGTCTTTTTCCTCrCTGTAATCTGGATATGATCATTTCTGTGGAACTGCA 

GGAGGAAATGAGGTCACGGAAAGTAGGTTCTTGGAAAGCTGGGAGCACTGGGCCTTCCTG 

GGAGACATCCTGCTCCA6TGGCTTGGCaUU«3TCTTTGAGCTAGCCAGTCCAGGCTCAGG 

TCTATGTGAGCCTCAGTTTTCTCCTCTTGAAATATTCAAAGGTAGTGTCATGGCTCTAAG 

CCTGTAATGTGAGGTAGGAGGATCAGCTCAGGGTCACCCTCAGCTGTATGACGAGTTTGA 

AGTCCAGCTTGGGCTATGCCCAACTCTGTTTAAAGAAGAAGAG 

c?oif I^GElfllMn^^"™!^'""' vt35h03.rl Barstead mcxse proximal colon MPLRB6 Mus musculus CDNA 

Clone IMAGE:1165109 5', mRNA Sequence [SEQ ID NO: 182] 

ATTCGGATCCTTCGATACAGATACTTTTGAGAATTTTCCTAAGTTTACACTGCTAGAAGA 

GGTAGATGGGCATTGAAAGCCATGGAAGTTAAATAATCTGAATGATTTAAGArrTTAGAA 

AGGATACTTTGGCATTGATGTAAAATGTAGCTAGAGATAGGCCAGCAAGGTGGCAGGGTC 

AACACTGTAGGTAAAAAGTGTTGACTACATGACCAAGCAGGGGTAGAGGAAGAGATCAGC 

TTCAAGACTGGGGATAGGGGAGAACAACCGACAAATTTCCCATGCAAAAAAAAAAAAAAA 

AAAAAAAAAGAA 

:?fSrsS£ir[lKQ"n'i"'!l3r NCI_CGAP_«ame ^.s nn^sculus cDNA clone I«AGE:5352609.. 

CTGGCAGACTGCAGTCCTCTGGATGGACTTGTCCAGGTGTCTGCTGCTGCTTACGAT3GC 
TTCTCTGTTCTTCCTTTGAAGCTCTGCAAACACCATCAGGGTTTCCTTAAAACAGAGGCT 
GCCCGGCTGATCACTCAGCKACTCACGGAACCGTGCGGGGGGCTAGGAAGGTAGACaGTC 
ACACT6AAAATGCTT6TGTCCTTTCCATTCGCTTCA6TCCGTGTCTCCTT6AGGGTTGAT 
GCAATATATGGTTTTGCAGTGAATTCTGAATGGAAAAAAGAATCGATTCTTGAAAGGTGA 
CS^CGCTCGTGTGCATAGATGAGCAAATATGATAGAAAGCAGAGGGAGGGCTGCCCCGGCT 
CTTGTACCTGTGTTGCCACGGGATTGTTTCTTAATAATTCCACT6CTTGTCCAAGTCTTA 
AAAGGCAAAGTGAGTCATTTTTCTCAAGTAGGAAAAGAGAGGAGAGAATAGGAGAGAGTT 
TGCCACTGCTTGCTGTCTCCTGGTGTGATTATTAAAAAGCAAAGAAAAAAATCAACATAG 
AATAAAAGCAACTAATGACaCAGAAGGAAGAAATTCATCCCAGTCAGAGGTATAGGATGA 
ATGGGTTGTAAGCCCAAGGACAGACAGGAAAACAGAGGGAGCATGGAGTTAGCCTGGCAA 



45 AATAAAAGCAACTAATGACaCAGAAGGAAGAAATTCATCCCAGTCAGAGGTATAGGATGA 
ATGGGTTGTAAGCCCAAGGACAGACAGGAAAACAGAGGGAGCATGGAGTTAGCCTGGCAA 
GTTTAATCACTTGACACACACCT6TGCCATTCTGATGCTCCAAGTATTTGCTGTCTGCTC 
CAATTCTCCCATATC 

50 /cTon»"^;TH*^.%»r^T!=;rL"^°-""'^''''^''^ ""^^^ ^' ^""^ gi-4297220/// /clone-IMAGE:S44912 

4S^^S^™Ti^,r™J^^^^ /gi=4297220 /ug=Mm,3283S /len=341 [gnl |UG | Mm#S4332Se] [SBQ ID N0« 184] 
MMHMwjsiNWJJiJNiMMNWlsraNKIINMNNMNNNNNNNNNm'I^ 

TTTGGCTCATGGCTTTGTTCCGTGGTTCTTTCGCCTTATGGCTGTAGGCCTGAGGCAAAA 
CTOAACACCACAGAAAGAAACACTTGGCAAAGAAGAGTGCTTCCCTCATGATAGAATGGA 
GACTGGGTTGAGGGCAAGATACAGTCTTTCAGTGTCCCACATCCTACAAATAGGCCCGAT 
3 3 GAGCTAACTGTCAAACTATGAAATAATCAGTGGATTAAACCTCTGATGTCATCACCCXTA 
TGATACAATAATTCTTCAACAGTAGCACTTGCTGAGGAACC 
>M 1.0.0 17830 Mcderatelv Bim-ii=>T- ^« 



[Homo sapiens] [H.sapiens] cr.- 
^. musculus CDNA, S- end /clone=IMAGE: 4219807 /clone end=S- /gb=BF581594 

=1165^306 /ug=Mm. 24851 /len=112S. [Mouse jongleur 201102 .11302 .CI] [SEO ID N0~ 1851 
!AAGCGAGCGGGGCGCCGGGCTGTAGCGGAGGGTr,rr:rE:f'rajfj'iT3r:r!Br:;;r'r!fV!r,v^ v . =ij 




AAGACATCGTTAAGCTTCCTGAAAAACTACTCTTTTCTCAAGGCTGTAACTGGATCCAGC 
AGTACAGTTTCGGGCCTGAGAAGTACaCAGGTTCCAATGTCTT-roGAAAGTTACGGAAAT 
GTGTGGAGTTACTGAAACTGCAGTGGACTGAGTTTAGTGGGATGAGAGATCACCACAAGA 
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GAGGGAGCATGTGTAACAGCCTCTTCTCCGACGCCATCCTGGMTGTAAACTGTACGAAG 
CTTTGAAGTTCCTCATGCTCTACCAGGTCACGGAAGCGTATGftGCAAATGAAGACCAACA 
AGGTTATCCCCAGCCTTGTTCAGACTCCTGTTTTCCCGGGRGTCATCGCCGGATCCTTTG 
AGCTTCATGATGAATCACCTGAATTCCATAGGCGACACTTGTGGTTTGGATCAGATTGAC 
ATGTTTATACTCGGGTATTCTCTTCAAGTAATAGATAAAAGTGTTTCGACTGTTCAAGTT 
TAACTCCAGAGACTTTGCAGTCTGCTACCCCGAGGAGCCTCTCAGGGAGTGGCCAGAGAT 
CTCCCTACTGACTGAGAATGGCCACCACTACCACATTCCCGTCTTTTAAGTCTGCCGl'GG 
ACTGGACATCAGTTCTTCTCAGAGACAGTGGGCACACGTGCAGAAAAGCACTTCTAAAAG 
ACCCACAGTGGTGCTTCAGCCAAGGAGGGCATCGAGATGGGTGGAGAGAGACOSGTGGTT 
CGCCTTCTGTTTGAGTGAGGTTCTCCAATGCAGCACACATCTGTGCACTGACTTTGCCAT 
TGAGGGATCCTCTGGGTTGGGTCTTTAAGACGAAGGGAACCTTAATATGGACAAAAATTG 
GCCAGGGACACAACCT3AGCAGTGGGGATTGTTTTATCTCGGATCITCATGTTCTTCAGT 
CaUVGAATCTCTCTGTGGATTTGGCACAATCBTACATAftACTGGGCCAAGTTTTACAAGCA 
TTACCCTCCTGGGGGGAGGGGGTCTTTGTTGTTTACTAATTATCCTGAACaGCrTGATTC 
ATGTTTAACTACTCTGTTTGTTTATGTACATTTGTGTGTATTATAGACACACAAATGTAT 

TTATATGTCTACAGCITrTGGTATTCTTGTATCTTTCCAGCTTAAftTCAATTTATITAAA 



1_1,0.0_1370 Mus musculus RIKEN cDNA 1500041N16 gene (1500041NlSRik) , niENA cr: gi-1338S8B3/// 
[Mouse_jongleur_201102.1S7.C4] [SEQ ID NO: 186] 
GACACTCGAGCAAGTCTCTTTGAAAGCTTGGGAGGACX3GTGGTCTCAATACATCAGCAGT 
AAAGCAGGCAGCGGACIGATGCATTTAAAAGTATGGCTTTTCCCGAGCCAAAGCCGCGGG 
CACCGGAGCTGCCGCAGAAACGGATGAAGACGCTGGACTGCAGCCAGGGCGCGGTGCGAG 
CCGTGCGATTTAATGTGGACGGCAACTACTGCCTGACGTGCGGCAGCGATAAAACCCTAA 
AGCTGTGGAACCCGCTGCGTGGGACGCTGCTGCGGACCTACAGTGGCCACGGCTACGAAG 
TGCTAGATGCGGCTGGCTCCTTTGATAACAGCCATCTCTGTTCTGGTGGOGGGGACAAGA 
CGGTGGTGCTGTGGGATGTAGCAACTGGGCAGGTCGTGCGCAAATTTCGGGGCCACGCTG 
GAAAGGTGAACACCGTTCAGTTTAATGAAGAGGCTACAGGCATCCTGTCTGGTTCTATCG 
ATTCCAGTGTCCGATGTTGGGATTGTCGTTCTCGGAAGCCTGAGCCGGTGCAAACACTAA 
ATGAAGCTAGAGACGGCATATCCAGTGTAAAGGTGTCaGACCATGACATCTTGCAGGGCT 
CTGTGGATGGCAGCGTGAGGCGCTATGACTTAAGGATGGGACAGGTCTCCTCAGACTAC6 
TGGGCAGCCCTATCACCTGCACGTGCTTCAGCCGGGACGGGCAGTGCACTCTGATATCCA 
GCCTGGACTCTACTCTGCGGCTTCTAGATAAAGACACAGGGGAGCTGCTGGGCGAGTATG 
TTGGCCATAAGAACCfiS5AGTACAA6CTGGACTGCTGCCTGA6TGAGCGCGACACACATG 
TGGTpAGCTGCTCTGAAGACGGGftAAGTGTTCTTCTGGGACCTGGTAGAGGGTGCCTTGG 

CCT6CCTAC1GACTGCCATGGGAGGCAGCATCCAGTACTGGCGAGAAGAGACCTATGAGG 
CAGAGGGTGGAGCAGGCTGAGGCTTACGGACCTGACACCAAGGATGCAGACTGACTCSGA 
AAACCCAACCAAAGGGCCATTTATTCTAGAGATGCTGCTGACCAAGGAGTGGGCCTAGGG 
AGGGGCTGGCATGTAAAGTAATAAATAAAGGTGTGGCAAAAAGCCTCAGTCTTTACCAAT 
CrrCTTAGTCTTCATTCTTCTCAGCTCTGAAGGCATCTGCCTTTTGGGCGARTGTCTCAG 
CCACCAGCAAGGGGAAAACCAGAGAAGCATCAGCATAGACCTTTACTGGCTGTGCGTCCA 
TCCGGATCTTGCCCCAAGAGACAGCCTCATCTGGCCGGGCTCCGGAGTCTGAGCCATCAA 
ACTCCTGGGCTGTGTTGATATAAACAGCGTAGTCTGCTCCATTCCTCATGAGGTTAGCGT 
TGGCAATGTGGTGCTTGACCACACCTCCACCCAGGATGATCATCCCAGAGCGCTTGGCGA 
AAATGGCCTGCGTGTTGATGAGTCGCAGGTCTTCAACflATGTCCAGGACCAAGCCTGGGT 
TTTTATAGGAATGGAAGAAGATCATGTCACCCAGTG&GCCATCTGTGAGTGCTGGACTCA 
GCACAGGGATGTGGTTCTTATGGGCCCAATAATACACAGAGTCTGGGTTGTTGATCrrCCT 
TCCCAAGCCGGGAGATCATCTTGGAAGGTGTCCACTTCACACCCTCTGTGTTCTGCTCCA 

GCACCATCTGGTCCaGAATGGGCATGAGCCAGTCCTCAAACTTGCAGTAATTGTCATTCG ' 

GCACCAGCAGGTTTCCAATCCTGTTGATCCCACTCTCCCGGAGCTCCTTCCCCCTGAGGC 

TGAACTCGCCAAGGTATGTGGGCGCCAGGCATTTGATGAGATCTTCTTCCACACCTCCAG 

SAGGTTGGAAGTATAGCCCAAGAAJlATGGTGCAGCCTG'I 
GGCGGCTCTGAGTCAGGTCTGCGTGATGATCTTCATCTACAGCCAGTGGCTCCAGTTTTT 
TCTCAATCATGGCGTTGACTTGCTGCACCGCGCGCCCGAAGTTGGTAGCCTGGAAGCCGG 
TGGTGCGGTAGGCGTCCAGAAGCGCATGGTAATCTACGCCGCGGTTGAAGTOGTAGCCTT 

AGGAGGGCGCCX3CCCCTGGCGGGGTCCCTTCCATGTGCTCGCGGCCGC 

>M li.0.0_15892 Mus musculus ring finger protein 2S (Rnf26) , mRNA cr: gi-244153B9/// 
[MOUSe_jougleur_201102.9751.Cl] [SEQ id NO: 187] 
GACTCCGTCCCATCCTTGCGGGTCTCCTCCCGGTCTGACCCGTGGCCCTGTOGTGTTTAC 
CGCTCCAGGCTCCTAACGCTGAGGTGCTTCCTCCGGTCCAGGCTCGCTGTC&CTTTAGAG 
ATGTTTCACCTCTTCGCTCCCGAACATTCCGCCTTCCAAGCCGGGACGGCGTTCCCTTCT 
GTAAAAGTCTTCCCTGAAGCCCACTTCTGTAGCCCTTGCTTCTTCCTTGGTTAGACGTTC 
GCATCCCTTCrAAATTCACTCCGATCTCGCCACAATAGTGGCAACCTTGACACCGCCTTC 
CCTGAGGAGCCAGCCTTCCTTTTGTCCTGAACTTCGCAGCCCTATCATGGAGGCTGTCTA 
CCTGGTGGTGAATGGGGTGGGCCTGGTGCTGGACTTGCTGACCTTGATGTTGGATCTCAA 
CTTCCTGCTCGTGTCCTCCCTCCTGGCTACCCTGGCCTGGCTTTTGGCC1"X'CATCTACAA 
TCTGCCACACACGGTACTGACCAGTCTTCTGCACTTGGGTCGAGGATTCCTGCTTTCTTT 
GCTGGCTTTAGTTGAAGCTGTGGTCCGATTTACCTTCGGGGGACTGCAGGCCITGGGGAC 
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GGTCCTCTATAGCTGCTACTCTGGCTTGGAGAGCTTAAAGCTACTGGGGCACTTGGCCTC 
CCACGGAGCTCTGAGGAGCCGGGAATTCCTGAATCGGGGCATCCTGAACATGGTCTCCAA 
TGGCCATGCTTTGCTGCGCCAGGCCTGTGACATATGTGCTATTGCCATGAGCCTGGTGGC 
CTATGTGATCAACAGTCTAGTCAACATCTGCCTCATCGGCACTCAGAACTTCTTCTCCCT 
GGTGCTGGCCCTGTGGGATGCTGTAACGGGGCCTCTTTGGAGGATGACAGACGTGGTGGC 
TGCTTTCCTCGCTCACATCTCCAGCAGTGCAGTGGCTATGGCCATTCTCCTGTGGACCCX: 
CTGCCAGCTAGCACTGGAGCTGTTGGCCTCAGCCGCCCGCCTGCTGGCCAGCTGTGTGGT 
TTTCCATCTCACTGGATTGGTGTTGCTGGCTTGCGTGCTGGCAGTGATTTTGATTGTGTT 
GCACCCAGAACAAACCCTGAGGCTGGCCACCCAAGCTCTCAGTCAGCTTCATGCCCGCCX: 
ATCTTACCACCGGCTTTGGGAGGATATCKTACGGCTGACTCGCCTTCCACTAGGTCTGGA 
GGCTTGGCGCAGAGTCTGGAGCCGCAGCCTACAACTGGCCAGCTGGCCAAATCGGGGAGG 
AGCACCAGGAGCCCCCCAAGGTGGCCCCAGGAGGGTGTTCTCAGCCAGGATCCAGCCACA 
GGACACTCCTCCTGAAGCAGAAGAGGAGGTCATCAGAGCTGCACCAGCTAGAGGCCGAGA 
GCAACTCHACGAGGACGAGCCTGCCGCTGGGCAGGACCCATGGAAGCTGTTGAAGGAGCA 

CTGCCGGCACCTGTGCCTGTGCCAGGCTTGCACTGAGATCCTCRTGCGCCACCCTGTTTA 
CCATCGCAACTGCCCGCTCTGCCGCCGCAGCATCCTGCAAACCCTCAATGTCTACCTCTG 
AGGACTCCCTCCCTGCCTGCTCGTCCTCTGCGCTCCACACACTGGGACAGCATCAACACT 



rTCTGGCTCTTTTGTTGGAGT 
TTITGGTCCTTTCCCCCAGGCCACGCCACGCCACATCAGTGTTGTTTGAGGATTTTGGCA 
ACTCATGGGCCTTAGAGTGATCTTGATTCTTTTTCTCTTTTTTGTTTTTTCTTGGTTTGG 

GCAGATGCCCTTCTGCCTGTCACTGTCTTTTAAAGACTCCCAACTTGACCAGGACCTGGA 
GTCAGGAGTTTATCCCTGAGTACAGGGGTGCAGCTACACCTGGCTTTGGGACCATTCACC 
TTCAGGCACCCCAGCTCCATGGGGAGCCTCGGAAGGAACAACCAGATGTCTACTCATTCC 
CTACATGGCATAGAACATAGCATTCCTCCTGGGCTCTCTCCGGCAGTGGAGAGGGCATTC 
CGCACTTTTCACTTGGGTCCAAACGAGGGGGTGGGCCTCAGGGGTCATAGCTCCATTTAG 
TCGGTCGGACTGCCCAGTTTCTATGAATAAAGTTCTCTTGACAGTTCC 

>M_1.0.0_17564 S02390534F1 Mus musaulus cDNA, 5' end cr: gi-13053550/// /clone=IMAGE:4502337 
/cloiie_end-5 ' /g£iBG293S64 /gi=13053S50 /ug=Mni. 23322 /len=1175 (Mouse_jongleur_201102 . 11055 .CI] [SEQ 
ID NO:~188] 

GGACTGGAAATCATTGAACTTGCATGTTACCGTTTTTTACACAAGCACCCCAGTATCCAA 
aiCH'CTCAGa«3CTCTTAACTGCCCTGTGTGCTCAGACAGAAATCTGCCTTTCCTAAGAT 
GGCAGTGCGCATCTGTACCTGGTAAGGACTTCCTCATCTTGCCAAGCACACTGAGAAAGC 
CCCGTTGGGGACAGGACACCATCAGCATAGCGTGGTTAAGTCTGGCTTTTTGATGTTTGT 
GCATTTGTTAGTGGGAGAGTGCTAACTGGTSCCTCTGGAGAAACAAGCCAGCCCATGTTT 
AACTGCTCCATCAAAACTCACTTTAATCCT3CTGGGAACTTACTAATTAGTAGCTGTGCA 
CAC'CTGCCCTCAACACAGCTGTTTGACTCCCIAGTTTTTAAGGTTACACACACACAACCC 
TCCCCCCACCCTTTTTTCTTTCCCTTAATGAGAAAGGCTTCCAaTTTTAAGTTTCTCTGA 



GGTAGAGAATACCTTAATTTTACTTTACCTACCCCAAATTCCTAATACAGCACTAAAACT 
AGAGAATGTGGACACTCTACTTGCTTTAAGAGGAATTTCTCKGGAGGGGGAAAATAAAAA 
TAAACGTGTTTTTAAftTTATAATTATTTGTTCTTACKTACACGTTTAACTGTATTAflTVAC 
TGTTTATTTAATTTAftAAAAATGCATATACACCTAATGCTTTTGAGCTTGGAACTGCTTT 
AAGTCAATACTTGAGCATCAGGCCTAAGCAGATGTGGCCTTGATGGTTGTCAGCCTAAGG 
AATGCCCCTGCCACACCTTCAGCCAGGGCTOAGCAGCTCAGCCAGGGCTCAACAGCTCAG 
CCGTGCTCCAGCAGACTCTTTCCCTGCTCCCTGTGCAGGTGAGCTGAAGTGCTCGCAGCA 
CTAGTTGGCAAGTTGATCCCATTGGAAGAGATTTTACATATAGTAGTTGTGGGTTATTTA 
TAATGTGAACCATTTCACCCTATUVATATGAACCGATATAGAGGCTGGGTGATGAGTTCCC 
ACATTGTGTGTCTTTGATGAAACAAACCCAGGGAATCCTAAACTTTAGTCAAGCAACATG 
GCGGGAGA6ACTGAAAATGAAGTAGAAACATATCTATCTGCGAGAGCTTCTCACTTASGA 



TTCCACTCGTGTTCTAATGGTGACCACGCCACACGCAGACCCTATGTTGGTATAAGTCTG 
AATTCTGCAGATTGGTTCCATTTCACCGGCTCTCAAGCCCAACAAAGAAGCTCTGGAACA 
GTCACAATAAGGACTAGCAGAGGGATCCTGTCGGTGTTAAACTGTTTACATTTCTTTATA 
TACAATAATGTGCTTTCAGTGCCTTAGTTGTGGGTCCCTTTCTTTTTCCTGTTCTAAGAA 
TTOTATACCGTGTTCTTAGATAAAGTCTCTCCTCGTCACTCACTAGGAGGAAAGTGGTGC 
CTCAATACCAGTGGGTCTiGCGGTTGACTGAAACT^AAACAAAACGCTATGTTGTAACATGG 
ACtAAGGGAGCTCGGTGCTGAGCTATGGCTGCCTAGTTCTTACACAGTGGCAAACAATTGC 

ttggccacgaagtggacttcacaccacgtgtggccctaaaaggt.gtcttgtacctaccta 
aaattttttatttcagagtcttggttttggtaacttctttttaaaagatcattacacgga 
gaacacccaagttttaaaaataactcacagaatggccttagcttcagtgtccactgggat 
atttgtgaattacctgtaaaatgcatccagaataaaatggagtcaattacatggttc • 

>M 1.0.0 51170 BB0B3334 Mus musculus cDNA, 3' end as: gi- 16260742/// /clone=9330181NU /clone_£ 
/gb=BB083334 /gi.lG2e0742 /ug=Mra. 45351 /len=S73 [gnl|tJG|Mra#S1125650] [SEQ ID NO: 189] ■ 
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CTTTTACGTTTATATAATGTCAGCATTTCAAAACGGCACTCGATGAGGflGGTGCAAAGGA 
CAGCAAGGCGGGGAGTCCAAGCACAGGGCTGCACGGAAGGAGCTGGACTTCATACCCAGA 
CGCACACAGGTGAGTGGCTTCAATGCGGTGTCAAGAAGAAGCATGGAAAACAGATTTTGG 
ACTCATGGGTAACCTCCAACATGGCAGCATCTATTAAACTGTACAAACAATGGGAGTGAG 
CCCATTGTAGGGAGATTTCGTCTCGCATCCGAGCAGCTCTGGGGCAAATGCGTGGGAAGA 
ACTCAGCGATGCCAAACCAGAGACAGACCTGCCCATTCACGGCTCTGAGGGAAAACAAAA 
TGTGGGGGTGGGGGTGGGGGTGATAGAGCGAGATATAAAACGAGAGAGAGAGAGAGAGAC 
AGAGAGAGA3AGAGAGAGAGACAGAGACACAGATATAGAGAGATAGAGGCGGTTCTTGAG 
GGGAGAGGCAACCGGGTGGGTGTTGGTGGCGGAGGCCATTTTCAAAAGAAAATCTTGTCA 
CCTCACCTCTCATAACATTGATTGGTAATGAGGATGTTCAAACTGTTCTTCTAATTTTGT 
AAACCAATACATTGGCTCGAACCCTTCTTAGGCACACGAGAATAACAAATCCCTCTAACC 
CCCAAGGCCCTTG 

>gi|22356160|gb|BQS40682.l|BQ940682 AGENCOURT_8877T39 I,upski_sclatic nerve Homo sapiens CDNA clone 
IMA GB;6 198S80 5', mRNA sequence [SEQ ID NO: 190] 
ATTTT TTAA TTTCTTATATAAAATGCTAACTTCTTGTCAGGACATACTACaGACTATGCA 
TTGAATTTTTTGACAAACTTCCTGTAATCTTTTTATTAATTTACACTGAGGGAATATAGC 
ACCTTTCATCaSAAGAACTGAAGGTGCTTTACAAACATTAGCATTTAAAARJ^CAATTACA 
TTTAAAAATCTGGATTCTTGATGGCAAATCTCTTCGACTCCAAATACACAATTTCCTGGA 
AGGTGATGGAAAGTGATTCGATTTCTGACAATGAAGGAGGGCTCGAAAGAGTCCTAGTTT 
GCCTTTCCGCAGACAGGCATTTTCCAAAACCTGGTGTCTGGGCTTACTAATCACAGGCGG 
GCGCATCCTAGTGGCGAGGAGACACACCTTCCGAACCTTAGTTTGCCAAAACCATGACCG 
TACGGCCTGAGGGGGAGCGCGGAAATCGTTCCCGAGGCGTGCTCAAAGATGCCCCGACGG 
GAGTAGGGGAGCTGGGGGGGGGATTGGCATACTGGGGAAGGGAGCGGGGTGGGTCGGAGC 
GGCGGCGCGACGGAGGCGCCCTGCAGGGGGGCAAGGGAGGGGACGGGGRGAACTTCTAGT 
GCGGGGAACCCGGCGTTAAGCCTCTCTAAACAAAGCCTGGAGCAGGAACGAGGGAGCGTG 
CGGAAGGGGCAAGAGGAGCGGGGAAGCGGGAACGCGGGAGATGGGGGAGCGGAGGTAGGG 

r:r:r:rirrr!r:r:r!r«r:!nv:!r!r?rT'r«rirtnTii-»ni-»/^«rt««i-.««««««««™« 



TGCGACGGCAACGCTGGTACGGTACCTGGTGGGACCTATGTGTGCACTCGTTAATTGGGA 
TGACGAACGATCGTGCTGTGGCGGGTTTGACATATCGTGTAGTGCACACACACTGCGGCC 
GCGAGGGGAOSCCGGCGCGAGATTCCCXSCACTGGGCACGGGCCACTGAGCGCGTGGGCGA 
CGCCAGCAATAGGATCCGGCGCCGGCAGGTGAGCGACGCCGCGCACGTATTCACCGCGGA 
CCCGTCTCACACCATACGATCACCGCACCGCCCTCTTACTTAGCGGACGACTGGCGCCTC 
ATCCCTCTTACGCGAGAGAGCGGGCGGCCGGAAGAGCGAGGGGGGGGCAACTGAGAGACA 
AGCTGOSCGACGCGCACGAGGCGATCAGCGCAGAGCTCACACCXSTCNCAAeACGCAGCGA 
CGATAAAGACGACTACGTCAGTGGACACCCCCTAGACACNTCCTAGATGGACTCGACAGC 
GCGAAAOUaTCTACCGCTNTCGTGTGGGGGGGAGGJiRAGGCTNCTCAACGTGGACCGGC 

TCTTCTCCCXrrGGGAATCGCTGCACGTGCAGGAGGGGSGGCGATSACACCTTCTGGTACSa. 
TGGCGQGGGGGCGGGGCCGGCA 

>giil533516S|gb|BI495822.l|BI495822 <ifl21a08.wl Morton Petal Cochlea Homo sapiens cDNA clone. 

IMAGE:2540054 3', mRNA sequence [SEQ ID NO: 191] 

GGGCCCCCCCTCGAGTTTTTTTTTTTTTTTTTTGCX3TTTAACATTTTTATTTTTAACTCC 

GCTTTGGTAGTACAAAAGTCATAAAAGTACAAACCAGACAETTRAAAATACACTTGACAC 

TCGAAATGGTGAAAATTTTCCTTACAAATTTTTACaTCAAGGTAGTAGCCAACTCATTGA 

TGACACCAAAAAGTTGTCCATCATTAGTGTTTTCTAGAGAAAGTCTCTTGT3GATTCCCT 

CATCCTTAGAAAGGAGGAGGAGAAACACAAGACCTGTAAACATCAGTTGCTTTGGGAACA 

CAAGAATTCTCATCAGATAGTTCAGTATAAACCAGTAAAAAGCGTATGTGTTGAAAATAC 

TGAACGCTTAATTTTGGCAAATTTGGAAGCCTGCCAGACAAAAACCGCTCAAGTATTTAT 

TAGAAMTATTTAAAACATACTCTTGGTATCAATACaGTTTTAAATATTT'T'TGAGTATTC 

>gi|2201S13|gb|AA47338S.l|AA473386 vd64f01.rl Knowles Solter mouse blastocyst Bl Mus musculus cDNA 
clone IMAGE: 805369 5', toRNA sequence [SEQ ID NO: 192] 
GTTTCTCTCAGTTTGCTCATGCAACTCTCTTTATTAACTGTCATTTGTCaTAGGGACTCC 
AGAGGAAGGCTTCCCTCTGCCTGTTCACAGGTGGGAGGTACACAGTAGGCTAGCCTCTGT 

CCGCTGTGGAGCTGACAGATAATAGCCAAATAATCCCAGCCTCATGCTTTCTATTTCECT " ' . 

CTAGGCATTTCTCCTTACTATAGTTTAGAGTGTGTGGAAGTCCTTTATTTGCTTGAAGAA 

ATAGATCATTTCCTTTAATAAATTATGAATGTGAGTGCCAAAAATATCACSTTGGCACAT • ' . - 

TTGACATAGG 

>H_1.0.0_35549 Homo sapiens raRNA for YEA4 protein ;.yEA4 gene) cr: gi-20387030/// 
[Human_jongleur_201102. 22053. CI] [SEQ ID NO: 193] 
GTTGGCCGCGGGAGAAGGGGAGACCGCGGCGGCCCCCAGTGAGAGCGGCTTTCCAGGACG 
GT'JCGATGTSCTGCGCAGCGAAOAGGCAGGAGGCCGGCTTCCTGGGGTAGCGGTACAGGC 
GGGCGdTACTCTGTGCGCTTGCTTCCCCAACCCTGCACCGGCCATGCGCGCGGCCTTGG 

GGAAGCATCCAGGATGTGGGAACATTGTGACATTTGCACAATTTTTATTTATTGCTGTGG 
AAGGCTTCCTCTTTGAAGCTGATTTGGGAAGGAAGCCACCAGCTATCCCAATAAGGTACT 
ATGCCATAATGGTGACCATGTTCTTCACCGTGAGCGTGGTGAACRACTATGCCCTGAATC 
TCAACATTGCCATGCCCCTGCATATGATATTTAGATCCGGTTCTCTAATTGCCAACATGA 
TTCTAGGAArrATCATTTTGAAGAAAAGATACAGTATATTCAAATATACCI'CCATTGCCC 
TGGTGTCTGTGGGGATATTTATTTGCACTTTTATGTCAGCAAAGCAGGTGACTTCCCAGT 
CCAGCTTGAGTGAGAATGATGGArTCCAGGCATTTGlGTGGTGGTTACTAGGTATTGGGG 
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CATTCSACTTTTGCTCTTCTGATGTCAGCAAGGATGGGGATATTCCAAGAGACTCTCTACA 
AACGATTTGGGAAACACTCCAAGGAGGCTTTGTTTTATAATCACGCCCTTCCACTTOCGG 
GTTTCGTCTTCTTGGCTTCTGATATTTATGACCATGCAGTTCTATTCAATAAGTCTGAGT 
TATATGAAAXTCCCGTCATCGGAGTGACCCTGCCCATCATGTGGTTCTACCTCCTCATGA 



GGACCTTAATGTACACAGBGGTGTGGAACSUiCCTAGGGACCACAAAAAGTGAGCCTCAGA 
AGGACAGCAAGAAGAACTGAGGCCTGCCTGGAGTACGTAGACCAGTGTCGTCATGAGGGA 
GGGACCCTGTGAAGGTCTGACCACCGTTTCGCTTTTGTTAATGCCGAGCTACCCGCAGTG 
CTGAGCCAGCCGTGCAAAAGGAAATCTTCAGGAGGGGACTTCTCACGTTGCTCAGACTGA 
CACATGTAGACTAAATAGAAACCCCTCAGCCCTAAAATAGAAAAAAGAACAGTTCTAGAC 
TATTGAACAGCCCATTCATTTATTTCTGTTTTGTTTACCGACATATTCAGTATTATTCTT 
GTTTTCTGAATTCTGAGTCTCCTGAACAAAAGGCTTACTATCCATGGTCTTGGAAAAGAT 
TGTCCCTTCTCTTGCTGTTCTAATGCATCTCTGCTACAGCAGTCATTGTCATCCTGTGAC 
CTTATCCCTTTTGTCTCCO^TCACCTTTTCCTTCTTCAGCAGCACCTCACAGTCAGTCAG 
ACGCTGCAGGCACCACTATCACCAGGAGTGGCCAAGTAAACCGAGACACCaGTAACAGCA 
GGGCTGGACTTCCTCCaGCGTTTTGGGAAGGAAAGAGATGTTCCCCTGAGCTCATTCGCA 
GTGACAGTGCAGCAAGACTAGTGGGACTCCTCTTTC 

>H.11.0.0_S281 Homo sapiens DJCFZP56SH073 protein (DKPZP5SeH073) , i 
[Huraan_jongleur_201102.3235.Cl] [SEQ ID NO: 194] 
AGCGGCGGAGGCCAGAGGGAGGAGAGGACCGGAAGTCCTTCATCTCAAGCATCCAATGCT 
GAAAGCGGCCTGATTTTCTCTACCGGAAGCCCTTTTCCAGAGGCTGGGAACACGGCCCAC 
CTAGCAGGAAGTCCCACCTCCTTGAGCTCCGCCACCCTTCCCGRAGTTTTTCTGTCACCT 
GTGTTAGGCTCCGTCCCCTTTCCGCGTTTTATCCCCGTACCAGAAAAGGATACATTTAGT 
GCCTCCCACCCAGCTCCACTAAACGGGTTGGATATCTCATTCTTTGAGTTGGTGTTCCTT 
CCCCGGCGCECCCATGTAGCTGGGAAGTGGGACCTGGGGGTGGTTGGACCCCTGGGATCC 



:atgcaccctgcagccttcccgcttcctgtgg 
ttgtggccgctgtgctgtggggflgcggccccgacccgggggctcattcgagcgacctcgg 
accacaatgccagcatggactttgcagaccttckagctctgtttggggctaccttgagcc 
aggagggcctccaggggttccttgtggaggctcacccagacaatgcctgcagccccattg 
ccccaccacccccagcs,ccggtcaatgggtcagtctttattgcgctgcttcx3aagattce 
actgcaactttgacctcaaggtcctaaatgcccagaaggctggatatggtgccgctgtag 
tacacaatgtgaattgcaatgaacttctgaacatggtgtggaatagtgaggaaatccagc 
agcagatctggatcccgtctgtatttattggggagagaagctcggagtacctgcgtggcc 
tctttgtctacgagaagggggctcgggtgcttctggttccagacaataccttccccttgg 

GCTATTACCTCATCCCTTTCACAGGGATTGTGGGACTGCTGGTTTrGGCCATGGGAGCAG 
TAATGATAGCTCGTTGTATCCAGCACCGGAAACGGCTCCAGCGGAATCGACTTACCAAAG 
AGGAACTGAAACAGATTCCTACACATGACTATCAGAAGGGAGACCAGTATGATGTCTGTG 
CCATTTGCCTGGATGAATATGAGGATGGGGACAAGCTGCGGGTflCrCCCCTGTGCTCATG 



GCAAGCAGCCTGTTCATCGGGGTCCTGGGGACGAAGACCAAGAGGAAGAAACTCAAGGGC 
AAGAGGAGGGTGATGAAGGGGAGCCAAGGGACCacCCTGCCTCAGAAAGGACCCCAClTT 
TGGGTTCTAGCCCCACTCTTCCCACCTCETTTGGTTCCTTAGCCCCa 



AGTCTTCTGAGGGATAGGGGACATTCCATCCCAAGCTTCTCCCTTACCCACACCTATCCT 
TTTGAGGGGCTTTGGGGTGGGGCTGGGGCAAGCAGAGGGACTGGGTCTTCACTTCTTGGG 
CTAATAAAATTGTTTCTTTGTGGCCTN 

>H^1 . 0 . o_135 91 Homo sapiens heterogeneous nuclear ribonucleopr 
(HNRPU) , transcript variant 1, mRNA cr: gi-14l4ll62/// [Human 

TTCCACGAAGAGCTGGSGAAACACATAAGAAGGCAGATCTAAGATGGAAGAAAAGGCGGA 
TTCGGGTTGAAACGCCAAGTTGAGGACTGAAGAAAGCATTTGGATAAAGCAGCCTCCAAG 
CTGGGAAGGAGAAAAGCCaAACGAGTATAGCCACCAAAGACCCAGAAAGGCCSU^TATATC 
ATGCAGTGAGTCGGTTGAACTGAAAGGCGGTTTCCTTTTCCTCCATTTGCTCAGTCCCAA 
TTGGAAGCGCACTGCGCGGCCTCCACCGCGCTCTCGGCCCGGGTTCGGCGTGGAGGCGGG 
GAGGTAAGTACGGTAATGGGCGGGGCCGAGCGCGGGCGCKCTCCGGCTTTCCTCCTGCGC 
AGTGCTCCCGTCAGCGCAGGGGGCGGGGCGCCTATATTACGTGCGCGGCGCCGCTCCTGC 
GAGAGGACGTTGCGTGCTCGCTCGCGCCAGGCGAGTCTCCGCGTCTCCCTCGCGAACTCG 
GTGAAAGGAATTGGCGCCGTTCGACACCAGGCGGATCCGCTCTGCAGCACGAACCCAOCT 
CCAGCCGCAGCCGCAGCCGCCGCCCGGGCCGAGGAGCAGCCGCAGCAGCCGCCACCAGXG 
GCCGAGTGAGCGGAGCCGAGTTTGAGGCAGCGCTAGCGGTGAATCGGGGCCCTCACCATG 
AGTTCCTCGCCTGTTAATGTAAAAAAGCTGAAGGTGTCGGAGCTGAAAGAGGAGCTCAAG 
AAGCGACGCCTTTCTGAC^GGGTCTCAAGGCCGAGCTCATGGAGCGACTCCAGGC'raCG 
CTGGACGACGAGGAGGCCGGGGGCCGCCCCGCCATGGAGCCCGGGAACGGCAGCCTAGAC 
CTGGGCGGGGATTCCGCTGGGCGCTCGGGAGCAGGCCTCGAGCAGGAGGCCGCGGCCGGC 
GGCBATGAAGAGGAGGAAGAAGAGGAAGAGGAGGAGGAAGGAATCTCCGCTCTGGACGGC 
GACC7iGATGGAGCTAGGAGAGGAGAACX3GGGCCGCGGGGGCGGCCGACTCGGGCCCGATG 
GAOGAGGAGGAGGCCGCCTCGGAAGACGAGAACGGCGACGATCAGGGTTTCCAGGAAGGG 
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gaagatgagctcggggacgaagaggaaggcgcgggcxiacgagaacgggcacggggagcag 

gaggccgcggggaagagcagcggccxcacctcgctgttcgcggtgacggtggcgccgccc 
ggggcgaggcagggccagcagcaggcgggaggtaagaagaaggcggaaggcggcggaggc 
5 ggcggtcgccccggggctccggcgggggacggcraa^.crgaacagaaaggcggagataaa 
aagaggggtgttaaaagaccacgagaagatcatggccgtggatattttgagtacattgaa 
gagaacaagtatagcagagccaaatctcctcagccacctgttgaagaagaagatgaacac 
ttcgatgacacagtggtttgtcttgatacttataattgtgatctacattttaaaatatca 
agagatcgtctcagtgcttcttcccttacaatggagagttttgcttttctttgggctgga 

1 0 ggaagagcji.tcctatggtgtgtcaaaaggcaaagtgtgttttgagatgaaggttacagag 
aagatcccagtaaggcatttatatacaaaagatattgacatacatgaagttcgtattggc 
tggtcactaactacaagtggaatgttacttggtgaagaagaattttcttatgggtattct 
ctaaaaggaataaaaacatgcaactgtgagactgaagattatggagaaaagtttgatgaa 
aatgatgtgattacatgttttgctaactttgaaagtgatgaagtagaactctcgtatgct 

1 5 aagaatggacaagatcttggcgttgccttcftaaatcagtaaggaagttcttgctggacgg 
cx:actgttccx;gcatgttctctgccacaactgtgcagttgaatttaattttggtcagaag 
gaaaagccatattttccaatacctgaagagtatactttcatccagaacgtccccttagag 
gatcgagttagaggaccaaaggggcctgaagagaagaaagattgtgaagttgtgatgatg 
attggcttgccaggagctggaaaaactacctgggttaciaaacatgcagcagaaaatcca 

20 gggaaatataacattcttggcacaaatactattatggataagatgatggtggcaggtttt 

AAGAAGCAAATGGCAGATACTGGAAAACTGAACACACTGTTGCAGAGAGCCCCCCAGTGT 
CTTGGGAAATTTATTGAGATTGCTGCCCGAAAGAAGCGAAATTTTATTCTGGATCAGACa 

GCTGTTGTAfiTTTGCCCSiAAAGATGAAGACTATAAGCAAAGAACACAGAAGaAAGCflGAA 

CCAGAGGTAGCTGAGTGCTTTGATGAAATAACCTATGTTGAACTTCAGAAGGAAGAAGCC 

CAAAAACTCTTGGAGCAATATAAGGAAGAAAGCAAAAAGGCTCTTCCACCAGAAAAGA!«. 
CAGAACACTGGCTCAAAGAAAAGCAATAAAAATAAGAGTGGCAAGAACCAGTTTAACAGA 
GGTGGTGGCCATAGAGGACGTGGAGGACTCAATATGCGTGGTGGAAATTTCAGAGGAGGA 
30 GCCCCTGGGAATCGTGGCGGATATAATAGGAGGGGCAACATGCCACAGAGAGGTGGTGGC 



GGTAGTTACTCAAACAGAGGGAACTACAACAGflGGTGGAATGCCCAACAGAGGGAACTAC 
AACCAGAACTTCAGAGGACGAGGAAACAATCGTGGCTACAAAAATCAATCTCAGGGCTAC 
AACCaGTGGOWSOMSGGTCaATTCTGGGGTCAGAAGCCATGGAGTCAGCATTATCACCAA 

35 GGATATTATTGAATACCCAAATAAAACGAACTGATACATATTTCTCCAAAACCrrCACAA 
GAAGTCGACTGTTTTCTTTAGTAGGCTAACTTTTTAAACATTCCACAAGAGGAAGTGCCT 
GCXSGGTTCCTTTTTTAGAAGCTTTGTGGGTTGATTTOCTTTTCTTTTCTTTTTTGTACATT 
TTTAATTGCAGTTTAAAAGTGAATCGTAAGAGAACCTCAGCATTGTGCACGATAAGAGAA 
TGTGTCAGTATTTCAGGGTTCTACATTTATCTGTAAAATGTGACTTTTTTTTTTTTTTAT 

40 CACAACAGAAGTAAAATGTTGCTTTGTACCTGGTGTCTTTTATTAAGAATTTACTCCCCC 
CATTTCTCACAGAGAATAACAGTCGGGAGTCATTGTCACAATATAATAGAAATGTTAGCA 
ACCAGATTCATGTAAGGACTAAGTGGTCCTCATGAATTGCATTAAGACTCTGTACTGCTC 
ATATTACACTCCATCCTCTCTGTAGTTTGCTGGGTAGTGGAGGGGGTAAGCIAAATCATA 
GTTTCTGACAATAACTGGGAAGGTTTTTTCTTAAAATAACAATGGAATTGGTATAATTGG 

45 GATTGAAAACTAAAACTTGGAACTAAGATAGAGAAGATGGAGTGTATGTAGAAGGGCTGT 
TAAAAATGTAAAACTTGGTTGCATTATTTGTGGAGGCTCAAACTTGTGAAGGTTAATACC 
ATAATTTTTCCATTTGTTCTGCATTTTGATTCTGAAAAGAAAGCTGGCTTTGCCCATTTC 
TTATTAAAAAAACTTGTTGTAAATCCAGTTGTCTAATGGGATCTATATGAAGTTAGCCAT 
GTCTGTATGCCCTTCTCCCACAAAATACTGTATAACTAGTGTGCTTGTAGTAGTTAACTC 

50 CACCATCTTTGTAAGCTAATGAAATTGTGAGTCaCCCATTTATATCTTAATTTTTAATCA 
TGTCAGTTCTTGAATGGGTATCTCCTTAGCCTGCTGATTTCTTTTTCTTTCTAAAGAAAG 
TGGGTGGAGAAATTAATTTAGACGTTTGTTTGCAATAAAAAGAATTCATTTTACTCTTGT 
TTTGGGATTCTCGCCATCAAGGTTCAAAATCCCTTTATATAACTCCCAAGAGGAGAAATT 
TATTAAGTGTGTGCTTTCTGGACAGCTTATTCTTTACTCTGCATAGAACATTTAGGTTTT 

55 AAAAACTTAAATGTATACTGACAATTGATACATAATTATGAAGTAAAGTTGAATTCTTCC 
CTTCCCCTCCCCCCCAGACAACTTTTAACATATTTAATGAGGGGAAAAGGTACTGGCT3G 
GAGAAGTTAACACTGAGTTTATCATCTTTACAGAATGCTAATGCTGTCCTCAACTGATTA 
TTTTATATACATATATATGATACATGAAACTCTGGGATCAGATGCTTTTAaAAGCCATCA 
TGCAAGCCASTCATTGATGTCACTGCTACACAACACTGCTAACTTGACTGTAGCTATGTA 

60 ATAACATTAGATCCCCTAATTGTAATTATATTGGGTTTGCACAGAACACTTTAATCTTCC 
CCTCACCAATGTGAAGTGAGGAATCAGGAGTCAAACTGTAGAACTAAAATTTGACTTCAG 
TCTAGCGTTTCCTTGGTGTTTTTAGGTTGCTTTGGTAAGTTTAGGTTTGCTATATTTCTG 
AT'TGCTTAGJWiTTTTGTTTTAGCCCTTTAAAATCAGATCATAAATATGAATTCATACTTC 
TAAGGAATTTTCTTGCTATAAGCTGGAGTTTAGGTGATGTATAGGTTCAGTTGAGACATT 

65 TTTGGAACAGGCAAATCCTTAGTTAACATAAGATATTTAACAGTTGAAGATAGTGTCATG 
GATTTTTATCTTTTTTAGCAAGTAATGCTAAGAACCaCTGGCCTGAGCTAGTACTCTTCA 
GTATACATTATTAGGATTGCATAGACTTACTAGAGGAACAGTTTCAGGTTTTGATGCTAA 
TCAGTGTTGTGTCCTAAAGTTGTCCTTTGTGCCTTTiUUiAAGTTTTGGATATATCTTCTA 
GTTTAAAATTGCTTATTAAGGAATTCATTTTATAATTGCAGTGGGAAAGTAATGGTCAAG 

70 TAACACTAGGTAGACTATCATGCCTGTTTAGCCCAGAGAATTTGGGGGGAGAGAGAATAG 
ATAABAATGGCACCCAGAAAAATGTTAAAATCTTTAGTCAAGACTAGAATTAATACAATT 




rGTTTTTCCTGGCCGT 
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GTCTACACTTGTATGGCAGAAaTAACCTTATaAAGTGTTTAAGG;UiTTCAGAGAAGGGAA 
TGTACCAAATAAGCAACAGGGAGAAAATTAGGTAAGAAGTAAGATACGAACGAGAAACCT 
GATTTATTGCTCATCCTTCCCTTGCCTCCCTAATGGCAAGCAAAA.CTCTGAACATCTGAA 
AAGGATGTAGTTCTGGACAAATCCTGACTACCCAGAGGAAACTCACTGTGAGATTGCTGT 
TGATTTGAAGGGTGCTTTCACTAAGGTTATATTTTAAAGTAGAATAACACATGCTGAGTG 
TAAACTGGCTTTGGATTGGTCAGCTGCAGTAGTACAAAAACAGCATAGAATTTGAGAAAA 



agatactgtcttaaaaataaagactgaacctagatgttctgagcactflgcs^caaggtat 
tttaacaagtttaaaggaattctctgaaaaagttataaaattai:tctaggaaacataacc 
ataatagtgttttaagggactttcacctggggattttatattcatgaacagagtgtattc 
tgtatttaaaatgtctcatttgtgggaattggatgacatgttttttgataaatttattca 
caatatamttgactttttattctaggaccatgtgaataatgggttccattgcacaaata 
caaatattttaatagcttcttaggcagtggtgtagacatcttggatataaataattgtag 
atcttgtatatttgatttttaaaaaactagaataaacagagaggcataaacatatcttag 
agtccaagtggtagtgtttagcattggatataataaatggatgttttacaaagtgtttcc 
ataattctcttcctatacataaatgtcttgttttcaaaagtgagccaccgcgcccggcca 

ATTTTAAATGTTTTATATTTTGCTCATCM'GGATATTTTAATTGCCTTGTATTTCTTAAA 

tgttgtattaaaatatttattgttattaccgtgttttgctgcccx;ggtaaattttgcaca 



tgaactgacaggcctctacccacccctgggggcaggtcctcatgtgagtttattctcttg 
cctgtttcttagcacctctttcccccagagactctgtccactatggacattaaaatgtga 
gtggaacatgagattggggctctgatgaattgggaaaccgtaacatacaggcaaccaccc 
ttccttgcccttcgtaaaatggagcaccactttttggccactatcggcttgttctttgtt 

gttgctcaaggtggtaaagagagccagggttcccacl 



'GGTCTTTTGTAGGT 

tactctggaagaagtcaactcccaaatagccctagaatacggccaggcaatgacggtccg 
agtgtgcaagatggatggagaagtaatgcccgtggttgtagtgcagagtgccacagtcct 
ggacctgaagaaggccatccagagatacgtgcagctcaagcaggagcgtgaagggggcat 
tcagcacatcagctggtcctacgtgtggaggacgtaccatctgacctctgcaggagagaa 



GGGCCCTCAGGACTAGGACAGGGTGAGCCAGTGCTCCCTCCTTTCATGTACTTGGCCTGA 
CTGTATAAAATAAACCT.GTTTGCTTCTT 

>H_1.0.0_10796 Homo sapiens growth factor, augmenter of liver 
cerevisiae) (GFER) , raRNA or: gi-488S2S4/// [Huinan_jongleur_2C 



CCGGGGGGCGCGCGCTGCGAGATGATGGACGACCTGGCGACCGACGCGCGGGGCCGGGGC 
GCGGGGCGGAGAGACGCGGCCGCCTCGGCCTCGACGCCAGCCCAGGCGCCGACCTCCGAT 
TCTCCTGTCGCCGAGGACGCCTCCCGGAGGCGGCGTGCCGGGCCTGCGTCGACTTCAAGA 



ACCTGCCCACCCCAGAACAGCAGCAAGACATGGCCCAGTTCATACaTTTATTTTCTAA'GT 



ACACCCGCACCCGGGCATGCTTCACACAGTGGCTGTGGCACCTGCACAATGAAGTGASCC 
GCAAGCTGGGCAAGCCTGACTTCGACTGCTCAAAAGTGGATGAGCGCTGGCGCGACGGCT 
GGAAGGATGGCTCCTGTGACTAGAGGGTGGTCAGCCAGAGCTCATGGGACAGCTAGCCAG 

CTCAGTTGGGTGGTCCCCAGGACACTGCCTGTGGaGACCTGCCCTGCCCCTCTTAGGT.TT 
GGAGCAGAAGTGGAGGTGCCCACAGCAGGTACCCACTGGCCCCCTCCTCAGTGGAGACCC 
CAAGGAGCTGCAGCTGAACTGCAGGGGAGGGAAGGAGGAGCAGCCTGGGCTGCCCCTTGA 
CATTCAGGATGTAGCTTCCTGCCCACCGCATACCCTGGCGCCTCACTCCTCACACGGGAA 



TCCACAGGGGATTCGTGGGGCTCACTTCATCAGAGTTTGAAGCCCAAATGAAACGCTGAA 
GTGACTGAGAACCTGGCTTCAGTATAITTTCTGCTGGGGCTTAATAAAGCAGTAGACAGG 
GCTTGTTCCATCCCTCTGTGCTCAGCTGCATTTCCTGCTGGGGTCCTGGTTCCTCAGGAG 
AGAGAGACCACAGGGTGAGAGTGAGCCAGGAACAGCAAGGACX3.TTGATTGGTTGGGGCAG 
GGGGGCCAGAGTAGCTGATGTAGGAGTACTGGGAGGCCAGACEGCACGAGGTCTCCAAGG 
CCCCAGCAAAGCCATGGCTTCTACCCCTAGTTCCCCTGACAGGAAGTTCTTGGCGGGTTT 
GGAGCCAGGGGATGGCATGGAGTGATGTGGCTTTGAAGGGTCCTCTGGCTGCTGAGCTGG 
GATGAGGCAGGTAAGGGTGGAACAGGAGGGGTGGGGAGGAAGCCGGGGCAGTCACCGAGT 
GACCACCAAGAGGAAGACCCACCCCACGGCGGGGACAGATGCGGGGTACGTTAAAGGOAG 
AGCCAGAGAACTCATGGGGTGAGGATGGAGTCCGAGGAGACTGCTGGGAGCCGCCGTGTG 
GGTCAGAGATGGAGAAGGCTGAGTGCAGCAAGGTGGGGGGTGACIGGGACCCAGCCTTTG 
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ggcctccccagccagagcagcccagcaacagtgtgtct 
cctctatcctccaggagtctcagcctttccctgggcgcaggcccaccttggcatggccgc 
ctcaggcctccatggagggagctgctatgtccccaccagattggccccgtgoggctgctg 
gcttctgtagaggctgcccagaggggccaggtggcacaaataagagaggggagatggggg 
gcagccaggagaggaggtgtcccttcctcgcccagacacagcgcx3cttctctctggcx:tt 



, raRMA cr: gi-21699059/// . 



TCCGCTTCTCCAGTGGCCCCGGTGGCTCCACCGCAGCGTCTGGCGCGCTGGGRCCTGCAC 
AGGCCGGAGAGAGCCGTAGGCAGGACCCCGGGACACCCTGGAAGCCAGG.ajiAIGGACTCA 
GTGGCCTCTGAGGATGTGGCTGTGAACTTCACACTTGAGGAGTGGGCTTTGCIGGATCCT 
TCCCAGAAGAAACTCTACAGAGATGTGATGCGGGAAACCTTTAGAAACCTGGCCTGTGTA 
GGAAAAAAATGGGAAGACCAGAGCATTGAAGATTGGTACAAAAATCAGGGGAGAATTTTA 
AGAAATCATATGGAAGAGGGACTCaGIGAAAGTAAAGAATATGATCAATGTGGAGAAGCC 
TTCAGTCAGATTCTCAATCTTAATCTGAACAAGAAAATTCCTACTATAGTAAGACCATGT 



TCTCACCTTGGACACAAACCATATGACTATCAGGAATATGGAGAGAAACCATATAAATGT 
AAGCAGTGTGGGAAAGCCTTCAGTTCTTGTCAATCCTTTCGAAGACATGRAAGAACTCAC 
ACTGGTGAGAAACCCTATGCATGTCCGGAATGTGGGAAAGCCTTCATTTCTCTCCCAAGT 
GTTCGAAGACACATGATTAAGCACACTGGAGATGGACCATATAAATGTCAGGAATGTGGG 
AAAGCCTTTGATCGCCCAAGTTTATTTCAGATACATGAAAGAACTCACACTGGAGAGAAA 
CCCTATGAATGTCAGGAATGTGCAAAAGCTTTCATTTCTCTTCCAAGTTTTCAAAGACAC 
ATGATTAGGCACACTGGAGATGGACCTTATAAATGTCAGGAATGTGGAAAAGCCTTTGAC 
CGCCCCAGTTTATTTCGAATACATGAAAGAACTCATACTGGAGAGAAACCCCATGAATGT 
AAACAGTGTGGGAAGGCCTTCATTTCTTTCACAAATTTTCAAAGTCATATGATTAGGCAC 
ACTGGGGATGGACCTTATAAATGTAAAGTATGTGGGAGAGCCTTTATTTTTCrCRGTTAT 
GTTCGAAAGCATGAAAGAACTCATACTGGGGAGAAACCCTATGAATGTAATAAATGTGGT 
AAAACCTTCAGTTCTTCCAGTAATGTTCGAACACATGAAAGGACTCACACTGGAGAGAAG 
CCCTATGAATGTAAGGAATGCGGGAAftGCCTTCATTTCTCTCCCAAGTGTCCGAAGACAC 
ATGATAAAGCACACTGGAGATGGACCTTATAAATGTCAGGTATGTGGTAGAGCCTTTGAC 
TGTCCCAGTTCATTTCAAATACACGAAAGAACTCACACTGGAGAGAAACCCTATGAATGT 
CAGGTATGTGGGAAAGCCTTCATTTCTCTTAAAAGGATTAGAAAACATATGATACTGCAC 
ACTGGAGATGGACCTTATAAATGTCAGGTATGTGGTAAAGCCTTTGACTGTCCTAGTTCT 
GTCCGAACACATGAAAGAACTCATACTGGAGAAAAACCCTATGAATGTAAAGAATGTGGG 
AAAGCATTCAATTATGCCAGTTCCATTAGAATACATGAAAGAACTCATACCGGAGAAAAA 
CCCTATGAATGTAAGCAATGTGGAAAAACGTTCfiG'lTATTCCAGTTCCTTTCAARGACAT 
GAAAGAGCTCATAATGGAGATAAACCTTACGTAAAGAATGTGGGAAAGCTTTCATTTATC 
ACACAACCTTCGAATACCTGTGAAAATGAATAGTGGAGGACAGGTCTACAAGTATCTACa 
TAT CTAAAOAATATGGAAAGTCTTC 

>H_1.0 .0_22812 Homo sapiens hypothetical protein MGC1821S (MGC1821S) , mRNA or: gi-22748948/// 
[Human_jongleur_201102. 10675. CI] [SBQ ID NO: 198] 
GTTTTGTTTAAACTGTCCGAGTTACTGATGTCATTTTGTTTTTGTTTTATGTAGGTflGCT 
TTTAAGTAGAAAACACTAACAGTGTAGTGCCCATCATAGCAAATGCTTCAGAAACACCTC 
AATAAAAGAGAAAACTTGGCTTGTGTGATGGTGCAGTCATTTTACTGGACCAACCCACCX: 
ACCTTGACTATACCAAGGCATCATCTATCCACAGTTCTAGCCTAACTTCATGCTGATTTC 
TCTGCCTCTTGATTTTTCTCTGTGTGTTCCAAATAATCTTAAGCTGAGTTGTGGCATTTT 
CCATGCAACCTCCTTCTGCCAGCAGCTCACACTGCTTGAAGTCATATGAACCACTGAGGC 
ACATCATGGAATTGATGTGAGCftTTAAGACGTTCTCCCACACAGCCCTTCCCTGAGGCAG 
CAGGAGCTGGTGTGTACTGGAGACACTGTTGAACTTGATCAAGACCCAGACCACC'CCAGG 
TCTCCTTCGTGGGATGTCATGACGTTTGACATACCXTTGGAACGAGCCTCCTCCTTGGAA 
GATGGAAGACCGTGTTCGTGGCCGACCTGGCCTCTCCTGGCCTGTTTCITAAGATGCGGA 
GTCACATTTCAATGGTACGAAAAGTGGCTTCGTAAAPTAGAAGAGCAGTCACTGTGGAAC 
TACCAAATGGCGAGATGCTCGGTGCACATTGGGGTGCTTTGGGATAAAAGATTTATGAGC 
CAACTATT CTCTGGCACCAGATTCTAGGCCAGTTTGTTCCACTGAAGCTTl TCCCACAGC 
AGTCCACCTCTGCAGGCTGGCAGCCGAATGGCTTGCCAGTGGCTCTGTGGC3\AGATCACA 
CTGAGATCGATGGGTGAGAAGGCTAGGATGCTTGTCTAGTGTTCTTAGCTGTCACGTTGG 
CTCCTTCCAGGGTGGCCAGACGQTGTTGGCCACTCCCTTCTAAAACACAGGCGCCCTCCT 



CAAGTTTGGGGTTTGTTCTTTTCGTTAATGTTCCTCTGTGTTGTCAGCTGTCTTCATTTC 
CTGGGCTAAGCAGCATTGGGAGATGTGGKCCAGAGATCCACTGCTTAAGAACCAGTGGCG 

AAAGACACTTTCTTTCTTCACTCTGAAGTAGCTGGTGGTACAAATGAGAACTTCAAGAGA 
GGATGTTATTTAGACTGAACCTCTGTTGCCAGAGA'IGCTGAAGATACAGACCTTGGACAG 
GTCAGAGGGTTTCATTTTTGGCCTTCATCTTAGATGACTGGTTGCGTCRTTTGGAGAAGT 
GAGTGCTCCTTGATGGTGGAATSACCGGGTGGTGGGTACAGAACCATTGTCACAGGGATC 
CTGGCACAGAGAAGAGTTACGAGCAGCAGGGTGCAGGGCTTGGAAGGAATGTGGGCAAGG 
TTTTGAACTTGATTGTTCTTGAAGCTATCAGACCACATCGAGGCTCAGC&GTCATCCGTG 
GGCATTTGGTTTCAACAAAGAAACCTAACATCCTACTCTGGRAACTCATCTCGGAGTTAA 
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GGCGAATTGTTCAAGAACACAAACTACATCGCACTCGTCAGTTGTCAGTTCTGGGGCATG 
ACTTTAGCGTTTTGTTTCTGCGAGAACATAACGATCACTCATTTTTATGTCCCACGTGTG 
TGTGTCCGCATCTTTCTGGTCAACATTGTTTTAACTAGTCACTCATTAGCGTTTTCAATA 
GGGCTCTTAAGTCCAGTAGATTACGGGTAGTCAGTTGACGAAGATCTGGTTTACAAGAAC 
TAATTAAATGTTTCaTTGCRTTTTTGTAAGAACAGAATAATTTTATAAAATGTTTGTAGT 
TTATAATTGCCGAAAATAATTTaAaGACACTTTTTTTTTCTCTGTGTGTGCAAATGTGTG 
TTTGTGATCCATTTTTTTTTTTTTTTTAGGACACCTGTTTACTAGCTAGCTTTACAATAT 
GCCAAAARAGGATTTCTCCCTGACCCCATCCGTGGTTCACCCTCTTTTCCCCCCATGCTT 
TTTGCCCTAGTTTATAACAAAGGAATGATGATGATTTAAAAAGTAGTTCTGTATCTTCAG 

CTTTGGAGTGTAGCTACTTTAACAGATGGAAAGAACCTC&TTGGCCATGGAAACAGCCGA 



CGTCATTGTCAGCACAGTGCCATGGACATGGGAAGACTTGACTGCACAGCCAATGGTTTT 
CATGATGATTACAGCATACACAGTGATCACATAAACGATGACAGCTATGGGGCACACAGG 
CCATTTGCTTACATGCCTCGTATCATGATTGATTACTGCTTTGTTAGAACACAGAAGAGA 
CCCTATTTTATTTAAGGCAGAACCCCGAAGATACGTATTTCCAATACAGAAAAGAATTTT 
TMTAAAAACTATAACATACACAAAAATTGGTTTTRAAGTTGACTCCACTTCCTCTftACT 
CCAGTGGATTGTTGGCCaTGTCTCCCCASCTCCACSiATATCTCTATCATGGGAAACaCCT 
GGGGTTTTTGCGCTACATAGGAGAAAGATCTGGAARCTATTTGGGTTTTGTTTTCAACTT 
TTa^TTTGGATGTTTGGCGTTGCACACACACATCCACC3G(3TGGAAGAGACGCX:CGGTGAA 
AACACCTGTCTGCTTTCTAAGCCAGTGAGGTTGAGGTSAGAGGTTTGCCAGAGTTTGTCT 

GATGCACCGCAAATAATGCATTTTCTGAGTTTTCTTGTTAAAAftAAAATTTTTTTTaAGT 

ATTATTCCTAAAAAATCCTGTTTATATAAAAAATCAGTAGATGAAAAAAATTTCAAAATG 
TTTTTGTATATTCTGTTGTAAGAATTTATTCCTGTTATTGCGATATACTCTGGATTCTTT 

ACATAATGGAAAAAAGAAACTGTCTATTTTGAATGGCTGAAGCTAAGGCAACGTTAGTTT 
CTCTTACTCTGCTTTTTTCTAGTAAAGTACTACATGGTTTAAGTTAAATAAAATAATTCT 
GTATGC 

>M_1.0.0_.69492 L0S01E07-3 Mus musculus cDNA, 3' end as: gi-12528688/// /clone=L0901E07 /oloiie_erd=3 ' 
/9b=BG06d262 /gi»1252868B /ug=Mni. 171750 /len=128 [gnl|UG!Mra#S1912259] [SEQ ID NO: 19a] 

GCTCCCCCCTAAAGGCGTTTAGTCTTTCGTATATCATAAAAAAACCHCCTTTTATTTTTA 
AACCTTTC 

>M_1.0.0_18917 Mus musculus adult male hippocampus cDNA, RIKEN Cull-length enriched library, 
clone :2900075A18;horaolog to CAM-KII INHIBITORY PROTEIN, full insert sequence cr: gi-12851285/// " 
/cds=(31,270) /gb=AK013788 /gi=12851285 /u^=Mm. 31199 /len-1222 [Mouse_jongleur_201102 .12242 .CI] [SEQ 
ID NO: 200] 

GCCGCAGTCCCTAGCCCGCCCGGTGCCCGCCATGTCCGAGATCCTACCXrTACGGTGAGGA 
CAAGATGGQCCGCTTCGGCGCAGACCCCGAAGGTTCCGACCTCTCTTTCAGCTGCCGCCT 
GCAGGACACCAACTCCTTCTTCGCTGGCAACCAGGCCAAGCGGCCCCCCA.'iGCTGGGCCA 
GSTaSGCCGAGCCAAGAGAGTGGTGATCGAGGATGACCGGATAGACGACGTGCTGAAGGG 

CCCAGCCCCGCAGCGGCCAGGAGCACGGGCCGGCGATGCGGCrGCCGGCGCACCCCCGCC 



TGGTGGTGCGGACCAGCCCGGAGCCCGCCGACGCACTCATGCACTTTAGAACCTCGGGCC 
GCAGCTCCACCCCGCACACCGGAACCGACACAGAGACCCACGGCCCCCAGCCCGCCCCCT 
CCCGCACGGCTCCCCTGCCCCGCCCCTCCTCCGATCAATCTGGTCTGCAGCCCGGGCAGC 
TGCGGCGTCGGACTGCGCGGCCAGGGAGGTTTGGCTGCATATTTGCATGAGCTTCCTACC 
C.!\CCTCAGCCTACCCTCCGGGCAATNCCTCAACTGTACCCCTGTCTGGCGTGACCCCAGC 
CTCTTTCTAGGGGACTTCCTCAGCACATTTGTATTTTTATATCCGATTCTTTGTTTACTG 
GC'TCCGCTCATGGTTTGTGCCCTTCCCCCACAGCCTCCGCCATGCTCTTCTGCGCCTGGC 
AQATAGAACAGGTGTTGAGACTGGGATGGGACAAGCCCCCAACATGGTAACTAACCACAT 
GGCCAGTCTGCCCAATTCTGACCCCAGGAGGCTCACTGGGAGftCTCCTCCCTCCCAAGGT 
ATCATCTTTTAAGGGCC'CAGATCTGATTTTACCTTGGACCCCTTCATGCTACCCCTGGGA 
ACCCAAATGGGGACTGCTCAGTACCTTTGGATGACACCTGTGGACCGGAAGATGTTCTCA 
ACCCAGGGTTGTCCTTTGTAAAAATGTTTCTCCATCCTCAATGTAACAGGAGTGTGTGAA 

>M_1.0.0_2524S BB486658 Mus musculus cDNA, 3' end cr: gl -.9404267/// /clone=D430037M04 /olone_end=3 ' 
/gb=BB48SS58 /gi=94C4267 /ug=t-lm. 135105 /len=244 (Mouse_jongleur_201102 .18536 .CI] [SEQ ID NO: 201] 

CTTCGCGAGGCCTTCCGCGCCGTCCGCGCCCCCGAACGCGCTCGTCTGTAC-ACGTCAACC 
GG3GGCTGAGAAGGTGTTTGTCGGCGGTGGTCAAAAGGCTCGCTTTTAGAGAGAACCAAA 
CaCCAGTAGTTGTGAAATTGACATTTTACAGCCTACTCACATAATTT^^AGACATTCCQAG 
GAAGACACTAGAAGAGATGTCAGAAGATTCAGAGGAGGAAGACTACTCAGATAGAAGCAT 
C.AGTGATGACGATGAGTTGGATGAGGATTCCTTCATGAAATTTGTAAGTGATGATATTCA 
TCCGTGCACACTACTGGCAGCTGATTCTATTGGTGACCCATTCTTCCCTCGGACTACACA 
AATTTTATTGGAGTATCAGCTAGGAAGATGGGTACCACGCCTXCGCGGACCACGAGATTT 
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AAGTATAATATAAGCCACATGTATAAATAAAAATTTCCTACTAGCTACC 





5 CCCCGGOSGCCTGTGGACGGACGGGTGGGCCGAGGTACAGGCCCCACXSGCCGCCGTCTCC 
CGCTTCTGCCCGCGCAGAGTCCGCGCCATGGCCGCCTCGCCGGGCTCGGGCAGCGCC3«tC 
CCGCGGAAGTTCAGTGAGAAGATCGCGCTGCACACGCAGAGACAGGCCGAGGAGACGCGG 
GCCTTCGAGCAGCTCATGACCGACCTCACCCTGTCGCGGGTTCAATTTCAGAAGCTTCAG 
CAACTGCGCCTTACACAGTACCATGGAGGATCCTTACCAAATGTGAGCCAGCTGCGGAGC 
10 AATGCGTCAGAGTTTCAGCCGTCATTTCACAAGCTGATAATGTTCGGGGSACCCGCCATC 
ACGGGCTGGTGGAGAGGCCATCCAGGAACCGCTTCCACCCCCTCCACCGAAGGTCTGGGG 
ACAAGCCAGGGCGACAATTTGATGGTAGTGCTTTTGGAGCCAATTATTCCTCACAGCCTC 
TGGATGAGSGTTGGCCAAGGCAGCAGCCTCCTTGGAAAGACGAAAAGCATCCTGGGTTCA 

15 GTACCSUWMrcOMGGACCCCTATGGAGGAGGGGGCCAaTCGGCCTGGCCTGCCCCATACA 
TGGGTTTCTGTGATGGTGAGAATAATGGACATGGGGAAGTAGCATCTTTCCCTGGCCCAT 
TGAAAGAAGAGRATCTGTTAAATGTTCCGAAGCCACTGCCAAAACAACTGTGGGAGACCA 
AGGAGATTCAGTCCCTGTCAGGACGCCCTCGATCCTGTGATGTTGGAGGTGGCftATGCTT 
TTCCACATAATGGTCAAAACCTAGGCCTCTCRCCCTTCTTGGGGACCTTGAACACTGGAG 

20 GGTCATTGCCAGATCTAACCAACCTCCACTACTCGACACCCCTGCCAGCCTCCCTGGACA 
CCACCGACCACCACTTTGGCAGTATGAGTGTGGGGAATAGTGTGAACAACRTCCCAGCTG 
CTATGACCCACCTGGGTATAAGAAGCTCCTCTGGTCTCCAGAGTTCTCGGAGTAACCCCT 
CCATCCAAGCCACGCTCAATAAGACTGTGCTTTCCTCTTCCTTAAATAACCACCCACAGA 
CATCTGTTCCCAACGCATCTGCTCTTCACCCTTCGCTCCGTCTGTTTTCCXTTAGCAACC 

25 CATCTCTTTCCACCACAAACCTGAGCGGCCCGTCTCGGCGTCGGCAGCCTCCCGTCAGCC 
CTCTCACGCTTTCTCCTGGCCCTGAAGCACATCAAGGTTTCAGGAGACAGCTGTCTTCAA 
CCAGCCCACTGGCCCCATATCCTACCTCCCAGATGGTGTCCTCAGACCGAAGCCAACTTr 
CCTTTCTGCCCACAGAAGCTCAAGCCCAGGTGTCGCCGCCACCCCCTTACCCTGCACCCC 
AGGAGCTCACCCAGCCCCTCCTGCAGCAGCCCCGCGCCCCTGAGGCCCCTGCCCAGCAGC 

jO CCCAGGCAGCCTCCTCACTGCCACAGTCAGACTTTCAGCTTCTCCCGGCCCaGGGCTCAT 
CTTTGACCAACTTCTTCCCAGATGTGGGTTTTGACCAGCAGTCKATCAGGCCAGGCCCTG 
CCTTTCCTCAACAGGTGCCTCTGGTGCAACAAGGTTCCCGAGAACTGCAGGACTCTTTTC 
ATTTGAGACCAAGCCCGTATTCCAACTGCGGGAGTCTCTCGAACACCATCCTGCCAGACT 
CCAGCACCAGCCTGTTffiAAGACCTCAACAGTGCGCTGGCAGGCCTGCCTGAGGTCAGCC 

35 TGAACGTGGACACTCCATTTCCACTGGAAGAGGAGCTGCAGATTGAACCCCTGAGCCTGG 
ACGGACTCAACATGTTAAGTGACTCCAGCATGGGCCTSCTGGAOCCCTCTGTTGAAGAGA 
CGTTTCGAGCTGACAGACTGTGAACAGAAGGCAGTGGAACAGAAGAATGTTTTTCTGCAA 
CAGCCAAAATAGftATGGAATAGAATGAAGCCAGCTGATACCACGGGCTTTCGTTATCTTG 
ACATAGAAGGAAGCAATGCCACGGCTCCAGGGTTTCASATGAGATCCCATCTCAGACACT 

40 GTGGCTTCCTCCAGATCACACAGCTTTGTACTGCCTCTCCCGCCTCTGGCCAAAGTCGTG 
TTGCAGCAGGCAGGCTGCTTGGAGCTTCCCATGAACTGGAAAGCTCaCCTCCACTGCATC 
TTTTTACTGGCCa.TCCAGTCAGCCGATGTGTAAGAGTAGGAAATACT(?IGTCACTGGAGG 
CCTCCGTAGCATTGTGTAGTGT6CTCAGAACCACTGATCTCCGTCCX3CACCGAAGGCGGG 



45 CTGACCTGACCCAGAGGGCGAGGCCCTCCAGCGGGGGACATTCCCAGGCTGAGTGGACCC 
CACGGCTCTCTCCCACGCCTGGATTACGACATGAAGTTTTTACCACAAGCCCGAGGGCAG 
GCTTGAGTTAGGCAQACTGAAGGCTAATTTTCATTTTCTCCCAGCTGGTT.TCTGCTGCTT 
CAGAAAAGTACACCTTTTCCTTATGGACCAGAGGAAGAGGAAGACCATTTTATCAGTCAC 
TGAAAAGAGTCCCCTGGCACTGATGAGCCTaAAGAGAACTGTGCTCCTCCirCGGGGGCTG 

30 GGGAAGGAAGACAGGGACTGCASGTGTCTCATACTCAGTGGCCTCCAGACAAACTCCAGA 
CAAGCACAGACCTCCCCACTAAQAGCAGCCAGAGGGAGCTGGTGAGGCCCTAACCCCACC 
CACCGAGCAACTGAGCTTCCCCATCCCTCCCCAGAGCTGTGTCTCTGTGGQCTGGGAGTC 
TAATGTCACCCCCCTAGACCGTAAGCTCCTTGAGGGCAGGGACAGTGCCTTATCATTGTT 
GAACCCGTAGCACCTAACACGTGGGTGGCAGCACAGTCGTGTGCTGGAGTGAGTGCTGCA 

.■15 GAACCGTGCGTCCAGCGCATGATGAATGAGTGCGTCCGCCATGCCGTAAGGCAGGCTCAC 
CTGTAGCTATCCCCTTCCCTGCCAGATCTTCTCAGAGCTTTAGCTTTTCTAGCACTCGTG 
CCTATGGTGAAGCATGCACTTTAATATGCTTTTAACJ^CTAGGTGACCAAATCACAGTGAA 
GCCGGGCACTGCATTCTCCTTGGGCTGTGCTCCACGCGGGTGGGTGGGAGCTGTCTTCTG 
AGTACATCCGGAAGGGCTGAGCAGGTGAGTGCCCTGAGCATCCTGGCTGGGCCCCACCCA 

60 GGAAGATCTTCCTTCTCAGATCCACGTTTGGCTCTAAATTGCTTCAAGTAGAGATTCATT 
CTTTGAGGTTGAAAAAATAGTTTATAGTAAAACGAAGGCCTAATTCATGGAAGCATCATT 
AGTCATCAATACCTrCTCATAAAATAGATGGGCCAGATTTCCACCACCGCCTGCCTCCrC 
TAACTTGGGTGATGCCAGTAGGTTTGAAGGGGGCAGASCACTGCAGGGGGAGGGGGGGGT 
CTAGGCTGTGAGAGGACAGGGTGGAGAGGAGGAGAACCCTGAAGGAGAGACGGAAGATGC 

05 CAGGACCTTTGCTTGGACAGCCATTGCCCTTCCAGGAGACCCTGGAGTGTACTQAGGGTT 
GCTGGACTGTTCCACCCAGAGGAGCAAGGCTGTACAATGAGGGTCTGAATCTGGCACACC 
TGTCCCTTATGTAAAAGGAGTCGTGGTCACAAGACCCTGGGCTGGTTAGCCTCTCCCGAC 
CTCATTCCATTTCTATCTTCTGACCTTGCCTCTCATCTTTAABATAACCCTCATGGGGTG 
CCCCTCCACICTTCCTCTGGAATCCAAGTATTCCTGTTTCACATTTGCCCCAAATCTTTGC 

/O TGTGGAATTGGGAAATC3iAACCAGAGTCCTCCTCGCCTGATTTCCaGCTCAGGAAGGGCC 
TGCTGGCCTGCCCTGTTCCCAGTTACACTTTCAGATCCCTTTGTGCTCAAGATCTCAGAG 
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GGGGTGGCTTTTTGTTAAAGAGCCTTCAGTCGCAATGCTACCCAGCACCCCATGTGCCAA 
AAGAAACCAGCTCCTGTGTCAAAGGGCTTCCAAACCTGATCTCACTCTCAACAGGCGATG 
GTGCTGATGTTTCAAGAATTGTGTTTTTATAAAACAGAGGTCTC'AGCATAGTCACTCTTC 
ACATAGTGCCTTACCCATGGGTATCGTCATATCCGGGTCCCAGTTCAGTTTGTCTGCACA 
5 GCAGCCACCCTGCCTGGCAACAGAGACCCCAAGACCTACACAGTGAACCCTACTGCCCCA 

TACACTGGGGGCAATATGGTTTAGCACTGaATTCftATTTGTCCTTAGGTCTATGAGTGAG 
TCCGATCTTTTCTTGTGAAAGGTTTTGGGCATCGTACAACCCACTCTGCCTAGAAGGTGT 

GGAGGACTCACCACGGGCAGGGTCGCCCTGGCCCaCAGCACGTGAGCCTGCACTCACTGC 
10 GGCCTTTGTAACAAAACCAGTTGTGGTCCTCAGCATTTGAAGCAGCTGCATACTTCAGAG 
TAAACTATTTTTCATTATTTAGTTTTGTCACftAGAAATCGACCATTGTACTACTCTCACT 



ATGGTTGTGGGTTTTAGGACATAGGGGGTTAGGAGAAGGGGTTTCTTGATCATGTCATGA 

15 GCTGGTGTTGTATCTTCAAGTCCATATGCGTATTTGCAGACCTTTCCTGTTCCCACTCTT 

GTTGGCTCTTCTGATTTATGCACAGATGGTTCCCAGCATGTGTCCAGTGCTTCATGGATG 

GGACCATCCCAGCSiACTAATCAGACTTCCTGCCAGTGTCCTAACCCCCAGGGCACCCTGT 

TCAACCATATTTAAAAATTGGAATTTGTATAAAGTTGCTTCCAAGTTTTATAATGCATCA 

TTTTACATCTTTTGTAATTAAAAGCATCACAATGAGGTTGTCTCTGC 
20 >M_1.0.0_5527 inp88b04.yl Mus musculus cDNA,. 5' end cr: gi-4483835/// /clone=IMAGE:576271 

/crone_end=5" /gb=AI551472 /gi=4483835 /ug=Mm. 229047 /len;=404 [Mouse_jangleur_201102.2681.C2] [SEQ 

ID NO: 203] 

TCCAGAGCGTCGTAATTCCTGGGCAGGGCTTCTTGGACTTAGCTAAGGCTCCACTCAGGA 
CTCTGCACAAAGGGAGGGAGGGAGGGAGAAAAAGGAAAGAAGCAAAGAAGT3ATATTGAC 
25 TGTGTCAGCAAACCTTTATTGTGGCAGAGACAGAATCAAAGTGGACAGGAGGGGTGGGGT 

CAGGATCTTTCTTGGTCTCCTTCTCCAGCTCAAGCTGCTGCTTCTCCTGCTGACTGCACC 

TGTCCTGGAAGATATCAGGAGGAGAGCAGAGTGAGTAAGCCAGGIGTGGTGGCACACACC 

TAGGGTTGGGGAATACTAGGCTGGAGGATTGCTATGAGTTGCAGTAGGGTAGCCGTGGGC 
30 TGCAAGGTTAGATGOU^AAACAAAACaAAATAGAACAAACAAGCaGAACAAAAACCCTGG 

CAAAGTATGTAAGCTCTGAAGTC3«.TCATCAGAGTCCATGATAAAATGGCTGGAGTGaAC 

ACTGCrCACAGTTGTCCTCTGACaTCCACACACATCTTATGACAAGCTTGTGTACACACA 

CACACACACACACACACACACACaCACACACACACACACACACACACACTAGCTATGAGT 

ACTTTCTAAAGGGGGGlSSGCACAGAGGTTGGCCAGAAGGGCAGGATATGTCaGCACGCTG 
35 TATCTTGCATCTACCATGGCTCCCCTGCAGATCCAGGACTGTTGTTCTCAGCCTTCCTAG 

AGATGGGAACCTTTTCCACGGTTTCTTGTGTTGTGGTGACCCCCAACCATGTTTCCATTG 

CTCCTTCaTAACTGTGATTAAGCTACTGTTATAAATCTGAAGTATATGACATGCAGGACA 

TCTGACATACAGACTGAGACCCACCCTTGAGCACATCCACTAGTCTAGGGTAAGTTGTCC 

CTCATCTCTGAGCTCTOGTTTATTCSiCCCCATTGAATGTGAACAGAATACCGCAAAeGGG 
40 AGGCATTTTCGGAACACTTGTGTCCACAGGTGCAGAGTGAGACTACTGGCCCCAATGGTT , 




GATTGGAGTCACAAACTATTGTGTATCTCAGACTACATGCAAGCTGATTGGTTGATCCCA 
CGGCTTTACCaGGGTRAAAGCCftAAGTTTATTTGGCCTCTCCCTCAGCACftAGGTTAGftC 
45 AGAACATCAAaAGGTTTCCGCATGGGTCATCCCCGCCTGTGATTGGGCTTGTTGGAGTTG 
GGTGGCATGGAAACTTCAATCAOSACTCCTGCTTCGATAGGTAGTGAATATGAAGGGAGA 

CCACAAGCTTTCXa^GGACCTCCTACTTAACTTCACCTCCCTGAGGCTCACTGCCCATCTA 
GGATCTCTGTGATCTCAGCTCTCACAGTAGGCAGGAGAGTTATTAATGGCAGGATACCTG 
50 CCTTGCTGAGCTGCCTTAACCGGAAGCTTGCCCTCTCTAGCCGCTAGGTCACTGACftATG 
GGAGCACTGCTGGGGTGGTATCATACaGCCTCCTCATTTACCTTTTTCCAGTCGACKaRT 
ATGATTTCTGATTCATCCATGCCCACGTGTGTGACAGCCTTCTGGAATACTTCCCGCAGC 



55 AAGGCCAGTGGGGCTTGGGACGAGGTCTGGGAGGGCC'CTACCGTTGAGGTACAGTCTCCG 
TITCTTCTCATTCTTCAGGTCAAAGGCAAGCATGAAGGCCCCATGTTTCTTCAGGACTAT 
CATTTGTGCAATGGTTTTTCCTCCTTCTTCTGCAGGATGAAGGGCTTTGTGAGTCACTAG 
ARTGATGCTGTGGTCCCCATCCCCAAGGGAAGGAAGCACATAGCTATGGACAAGTGCCTG 
AGGCTCCCTGTGGCTGCXaiTGTGTTCAGCCTCTGTTGGATCGCaGCCTCACTTCTCA'jLTC 

60 TTTATAAGTATGGTCTTGCTGGGGCCTTGGAAAGGGCCCTTGGTGGTGTGGCATAGTTftA 
CACTTCCCCTTAAACATTAAAACAATTGGCTTAGGGACAATTAAACCTAAGAGTATCTAA 
TCTGGCCCACCAGTATTCAGTTGCCCTCCCCCCATGCTGTCCCTGGTGACCTGGGGATTT 
GGCTGAAGTCACTGGTTTCCCAAACCATGGGTTTCCCCTCTGAGCTCACAAAAGATCATA 
AGAATGGTCAAAGCAAGTCTGTCCTGGCAGCTGGACTCCAGTTTGAAATCTACGTCCaCT 

65 TACAAGCCTCAGAGAGTGACTTCACAGACCTAACTCCCCTGTTCTGCTGCCCCCTTGTAC 
CCTTGCAATACGCTCCCAGAAAGCCGTGAGTTCCAACCXITTACCATACTTGGAGAGGGTC 
CCATTCTCTCTCTGGATTCCTAGATGAGTGGAGTTATAGACACaGTGGTCATCTCTAGAA 
AGCAAAGAGACAGAGGACAACTGATGGAGAGGTGATCTGACTAAACTGGGGTGGGGAGTG 
GGCAAGAGGCAGGTAAACAAGAAAGCTGTCCCCATTCCAGAAGGTGGGTGGGGAGGCCaG 

70 GCAGATCCAGTTTGCTCAGGTCTCTAGGCATCTGGGAGTGGAGGCCAGGGCCAGGGTGGG 
CTGGCTGTTACAAGAACTCACATGGTGTGATACTCTCGAAGCTCCATCGTGTCATTTATC 
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ftACTTGGGGGTAAGGTTAAAAaATACEATCTGCGTCTTTTGAATTTCCTGCCGGTRATCA 
GGGTTTAGGACAGCCGCACCAATGAAAAACCATTTGTCAGAGAGCTGGGGAGAAGCAGGC 
ACACAGATGAGTAGGGCTTGTAGTATGAACATTGCACTCaGCCGTGCTGTGGGGCAAGCA 
AGC3U^TGGCTTCTGAACCATACATGGGAAGACTGAAGCTCaAATGGGC3iAeTCAAAAATC 
AGCCATCCTACTGCTCTGTCCCCTGCTGAGAGACCTCaGAGTGATGCTTCTGGGTTTGGA 
GGCAGGGGGTGCCACCAGGTCTCCAGGAGAGGAAAGGGCRGTACCAGGAGCCCAGAGATG 
AGCACAGACATCAGGGAAGGGAAAGCCCAGaGGAAAGAGTAGCCTCCTTAAGTGCTCACG 
TCCAAGTCCTGGGCAGGCACTTACCCAGCTCAGGGTCTCATTGGTGATAGGGTOSCCTAT 

ggtgatgttgacatgttctgggttctgagcttccaacagcggcaggaggctcaccatgac 

AAGAATCATGTGCAGTGCCATGCTTAGGACACTCAGAGGCACCAGGGCTTGGAAGAGATA 

actggtggatggagggtacagtggcttttataatagatgtggcgagggcatgggactgca 
gcagggcctctagagccctggcacattctccccagcacttgggaaatgtcttgcgcaaaa 

TGTTCTCTCAAGCCAGCTTTGTGCAGCTCCCTCCCaGCCGGCCCTGACACAGACTCCTGC 
CCTACaCCAGAGTGGCTGATTCATGGTCAAGGTGGATACTGGGCTAGCCTGATAATACTT 
AGATCCCaGTCATGGGTCCCATACCTGTCTTATCCCATGAAGTGCCTAGCAGGAGTGAGA 
CCTATTCGTTTATCACCCTCCAAGGGGGCTATGAAGGGGACCCTGGTCAGGGTTCATAGT 
GAACTTAGAAGACACTTAGGGGCTCSiAGTTAAGGGCCAAGGACTiAAGATGGATTAGTTTC 
CAAAGGAGTGTGATGTTCCTGGGGACCCCTATACAGCCTAGAGGCAGCCGAATGCCCAAA 
AAAGAGGGGTGAATCTGAGTTGAAAATGTAGTTCAGCAAAGCTCCCAGTATTTACAGCAG 
GAAAGGATCTGTCTAGAATAGTGTGTGCCCAATCCAG3GTCTGTGCACAGGATC 

T^^L° ihllll'^ Mus musculus. Similar to hydroxysteroid 17-beta dehydrogenase 11, clone MGC..3( 
IMAGE:5132342 ruRNA, complete cds or. gi-ia043883// / /cds= (49, 963) /gb-BC019427 /gi=18043883 
/ug=Mra, 27300 /len=1719 tMouse_jongleur_201102 .11619.,C1] [SEQ ID NO: 204] 
GGCTCTCTGTGGAGCTCTGAGCAGAGGTGTCTGTTGTGAGAACAGAGCCATGAACCTCAT 

GTTCITCATTCCCCGGAGAAGGAAATCTGTGACCGGGCftGACCGTTCTCATCACGGGGGC 
CGGACACGGftATAGGCAGGCTGACTGCATATGAATTTGCAAAGCAGAAAAGCRGACTGGT 
TCTATGGGATATCAATAAGCGTGGTGTTGAGGAftACXrGCGGACAAATGCAGGAAACTGGG 
GGCCGTCGTGCACGTGTTTGTGGTGGACTGCAGCAACCGGGCCGAGATTTACAACTCTGT 
GGATCAGGTAAAGAGAGAAGTAGGTGATGTCGAGATCGTGGTAAACAACGCCGGGGCGAT 
ATATCCAGCAGACETTCTTAGTGCCAAGGACGAGGAGATCACCAAGACCTTTGAGGTCAA 
TATCCTCGGACATTTTTGGATCATAAAAGCACTCCTTCCATCGATGCTGAGAAGAAACTC 
TGGCCACATTGTCACAGTGGCTTCGGTGTGCGGCCACGGAGTGATTCCTTATCTCATCCC 
TTATTGCTCCAGCAAGT^TGCTGCTGTGGGCTTCCACCGAGCACTGACCGCAGAACTGGA 
CACCTTGGGGAAAACCGGTATCAAAACCTCGTGTCTCTGCCCTGTGTTCGTGAATACTGG 
CTTCACCAAAAACCCGAGTACAAGGTTATGGCCTGTATTAGAGCCGGAAGSAGTTGCAAG 

gagtctgatcaatggaatacttaccaacaagaaaatgattttcgttccatcctatatcaa 
tatttttctgatcctggaaaaaggacctggattcagttccaagcacccacatggtggttc 

TOACafflCCTGTTACTCCAATCCCAGGGGATTTGACfiCCCTCTTCAGRCrrTCTCAAACA 

ctbggcactcgtggggtacgcatacgtcattcaggcaagccctcatacacataaaataga 
ataagcacatattttaaatgtgctactattactgatgttttaagccagttaaattatgtg 

ATTTTCTTAACAGCAATAAAATATTGTAGATAATGTCaTCATGCTAGCTGCATCACTCTG 
ACTGTATAAACCCAAGAGAATTTCACTCCATCTCCTTCTGCCSiAAATATTTACAACACTT 
AAGAAATAAGGGCTGATTTTTATTTTTTTTAACATAAAATATATGA6ACAGTTGTATCCT 
GTCAGCTA?.AAATGTTTTCTCTGGCCTGTGAGTTGGCTCAGTAGATGAAGACACTTGCTG 
CCAAG 

/oh'AV.7i,ir/ musculus cDNA, 3' end cr: gl-lS412285/// /clone=9130023H10 /clone end 

/gb=AV375328 /gi=154122a5 /ug=Mm. 27632 /len=641 [Mouse jongleur ■201102 . 8131 . CI] [SEQ ID NO- 2051 

TCATTCTTTATCTCCTTCAAGCGCTGATGGTGCTCAGTGATAGCCAACrCAATCTGCTGG -"^^^'^^J [SEQ ID NO. 205] 

CCOGGTCTGTGGAGATGCGGCTCCTCCCGCACCAAGTAGAGCTGGTAACGAGCATCCTAC 

AGCCAAACTTCAAGTATCCCTGGAACATTCCCTTCACAGTCCAGCCTCAGCTTCTTGCCC 

CACTCCAG&GTGAGGGCTTGGCCATTACTTATGAATTGCIGGAGGAGTGTGGTCTGAAGA 

TGGAGCTGAATAATCCCAGGTCAACTTGGGATTTGGAAGCCAAGATGCCCTTGTCTGCTC 

TCTATGGAABCCTGTCATTTTTACaGCAACTTCGGAAGGCIAAGTCTTCCTrCAAGCCCA 

GCCTCCGTCCTGGATACATTTGATATATTGCACCATGCATGTTTTAGGCCAGTGGGAATA 

AAGATGCTATGGCTCCTTTTTTTTTCTTTTTTACGTATTATTGATTCACAATTATACAAA 

TAATATACTTGGATCAGATTCTACCTACCCTCCATTGTTTCTTTTAATCCACCCCTTCCA 

AGTTCCTTTTTCCTCAACAACTTCTCATTCATCATTTGTCTGTTTGTTTGATGCTATGCT 

ACGTTTAATTAGGGTTGTTTGCATAAGTGTGTGATTATTCATTTGAGCAAGGGTAGCCTT 

CCAGAGGCTACCTCCTGCCAGCAGCATTGAGAGCCTGTAGGTGTTTTAGGGAGGGTGAGG 

TTCTCCTCCATTCTTGTGGAATGTTGGTGGGCTCGGGCTTGCTTGGTCTTGTGCGGGTAC 

CCATTGCCACTTTGAGTTTATGGGTTTAGCTATTCCATATCCTTACCACTTTTAGGAAAC 

AGGATGTTT'lTTTCTTTCCAAAAVACTTAAATGGTATGTTAAATAAAGATTTACACATTT 

TCTCTATAT 

.^^"J^-^^""^ """^ FLJ34661 fis, done KIDNE2018989, weakly similar to Homo sapiens 
mRNA for KARP-1- binding protein 2 (KAB2) si: gi-21750471/// 
[Human_joiigleur_201102.cl. 16699. singlet] [SEQ ID NO: 206] 
GGATGCCAGCTGAGTGCTGGCCGTGGGCCCCTGGTCCTGGCaCGAGAGGAGCCTCTGTTC 
CCAAAGCTGGGGTAGATGTGTTGCTGGACTCACGTGCACACACACACGTGCATGGGCCGA 

GGGCCTTCCATCCCCCAGGGTGTGCCTCaGGGCCCCGAAGCCCAGGCTGGCCCTCCCCAC 
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GGGCCTGAGGCCCTAGGCCTGGGGAGGGCTGTCCCATGGATCTCTGCCGCAGTACTGIGG 



CCCCCCAGATGTCCATGGGCACAGCAAGCGGGGATGGTCCTCTGTGGCC7VCCAGAGCTGG 
CCTCCTACCTGGGGTGGCCGGACATCCGCGTCTGCAGAGCGGGGCCCACCCCGCCCGCCG 
AGGCAGCTGAGCTGTCCTGCGAGTGGATTGGTTTGAGGTCAAGGTGCTGCTGCTACTGCC 
TTCTGCCCTGTGCACCCACCTACCCACCCACGATCCCAGTGGAGCCTCTTTCCTGACTCC 
CAGCATCCTCCCACAGCCCCACCCCAACTGCTGGCTGCACTGGGCAGGCCTTCCGTATGG 



AGGGGCTGGTGAGGAGGCCAGGACTCTGCCCAGGAGGGCGGAACCTGAAGCTTTGGGTCT 
GACAAACTCAAGCAGGa«3CAGGGAGGGACTGCAGTGGCCTTGCTTGCGCTCTGACTGGT 
CCTTGCCTGTCTGTGTGGTCCAGCCTGGGCCGCAGCaGGTCCTGGTGGGGAGGTTTACTC 
TGTTTTGGGGTCTGTCAGGCACTGCTTTTCCaCCACCTGTAAGGGGGTTTCCCACCTaAT 

GCATGTGCCCTGGGCTGGTGGGGGCCTTGTGGTCCCTGGAGCTCAGCAGCTGTTGATGTT 
TCAATGAAGGGCTACTGGGTGGGGGCACCAGCCTCGACGCTGCCCAGCCCTGCAGCACTG 
AGCCCTCTCCCAGAGGGACCCTGGGACTGCCACAGGGTGCTGAGTGCTGCTTTGTTCTGT 
TCTTGCTTCTAAAACCAATTCACTCACCAAGACACGAGGCGCCGGCAGCAGGGCTCGGAT 
TACACGTCCACCTCIGAGGAGGAGTACGGGTCCCGCCACGGCTCCCCCAAACACACAQGC 
TCCCaavCCTaWVCAGCCACTCAGACCCCGAGGGCTGGCAGCTCCAGCCGGGCTCGTTCC 



ATCGTGCAGACGGCAGAGATTGCGGAGATTGCCAGGCTGAGCCAGACGCTGGTG7U«3GAC 
GTGGCCATCCTAGCCCAGGAGATCCACGATGTGGCTGGGGACGGTGACACACTGGGCTCC 
TCGGAGCCTGCCCACAGCGCCTCCCTCAGCAACATGCCCAGCACCCCCGCCTCGACCATC 
TCTGCCCGGGAGGAGCTGGTGCAGCGCATCCCCGAGGCCAGCCTCAACTTCCAGAAGGTG 
CCGCCCGGCTCGCTGAACTCTCGGGACTTTGACCAGAACATGAACGACAGCTGTGAGGAC 
GCCCTGGCCAACAAGACGCGGCCTCGGAACCGAGAGGAGGTGATCTTCGATAACCTGATG 
CTGAACCCGGTGTCCCAGCTGTCGCAGGCCATCCGTGAGGACACAGAGCACCTTGCCXa^G 
AAGATGAAGATCCTCTTTCAGAACACAGGGAGAGCTTGGGAGGACCTGGAAGCCAGGATC 
AACGCCGAGAACGAGGTGCCCATCCTGAAGACATCTAACAAGGRAATCAGCTCCATCCTG 
AAGGAACTGAGGCGGGTGCAGARACAGCTGGAAGTTATCAATGCCATCGTGGACCCC3VGT 
GGGAGCCTGGACCTGCTCCTCCCCACaCTGAGCTCrTTTGTTCCTCCCCCTCCaGCCTTT 
GCCTGGGAACTGGTCCTTGTTTGCaSGACTTCTCGGAGGGTTGACTGTACATTCGTTCTC 
AljGTGGTCTTGTGGCTGTCTTTCGGAAaATGGTTATTTTATATOATTTGTCATGGRACTT 
GTTCTAATAAATCATJTCTTCTATC 

>M_1.0.0_50156 AGENCOURT_10389813 Mus musculus cDNA, 5' end as 

/clone end=S' /gb=BU847976 /gi=2403268S /ucf=Mm. 39474 /len=809 
TCTTTGGGCAGGGGTTGTCTTTAAAGGTGGCCCAAGGAGGGGCTGGAGTTTTGCCCAACC 
AACCCAGGGCAGACTTTGAGGGTGACCCCATGGTTGGCCCATTCTCTCAAGTGGGGGTTT 

TCAAGGAGAAAAGTTXTATTTTCTCTTTAA6GAACACATTATTTTGGATGTAAGGGATTC i 
CATACCCAATGATTCATCATTTCTGGCCTAATTGGATCAATTTTGAAGGGGGTCCTTTTT . 
TCAAGGAAACAAACCATTATCTCCTATCTATTAAATAAATATACATCaiACCTTCTAGGCC 
ATTTACATTAGTTCTGACGCTATAGACATRTATTaaATAGCCCATGTTACAGTTCITAGT 
TCCATATGTCACACCTGCGACTAGAAATCCCAGGGTGGTGGTTACTAACATCaGTACATG 

TAAAATAACTGAATCTCTGTTGGCTTTGGTACAAAAACAAAACACAAAGAACAGCSiARAA 
CAAACAAAAATTTACATAAATCCAACAACATATATTACATAAGTACTTTTAAAAGTTGAA 
AGTACAATGTAAACCATCCTATTGCTTAGTAAATTTTCACTTGTTTTCTGAAATTTCTTC 
AGTATAATTAAATACAAGATAAATAACAGAGACTAACAATTTAAGGGCCCAGGACRAATC 
TGAAGCAATATTCACTGTATGAAAACACGCTCACAGTGCSiAACCTGAAGAAAATGTGTTT 
CCATCTATATTCTATCATTCATAAATTCC 

>gi|6679264]ref |NM|008812.1| Mus musculus pfeptidyl arginine deiminase, type II (Pdi2)|, 
NO-. 208] 

GCACGGAATGCAGCCGCCTATACGGGAAAATATGCTGCGGGAACXSGACCXSTGCGGCTGCA 
GTATGGGAG(X;GCGTGGAGGa3GTGTACGTGCTGGGCACGCAGCTCTGGACCX3ATGTCTA 
CAGTGCAGCACCTGCTGGGGCCAAAACCTTCAGCCTGAAGCACTCGGAGGGTGTGaaOGT 
GGAGGTCGTACGTGATGGAGAGGCAGAGGAGGTGGTCACCAATGGCAAGCAGCGCTGGGC 
CCTGTCACCCAGCAGCACACTGCGGCTCAGCATGGCCCAGGCCAGCACAGAGGCCAGCAG 
CGACAAGGTCACTGTCAACTACTATGAAGAGGAGGGCAGCGCCCCCATTQACCAGGCTGG 
GCTCTTCCTCACGGCCATTGAGATCTCGCTGGATGTGGACGCAGATCGGaATGGAGAGGT 
GGAGAAGRACAATCCTAAGAAGGCATCCTGGACCTGGGGTCCTGAGGGCCAAGGGGCCAT 
CCTGCTGGTGAATTGTGACCGAGACACACCCTGGTTGCCCAAGGAGGACTGTAGTGACGA 
AAAGGTCTACAGCAAGCAAGACCTCCAGGACATGTCTCAGATGSiTCCTGCGCACCAAAGG 
CCCTGACCGCCTGCCCGCCGGGTATGAAATAGTCCTCTACATCTCCATGTCGGACTCGGA 
CAAAGTGGGCGTCTTCTACGTGGAGAACCCGTTCTTTGGCCAGCGCTATATCCACATCCT 
GGGCCGGCAGAAGCTCTACCACGTGGTCAAGTACACCGGCGGTTCTGCGGAGTTGCTGTT 
CTTCGTGGAGGGCCTCTGTTTCCCCGATGAGAGTTTCTCAGGCC.TGGTTTCTATCCACGT 
CAGTCTGCTGGAGTATATGGCCGAGGGCATCCCGTTGACCCCCATCTTCACAGACACTGT 
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GGATGAAATCGAGTTTGGCTATATTGAGGCACCCCaCAAAGGCTTCCCAGTAGTGCTGGA 
CTCCCCTCGAGATGGAAACCTGAAGGACTTCCCCATTAAGCAACTCCTGGGCCCAGATTT 
CGGCTATGTGACCCGGGAGCCCCTCTTTGAGACTGICACCAGCCTCGACTCCTTCGGGAA 
TCTGGAGGTCAGTCCCCCAGTGACCGTGAATGGCAAGGAGTACCCGCTTGGCCGGATCCT 
CATCGGAAGCAGTTTCCCCCTGTCTGGAGGCAGGAGGATGACCAAGGTGGTACGCGACTT 
CCTGCT^GGCCCAGCAGGTGCAGGCGCCCGTGGAACTCTACTCCGACTGGCTGACTGTAGG 
CCACGTCGATGAGTTTATGACTTTCATCCCCATCCCAGGCAAAAAGGAATTTCGGCTGCT 
CATGGCCAGCACCTCCGCCTGCTACCAGCTCTTCCGAGAAAAGCAGAAGGCAGGCCACGG 
GGAGGCOSTTATGTTCAAGGGCCTGGGAGGCATGAGCAGCAAGCGCATCACCATCAACAA 
GATCCTGTCCAATGAGAGCCTCACGCAGGAGAACCAGTACTTCCAGCGCTGTCTGGACTG 
GAACCGCGACATCCTTAAGAGGGAGCTAGCGCTGACTGAGAAGGACATTATTGACCTGCC 
CGCGCTCTTCAAGAIGGATGAAAATCACCAGGCCAGGGCTTTCTTCCCTAACATGGTGAA 
CATGATCGTGCTAGACAAGGACCTGGGCATCCCCAAGCCTTTCGGGCCCCAGGTGGAGGA 



TCCACTGAAGCCCCACCCCCACCCCAGTAAGCCCAGCCATCCCCCACCTGAAACTAGTGG 
GACATGTGGTTAGTGTGCAGAGCCCTGGCCAGGGAAAGGGGACATCAACAAATCATGTAG 
TCAGATTGTCCCCAGGAATTCTCAGCCTCTACTCCAGGTCAGAATGAGGGAAGGGAGAAG 
GGAGGCTCTGAGGTCATTGGCTCTCCCAGCATCCATCTGACATTCAAGGTAGACCAGGAG 
AGGGTCCTGGAGTACCTTGGATGGTACCCTCACTTCAAGCTCACCTCCCTCGGGGTCTCC 
TGGTGGCTGGCTCCCTGCACCTGTTCATTCCTTACAGATTCCCGTACACGTTGCGTCCCT 
ACTCCCTGAGGGTCCAATCATTCAGCACAGAATCTTCCAGAAATAGGTCTTAGCAGAGGA 
GCGTTCTTCACTTTCTGTGGATGCAGGCTGCCCaAATTTAGGAGATAGGGGAGGTCTCAA 
ACTAGCATCCACGGTCTAAAATTCGGTATATGAAGArGCTCCTGCCTGTCAATGCTATTT 



AGGAGGAATTTCCCAGCATGCTTTCCAAAGGCTCCCATCCAGATACAGGCAAATTTACCC 
CTTGGCTTCCATTAGAAAGGTCCCCAGGAGCTGCAGAGATGGCTCAGCAATTAAAAATGC 
TCCCTGCTCTTGGAGAGGACCCAAGTGCAGTTCCCAACACCTGCAACTGTOTGTAATCCC 
AGATCCAGAGGCTCCAGTACCCCGTTCTGGCCCCTGAGGGCACTGCACACATGTGTACAA 
ACCCATACACATAAATACATTTGTTAGGGTCTGGAGAGATAGGACCCGGTI3GTGCACAAT 
CTGCTCTTGOiGAGTACaiGGGTTaSGTTCTCAGCACCCAGGTaGTGGCTCACftACTACC 

ACATGGTTCACATACACATACTCAAGCACACATCC3W3TAfiAGTAAAATAAATGATATTT 
AAAAAATAAGAAAAAATTTTAAATAAAAAGGTCCTTTAAGGCCAAGAAGATAGGAAATAT 
TAATTCTACTTTGAAAGGTTAAACAGCTCCATTTTATAACCAAAGaAAGGGTTACAGACC 
TACATTATTTTTTTTAATTAAAGATTTATTTATTTATTTTATGTATATGAGTACACTGCA 
GCTGTCTTCAGACACACCAGAAGAGGGCATCAGATCCCATTACAGATGGTTGTGAGCCAC 
CATGTGGTTGCTGGGAATTGAACTTAGGACCTCTGGCCX3AGCAGTCAATGCTCTTAACCA 
CTGAGCCATCTCTCCAGCCCCGSACCTACATTCTTAGGGGAACAAGATT'IirTACCTTGGA 
TTATTTCCTCAGCTATGCAATCAACGGGTTGTATGCTACTGAGCAGTGGGCACAGACTTA 
GACTCCGATAACATAAGCTAACCGTAGACTCGCTTGTCCCCTGCAGACAAAGCGCACATC 

TACGTGGCCGCACTTGCCCTTGCTGTGGTAGGCTCTTTGGGAACACTACCCAGIATATCC • ' 

AATAAGCATACAGCTCAACAGTCACTGCCTTCGAGAGTTAGGGTCGTGTOrrCTTCTCCA 

TCCAGTTGGGCCAACAGCCAGGCCAGGTCAGGCCTCAGAGCCTCCCAAGCTGCCATCGTC 

TGTCTCTGAAGACAGTGGTCCCTGCCCTTGAGGGCAAAGCCCCAAATCCTGTCTCCTGCT 

CCAGAGTAGAAAACACGGGCACCTCTCTGAGGGAGCTGATGTGGAGAGGTGGGGGCTTGT 

GGTGTTCGGTTAAAGTGACTTTACTGCTTTTATTTTTATCTGGGGTGGGAGGAAGTGAGC 

ACCTCCCATATGGCAGCCGCGTGGCTTTGTAQACTGCTACAATACTCCCTGGTGGCATTG 

GTTGTCTCAGAAATTTCTGGAACTCCAGGACTCAGACACTGCCTGTCCCATCTCACTTAC 

TCACCCAGTGTGACTCCCCCCCAAGTGTGGATGCCCCCTTGCCTCCCCTGGGTGGACTCC 

TCTGGGCTACACCAGTTCCTGTTTCGATGTGAGTTTTGAAATGCTCCGTGAAGGGCTGAG 
GGACGGCAGGAAGATGGCGGGAGCCAGGCAGTACCAACTTCCTGGCGAAGAAGCCAAGAT 

GGAGACTGAGAAGTGTTTGGGGAAGAGCCAAAATAAAGAGCAATAAAATAAGCCGTCeAC ■ ' • 

GGGAAGCTAAAAAAAAA i 

>M_1.0.0_17421 Mus musculus 18 days embryo whole body cDNA, RIKEN full-length enriched library, 

clone :1190004M21:hypothetical protein, full insert sequence en gi-12835692/// /cds= (116S, ISOO) 

/gb=AK00448S /gi=12835692 /ug=M[n. 22521 /len=1512 iMouseJongleur 201102 .10923 .CI] [SEQ ID NO: 209] 

AGAGTCTGGAGAGTGGCTGGGAGGAAAGAGACTTGTAGAAACCTCGGGAAaACTTGCCTC 

CGTCTGCCCATTGCTGCTCTTCTAGGTCTGCAAATGAAGAGCCCTGAAAAGAAGCGAAGA 

AAGTCCAATACTCAGGGTCCTGCATATTCACATCTGAaSGAGTTCGCCCCACCCCCQACC 

CCCATGGTGGATCATCTGGTCGCTTCTAACCCTTTTOAGGATGATTTCGGAGCCCCTAAA 
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IWtCTTTCCCAGTC 

TTCAACCAGTCTCTGGGCCAAAACTTTAGCCCACCTGGTGGGCAGGTGATGTCAGGCCCA 
GTAGGCGGATTTGGTCCCATGATCTCACCGACCATGGGACAGCCTCCTAGAGGGGAGCTG 
GGTCCTCCTCCTCTCCCCCAACGCTTTACCCAACCAGGAGCACCTTTTGGTCCTTCTCTT 



GACECTGGTTTTCCraGCCCTGGCGGTGACMATGGTGCKSAAGCCCTTGAACCCACCXSGCT 
CCaVCCGCCTTTCCCCAGGAGCCCCATTCGGGCTCCCCCGCTGCTGCTGTCAATGGGAAT 
CAGCCCAGTTTCCCCCCTAGCAGCAGTGGTCGAGGTGGGGGCACTCCAGATGCCAACAGT 
CTGGCACCCCCCGGCAAGGCAGGGGGAGGCTCAGGGCCCCAGCCTCCCCCAGGCCTGGTG 

TACCCCTGCGGTGCCTGCCGTAGTGAGGTAAATGATGACCAGGATGCCATTCTGTGTGAG 
GCCTCCTGCCAGAAGTGGTTTCACCGCGAGTGCACCGGCATGACCGAGAGTGCCTACGGC 
CTGCTGACCACCGAGGCCTCTGCCGTCTGGGCCTGTGATCTTTGCCTCAAGACCAAGGAG 



TGrrGTTGGTTTTGTTTTTC 
CCAGGAAGCTAAAGCCTGGTTGAGCAGAGCCATTCCTAGAGTCTAACCAGAGGCTGCAAG 
AGAAAATGGGCTGGAGGAAGTTTTAGAGAGCAAGGATGTCCTGTGCGCAGATGACCCCAA 
CaCCCGTGCCTACAATACCTGTATAGCCCCATGGCTGCTGCTGTAGCTCTTGGAGTCGAA 

GGGGATTTCTrTCTTTTTCTCTGTGTCCCTTTGCTTCCCCTGCACCTGACTTACTCCATT 
CCCCTCGGAGCACCAAATACCTTGAGGAAATAGGAGAGTTCCTGACTAGGGCAGTTGTCT 
GGGCTTCAAGACTGTAGGTAAGAGATGCTGAGAGGACGTCTTCCTCATACCAAAGTCATT 
GTCCTCTCTCAGCTTCTCTTGTGGTTGTTTCTCTCTAGTGACCATGTTTTGCCAAAAftTT 
GGTATATGTGGTCTGAGTGACCAGAGTATTTGAAGTTGGGGCTCCCCTAGftAGTCTGGAC 
TGCAGGTGTAACCCCCCCCAATCTGGTGCACAGTGGGACAGTGCTACTTTTCAGCTCTTG 
GTGCCCTCATATCCTCTGTCTCCAGAAAACATTTGGGAAGGCACGAAGCCCTTATACCTC 
ACTCCTTCCCTTGATGAAAGGATCCAAGGGAGGCCCTGCCATGGCTTTGGGGACATGGGG 
CCGAGCAGCAGGACCCTCAAAGCCATGGTACCGCAAGCTGGAAGAACCTGAAGTGGTCTG 
CTTAGTCTTTTTTATCCTGCGATGTCATCGTGGGCCTGGCGATCCAGCAATTAGGCTAGG 
TTTATTTTTGGTTTTGTAGCACTCCCTGCCAGAGATGGGATCGAGGCCTGATCAGGAGCC 
TCTCTCAGCTGCTCTTCTTTCEAGCTAACCCAAAAGTCCATTCCTCAAATGGGTGGGGAA 
GGCAGGCITGGGTGTGGCCCTCCTGAGAGTCGGAGGTGCCCAGCTTGACCGCGAAGGCTG 



GAGTTGGCAGCCTTGGAAGCTGAGGAGGGCGAGGGTGGACCTGCTTCTTACTCTGCCCCC 
CAATTCCTAAflCTACACraAGGCAGCCCCTCTACTTAGCTTTGTGTTGTGCTATGGTTTTG 
TTCGCCCaTGTTACCTGCCGCTACTTTTGTGTTGTCTCCATGGTTTGTAAAATGCTCCCG 
GGGAGGGCCCATCCCCCTTGTTCTTCTCTGCTACCTTTTGGAAGAAAGTGGGTTGGCAGG 
GATGTGGTTACAGGATCTTTTTGTACGGTTGGATTAATAAAATGACTTGAAAATCCT 

>M_1.0.0 47422 vp40bll.rl Mus musculus cDNA, 5' end as: gi-2893320/// /clone=IMAGE: 1079133 
/clone_end=5' /gb=AA823452 /gi=2893320 /ug=Mm. 25352 /len=219 [gnl | UG| Mm#S29953'9] [SEQ ID NO:' 210] 

ATTGTGTTTTGCTAGCGTTTTGGTTTAGATTTGTGGTGCTGGGGATGGAACCCAGTGCTT 
GTACATGGTAGCCAAGAACTCCATGTTGAGCTACAAACTCAGCTCGGTTTTCTAGGTGGT 

>H_1. 0.0^48596 Homo sapiens cDNA PLJ90324 fis, clone NT2HP2001817, highly similar to Homo sapiens ' 
sirtuin type 1 (SIRTl) raRNA si: gi-22760489/// [Human_j ongleur_2 01102 . cl . S521 . singlet] [SEQ ID NO: 
211] 

CAGATCCTCRAGCGATGTTTGATATTGAATATTTCAGAAAAGATCCyjVGACCATTCTTCA 
AGTTTGCRAAGAAGAAACAGCATTGAAGCATTATTTGGGGGGAJ^AAACACACACRCAAAA 
TCCAGCRACTCAGCATTCATGAGCAACTCTATACTATACC AGTS TGTGCCTGTGCACTGG 
AZVGGAAAACAATTTTGGAAATATATCCTGGACAATTGCAGCCATCTCTCTGTCACAAATT 
CATAGCCTTGTCAGATAAGGAAGGAAAACTACTTCGCAACTATACCCAGAACATAGACAC 
GCTGGAACAGGTTGCOGGAATCCAAAGGATAATTCAGTGTCATGGTTCCTTTGCAACAGC 
AT CTTGCCTGATTTGTAAATAC3«AGTTGACTGTGAAGCTGTACGAGGAGATATTTTTAA 
TCAGGTAGTTCCTCGATGTCCTAGGTGCCCAGCTGATGAACCGCTTGCTATCATGAAACC 
AGAGATTGTGTTTTTTGGTGAAAATTTACCAGAACAGTTTCATAGAGCCATGAAGTATGA 
CAAAGATGAAGTTGACCTCCTCATTGTTATTGGGTCTTCCCTCAAAGTAAGACCAGTAGC 
ACTAATTCCaAGTTCCATACCCCATGAAGTGCCTCaGATATTAATTAATAGAGARCGTTT 
GCCTCATCTGCATTTTGATGTAGAGCTTCTTGGAGACTGTGATGTCATAATTAATGAATT 
GTGTCATAGGTTAGGTGGTGAATATGCCAAACTTTGCTGTAACCCTGTAAAGCTTTCAGA 
AATTACTGAAAAACCTCCACGAACACAAAAAGAATTGGCTTATTTGTCAGAGTTGCCACC 
CACACCTCTTCATGTTTCAGAAGACTCAAGTTCACCAGAAAGAACTTCACCACCAGATTC 
TTCAGTGATTGTCACACTTTTAGACCAAGCAGCTAAGAGTAATGATGATTTAGATGTGTC 
TGAATCAAAAGGTTGTATGGAAGAAAAACCACAGGAAGTACAAACTTCTMGAATGTTGA 
AAGTATTGCTGAACAGATGGAAAATCCGGATTTGAAGAATGTTGGTTCTAGTACTGGGGA 
GAAAAATGAAAGAACTTCAGTGGCTGGAACAGTGAGAAAATGCTGGCCTAATAGAGTGGC 



280/349 



1 [l!je>'/^:/yv'GG30S8201.s^] 



WO U3/058201 



PCT/US02/41825 



AAAGGAGCAGATTAGTAGGCGGCTTGATGGTAATCAGTATCTGTTTTTGCCACCAAATCG 
TTACATTTTCCATGGCGCTGAGGTATATTCAGACTCTGAAGATGACGTCTTATCCTCTAG 
TTCTTGTGGCAGTAACAGTGATAGTGGGACATGCCAGAGTCCAAGTTTAGAAGAACCCAT 
GGAGGATGAAAGTGAAATTGAAGAATTCTACAATGGCTTAGAAGATGAGCCTGATGTTCC 
5 AGAGAGAGCTGGAGGAGCTGGATTTGGGACTGATGGAGATGATCAAGAGGCAATTAATGA 
AGCTATATCTGTGAAACAGGAAGTAACAGACATGAACTATCCATCAAACAAATCATAGTG 
TAATAATTGTGCAGGTACAGGAATTGTTCCACCAGCATTAGGAACTTTAGCATGT(2AAAA 
TGAATGTTTACTTGTGAACTCGATAGAGCAAGGflAACCAGAAAGGTGTAATATTTATAGG 
TTGGTAAAATAGATTGTTTTTCATGGATAATTTTTAACTTCATTATTTCTGTACTTGTAC 
1 0 AAACTCAAaVCTAACTTTTTTTTTTTTTAAAAA/iAAAAAGGTACTAAGTATCTTCAATCA 
GCTGTTGGTCAAGACTAACTTTTAAAGGTTCATTTGTATGATAAATTCATATGTGTATAT 
AATTTTTTTTGTTTTGTCTAGTGAGTTTCAACATTITTAAAGTTTTCAAAAAGCCATCGG 



TCTTTGTAACATTGAATGGTTTGAAGTACTCAAAATCTGTTACGCTAAACTTTTGATTCT 
15 TTAACACAATTATTTTTAAACACTGGCATTTTCCAAAACTGTGGCAGCTAACTTTTTAAA 

ATCTCAAATGACATGCAGTGTGAGTAGAAGGAAGTC7VACAATATGTGGGGAGAGCACTCG ' 

GTTGTCTTTACTTTTAAAAGTAATACTTGGTGCTAAGAATTTCAGGATTATTGTATTTAC 

GTTCAAATGAAGATGGCTTTTGTACTTCCTGTGGACATGTAGTAATGTCTATATTGGCTC 

ATAAAACTAACCTGAAAAACAAATAAATGCGTTGGAAATGTTTCAGTTGCTTTAGAAACA 
20 TTAGTGCCTGCCTGGATCCCCTTAGTTTTGAAATATTTGCCATTGTTGTTTAAATACCTA 

TCACTGTGGTAGAGCTTGCATT3ATCTTTTCCACAAGTATTAAACTGCCAAAATGTGAAT 

ATGCAAAGCCTTTCTGAATCTATAATAATGGTACTTCTACTGGGGAGAGTGTAATATTTT 

GGACTGCTGTTTTCCATTAATGAGGAGftGCAACAGGCCCCTGATTATACAGTTCCa^AGT 

AATAAGATGTTAATTGTAATTCAGCCAGAAAGTACATGTCTCCCATTGGGAGGATTTGGT 
25 GTTAAATACCAAACTGCTAGCCCTAGTATTATGGAGATGAACATGATGATGTAACTTGTA 

ATAGCAGAATAGTTAATGAATGAAACTAGTTCTTATAATTTATCTTTATTTAAAAGCTTA • 

GCCTGCCTTAAAACTAGAGATCAACTTTCTCAGCTGCAAAAGCTTCTAGTCTTTCAAGAA 

GTTCATACTTTATGAAATTGCACAGTAAGCATTTATTTTTCAGACCATTTTTGAACATCA 

CT C CTAAATTAATAAAGTATTCCTCTGTTGCTTTAGTATTTATTACAATAAAAAGGGTTT 
3 0 G AAATATAGCTGTTCTTTATGCATAAAACACCCAGCTAGGACCATTACTGCCAGAGAAAA 

AAATCGTATTGAATGGCCATTTCCCTACTTATAAGATGTCTCAATCTGAATTTATTTGGC 

TACACTAAAGAATGCAGTATATTTAGTTTTCCATTTGCATGATGTTTGTGTGCTATAGAT 

GATATTTTAAATTGAAAAGTTTGTTTTAAATTATTTTTACAGTGAAGACTGTTTTCAGCT 

CTTTTTATATTGTACATAGTCTTTTATGTAATTTACTGGCATATGTTTTGTAGACTGTTT 
35 AATGACTGGATATCTTCCTTCS^CTTTTGAAATACAAAACCAGTGTTTTITACTTGTACA 

>gl|4482024|gb|AI549S61.l|AI549S61 ve61d02.yl Beddington mouse embryonic region Mus musculus cDNA 

clone IMAGE: 822S27 5', mRKA sequence [SEQ ID NO: 2121 

GATCCAGTAGTTGTTC7VGTTGTTCAGACTGGATGTCTCAGCAGTGTTACTCTGGTGCTGG 
40 AGTCCCGAGGGATCCCTGGAGAGCTGCTGATCGTGGTCTGTGTTGGAATCCTGAAGAAGT 

AGGTTCT3TGGTTAGCAGCAGAGGAGGCCCCGGCRGCAGGGTAGATGAACCAGGCGGTGA 

GAGTGAGGGCAAGCAGGGGAAAAGCCATAGCTTGCTTTTTCCCTGTCCTTTTATATAGGC 

TGCCACCAGCGTGTGTGTCCCAGATTTAGGGTGGGtCTTCCCACCTCAAAGGATCAAGGA 

AAATCTCTCACAGGTGTGCCCTGCTGGTTGGGTTTCaGTGTTTCCAGATGCCACAGTCAA .. 
45 AGGTGACCAGCCAGGATAGCCAATCACTTGAGTAGCATAGCATGCCCTCTCCTGCTGGGA ' 

GGGCCCTGTTTTCTGGATTTGACCATGGCAGAGTT 

>H_1.0.0 25623 Homo sapiens nuclear transcription' factor . X-box' binding 1 (NPXl) , transcript variant 
1, mRNA cr: gi-22212923/// [Human_jongleur_201102 . 123 84 .C2] [SEQ ID NO: 213,320] 

.50 gatggcggaggcgcctcctgtctcaggtacttttaaattcaatacagatqctgctgaatt 
cattcctcaggagaaaaaaaattctggtctabattgtgggactcaaaggagactagactc 
taataggattggtagaagaap.ttacagttc:accacctccctgtcacctti:ccaggcaggt 

cccttatgatgaaatctctgctgttcatcagcatagttatcatccgtcaggaagcaaacc 
taagagtcagcagacgtctttccagtcctctccttgtaataaatcgcccaagagccatgg 
55 ccttcagaatcaaccttggcagaaattgaggaatgagaagcaccatatcagagtcaagaa 
agcacagrgtcttgctgagcagacctcagatacagctggattagagagctcgaccagatc 

AGAGAGTGGGACAGACCTCAGAGAGCATAGTCCTTCTGAGAG'I'GAGAAGGAAGTTGTGGG 

tgcagatcc'caggggagcaaai'lcccaaaaaagcaacacagtttgtatacagctatggtag 
aggaccaaaagtcaaggggaaactcaaatgtgaatggagtaaccgaacaactccaaaacc 
60 ggaggatgctggacccgaaagtaccaaacctgtgggggttttccaccctgactcttcaga 
ggcatcctctagaaaaggagtattggatgggtatggagccagacgaaatsagcagagaag 

tccaccaaaacaggagggccaamcatacaaacgcaggacacagaaacaacatgggccc 
cattccaaaggatgacctcaatgaaagaccagcaaaatctacctgtgacagtgagaactt ■. 
65 ggcagtcatcaacaagtcttccaggagggttgacoiagagaaatgcactgtacggaggca 

ggatcctcaagtagtatctcctttctcccgaggcapacagaaccatgtgctaaagaatgt 
ggraacgcacacaggttctctaattgaacaactaacaacagaaaaatacgagtgcatggt 
gtgctgtgaattggttcgtgtcacggccccagtgtggagttgtcagagctgttaccatgt 
gtttcatttgaactgcataaagaaatgggcaaggtctccagcatctcaagcagatggcca 
70 gagtggti'ggaggtgccctgcctgtcagaatgtttctgcacatgttcotaatacctacac 
ttgtttctgtggcaaggtaaagaatcctgagtggagcagaaatgaaattccacatagctg 
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TGGTGAGGTTTGTAGAAAGAAACAGCCTGGCCAGGACTGCCCACATTCCTGTAACCTTCT 
CTGCCATCCAGGACCCTGCCCACCCTGCCCTGCCTTTATGACAAAAACATGTGAATGTGG 
ACGAACCAGGCACACAGTTCGCTGTGGTCAGGCTGTCTCAGTCCACTGTTCTAACCCATG 
TGAGAATATTTTGAACTGTGGTCAGCACCAGTGTGCTGAGCT6TGCCATGGGGGTCAGTG 
5 CCAGCCTTGCCAGATCATTTTGAACCAGGTATGCTATTGCGGCAGCACCTCCCGAGATGT 
GTTATGTGGAACCGATGTAGGAAAGTCTGATGGATTTGGGGATTTCAGCTGTTTAAAGAT 
ATGTGGCAAGGACTTGAAATGCGGTAACCATACATGTTCGCAA3TGTGCCACCCTCAGCC 
CTGCCAGCAATGCCCACGGCTCCCCCAGCTGGTGOGCTGTTGCCCCTGTGGCCMACTCC 
TCTCAGCCAATTGCTAGAACTTGGAAGTAGTAGTCGGAAAACATGCATGGACCCTGTGCC 
1 0 TTCATGTGGRAAAGTGTGCGGCAAGCCTCTGCCTTGTGGTTCCTTAGATTTCATTCSTAC 
CTGTGAAAAGCTCTGCCATGAAGGAGACTGTGGACCATGCTCTCGCACATCAGTTATTTC 
CTGCAGATGCTCTTTCAGAACAAAGGAGCTTCCATGTACCAGTCTCZiAftAGTGAAGATGC 
TACATTTATGTGTGACAAGCGGTGTAACAAGAftACGGTTGTGTGGACXSGCATAflATGTAA 



AGCCAGTTTTGATGAATTAACCTGCCATTGTGGTGCATCAGTSATTTACCCTCCAGTTCC 
CTGTGGTACTAGGCCCCCTGAATGTACCCAAACCTGCGCTAGAGTCCATGAGTGTGACCA 
TCCAGTATATCATTCTTGTCATAGTGAGGAGAAGTGTCCCCCTTGCACTTTCCTAACTCA 
GAAGTGGTGCATGGGCAAGCATGAGTTTCGGAGCAACATCCCCTGTCACCTGGTTGATAT 
20 CTCTTGCGGATTACCCTGCAGTGCCACGCTACCATGTGGGATGCACAAATGTCAGAGACT 
CTGTCACAAAGGGGAGTGTCTTGTGGATGAGCCCTGCAAGCAGCCCTGCACCACCCCCAG 
AGCTGACTCTGGTCACCCGTGTATGGCACCCTGCCATACC3U3CTCACCCTGCCCTGTGAC 
TSCTTGTAAAGCTAAGGTAGAGCTACAGTGTGAATGTGGACGAAGAAAAGAGATGGTGAT 
TTGCTCTGAAGCATCTAGTACTTATCAAAGAATAGCTCCAATCTCCATGGCCTCTAAGAT 
25 AACAGACATGCTlGCTTGGAGGTTCTiGTGGAGATCAGCRACTTAATTACCAAAAAGGAAGT 
TCATCAAGCCAGGCTGGAGTGTGATGAGGAGTGTTCAGCCTTGGAAAGGAAAAAGAGATT 
AGCAGAGGCATTTCATATCAGTGAGGATTCTGATCCTTTCAAT-ATACGTTCTTCAGGGTC 
AAAATTCAGTGATAGTTTGAAAGAAGATGCCAGGAAGGACTTAAAGTTTGTCAGTGACGT 
TGAGAAGGAAATGGAAACCCTCGTGGAGGCCGTGAATAAGGGAAAGAATAGTAAGAAAAG 
30 CCACAGCTTCCCTCCCATGAACAGAGACCACCGCCGGATCATCCATGACTTGGCCCAAGT 
TTATGGCCTGGAGAGCGTGAGCTATGACAGTGAACCGAAGCGCAATGTGGTGGTCACTGC 
CATCAGGGGGAAGTCCGTTTGTCCTCCTACCACGCTGACAGGTGTGCTTGAAAGGGAftAT 
GCAGGCACGGCCTCCACCACCGATTCCTCATCACAGACATCAGTCAGACAAGAATCCTGG 
GAGCAGTAATTTACTIGAAAATAACCAAGGAGCCAATAATTGACTATTTTGACGTCCAGGA 
3 5 CTAAGRAGATCATGATGCACTTAGATAAAAGAATGATTAGGTaTAGTGGAGACTTATTTG 

CTTGTACTGACACATCCAAAGCATGAGTGTGTCAGAAATCCCTTGTCTATTCCTGTCTGT 

ATAAAGTGTTTCATTATGACCAGATCTCTGATTGTATGGTCAeTAGGTATGCAATCACGC 

AlTCSiAAGAGGCTCTTTACACCATCACTGTGATrGCTCTGAGAGTTGAGGGACTATTGGG 
40 cnTATTTGGACAAACCAAACTTTTAGCCTGAAACCAACTTTATGCCACrAAGTCATAGC 

CTCAGTTGTCCCAGTTATTTGTCCTCCTGAAAATGCCTGAAACATCAGACAGACATTGCT 

TGCTTTACCCAAACTGATCAAAATCTTTAGGAGCACAAATGAATTTTTTAGTCTGAftATA 

CCAAATAATGAATTGGTATACCATATCCGGAATCACACATGTTATCTTAAACCCAGCCAT 

CATACCTAAGTCTTTTGCCAAAACCTCTCATAGGTATATCTAGCTGaACTTATTTTGGCA 
45 TTTTCAATGTGATCAGTTCTAGACCTAGAAGGGGGTCAGGCTBCTTTACftGAATTCTATT 

TCCTTAAGTCCCTGGCACTTCTCATACCACATCACTGAACCTGTTCAGTAACAATCfiGTT 

TGGCCGTCCCCCATGATGGTAGGAAATATAGAGAGCAAGTTCTTGTGCCAGGGTCACACT . ■ 

G7GGTCTCTGAACT3ACCAGTATATCCCTAACTCCTCTTTGATAGAGAAAGAGTCTCAAA 

TGGACAACTGTCCTGTGTTGCTTTCCCTAGGCCTTCAGCAGCCTATTGGCTCTCCCTGCC 
50 TCTGAGCTCTGGACTCTGTTTSAATATTCCAAGTAGTATATGGACAGTCCAGGGCTTATG 

CCCAGCAGCCCACTGGAGGCTiTTCTTCAGGCTCCn'TAAGGCAGGTGCATTGATAGTTCC 

ATTAGTGTGACCCTTGCATTGGCACCCCTCCAGCCTGGAGGCCaGGCTTCCAGCA.ZiCTTC 

CTTCTGCCCTAGAGCAAGCCATGAGCCCCAGAGCAGTAGCAGGAGACTTGAGA^.GTAGAG 

TGACAAAAACAAGCACTTAATTAAATTATAAAATTTAACTTT 
55 >M_1.0.0_20492 Mus musculus adult maie brain cDNA, EIKEN' full-length enriched library, 

clone; 0710001D07!Unolassifiable transcript, full insert sequence cr: gi-12833293/// ■/cds=UNKNOWN 

/gb=AK002941 /gi=12a33293 /ug^Mm. 45160 /leil=1133 [Mouse_jongleur_201102 .13739. CI] [SEQ ID NO: 2141 

GGTGGCCGCGCACGCGCTCTGCGCGCTGGCGTCACTTfiGCAACX3GCTCRACCGTGt3GCCA 

TTAAAACCCAAAACCCCAGGGCCCCAAGTCGCCTCAAGCGGGGGTCTTGCGGCGTGTTTC 
60 CCCAGGTCGGAACCACTGCCCCTCCAATACTGGGCCCTGAGGSTGTGGCCCCCCTGCCGA 




TCGCTTGCCTGATGCSACAGTCAGCTACTTGCGAAaAGTTGGACAAGGAGARTGGGCCAAG 
>iGAGGCTTTACCAGCATGAAGGTGCTACGAGGCCAGGCCTGAAATACCACGACTCAGTTT 

65 CCTCCTTCTGTCAGTGGGAAAACGGATACCCGACTTGCCTGC3CTAAAAAGGTGTCAACT 
TAGGGACGAAATAATGCTTTGCGAGGCTGCGGGCGAACTGATCTCATTCGAACTCGTTAT 
TTCAAGACCCTGACAGAAAGCCCGGACATAAGTCCTCGACACTCCAGGACTACCAAGTGT 
AACGTATAAAGCCCATTAGACTCCATCTTTCACATAAGAAGCAGGCACTGTGAACTTTGA 
AGCCGTAGAAATTGGGTTGTAGGTCTTTCCTGGCCGAAACTGGAGAGTCGTCACTCTTGA 

70 AACTTACTTACCTGGGTGTGTGGGTTTGAAGATGGAAGACTTAATTCCAAGCAAAGRCGA 
CTTAAATSGGCAGTOAAAATGAACAGACACAGCAAGGGTTAGSGCTGGGCCAGTGAAGGA 
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TCAGAGCCACAACCTAGRCTCTGGCGGTGGGGATGGAAACGCGGAGGCCAGCTCTGAGCG 
GGGGAATGAATAGGTAGGCCAGGTTTCTAGCGTGGTT3CTGAGACAGGTGGGAGTAACAT 
TTAGCAAGACGGAAAGAAAGCTGCCTTTGTGTGTCAGTTACTAAATGGTAGTGACATTCC 
TTACGGATGACATGGTAGAACGATGGAATGTGGATACGTTGGTTGGGGAAACATTCTCCG 
CTCTCATCTT CCATGTGGAACGATATCCATCAATTTAATACATCTACTTTCCG 
>H_1.0.0_24040 Human cathepsln L gene, complete cds cr: gi-809235/// 
[Human_jongleur_201102. 11345. CS] [SEQ ID NOi 215] 
ACCTCCACGTGCCCTGTTTTTCTGGAGGCAOVTCCTTGGCCTCTTCCACAGTCCTTGGGT 
AAftTGCTTGGGAGAATAATTTAAATATTTTTATTCTACCATGGTGGCCCTAATTTTTCAG 
GGGGCAGTAAGATATGAATCCTACACTCATCCTTGCTGCCTrTTGCCTGGGAATTGCCTC 
AGCTACTCTAACACGTGACCACAGTTTAGACGCACAATGGACCAAGTGGAAGGCAAAGCA 
CAAGAGATTATATGGCATGAATGAAGAAGGATGGSGGAGAGCAGTGTGGaGAGAACATGA 
AGATGATTGAGCAGACAATCAGGAATACAGCCAAGGGAAACACAGCTTCaC3«^TGGCCAT 
GAACGCCTTTGGAGACATGACCACTGAAGAATTCAGGCAGGTGATGAATGGCTTTCAAAA 
CCGTAAGCCCAGGAAGGGGAAAGTGTTCCAGGAACCTCTGTTTTATGAGGCCCCCAGATC 
TGTGGATTSGAGAGAGAAAGGCTACGTGACTCCTGTGAAGAATCAGGGTCAGTGTGGTTC 
TTGTTGGGCTTTTAGTGCTACTGGTGCTCTTGAAGGACAGATGTTCCGGAAAACTGGGAG 
GCTTATCTCACTGAGTGAGCAGAATCTGGTAGACTGCTCTGGGCCTCAAGGCAATGAAGG 
CTGCAATGGTGGCCTAATGGATTATGCTTTCCAGTATGTTCAGGATAATGGAGGCCTGGA 
CTCTGAGGAATCCTATCCATATGAGGCAACAGAAGA*.TCCTGTAAGTACAATCCCAAGTA 
TTCTGTTGCTAATGACACCGGCITTGTGGACATCCCTAAGCAGGAGAAGGCCCIGATGAA 
GGCAGTTGCAACTGTGGGGCCCATTTCTGTTGCTATTGATGCAGGTCATGAGTCCTTCCT 
GTTCTATAAAGTVAGGCATTTATTTTGAGCCAGACTGTAGCAGTGAAGACATGGATCATGG 
TGTGCTGGTGGTTGGCTACGGATTTGAAAGCACAGAATCAGATAACAATAAATATTGGCT 
GGTGAAGAACAGCTGGGGTGiiAGAATGGGGCATGGGTGGCTACGTAAAGATGGCCAAAGA 
CCGGAGAAACCATTGTGGAATTGCCTCAGCAGCCAGCTACCCCACTGTQTGAGCTGTGGA 
CGGTGATGAGGAAGGACTTGACTGGGGATGGCGCATGCATGGGAGGAAT.TCTTCAGTCTA 
CCAGCCCCCGCTGTGTCGGATACACACTCGAATCATTGAAGATCCGAGTGTGATTTGAAT 
TCTGTGATATTTTCACACTGGTAAATGTTACCTCTATTTTAATTACTGCTATAAATAGGT 
TTATATTATTGATTCACTTACTGACTTTGCATTTTCGTTTTTAAAAGGATGTATAARTTT 
TTACCTGTTTAAATAAAATCG 

>M_1.0.0_S998 Mus musculus trophoblast specific protein alpha .(Tpbpa) , ntRNA cr: gi-S678404/// 
[Mouse_jongleur_201102.35S3.C2] [SEQ ID NO: 216) • 

CCAGGGTGTTTGATGCTCCACSSTCAAAACCATAGTTGTW^CTAAAAAGCCACTCAAAGTTA '• 

CCTAGRACCATTTCTTTTTCAQCAGCCCACAAAGCACAGCATTGGGGTACTAATGAGCCA 

AGGACCTCAATGTTCATTTCCAACCTTCCrCTAAAACTGACTCATGC3iAATCTCCCATAG 

TCCAATGCAGCAATCCACACrTCATCCTTCAATTTCX3TAAATGCCTGGAGTCCTATAGCC " 

CAGGGCCAATGGTGTCATCAACACAACOAATCATAAAAGCATTAGTACTTATGGGTGGTG 

CTTAGTAGCCAGAAATTAGGGATTTAAAGACTGAATGGTGTGCGGCTCAGCTAGATTCTG 

GATCTCCAAGGACCTCTGAAGAGCTGAACCACTGGAGTGCCCAGCACAGCTTTGGACATC 

ACAGGTACTTGAGACATGACTCCTACAATCTTCCTAGTCATCCTATGCCTGGGAGTGGCC 

TCAGCTGCTATAGTCCCTGAAGCGCAGTTGGATGCTGAACTGCAAGAGCAGAAGGATAAA 

GAAGTTCTCATAAAAGCAGTGTGGAGTAAGTTTATGAAGACTAACAAACTTCACAGTAGC 

GAAAATGACCAGGAGACGGAAQGCTCCAACATAGAAATGAGTGCCTCCGGTCAGCTAACT 

GATGAAGAACTCATGAAAATAATGACTACTGTTTTACACCCAATGTTTGAAGAGGAGGAA 

AACAAACCACAGCCAGTTGTTGATGACCCTGAATTTGAGGATTACACAGAGAGTGGCGAT 

GGGTTTTTTGTACCAAATCAQCCACAGTSACATGGACAGCAGTATGAAGTTAGGCAACGA 

GCraAAACAGCCACTGTGCCATTGTCTAAGAAATCTCTGCCCCAACATATGAACTGCCTGA 

TGGTGAAAAAGAAGATCTGAACTGGGGCAAGGGCAAGCAAAAACAGCAGGGACTTCCCCA 

ATTCAGTATCCCCTGACAAGTSGGATCCTGCACTCAAGTCCCTTAARTATATACTATGAT 

ATGAAATCCAAAACATGTTCRCACTAATAAAACCTTACCATTACCTTAATCCATGCTCTC 

AACTCATTTATATAAATGACCTTCAGAATCATTTTTAAATTTAAAATTTAAAAAGAAGAT 

GCAAGTCTATATCTTTAAAATAAAACTATTCAAAAGGCAGTGTTCTGGTTTCTTTCAGGT 

TTTGTGAAGGCAAATTGTTAGGIGGATAAGACATAGTTCTGTGTGAAGGCATAATTAACT 

GTGTGCTGGTGTTCAGAGAAGAGTGTGAGTGGTCGTTTCAATATAGAATCAGTATTCCAT 

CCTTTATTATGTTTTGTTCCTCAGGTTTTAAGTGTACTCTCTCAACAATTGTCTGAAAGT 

CTAATTAAAAATTTCAGGAATTCAATGATCTTAATTCACATTAATATGATAGATTAAAAT 

TGTTTGCATTCTCTGTAAAGTGATGGCTCCTTAATCTGTTAGACATCTCTGCACCTGTGC 

AGGAGAACTCTTTCTACTTCATTTTATGAGATTCTTTTTTTCTACTTTTTTTTTTGGTTT 

TTCGAATTCTATGAGATTCTAATTACATCATTTACCCCTCTCCTTTCCTCCCCACAAACT 

CTCCCATATACCTCTTCTTTCrCTCTCCCAAATTAACTGCCTCCTTTTTAAATTAATTGT 

TGTTTTATGTATTCCAAAGTATGTAAAAGCAAGGTGCTAAAGTC 

>gi|29445|enib|V00500.1lHSBGLX Human messenger RNK for beta-gldbin [SEQ ID NO: 217, 218, 219] . 
ATGGTGCACCTGACTCCTGTGGAGAAGTCYGCNGTTACTGCNYTNTGGGGCAAGGTGAAC 

AGGTTCTTTGAGTCCTTTGGGGATCTGTCCACTCCTGATGCAGTTATGGGCAACCCTAAG 
6T6AAGGCTCATGGCAAGAA&QTGCTCGGTGCCTTTAGTGATGGCCTGGCICACCTGGAC 
AACCTCAAGGGCACCTTTGCCACACTGAGTGAGCTGCACTGTGACAAGCTGCACGTGGAT 



AAAGAATTCACCCCACCAGTGCAGGCNGCCTATCAGAAAGTGGTGGCTGGTGTGGCTAAT 
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GCCCTGGCCCACAAGTATCACTAAGCTCGCTTTCTTGCTGTCCAATTTCTATTAAAGGTT 
CCTTTGTTCCCTAAGTCCAACTACTAAACTGGGGGATATTATGAAGGGCCTTGAGCATCT 
GGATTCTGC 

>M_1.0.0_S234 7 Moderately similar to F261_MOUSE 6-phosphofructo-2-]t:inase/f ructose-2,fi-hiphosphat 
1 (6PF-2-K/Fru-2, e-P2ASE liver isozyme) [Includes: 6-phoSpho£ructo-2-kinase ; Fructose-2, 6- 
bisphosphatase ] [M.musculus] as; gi-157141S2/// 6033S07S3P1 Mus nnisculus' cDNA, 5' end 
/clone=IMAGE: 5363118 /clone_end=5 ' /gb=BI737149 /gi=157141S2 /ug=Mm. 132391 /len=696. 
[gnl|UGiMm#S21843671 [SEQ ID NO: 220] 

CCACAGTAGAGGCCCAACAAAGGGAGACAGTCOGACAGGACCACCftAGTTGGAGCCTCTC 
MACAAAGGGAGTGCCCGGTACCAGGACAGTTCCGTGGGACAGGACAGCACGGCCAGGTA 



GCTGGCCTGCCTTTaACAGGATCCCCCGAAAGAGAATCTAGGACGAGGCAGCCTGGQCCG 
CAGCTCTCCTGTATTCCAGTGTATAACITGGTAGACGTTAGGAATGGGCGCCACGCATGG 
TCCTTTCCACACTTACTCTCCTGAGTACCCACAGATGCAGAGGTTAGATGTGGGTAGAAG 
CTCCCTGCTCCATCTTCT6TTCCAGGCAGGGAAGGAAGGGCTTTCCACTTCACCTGGGGT 
GGTGTCCACATAAGGCCCCATGAAGATCAAGCCTCTGGCTCCAAGAGTAGCTATGGAGAG 
GGCAGTAGAACTCTTCCAGGGGTTGCCTGGCCCCCATCAGGCAGCAGGGCCACAGTGGAA 
TGTCTTAGTGAGAGTTTTTTGTCTCAGTGTCTCATTTAAGGTTQCAAACGTCATGAAGCA 
GCCAGCCTGGTGAGTGGACTGCTCGAGTGCTGTAGCAGAGGGGCTGGCAGCAGAGCACAT 
AGCCCAGGGATTCTCAGCAGCCATACCCAACCTGTCACTGGTGGTCAACAAAGAGGCCGG 
TGGGCCAGGCTGAAGGTTCTGAGTGTTGCTAGCCACCCATGGCTTCAGGAGTGTTCETGC 
ATGGTGGCACCATCAGTACAGCAACACAAGATGGCCTGGAGT6ACCCCTCTGACAGAGGT 
CAGGGTCACTGGTGAGCAGGGACTGTGACAGGCTTCCTCTGAAGGCCTGGATATGT • 

>H_1.0,0_2551S Homo sapiens septin 3 (SEPT3) , transcript variant A, mRHA cr-. gi-22035571/// 
lHuraan_jongleur_201102. 12125. C2] [SEQ ID NO: 221] 

CAAAGGAGGATTCATGTCCAAAGGGCTCCCAGAGACCAGGACGGACGCAGCCATGTCAGA 
GCTGGTGCCTGAGCCCAGGCCTAAGCCAGCGGTGCCCATGRAGCCCATGAGCATCA^CTC 
CAACCTGCTGGGCTACATCGGCATCGACACCATCATCGAGCAGATGCGCAAGAAGACCAT 
GAAGACCGGTTTCGACTTCAACATCATGGTCGTTGGCCAGAGTGGACTGGGCAAATCAAC 
GCTGGTCAACACGCTCTTCAAATCCC3\AGTGAGCCGCAAGGCCTCCAGCTGGAACCGGGA 
GGAGAAGATCCCCASGACAGTGGAGATCAAAGCTATCGGGCATGTGATAGAGGAAGGCGG 
TGTCAAAATGAAGCTGACCGTCATCGACACCCCAGGCTTTGGAGACCAAATCAACAATGA 
AAACTGCTGGGAGCCCATTGAGAAGTACATCAATGAGCAGTACGAGAAGTrCCTGRAGGA 
GGAGGTCAACATCGCCAGGAAGAAACGCATCCCTGACACTCGTGTCCACTGCTGCCTTTA 
CTTCATCTCTCCCACAGGACACTCCTTGCGACCTCTGGATCTTGAGTTCATGAAACACCT 
CAGCAAGGTTGTGAACATCATCCCTGTCATTGCTAAGGCTGACACCATGACCCTGGAGGA 
GAAGTCTGAATTCAAGCAAAGGGTTCGCAAGGAGCTTGAAGTAAATGGCATTGAATTCTA 
CCCCCAGAAGGAATTTGATGAGGATTTGGAGGATAAGACGGAGAATGACAAAATCAGGCA 
GGAGAGCATGCCTTTTGCTGTGGTGGGAAGTGACAAGGAGTACCAAGTGAATGGCAAGAG 
GGTCCTCGGCCGAAAAACTCCATGGGGGATCATCGAAGTGGAAAACCTCAACCACTGTGA 
GTTTGCCCTGCTTCGAGACTTTGTCATCAGGACCCACCTCCAGGACCTCAAGGAAGTGAC 
ACACAACATCCACTATGAGACTTACAGGGCCAAGCGGCTCAATGACAATGGAGGCCTCCC 



CAAACCACTCCTCTCCTCCCAGTGGAGTGGGGTTCTGCCAGTACAGCCCTACTGCATCAT 
CTGCGTCAGCCGGTCCTAGCCCATCTGCAGGGTGAAAGAACTCATCAAGAGCTCCTTCTG 
CCCTTGTAAGCCCATCCCAGCTACTTGTAACCATCTCTAAGGGCAATGGCATTGCTCCCT 

T3CTTACTAGATTCATTGAGATCAGCTGTGTGAGCCCCAAAGTGGGACAAGGGTGT-CTCC 
TTCATTACTTAAAGATATTCATGAGGGTGGGTCACTACAGATGTTGGGGAGCAAGGGCTA 
GGATCACTTTTTAAAAAATCACCACTTGTGGCTGTCCCAGAGTGCGGTTGTACATCCTCC 
CCACCTCATAACGCAGCCACTGAGGAAGAGTGGTTTTCCTAAGAAGACATTGCTGGAGTT 
GACTTTCTTCTGTCCAAACAAACAAACaAAAACTAflACACACACACAAACCCCCAGAAAC 
CCACAATATGTACACGCTAAGGAAAAACTAGCACCCTTCTGTCCACTCAGCAATAAGAGG 
GATCT CTTCCCACCTACCCTACCTACTCCTACCCCCAACCCCCTTCCCCATTAATGTGAG 
TAATGAATTAGCCTGACCACAGGTGGTCRCTGTAGGCTAATGGAAAATACCCAAGGGAGG 
GCAAAGCCCCCCATCAGATGCATGAATGTTTGCGAATGTTGACTGCCACTGCCCCACACA 
CTGTGTCTTTATAGAATTCCCCTTTGCCCACCCTCTTCCTGTCTCCACCTGGACACAACT 

TGCTCAAAGGCTGGTGACTTGTGGGCCATTCATCTACAACCAAGTCCTGATGGAGCAAGA • ' 

GGCCCACGCCTAGGGGATGCAAGAACAAC 

■^H_1.0.0_33714 Homo sapiens mRNA; cDNA DKFZp761J0720 (from clone DKFZp7SlJ0720 ) /gb^AL833252 
/•gi=21733835 /ug=Hs . 349B45 /len=3S 02 . Highly similar to KPC1_HUMAN Protein kinase C, beta-I type 

!PKC-beta-l) [H. sapiens] cr: gi-21733885/// Homo sapiens mRNA; cDNA DKFZp7filJ0720 (from clone 
DKFZp761J0720) /gb=AIj833252 /gi=21733a85 /ug=Hs . 349845 /j;en=3602. [Human_DOngleur_201102 . 200S9 . CI] 

[SEQ ID NO: 222J 

AATGATCTGAGACAACTTTAGAAAACAATGTAGGATGAATGGAAAGAGAAAGAAAGGAAA 
GAAAGAAGAAAAAGAAAGAAGGAAAGAAAGAAAGAGAAAGGAAGGAAGGAAAGAAGGAAG 
a^AAAGAAGGAAGGAAGGAAGCAATATAGTGTTATAAATACTGCACTCAACATTTTCCAA 
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ATTCTTGCCATTATTTTTCAAAAGTTTAATAGTTTGCAGAaATAGATACTCAAGCCAAAG 
TCTGTTTTAGAGAARCTTTCCATGGAAAGTCAGAATTTCTACCaCTTCCTTTTCTATCCR 
CATTTCCASTGCAGAAGAAACTGAGAAACAGAGCTTTTTGRAGnGAGGACAGGGCCATAG 
CAACAAGGACCTTCTTGGGGGATTAATGGGAGGTCAGTAGAATTAATAACCCTCCTTGGA 
TGAGTGCTACTGTTTTCACATGGCTTCAGATGCTATCAACCTCAAAGAAATGATCTCAAC 
AGAGAAGCTTATTCTCTCCCARCTTCTACGGTAAAATCCAGGAGTATTTTCTCTGGGGAT 
CTGCCCACAGGACAAAGTCCATAAAAGCAAGTCCTGTCTGGACCATGTGGTTATCTGAAG 
CATTAGCCATCACCAGCACAACAAACGGGGCAGGGCTITCCAAGGTGGGGCTGGTCAGAA 
GGGAATCTTTGATAAGAGGCCCACAGGCAGGGAAAGCGAAATAGGCTTGATGAGACCAGG 
GGAGACCTAAAT^AAAAGGCAGCTTTGTGTCTTCTAGCTCCAAATATACCTGCCTTTTAGC 
TCACACACTGTCCTGGAGTTCTCAGACCTTTAGGGGCCCTAACACAGTTCAGTTCATACA 
GGGGTTCAAAAGGGACAGTGGCCCATTTGGGAGACCTTTAGGATC3VRTGGGAATCAATTC 
CATTGTTTTGCCTCAGAGTAAAGTTTCTGGCTCGGGGACAATTATAAGTTGCAAAAAGGA 
TAGAGGCATATCCCAAGTCTTCCTTCATTCCACAAATAATTACAAACAACCTACTGTGTG 
CCAGGCACTATTCTTAGCACTGGAAATACACTAGTGAAGAAGCAGATGAGGACCCTGTTT 
ATTGTTTCTCTCCAAGAAATTCTCCAAGAATATTGTTTCTTGGAGAGAAATAATAAATAA 
ACAAGACAATTTCTGAAAGCAATAAGTGCAATCAAGATAATTAAAGGATGCTAAAGTGTG 
ACTTGTGGGGATTGGGAGAGAGATGCACAGACAATATTAAAGAGGAGGCATTCGAGCTTT 
GTTGTGAACACCGGAAGTAACATGCCGAGCGCCTGGGGGATGGRAACTCCTATAGCACCC 
CACAGGOTAACAGCAAGTAGGACAAGACAAAAAGGGCAGGTGGGACATGGTAGAGATGGA 
CCCTACCCAGGAAACAGCTCCATCAGCATCTTAGCCTGCCCCACTCTAGCCACACATACC 
CACGTGTGCTCCTGAGTTCAGTGTGCCCACCTCACTCCCACACCCTCACATAGACTTGGC 
AAGAGTAAGGAGGGAACTCCATAGAGACATTTTACCTATCTCAGGGGAGCAGCCACAAAG 
AAGCAAGTCTTGTAAAAGGTCTTTTGCAAAGGAGAGTGRACCCAGCAATGAGAGAGATCC 



CTAATGAGTCAGTGAATCCTTACCGACCCCCTGGCCTTTATAATCTGAGGCAACTTTGGC 
TGCAGCCCGGGAATGTGCAGGGCACTAGGGAATACAAGGCCTTCTTCCCTGGTTGTCTTG 
TAATAAAACAGCCATGGGGTTGTCCCTCCAGTCCGAGAGACTGAGATGAGQCCTACATAG 
CAGCGATGTGGTCAGGTASAAATCAGGAACCCACTGAAATCTTGGGCAAGCCACCCTGCC 
TGCTTGTGCCTCGGTTCTCTCATATGTCATATATAGGAGGTGAGGACTCCAGCTCCACCT 
GCCCCAGGTGGGTGTGGTGATGATGRGGAAAGACAAGAGGCTTGCAflGGACCCTGAAGAG 
GTCGGAGCATCATACAGATTCCTTTATTAGCCCACATTCTGATGTTCCCTGGTGAGACTT 
GCCGCAAGCAATTGCT^TAAATGGGGGTTT^ATTTCTTCTCCACCTCCCTACTGAACAAA 
AAAAGAAATGCCAGACTfACTAGGAGAATCGAGTTGCTTTGAGrrTCTTTTGTTTTGTTT 
TGTTTTGTTTTGTTTTGTTTTAAGGCTCXX:CTTACACACCCTCCTTTAAGCTTTGGGTTT 
TCTCTCrrATAGTTTGTTGACTAGATACATGCTAAAAATGTCTTTGGAGAAAACTTCTGC 
CTGATAAACACCCSU^TTCTAGACTGTGGGTGGATTTTCGAGCTGACGGTGGTCAATTCCT 
TTCATTAAGCAGTGATCTGATTTCTCCACATGGCCATTCTGCCTTCITGGGGGCAGAGTA 
GATGGGCAGCAGTTCACCTTTTCAGAGAAAGAGGTCTTCTAGCCACCTGGGCTGCTACTG 
AATGGTTTTCTCCAGGACGCTCTACCTAATGATTATTTCTATAACATTAAGCATGGTAAT 
AAGTAGCTTCCAATTCAATTCATCCTAAAGCCAAAGAAAATACAGCACCAC'ACACACACA 
CACACACACACACACACACACACACACACACACACACACACCACTTTATGGCAATTCTTA 
ACTGACATTCAATGACTTACTTCTTTTCTTAGRAAATTTCCACCACATTTCTATCCCCAA 
GCCAACATACAATGTGAAATGAAAGCCAGTGCGTGGAGTGCAGCTGCTAAAAATTTTCAG 
CACAGGGCTCTTTCTGACTCTGCTCATGAGATGGTATCAGCCACCCTiATGACrGGCGTAT 
CTTGGTCCTGTGTCTTTCTTCTTACGCTGTGTTAATGTGTTTACTTTCCATTTGGCAGAG 
AGACAAGAGAGACACCTCCAACTTCGACAAAGAGTTCACCAGACAGCCT3TGGAACTGAC 
CCCCACTGATAAACTCTTCATCATGAACTTGGACCAAAATGAATTTGCTGGCTTCTCTTA 
TACTAACCCAGAGTTTGTCATTAATGTGTAGGTGAATGCAAACTCCATCGTTGAGCCTGG 
GGTGTAAGACTTCAAGCCAAGCGTATGTATCAATTCTAGTCTTCCAGGATTCACGGTGCA 
CATGCTGGCATTCAACATGTGGAAAGCTTGTCTTAGAGGGCTTTTCTTTGTATGTGTAGC 
TTGCTAGTTTGTTTTCTACATTTGAAAATGTTTAGTTTAGAATAAGCGCATTATCCAATT 
ATAGRGGTACAATTTTCCAAACTTCCAGAAACTCATCAAATGAACAGACAATGTCAAAAC 
TACTGTGTCTGATACCAAAATGCTTCAGTATTTGTAATTTTTCAAGTCAGAAGCTGATGT 
TCCTCGTAAAAGTTTTTACAGTTATTCTATAATATCTTCTTTGAATGCTAAGCATGAGCG 
ATATTTrrAAAAATTGTGAGTAAGCTTTGCAGTTACTGTGAACTATTGTeTCTTGGAGGA 
AGTTTTTTGTTTJAGAATTGATATGATTAAACTGAATTAATATATGCSiAGCTCTTGTTTA 
TATGTCTTTTCTTAAATAGACTACGTTACAGAGGTTACAGACTGAAGATCCAGTTTGTAG 
CCATTAGATAAGCTT ! 

>H_1.0.0_11510 Homo sapiens hypothetical protein PliJ22S24 (FIiJ22S24) , mRNA cr> gi-13376190/// 
[Huinan_jongleur_201102 .4415.C1] [SEQ ID NOi 223] 
GGCACGAGGGTCGTGGAAGCTGGCCTGGCCCCCGGAGCTCCCTGGAGTCGGTACTGGGGG 
CTTCX3TTTTGTACGCACCGTTTTCTCTCTGTGCTATGGGAGATGTCAAGBAATCAAAGAT 
GCAAATAACACCA.GAAACTCCAGGAAGGATCCCTGTTTTAAATCCTTTTGAAAGTCCTAG 
TGATTATICTAATCTCCATGAACAAACTCTCGCCAGTCCTTCTGTTTTTJiAATCAACAAA 
ATTACCS^CTCCAGGGAAATTTAGATGGTCTATTGATCAACTAGCTGTAATAAATCCTGT 
AGAAATAGACCCAGAAGATATTCATCGTCAAGCTTTATACTTAAGTCATTCTCGAATAGA 
TAAAEATGTGGAAGACAAAAGACAAAAAGCCATTGAAGAGTTTTTCACTAAAGATGTCAT 
CGTACCCICTCCTTGGACTGATCATGAAGGGAAACAGCTTTCACAATGTCATTCCAGTAA 
ATGCACTAACATAAATAGTGAGTCTCCAGTTGGAAiiAAAGCrGACCATTCATTCTGAGAA 
AAGCGATGCTGCTTGTCAGACATTGCTGTCTCTTCCTGTGGRTTTTAATTTAGAAAATAT 
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rATTTTAGAGCTGATGAATTTGCAGATCAATCTCCTGGAAACCTCRGTTC 
TTCATCCCTCAGAAGAAAGCTGTTTTTAGATGGGAACGGAAGCATCTCCGACTCCTTACC 
TTCGGCTTCTCCCGGAAGTCCTCACAGTGGTGTTCAAACATCACTAGAGATGTTTTATTC 
AATAGATTTGTCTCCTGTAAAGTGTAGGAGCCCCTTGCAGACACCAAGTTCGGGGCAGTT 
TTCTTCTAGCCCTATTCAGGCTAGTGCAAAAAAATACAGCTTGGGAAGCATAACTRGTCC 
TTCGCCTATTTCTTCACCCACTTTCTCACCAATTGAATTTCAGATAGGAGAGACTCCACT 
CTCAGAACAAAGGAAGTTTACTGTTCATTCTCCTGATGCTTCATCTGGAACAAATTCTAA 

TTGGTCTCCTATGAGACTTCAGATGTATAGTGGTGGTACTCAGTATCGGACCTCAGTGAT 
TCAGATACCTTTTACTCTTGAGACTCAAGGTGAAGATGAGGftftGATAAAGAGAATATTCC 
TTCrACAGATGTCTCATCACCCGCCATGGATGCTGCTGGAATACACCTACGGCAGTTTAG 
TAATGAGGCTTCTACCCATGGTACACATTTGGTTGTGACTGCCATGTCTGTTACACAAAA 
TCAGTCCAGTGCTTCTGAGAAAGAATTAGCACTGTTGCAGGATGTTGAAAGGGAGAAAGA 
CAATAACACTGTGGATATGGTTGATCCTATAGAGATAGCAGATGAGACCACTTGGATTAA 
GGAGCCGGTTGATAATGGCAGTTTACCCATGACTGATTTTGTAAGTGGCATTGCOTTCAG 
TATTGAAAACTCTCATATGTGCATGTCACCTCTTGCTGAAAGCAGTGTCATTCCTTGTGA 
AAGCAGTAACATTCAGATGGATAGTGGCTATAATACGCAGAATTGTGGAAGCRATATTAT 
GGATACAGTTGGGGCAGAAAGTTACTGCAAAGAAAGTGATGCACAAACATGTGAAGTTGA 
GAGTAAATCTCAAGCATTTAATATGAAGCAAGACCACACAACACAGAGGTGTTGGATGAA 
AACAGCAAGCCCTTTTCAATGCAGCAGTCCATAGAATACCTCTGTCAGAATCTUiAGACTA 
AGCTTAAGAGTTCCTCX3CATATATCGTTGTGCACAGGATCAACATGATGGTGACTGGGAA 
AAAATTACTTCAAGTAACATGCTTAGCTTTCCCTCCTTAATGTGAAAAATCAAGGGCTTA 

TTTTATCAATAAATATTTTTATACTTACATTGAGTGATGTGTTTAACAACAAATTGTGAC 
AGAGCTGAGTGCTCCTATCTTACAGGGTCAATGAACTACTTATTaAGCCTTACTGGTAGC 
ACTGAATTTAGCAGTTCTGAGAACATGTGAAACTATGTTAAAACTGAAGGCACTATATAT 
TTTTACATAAAAGCTTGAACATACAGATGAATTATAACCTATGTGAAGAAATCTTAGATA 
TAAAACTAACTTTTCAAAGATACAAAAGAAATTAAACAGGTTTCCTGAAATTTTAGTTCT 
TGGTCTGTTCACCTCTGTGGGGAAAATTCTTAGTTCCAGTGATAACTGTTCTAGTTACTA 
CTTTTAAGTATGTAAATACTAGAAAGGTAGTACTAGTGACATCATCACGTGTATTGTTAT 
CTATGGGGCAAATGTGTGGTGCCCAGAATAAAATATACCTCATGCCTAGGGTAGGGACAT 
CCTTTCCAGCTCAAACGTGGGTAGGGATGTGGGAGAATAAGAATGTGGGAGAACCAAGAG 
AAAAAGTGGGGCTGGGAGAGTGGAGTTCCCGTAGGGCATAGGCXITGTGAMTAACACTGG 
GGCAGATATGTATGITATATACAACTATTTTTTTAAAAAACTTATATCCATGTTGGGAGT 
AGATGGGTATATAACRGTTTGGAAATACTATCTTTGGAGAATGTATTTTTGTATTTATAA 
ATCAACTTTTAAAAACTGTCTCATTCSiAAAGGGAATAATTCATATGTACCCTTAGGAAAT 
AAAGACCTGTGTTATC 

^H_1.0 0 13668 AGENCOURT B840212 Homo sapiens CDNA 5' end cr: c 
/clone_end=5' /gb=BQ9335'29 /gi=22348912 /ug=:Hs.391S64 /len=935 
ID NO: 224] 

CCACGCGTCCGCCCRCGCGTCCGTGGAATTTTAAGTCATCATGACCCTTTGCTACAAATC 
AAGACTTCCCAGGGAACTGTTCCSiACTGCTTTGGCATTTGAGCGCCTGGGCAGTTCTGTA 
TTAAGTAACAGCATACCACCTCAGTCTTCAACATACCGCTCAGCTCAAGAGTCTGCACCC 
CATCTTTTACAACCTCAATTTAGTTTGTTGCCTTCAGCACTTGGGGGATCCCAGCAGACT 
CCTaUVGCCTACAGTTCAACTCTCTTTACTAGTTCTACTGCTTCCATTGAAAGAGCTCTT 
CTTCGAGAATGTAGTGTTATTAAACACCATCAGCGGCCTTCAGGTACCCAGTCAATTCAG 
GCACAACTGACTGGTTCACAGCACTCCTTACATAGTTATCTAICAAATTCAAGTGTAGTT 
AATTTTCAGGAAACAACCAGGCAGTCATCTTTATCCTGTAGCCCAATTGGAGATTCCACT 
CAGGTGAGCAACGGAGGATTACAACAGAAGACCTCCCAGGTCTCAGTGGAACTTGCTCAG 
TCTTACTCATCTGOGATrCCaTCATCAGGGTATCCTCCTTCTftCTACAAaflATAAflAAGC 
TGTTCTACAGAACAACCaCTGACATCAACCAAGACCCCTAAACCTCAAAGTATAATTCCT 
CCTGTGCAAACACTAAGCTATTCNCAACCTTTACATAATCAGAGTTCTGTAATATCGGGC 
CAAGCACAAATTTATTCTACAGCGCAGCTACCAAGCCTTTTATCAGTTAGTCAGTCCCAA 
AATTACGGTTTAGTACAGCCACATAATGTGCCATCTATTGTTCATTCACAGGGTTTATAG 
GGTCCAGCAAGGTTGAGAAATTGCCACCCTTGTATAAAACATTGACTTTTTCTGGGTCAT 
CTCAGACTATAACTCCTGAAAATCAGACGCTTAATTATTCATCTAATCAGCAAGAGGTAT 
TGTCTTCAGTTACAAATGAGAATTACCCTGCTCAAACAAGAGATCrGTCTTCAGTRAGTC 
AGTCTCAAAGTTACrCATCTGGTCACTCTCAGGGTTTATCACCAGTTAGCCAGACACAGG 
TTAGCTATTCATCTCAATCACAAGTTTTGTCAGTTGTTAGTCTTTCAGAAAGCTATGCTT 
CAGGGGAGTCCCTAACATTAACAGCCCCTTCTCTTTCTTATTCTTCTGCCTCTCGGGCTC 
AGAATTTGCCAGACTCTAGCCCX3ACCCAGAATTATATTTCTATGCATTCTTCCCAAAATG 
TTCAGACTCAAGAGTCATCATCrCCCCAGTCCCAGAAGTTTTTGCCTGCTGTCCAGTCAT 
CATCTTTTGCATCCTCTACTCATTGTCAGACATTACAAAATAACATAACTTCCCCTGACC 
CAAAGTCTTATGCTOAAAGAAAGCTTGACTCAGATGTGTATCCATCTTCAAAGCAAGAAG 
ATGGTTTTCCAATGCAAGAGTTACAGGTGTTGCAGCCACAAGCATCTCTTGAGTCATOVA 
CCCAAAGGCTATCTGATGGAGAAATTARTGCTCAAGAATCAACTTATAAGGTGTCAAAGG 
CAGATGACAGATATTCTCAGAGTGTAATCAGAAGTAATTCCCGTCTTGAAGATCAAGTTA 
TTGGGGTTGCTCTGCAAGCATCAAAAAAAGAAGAAAGTGTTGTTGGTTCAGTGACACAAC 
TTAACCAACAAATTGGCCAAGTCAATAATGCAGCTACCCTTGATCTTAAGAACTCAACTA 
ATTTAATACAGACTCCaCAAATAAGGTTGAATACTAAAGACT.TAAAGCAGCAACATCCTC 
TCATACTTAAGGTGCATGAGTCCAAGGTCCAGGAACAGCACGATCAAATAATTAATGCTT 
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CftTCTCAGATTCAAATTCCftAATCATGCTTTAGGGCATGGCCATCAGGCATCTCTTCCTA 
ATAOVCAGGTCCTTTTAGATTCTGCCTGTGATTTACAAATTCTTCAGCAGTCAATACTGC 
AGGCAGGTTTAGGTCAAGTAAAGGCATCTTTACAAGCACAGCGTGTTCRAAGCCCTCAAC 
AAATAGTACATCCCTTCCTTCAGATGGAAGGTCATGTTATTCAAAGCAATGGTGATCATT 
CTCAGCAGCAACTCCATCCTCAAAATTCTGAAGTTATGAiUiATGGACCTCTCTGAGTCTT 
CAAAACCATTACAACAACATCTAACAACAAAGGGCCATTTTAGTG.ViACAAATCA^.CATG 
ATTCAAAGAATCAGTTTGTTTCTCTTGGATCGATGTGTTTCCCAGAGGCAC-TGCTTCTTA 
GTGATGAAAGAAATATTTTATCAAATGTAGATGATATCTTAGCAGCTACAGCAGCAGCTT 
GTGGAGTTACy^CCTACTGATTTTTCCaAGTCaACTnyUiaTGARACCy^TGCAGGCTCJITG 
AAGATGGTGATTCTAAATCrrCATTTTCAGCAGTCftTTAGATGTCAGGCATGTGACTTCAG 
ATTTTAACTCTATGACAGCTACAGTAGGAAAGCCACAGAATATAAATGATRCTTCCTTAA 
ATGGAARTCAGGTTACTGTGAACCTTTCACCAGTACCTGCCCTTCAGTCAAAAATGACTC 
TTGATCAACAGCACATTGAAACACCTGGTCAARATATACC3iACTAAAGTAACTTCAGCA6 
TGGTTGGACCAAGTCATGAAGTCCAGGAGCAAAGTTCTGGCCCATTCAAGAAACAGTCTG 
CTACCAATCTTGAATCTGAAGAAGACAGTGAAGCTCCTGTTGATAGTACATTAAATAATA 
ACAGAAACCAAGAGTTTGTTTCTAGTAGTAGAAGTATAAGTGGAGAGAGTGCTACATCAG 
AGAGTGAATTTACCTTAGGGGGTGACGACAGTGGTGTGTCAATGAACCCAGCTAGGAGTG 
CACTT6CACTGTTGGCCATGGCCCAATCTGGGGATGCAGTCAGTGTCAAGATTGAAGAAG 
AAAACCAAGATTTAATGCATTTTAACCTTCA^RAGMAAGAGCTAAAGGAAAAGGGCAAG 
TTAAAGAGRAAGACAACAGTAATCAGAAACAGCTGAAAAGACCTGCCCAAGGCAAACGCC 



ATGATGGTTATCAGCATCAAGAAAAAAATGAGAC3«3ASGATCaAAGAGGTGGAGGaAAAA 
CAACCJ3GARGTCAAAACAGGATTTATTGC1TCTTTCTTAGATTTTCTGAAATCCGGGCCC 
AAGa!iGCAGTTTrca^CrCTTGCTGTACX3AATGOTAAa«XaCTAGACGGCa«3GGACC 
CAGATGGTTCGTACATTTTGTCCCCCACCACTTCCC3««3CCTTCATCTACAACACCCaCA 
CCTTTAGTSTCTGAAACTGGCGGTAACAGTCCATCAGATAAAGTTGATAATGAACTTAAA 
AACTTGGAACATTTATCTTCATTTTCTTCTGATGAAGATGATCCTGGATRTAGTCAAGAT 
GCTTATAAAAGCGTCTCTACTCCCTTAACTACTTTGGATGCTACTTCTGATAAAAAGAAG 
AAAACAGAAGCCCTACAGGTGGCAACTACTAGCCCAACTGCCAATACTACTGGTACTGCT 
ACTACTTCGTCAACCACTGTGGGTGCAGTTAAGCAAGAACCTCTCCACTCTACTTCATAT 
GCAGTAAATATTCTGGAAAATATAAGCTCTTCAGAATCCTCAAAGCCCATTGAACTTGAT 
GGTTTTCCTTCAGACCAGTTTGCAAAAGGACAGGACACTGTTGCCATAGAAGGTTTTACA 
GATGAGGAGGACACAGAAAGCGGAGGAGAAGGCCAATACAGAGAGCGTGATGAATTTGTG 
GTAAAGATAGAAGACATAGAGACTTTTAAGGAGGCTTTAAAAACAGGAAAAGAACCTCCA 

CAAAGAGAATTTGCTGCTAOUUiTAGTTATCTTGGATATTTTGGAGATGCaaAGAGIAAA 
TACAAAAGAATATATGTGAAGTTCATTGAAAATGCAAACAAGAAGGRATATGTCAGRGTG 
TGTTCTAAAAAGCCAAGAAATAAACCTTCACAAACTATCAGAACTGTTCARGCTAAGCCA 
AGTAGTAGGAGTAAAACTTCTGATCCTCTAGCATCAAAAACTACAACTACAAAAGCCCCT 
TCCGTGAAACCCAAAGTTAAACAGCCAAAAGTAAAGGCTGAGCCACCACCAAAGAAACGG 
AAAAAATGGAAAGAAGAATTTTCATCATCCCAATCTGACTCATCTCCTGAGATCCATACT 
AGTAGTAGTaACGATGAGGAATTTGAACCTCCCGCTCCCTTTGTCACTCGCTTTTTGAAC 
ACAAGAGCAATGAAGGAAACCTTTAAGA6CTACATGGAATTGCTTGTTAGCATTGCCTTG 
GACCCTGACACAATGCAAGCCTTAGAGAAGAGCAATGATGAGCTACTTTTACCTCATATG 
AAAAAAATRGATGGCATGCTAAATGATAACCGAAAGAGACTTCTTTTGAaTCTTCATTTG 
GATCAATCATTCAAGAATGCTTTGGAAAGTTTTCCTGAACTAACAATAATTACTCXaGAT 
TCTAAAGCAAAGAGTGGAGGAACTGCTATTTCTAAAATCAAAATGAATGGCAAAGCCTAT 
AATAAGAAAACTCTAAGGACTTCTAAAACaACCACCAAATCTGCACAAGAGTTTGCTGTC 
GATCOiGAGAAAATACaGTTGTATTCTTTGTATCATTCACTCCATCATTATAAGTACCAT 
GTTTATCTGATATGTAAGGATGAGATTTCTTCGGTGCAGAAAAAAAATGAAGATTTAGGA 
CAGGAGGAAATTGTTCAACTTTGTATGAAAAATGTAAAATGGGTGGAGGACCTCTTTGAA 
AAATTTGGAGARCTTCTAAATCATGTACAGCAGAAATGTTCCTGACTTTTCCACAAAAAT 
CCCATCTTTTTATAGCACTAATGAAATGGCAGATATGQGGTGGTCAAAGATAATCAGATG 
TCAAGTAGTGGCCTTCTGCAGGCCGGCCGCTTCCATCATGGAACTGTCATTACCACCTCT 
GCTGAAGGACAGTGGTGCGGCCTCTAGGAACC-AAGTTAGTCCTCTGGAAATGGACCTAAA 
TCCCACCACATTTTTACCCTAATGAATGATTTTTCTATTTTGTAAACCATTGGGTAACTT 
GAGTCATATTTTCAGAAACATTTTTTGACAAATGATGAAGCATGCACTAAGTATAATTTT 
TTTTTATTGCTAGAGAAGTAACACTTAAAGTAACGATTTTTTTTTTCTGACTCCGGCTAA 
ACACCAGAATGACAGAGAAGTGGCAGAAACCATATGTTTGTACTCACATCTGGCCACAAR 
ACCAGAAATACTGTACATTATGTAAAGAGGTCTGGTGTGGTGTGACATCCTGTATAAGAA 
TATCATOaVTTTATVAATATAAAATTTGGAAACTATTCTGCTTTACAGACTCCTTTTACTC 
TTAACATGTTCAGGAAACTGGATGTGGAATTGGTACAATTCTCTGACCGCTTTTTGTGTC 
AAATTATATTGTGATAAAAAAACAATGACATACTATTTTCCCTATCGCAAAGAAAAGTAT 
TTTCGTTTATACTGTTTTTTCCTTTGGAAAATTTTCAATTGTACATTTTATTTCACTGAT 
AGTTGTATTTTTCACAAGGAAAATGTTGTGGTTATAATTACGTTT6ATATATCTCTACAA 
CACCTTTTG'rTATTTTCAGTAAATCTTAGTTATATGTTGAATTTCTAATGTGAATTCTAT 
CTTGAGGTAACCATTTTTTTCATACAGATTTGCTTCAGTGTTATCCAGAATATGCATTCA 
GTACTAGAATTAGTTTAGCTTTATAAATAGGGCTGTGTTAGACACTGCAGTAATTTTCTA 
ATTCATAAAATAAACTTCTTACTAAACTAGO^CTTGATTAACTTGTTGAGGTAAAAATCT 
AACTACATTTACATTTTGAAGAATAAAAC?rGATAATrAGACTATTTGCAGTGTTAAACAC 
AGCTTCCTTAACTCTTAGAACTGGAAGTTGTAGAGCTCTCCTTTTGGTGCCTTTCCAGCC 
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TTTATACACACTATTGTAGCTTTCTTAGGTTTGATAGGTAGCGTTTCAAGTAGTTTAGCT 

GAGACAGTGA5TGTRTTAGGTTCAACATGACCTTGTGTTTTATTTGTGTTTGCCAACAGG 

ATGCCITATTTGTTTGAGAAAAAGATGTACTAGTGTCATTCTAARCrATCTCCTTTTTTA 

GGATTOTAAaGAAGTrAATCATCATCCTTTTGTTTATTTTACCAaa.TTTAGTGCCTTfiA 

ATCCrrATaW5AAaGa«3TGTTACTGCTCAATCCCaW«^TAAGACaCGCX3GATATTGCTA 

TTGTCIT6CTrTTGA6TTAAaVGGCaUVCTTTTTATACTTAAaAa:rrC3«n'AAACT^ 

ARGAATTGAAGGTARTGTGATTTGATTTGAGAATAAAACATTGTAGCATTGGGTGAAAAA 

TGAGTATTTGAGTTAAGCTTACATATTTATTTCTGATGCn'TATCrTATTAARAGCAATAA 

TCCTTAATACTGTACTTGCaVTTAGACTAtSGTACTCAGTAATGGAflGTTTCTCTCAAGGG 

AAAGTAACCTATTAGATTCATTTTGCCTAACTCATATGAGAGATGCAGAGTATCAACAGT 
GGGAGCATCATRAAATGAATTTTCCAAGTG6AGAGGAGTAG6AAGCAGCCATATGATAGT 
ATTGACTCTGGACAGAATTGATGTCTTTCGTTTCCAAAGTGCAGAGTAGGGAACTACATT 
TCCTAATGTGGCATTGTAAATATACATCTTTATATTACTCTTCCAGCCTACGTTCCTAAA 
TCATTGATAATTTAAATATTTTTTAAAGCCACCTTAATTTAGGTAGCTCTTGGAATCGAT 
GTTTGAATTCACTAGCCACATTTTCTTCATGATATGCCTCGTGGCAAACAAAGATGTTTC 
CTTAAGATGAATCTTACATTTCCCRTAGAAAATAACCCa^TTTCCITTGGCACTGCAGTTG 
CC CTCAAACTGCTTGCAGTTGTATTCATTTTAGTACAACAAAGUriTi'CATAATATGGGA 
GGCCAAGTCTATGATACTGCCTCAAAGAGACCCTATTGTGTAGATGCATCATCTTCTCTC 
ATTTGATCCATAGAGCATAGGCAAAGATGTCAACCTCAGGCCTTAGAGAAAAGTGGAART 
GTTATTATGACAGCCGTCCATGAGTTATCGCTTTGTATGAAGTTAAATACAGTCATGCGT 
TGCTTAACAGCAGGGATACATTCTGAGAAATGCATTGTTAGGCAATTCCX3ITGTGCGAAC 
ATCCTAGTGTACTTACACAAACCTAGGTGGCATAGCCCACAACGTACCCAGGCTATATGG 
TAAACCTGTACAGCATGTTACTGTACTGAATACTGTAGGCAGTTGTAACACAATGGTATT 
TGTGTATCTAGACATAGAARACATACAGTAAGAATATGGTATTATAATCTTACGGGACCA 
CTGTCAAATACGCGGTCTGTCTTTGAAAAGTTGTAATGCGGCGCATGACTATAAATACCT 
AGCTGGTTAGCATTTACATTCCTTGCCAGGGAGTTTGAAATTTATACTATAGAAATAACT 
TTAGGTTTTAGGTAGAGTTAAAGAGGTAAAGCACATGTTGCCACAACCCAGGAAAGTATT 
TTTAAGAAAGATTGGATTTTCCTACCTTTAGAGATCTAAAAAAAATTTAATATAAAAAAT 



CATTTTCATTATAACCX^TTTCCACTTATTTGAACTCTTAAGTCATAAATGTATAATGA 
CTTATGAATTAGCaCAGTTAAGTTGACaCTAtSAAACTGCCCATTTCTGTATTACACTATC 
AAATAG6AAACATTGGAAAGATGGAGAAAAAAATCTTATTTTAAAATGGCTTAGAAAGTT 
TTCAGATTACTTTGAASSTTCTAAACITCTT1'C"1GTTT(XSU\AACTTGAAAATATGTAGA 
tggactcatgcattaagactgttttcaaagctttcctcacatttttaaagtgtgattttc 

cttttaatatacatatttattttctttaaagcagctatatcccaacccatgactttggag 
atatacctataaaaccaatataacagcagggttattgaagcagctttctcaaatgttgct 
tcagatgtgcaagttgcaaattttattgtatttgtagaatacaatttttgttttaaactg 
tatttcaatctatttctccaagatgcttttcatatagagtgaaatatcccaggataactg 



gtgcattaacttacatgtataatttttggcatctgtgttcacaaatgcatgtgttagcaa 



TAGTCCAGCGTTTTCATTTGGTCCATAACACAATGTATGGAAATGTGAAAGACAATTTTG 
TACATTTGTTTGTTACTAACTCAGATCATTAAAATGAAAACAATTTTTTTAAACAAG 

>H_1.0.0_21S42 Human raRNA for cardiac troponin I cr; gi-37427/// [Huinan_joiigleur_201102 . 98B2 .C3] 
[SEQ ID NO: 225] ~ ~ 

CTGAAGGTCACCCGGGCGGCCCCCTCACTGACCCTCCAAACX3CCCCTGTCCTCGCCCTGC 
CTCCTGCCATTCCCGGCCTGAGTCTCAGCATGGCGGATGGGAGCAGCGATGCGGCTAGGG 
AACCTCGCCCTGCACCAGCCCCAATCAGACGCCGCTCCTCCAACTACCGCGCTTATGCCA 
CGGAGCCGCACGCCAAGAAAAAATCTAAGATCTCCGCCTCGAGAAAATTGCAGCTGAAGA 
CTCTGCTGCTGCAGATTGCAAAGCAAGAGCTGGAGCGAGAGGCGGAGGAGCGGCGCGGAG 
AGAAGGGGCGCGCTCTGAGCACCCGCTGCCAGCCGCTGGAGTTeGCEGGGCTGGGCTTCG 
CGGAGCTGCAGGACTTGTGCCGACAGCTCCACGCCCGTGTGGACAAGGTGGATGAAGAGA 
GATACGACATAGAGGCAAAAGTCACCaiAGAACATCACXSGAGATTGCaGATCTGACTCAGA 
AGATCTTTGACCTTCGAGGCAAGTTTAAGCGGCCCACCCTGC6GAGAGTQAGGATCTCTG 
C'AGATGCCATGATGCAGGCGCTGCTGGGGGCCCXSGGCTAAGGAGTCCCTGSACCTGCGGG 
CCCACCTCAflGCAGGTGAA6AAGGAGGACACCGAGAAGC3AAAACCXa3GAC?GTGGGAGACT 
GGOSWtfSAACATCGATGCACTGAGTGGAATGGAGGGCrGCAAGAAfiAAGTTTGAGAGCT 

TGAGCTGA 

>H_1.0.0_ 125034 Moderately similar to CLUS_HHMAN Clusteriri precursor (Complement-associated protein 
SP-40,4o] (Complement cytolysis inhibitor) {CLD (NAl and NA2) (Apolipoprotein J) (Apo-J) (TRPM-2) 
[H. sapiens] as. gi-ieiSSBe/// zm89eOS.sl Hcmo sapiens cDNA 3' end /clone=IMAGE : 545120 /clone_end=3 ' 
/gb=AA07571S /gi=.lfil5586 /ug=Hs. 394353 /len=626 . [gnl | UG,1hs#S484558] [SEQ ID NO: 226] ~ 

T CACGTATCGCAAGGGGCTTTTATTGGATTAGTTGCGTGGGGGAATCAGTTCTTCCCGAG 
AGCAGCAAGTGCAGGCATTAGTGTACAGAATCCA6AGGAAGGGCAGGCTGCTTGGGTGAG 
GCCTACTCGCCTGGAGACATGTGGAGTTCTCTAGGGGTCTGCAGCCACCTCGGGGAGCTG 



CGGCTTTTCCTGCGGTATTCCTGTAGCGCCTTCTCCGCCACTGTGTCCATAAACTTAGGG 
TTATCCTTAGAGACTTCTTCTGGTAACACCACTGTGATGGGGTCAGAGTCAAACAGCTTC 
ACCACCaCCTCAGTGACACGGGANGGSACCTCTGAGTCAGAGGAATGGGTGGTCACGGTG 
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GAGACCCGAAGGTAAGTACTTGTCTTCGNCCTGTGTGAAGG 
AGTTTGAACTGGTCGTTCAGCTTGCTCX:yM3CAG<3GAATGAGGT6TTGAGCATCTTTCGAC 
TGGftAAGACTGOVGCaGTTCECTGTANTGCTCTGTNAGCCTTTCGGCACCTGGAGCGAGT 
CGTTAAGTCCTGGGCAGGTTAGOTGG 

>H_1 .0 .0_16 024 Ur-H"BIl-abz-E-03-0-UI,sl Homo sapiens cDNA 3' end cri gi-6140309/// 

/clone=IMAGE:27l3493 /clone_end=3 ' /gb=AW136176 /gi=6140309 /ug=Hs . 370779 /len=397 -WesOcly similar to 

YZA1_HUMAN HYPOTHETICAL PROTEIN [H. sapiens] (Human_iongleur_201102 . S858 . C2] [SEQ ID NO: 227]' 

TGATTCTTCAGCTGACTGCAAGAGGGTTTATTGTACACGAGTTACACTTGGCCACAAGAG 

AACAGAGCTAGTCCAGAGTGCCGGGGGTCCAGGGCAGAGGGCCAGCGGGACTGTTTTGGT 

TGTGAGGAAGGTGGTCATTTTTCCAGGTGATCTCGGCGAGGTGACGTTCCGGGTCTACTG 

AGACTTATTACCGATGGCAGCATACAGTCCGATCGCTTGTTCCGGGCTTCAGCATCCCTT 

ACTTCTGCTCCTGCAGGCTTCGTGGGTGCACGGGCTGGTTTACTTGGACCTCTGCCTCAT 

CTTTCTTCTCTTGCGCTTCAGCCTGCGCATTCTCTTCTTCCGCCACTTCGCTCTCATGGC 



ATTCTCCGGGCTGCGGAGGGTAARGAGCGG6CTCGGGCCGAGGCTGGAGGGCTGGGTGGG 
GCCAGAGCGGCGCTTCGGGGGCCCGCGGAGGACGAGGGAGGGAGAGAATOTGAGGMCTG 
GGTTGCCATTAGGGGACTCCTGAGGTCCTATCTCCAGGCTGCGGT6ACTGCACTTTCCCT 
GGAGTGGAAGCTGCTGGAAGGCGGACCGGCCGCCATGTCCACGTTCA66CAGGAG6AC6T 
GGAGGACCATTATGAGATGGGGGAGGAGCTGGGCAGCGGCCAGTTTGCGATCGTGCGGAA 
GTGCCGGCAGAAGGGCACGGGCAAGGAGTACGCAGCCAAGTTCATCAAGAAGCGCCGCCT 
GTCATCCAGCCGGCGTGGGGTGAGCCGGGAGGAGATCGAGCGGGAGGTGAACATCCTGCG 



GGTCCTCATCCTGGAGCTGGTCTCTGGCGGGGAGCTCTTT6ACTTCCTGGCG6AGAAG6A 
GTCGCTGACGGAGGACGAGGCCACCC7U5TTCCTCAAGCAGATCCTGGACGGCGTTC3\CTA 
CCTGCACTCTAAGCGCATCGCACACTTTGACCTGAAGCCGGAAAACATCATGCTGCTG6A 
CAaGAACX3TGCCCMCCCACGAATC3WGCTCaTCGACTTCGGCaTCGCX3Cy«»AGATCKA 
GGCGGGGAACGAGTTCAAGAAC^TCTTCGGCACCCCGGAGTTTGTGGCCCCAGAGATTGT 
GAACTATGAGCCGCT6GGCCTGGAGGCGGACATGTGGAGCATCGGTGTC&TCACCTATAT 
CCTCCTGAGCGGTGCATCCCCGTTCCTGGGCGAGACCAAGCAGGAGACGCTCACCAACAT 
CTCAGCCGTGAACTACGACTTCRACBAGGAGTACTTCAGCAACACCAGCGAGCTGGCCAA 
GGACTTCATTCGCCGGCTGCTCGTCAAAGATCCCAAGCGGAGAATGACCATTGCCC3«3AG 



CCGCAAGCCCGAGCGGCGGCGCCTGAAGACCACGCGTCTGAAGGAGTACACCATCAAGTC 
GCACTCCAGCTTGCCGCCCAACAACAGCTACGCCGACTTCGAGCGCTTCTCCAAGGTGCT 
GGAGGAGGCGGCGGCCGCCGAGGAGGGCCTGCGCGAGCTGCAGCGCAGCCGGCGGCTCTG 
CCACGAGGACGTGGAGGCGCTGGCCGCCATCTACGAGGAGAAGGAGGCCTGGTACCGCGA 
GGAGAGCGACAGCCTGGGCCAGGACCTGCGGAGGCrACGGCAGGAGCTGCICAAGACCGA 
GGCGCTCAAGC6GCAGGCGCAGGAGGAGGCCAAGGGC.GCGCTGCTGGGGACCAGCGGCCT 
CAAGCGCCGCTTCAGCTGCCTGGAGAACCGCTACGAGGCGCTGGCCAAGCAAGTAGCCTC 
CGAGATGCGCTTCGTGCAGGACCTCGTGCGCGCCCTGGAGCAGGAGAAGCTGCAGGGCGT 



GCAGGCAGGGGTGGGTGTGGGACX3GGGCTGCTTCTCTACACAGCCTCTACGCTGGCCTTC 



CGGAGGAGGGTTTGCGGGTAGTTGCAOSGACAATTCGGCGGGGTGCTGCCTGTTGCTGCC 
ATTAGCCCAGGAGGAGGTCGTGGGACGGGGAG66TGG6ATGGACGGCGGACAGGCA6TCC 
CCACGCTGCTGGGTGGCGCCGGGCTTGGTGGGGTCTTCCACTGTGTGCCCTTCTCGCCGA 
GGCCGGTCCCCCGGGTGTGGGGTGCCCTGCTGCGGACTCCTCC6CGAGCCCCATCGTCGC 
GCCTGTGGACGCCTAGGOiAGASCGGCCCTCTGCAGCCAAGAGAAATAAAATACTGGCTT 
CCAGAT 

>H_1.0.0_60877 Homo sapiens, KIAA0186 gene product, clone MGCil3345 IMAGEi4333095, niRNA< complete 
ode si! ii-15214811/// [Huraan_jongleur_201102 . cl . 20423 . singleti [SEQ ID NO; 229] 

GGGRGCGCGGAGCGGAGGCCGAGGCGAGAGCCTGGCGCTGTAGGACTAGAACGAAAGGAG 
TGAGGCGCCGAGAGCCCAGATACCATTTTGGCGTGAGAGCTGGTGGTTGGCAAGGCCGCG 
GGAGTGGGAAGCGTCCGCCATGTTCTGCGAAAAAGCCATGGAACTGATCCGCGAGCTGCA 
TCGCGCGCCCGAAGGGCAACTGCCTGCCTTCAACGAGGATGGACTCAGACAAGTTCTGGA 
GGAGATGAAAGCTTTGTATGAACAAAACCAGTCTGATGTGAATGAAGCAAA6TCAGGTGG 
ACGAAGTGATTTGATACCAACTATCAAATTTCGACACTGTTCTCTGTTAAGAAATCGACG 
CTGCACTGTAGCATACCTGTATGACCGCTTGCTTCGGATCAGAGCACTCAGATGGGAATA 
TGGTAGCATCTTGCCAAATGCATTACGATTTCACATGGCTGCTGAAGAAATGGAGTGGTT 
TAATAATTATAAAAGATCTCTTGCTACTTATATGAGGTCACTGGGAGGAGATGAAGGTTT 
GGACATTACACAGGATATGAAACCACXAAAAAGCCTATATATTGAAGTCCGGTGTCTAAA 
AGACTATGGAGAATTTGAAGTTGATGATGGCaCTTCAGTCCTATTAAAAAAAAATAGCCA 
GCACTTTTTACCTCGATGGAAATGTGAGCAGCTGATCAGACAAGGAGTCCTGGAGCACAT 
CCTGTCATGACa^TGCGCCX3AGGCACriTCCa\GGCTTCACTCAACTCaTGGACTCCTCT6T 
ACTCACTCTCTCCACCACTCECTTCACCTCCCTCTTTGATTTTAGAAGCTATAGACATTG 
TTTAAGATAACTAAGAATACTTGGCTAAGAAGTATAATTTGCTAACTATTAAGGACrrTC 
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TTTTTTTAATGTTGTACACTATTCTTCCTACTCTTTTTTGGTTTTGGTTTTGTTTTGTAG 

AGACTGTCTCACTATGTTGCCCAAGCTGGTCTCAARCTCCTGGCCTCAAGCAGTCCTCCC 

ACCTTAGCTTCTCAAAGTGTTGAGATCACAGGCGTGAGCCACTGCACCCGGCCCCTACTC 

CTTTTTCTARTAAGCTGTATCTGTAATCAC3VGCATTCCTACAGTTGTTACAGTGTGTTTT 

TTAAATGAAaGTAAaa^TGGTTAO^TTTGAATCTCTTAAATAAGCAGTCACTTGGCTGGA 

CAGGAAGAAGGTAGATCCTGTGTGTCTTGXTTTCTGGTCATGTGTATTGTACAAGCTAGA 

GAGCTGAATTTCTGAGATACACATTTTCAAATCACaTGCAAGTGAAGATGATGGTCTGTA 

GBAATTTTCAGTATATATAATGTTTAATGACATACTAATTTATCATCTGGCTATTTGGGA 

AGGAAGGACACACATGGATTTTGCACATTTCCACCATGGTGGCTGGTGTGGCTTGTGGCr 

ATGGGGTGATCACCaGTATCACXa^CTTTGGAAGGGGACAGTGAAATTGGGGCTAGAGAAG 

GAACTTTGTACAGTTTTCCCTGAGATTCAGATTGACTGRAAAGTCACATGAAGAGTTGAT 

TGTCTTTTAATGGTATGTTTTAAACAGCTGACATTTTAAATTTTGATGAAATCCAGTTTA 

TTOSTTTGTTCTTTTATGCTTTGGGTGTTGCATCCBAGAAATCriTTTCCCATCCCABGAT 

CaOiATTTTTTTTCXITTTTTACTTCTAGAAGTGTTATAATTTTRAGCTTTATACTTTGGT 

CTATGACCCGTTTTTTTTTTTGTTTTGTTTTGTTTTTTCGTTTGTTTCTTTGTTTTGAGA 

TGGAGCCTGGGTGATAGAGTGAGACACTGTCTTGCCaSNMMt^^ 

N 

>H_1.0.0_4048 Homo Gapiens zuotin related factor 1 (ZRFl) , mRNA cr: gl-220497Sl/// 
[Human_jangleur_201102.987.C33 [SEQ ID NO: 230] 
arGAGACTGGCCTCCACACXa^CBAAAGATCCATCCCXSGAAGTGCTTACTGGTCGTCTCCA 



ACGCTCTGACCTCTGCCTCTACACTCTGTCAAGTTGAACCTGTGGGAAGATGGTTTGAAG 
CTTTTGTTAAGAGGAGAAACAGAAATGCTTCTGCCTCTTTTCAGGAACTGGAGGATAAGA 
AAGAGTTATCCGAGGAATCAGAAGATGAAGAATTGCAGTTGGAAGAGTTTCCCATGCTGA 
AAACACTTGATCCCAAAGACTGGAAGAACCAAGATCATTATGCAGTTCTTGGACTTGGCC 
ATGTGAGATACAAGGCTACACAGAGACAGATCAAAGCAGCTCATAAAGCAAT6GTTTTAA 
RACATCACCCAGACAAACGGAAAGCAGCTGGTGAACCAATAAAAGAAGGAGATAATGACT 
ACTTCACTTGCATAACTAAAGCTTATGAAATGTTATCTGATCCAGTGAAAAGACGAGCAT 
TTAACAGTGTAGATCCTACTTTTGATAACTCftGTTCCTTCTAaAAGTGAAGCAAAGGaTA 
ATTTCTTCGAAGTGTTTACCCCAGTGTTTGAAAGGAATTCCAGATGGTCAAATAAAAAAA 
ATGTTCCTAAACTTGGTGATATGAATTCATCATTTGAAGATGTAGATATATTTTATTCTT 
TCTGGTATAATTTTGAl^TTGGAGAGAATTTTCTTATTTAGATGAAGAAGAAAAAGflAA 
AAGCAGAATGTCGTGATGAGAGGAGATGGATTGAAAAGCAGAACAGAGCAACAAGAGCAC 
AAAGAAAAAAAGAAGAAATGAACAGAATAAGAACATTAGTTGACAATGCATACAGCTGTG 
ATCCAAGGATAAAAAAGTTCAAGGAAGAAGAAAAAGCCAAGAAAGAAGCAGAAAAGAAAG 

CAAAAGCAGAAGCTAAACGGAAGGAGCAAGAAGCTAAAGAAAAACAAAGACAAGCTGAAT 

TACAAGCTGCTCGGTTAGCTAAGGAGAAAGAAGAGGAGGAAGTCAGACAGCAAGCATTGC 

TGGCAAAGAAGGAAAAAGATATCCAGAAAAAAGCCATTAAGAAGGAAAGGCAAAAACTTC 

GAAACTCATGCAAGRCCTGGAATCATTTTTCTGATAATGAGGCAGAGCGGGTTAAAATGA 

TGGAAGAAGTGGAAAAACTTTGTGATCGGCTTGAACTGGCAAGCTTACAGTGCTTGAATG 

AAACACTCACATCATGCACAAAA6AA6TAGGAAAGGCTGCTTTGGAAAAACMATAGAAG 

AAATRAATGAGCAAATCAGAAAAGAGAAAGAGGAAGCTGAGGCTCGTATGCGACAAGCAT 

CTAAGAACACAGAGAAATCAACTGGTGGAGGTGGAAATGGAAGTAAAAATTGGTCAGAAG 

AIGATCTACAATTACTAATTAAAGCTGTGAATCTGTTCCCTGCTGGAACAAATTCAAGAT 

GGGAAGTTATTGCTAATTACATGAACATAOiTTCTTCCTCTGGAGTCAAAAGAACTGCCA 

AAGATGTTATTGGCAAAGCAAAGAGTCTCCAAAAACTTGACCCTCy^TCAAAAAGATGACA 

TAAATAAAAAGGCATTTGATAAGTTCAAAAAAGAACATGGAGTGGTACCTCAAGCAGACA 

ACGCAACGCCTTCAGAACGATTTGAAGGTCCATATACAGACTTGACCCCTTGGACAACAG 

AAGAACAGAAGCTTTTGGAACAAGCTTTGAAAACATACCCAGTAAATACACXITGAAAGAT 

GGGAAAAAATAGCAGAftGCGGTGCCTGGraGGACAAAGAAGGACTGCATGAAACGATACa 

AGGAACTTGTCGAGSTGGTAAAAGCAAAGAAAGCTGCTCft-riGAACAAGTGCTGTVATGCAA 

GTAGAGCCAAGAAATGACAATCTTTGTTGTGTGTaCATTTTTAl'A.^TA?JLiiCTGAAaATA 

CTGTAAACATTTTCATTCTTAAAATTATACTCATGGTAATAATTTGAAAGT 

>H 1.0.0 61535 Homo sapiens cDNA FLJ36226 £;.s, clone THYMU2001018 , moderately similar to MOBl 
PROTEIN si! 9i-2175244S/// [Human_jongleur_201102 .cl . 22024 . singlet] [SEQ ID NO: 231] 
ACTOCCGCCCCCTCCGCCTGCCATTGGAACTAGCTGAGCCGAACTAGTTGCGGCCACCGA 

TCTTCTTTCCTGGCCCaCGCCKCTCCGAGGCCTCKaaCCSSCCGAGCCTGCAGCCTGCCC 
CGCGGCCAACATGAGCTTCTTGTTTGGTAGTCXSCTCTTCTAAAACTTTTAAACCAAAGAA 
GAACATTCCAGAGGGTTCTCACCAGTATGAGCTCTTAAAACACGCAGAAGCCACACTTGG 
CRGTGGCAACCTTCGGATGGCTGTCATGCTTCCTGAAGGGGAAGATCTCAATGAATGGGT 
TGCAGTTAACACTGTGGATTTCTTCARTCfiGATCAACATGCTTTATGGAACTATCACAGA 
CTTCTGTACAGAAGAGAGTTGTCCAGTGATGTCAGCTGGCCCAAAATATGAGTATCATTG 
GGCAGATGGAACGAACATAARGAAACCTATTAAGTGCTCTGCACCAAAGTATATTGATTA 
CTTGATGACTTGGGTTCAGGACCAGTTGGATGATGAGACGTTATTTCCATCAAAAATTGG 
TATAATTAATTTTTGTAAGGGGGATCCATCATGATTTATCTTTTATATGTTTATAGAATT 
TTCCTCCCTCTTTCCACTATATCTAGTCGGAGAGTTCTTTATGGCTGTGTTGATATATGT 
ATATGTTACGCAGTTCCCAAGAAGAGGCACAAftAGTTTGTTAACCCAGTGGTTVAAATAAG 
CAAGTGATCCTGTGTGAATTGAGCTTTTCCCCTTTAACTTAGTGCTTTTAAATGCTTAAT 
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TAGCTGAAAGTATAGGTTTATTAGAAAATAAATGATCTCCCTCTCTTAAGGTAATTATTT 
TTGATGATATTCTAGATTAAAGTATCACTGAGTTTATTTTCAGACAATGATAGCATTTTT 
TAACaCTTTAAAAAAATTATGATCATCATTGAGAATAAACTTACTTCCCTGAAGTAAGGG 
AAAGGCTTA'VGAAGCCCTTTCAGTAGAAAGTTCTAGRTGGAGGGTTATTCrTATTCTAGG 
AACCATGGTAAATTACCATACATAACATATATTTTTAATCTTATGCACTTACAGGTGTTC 
TATGTTTTTCATACCAAATTTATCATGAACATTAAGGTAAACCCTCTATTTTATTTTATT 
TATTTTAATCTAAATTTTTCATTTTTTGGGAGACAAGAGTATCTCTGTATTGCCCAGGCT 
GGAGTGCAGTGGCGTGATCTTGGCTCACTGCAGCCTCCACCTCCCGGGTTCAAGTGATTC 
TCTTGCCTCAGCATCCTAAGTAACTGGGACTACAGACGCGTGCCACCACGCCCA6CTAAT 
TTTTTTGCATTTTTAGTAGAGACAGGGTTTCACCATGTTGGCCAGGCTCGTCTCGAACTC 
CTGACCTCARGTGATCTACCCACCTCGGCCTCCCAAAGTACTGGGAACCCTCTCTATAAT 
TTTAAATGATGAGATCAGTATATCTAGGATAGTAACAAAATCTGGCCCAAAAAACAGAAT 
GGATATTGAGTAGATTGCTAATAACATCTGCCACAGTTGTATCTACTTAT.TTAGGGAAGT 
TCATATGGCTTCTATCCAGTGTTATTTAGTAATATATTTGTGATCAAAAGGGAGTTTGAA 
TTTATGACCCaCAATATGAATCTTACaGATTCAGATATTAAGCTATGTGAGAAGAAAACA 
AGATTTGAGGGGTTGCTGIATCaTCGGCTGAGTGACTTrGCTTTTTTGTATTTACTTTTA 
AGGGCAGflCTTATCAAGTAGAAATTGTTTACGTTTAGATAGTCATGTTTTTGCCTTCTCA 
AACTTCTGACAACTGATTGTCTCAAAAAGCTAAGAATCTGCTCCTGTAATGTTAGAACTT 

TATGGAGTACTTTAAACATATTTATTGAATGCATTAACCACTTGGAACTTTTTTAATAAA 
AGAGCAATTTTTCAAG 

>H_1.0.0_1 13724 Moderately similar to S12207 hypoth'etical prot 
as! gi-20265192/// UI-E-EJl-aka-c-14-0 -UI . rl Homo sapiens cDNA 
/clone end=5' /gb=BQ189641 /gi=2036S192 /ug=Hs . 373409 /len=:5S6 
232] 

AAGATGATGTTACTCCAATATGCAGATGACCTCATCAGGGCAGCCATCCAACATGGACAC 
GTGCACaiATGGCCaCrCMGAGCTCCTAGGACCTCTCCAATGCCTGAGATACTTGATGGA 
TGTGCACay«3AAGGCCCAACTCTGC3«iCCGGAATGCCACATACTrGGGATTCCATGAAG 
GGAaSAAGTCCTAGTTTATGTa^TGTGAAGAGGAAATCrTGGGTTGGCGAGATGGCTCAA 
CGGCTAAGAACaCTTATT 



In (B2 element) - mouse [M.musc 
5' end /clone=ur-E-EJl-aka-o-14 
[gnl|UG|Hs#S4404983] [SBQ ID K 



CATGAAGGCCCACSUiCCATCTGTACAGCTACAGTGTACTCACATAAAATAAAGAAATCTT 

>H_1.0.0_5968 Homo sapiens serine (or cysteine) proteinase inhibitor, clade P (alpha-2 antiplasmin, 
pigment epithelium derived factor) , member 1 (SERPINFl) , mENA cr: gi-4505708/// 
[Human_jongleur_201102.1833.Cl] [SEQ ID NO: 233] 



CaGCAGCTGCCAGAACCCTGCCAGCCCCCCGGAGGAGGGCTCCCXaGACarGACAGCAC 
AGGGGCGCTfJGTGGAGGAGGAGGATCCTTTCTTCAAAGTCCCCGTGAACAAGCTGGCAGC 
GGCTGTCTCCAACTTCGGCTATGACCTGTACCGGGTGCGATCCAGCATGAGCCCCACGAC 

GGAGCAGCGAACAGAATCCATCATTCACCGGGCTCTCTACTATGACTTGATCAGCAGCCC 
AGACATCCATGGTACCTATAAGGAGCTCCTTGACACGGTCACTGCCCCCCAGAAGAACCT 
CAAGAGTGCCTCCCGGATCGTCTTTGAGAAGAAGCTGCGCATAAAATCCAGCTTTGTGGC 
ACCTCTGGAAAAGTCATATGGGACCAGGCCCAGAGTCCTGACGGGCAACCCTCGCTTGGA 
CCTGCAAGAGATCAACAACTGGGTGCAGGCGCAGATGAAAGGGAAGCTCGCCAGGTCCAC 
AAAGGAAATTCCCGATGAGATCAGCATTCTCCTTCTCGGTGTGGCGCACTTCAAGGGGCA 
GTGGGTAACHAAGTTTGACTCCAGAAAGACraCCCTCGAGGATTTCTACTTGGATGAAGA 
GAGGACOGTGAGGGTCCCCATGATGTCGGACCCTAAGGCTGTTTTAOSCTATGGCTTGGA 
TTCAGATCTCAGCTGCAAGATTGCCCAGCTGCCCTTGACCGGAAGCaTGAGTATCATCTT 
CTTCCTGCCCCTGAAAGTGACCCAGAATTTGACCTTGATAGAGGAGAGCCTCACCTCCGA 
GTTCATTCATGACATAGACCGAGAACTGAAGACCGTGCAGGCGCTCCTCACTGTCCCCAA 
GCTGAAGCTGAGTTACGAAGGCGAAGTCACCAAGTCC'CTGCAGGAGATGAAGCTGCAATC 
CTTGTTTGATTCACCAGACTTTAGCAAGATCACAGGCAAACCCATCAAGCTGACTCAGGT 
GGAACACCGGGCTGGCTTTGAGTGGAACGAGGATGGGGCGGGAACCACCCCCAGCCCAGG 
GCTGCAGCCTGCCCACCTCACCTTCCCGCTGGACTATCACCTTAACCAGCCTTTCATCTT 
CGTACTGAGGGACACAGACACAGGGGCCCTTCTCTTCATTGGCAAGATTCTGGACCCCAG 
GGGCCCCTAATATCCCAGTTTAATATTCCAATACCCTAGAAGAAAACCCGAGGGACAGCA 

TATCCCT 

>H_1.0.P_21590 Homo sapiens, similar to sphingosine kinase, clone MGC;40267 IMAGE ; 5213270, 

complete cds cr: gi-2;539642/// [Human_jongleur_201102 . 9905 .04] [SEQ m NOi 234] 

GAAAAGXTTGAGGCCGGAGGGAGCGAGGCCGGGGAGTCCGCTCCAGCXSGGGCGCTCCAGT 

CCCTCAGACGTGGGCTGAGCTTGGGACGAGCTGCGTTCCGCCCC3U3GCCACTGTAGGGAA 

CGGCGGTGGCGCCTCCCCAGCAAACCGGACCGACTGGGTAGGGCCGCCCACCCTGCCTTC 

GCGCCGCTCGTGGCTCCTGTGCGGCCCGCCCTCGCGGGGCCCCGGGAACTGGGCCACTTG 

TCGCTTGGGCGAGAGCAGGCGGCAGCTGGTGGCCCGGTTCGGGCTTGGCTTTGGCGCGAC 

CCGGGAGCGGCTCCCACGAGCGCCGCGCGCGTCGCAACGGAGCGGGGCCCTGAGAA6CGC 
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GCGCCGCGGCTCCCACCGCTCTGGAGCTCCGGGCAGGGGACACGGCAACCTGGATGGCTG 
GGGCAGGGATCCTCTCCCAGAACTTCGTGCCCAGCAATGTCCGCTCAAGTTCTGGGATTT 
TTACGCAGCTGGACTCCCCTCCCCCTGGCAGCCCCGAGGGGTCCAGCCGCCGCAGGGAAT 

TGCGACGCCCGCCTGGGCAGC3iCCX3ATflAGGAGCTGAAGGCAGGAGCCX3CCGCCACGGGC 
AGCGCCCCCACAGCGCCAGGGACCCCCTGGCAGCGG 
CCAGCGGGCGGCCCCCGGGGCGTGCTCCCGCGGCCC 
CCGCGCGGCGGCaAGGGCyiAGGCCTTGa^GCTCTTCCGGAGTCaa3TGa«3CCCCTTTTG 
GCTGAGGCIGAAATCTCCTTCACGCTGATGCTCACTGAGCGGCGGAACCACGCGCGGSAG 
CTGGTGCX3GTCGGAGGAGCTGGGCCX3CTGGGACGCTCTGGTGGTCATGTCTGGAGACGGG 
CTGATGCACGAGGTGGTGAACGGGCTCATGGAGCGGCCTGACTGGGAGACCGCCATCCaG 
AAGCCCCTGTGTAGCCTCCCAGCAGGCTCTGGCAACGCGCTGGCAGCTTCCTTGAACCAT 
TATGCTGGCTATGAGCAGGTCACCAATGAAGACCTCCTGACCAACTGCACGCTATTGCTG 

CTCTTCTCTGTGCTCAGCCTGGCCTGGGGCTTCATTGCTGATGTGGACCTAGAGAGTGAG 
AAGTATCGGCGTCTGGGGGAGATGCGCTTCACTCTGGGCACCTTCCTGCGTCTGGCAGCC 
CTGCGCACCTACCGCGGCCGACTGGCCTACCTCCCTGTAGGAAGAGTGGGTTCCAAGACA 
CCTGCCTCCCCCGTTGTGGTCCAGCAGGGCCCGGTAGATGCACACCTTGTGCCACTGGAG 
GAGCCAGTGCCCTCTCaCTGGACAGTGGTGCCCGACGAGGACTTTGTGCTAGTCCTGGCA 
CTGCTGOiCTCGCaCCTGGGCAGTGAGATGTTTGCTGCACXICATGGGCCGCTGTGCaGCT 



TTCCTGGCCATGGAGAAGGGCAGGCATATGGAGTATGAATGCCCCTACTTGGTATATGTG 
CCCGTGGTCGCCTTCCGCTTGGAGCCCAAGGATGGGAAAGGTGTGTTTGCAGTGGATGGG 
GAATTGATGGTTAGCGAGGCCGTGCAGGGCCAGGTGCACCCAAACTACTTCTGGATGGTC 
AGCGGTTGCGTGGAGCCCCCGCCCAGCTGGAAGCCCCAGCAGATGCCACCGCCAGAAGAG 

CCCTAGGGCTGCAGGGCCTGTCCACAGCTCCTGTGGGGGTGGAGGAGACTCCTCTGGAGA 

GAGCCCAGCTGGCTGGGCCCAGCTGCCTATGTAAGGCCTTCTAGTTTGTTCTGAGACCrC 
CACCCCACGAACCAAATCXAAATAAAGTGACATTCCC 

>H_1.0 .0_1S972 Homo sapiens proteasome (prosome, macropairi) inhibitor sununit 1 (PI31) (PSMFl) , mRNA 

crs gi-5803122/// [Humanjongleur_201102 . 6827 . CI] [SEQ ID NO: 235] 

ATTCGCGGCCGCTGCTAGAACCaGCGCAAGAGGGAAGCGGAGTTATAGCTACCCCSSGCCG 

CGGAGCCGGCTCACTGCACTACCCCCGCCCCCTTCTTTCCTCCAGACGCCGAAGTCGCGG 

GCGCTCATGGCGGGCCTGGAGGTACTGTTCGCATCGGCAGCGCCGGCCATCACCTGCAGG 

CAGGACGCGCTCGTCTGCTTCTTGCATTGGGAAGTGGTGACACACGGTTACTGCGGCTTG 

GGTGTCGGTGACCAGCCGGGTCCCAATGATAAGAAGTCAGAACTGCTGCCAGCTGGGTGG 

AACAACAATAAAGACCTGTATGTCCTCCGGTATGAGTATAAGGATGGGTCCAGAAAGCTC 

CTTGTGAAAGCCATCACCGTGGAGAGCAGCATGATCCTCAATGTGCTGGAATATGGCTCA 

CAGCAAGTGGCAGACTTGACCCTGAACTTGGATGATTATATTGATGCAGAACACCTGGGT 

GACTTCCACAGGACCTACAAGAACAGTGAGGAGCTTCGGTCTCGTATTGTGTCTGGAATC 

ATCACACCTATCCATGAGCAGTGGGAAAAGGCTAATGTAAGCAGTCCCCACCGGGAGTTC 

CCCCCTGCTACCGCCAGAGAG6TGGACCCACTCCGGATTCCTCCACACCACCCACACACC 

AGTCGGCAGCCTCCCTGGTGTGATCCCCTGGGCCCGTTTGTTGTCGGGGGAGAAGACTTA 

GACCCTTTTGGGCCTCGGAGAGGTGGCATGATTGTGGATCCCCTGAGATCTGGCTTCCCA 

AGAGCACTTATTGACCCTTCCTCAGGCCTCCCGAACTGACTTCCTCCAGGCGCTGTGCCC 

CCAGGAGCTCGCTTTGACCCCTTTGGACCCATTGGGACCaGCCCACCCGGACCTAACCCA 

GACCATCTCCCCCCGCCGGGCTACGATGACATGTACCTGTGAAGGCCTCAAGAATGTAAC 

ATCCCAGGCTTCCCTCCATTCTCCTGGAGCTGCCACCGCTGTCCCCATCAGCAACCATGT 

TCTTGCAGGCTGGGGGC3UVGGGATTCTGCTCATGTGTGTGGAGACCGGCTGGGATAGCCT 

CCCCACCCCTTATCAGAGCCaAGACACCTGCTGGAGCTCTCCACCTAGCTGGAGATAGCT 

CCCAAAGAGAAATCAGTGTGTCTCTTTCACCATCAGCTCCTCCCCTTTCACCACCAGCTC 

CTC'TCCACTTCCCAAGGGAGACTCCGGCAACCTTCAGCAACATATATCCTCGACCAGATG 

CAGTGCTATAAGAACAGAACGCATTTTGGATGTTATTATTAAGAACCAAATGTCAATACA 

GAATTCATGTTGCCGGTTTCCCACTTTTCTTTTTACATTAATGCATAGCTGCTTCCATTT 

ATGAGACTTTAGAGTTTGAGTTTCTGTAGGGCTGAATGACTCTTTTTCCTGCCCAGGGCC 

CATTCTTGCTTCTCAGGCACCTTCEGTTTATTAATTGCCATTGCTCCTGACATCACTAAG 

ATGGGTCCCCTTCTGGCTGCATGAATGGAAATGAGTGACTGGAAATCCCRTAGGCCACAA 

GAATGACTTTCACAAGGGCAGGAACATTGTGGAAAGACTGCATCATTCTGATGAGGCAAA 

ATCCTCCAGCTATTCCTGTCTGGGCCAGTTTTGTAGGTCCATCTGTGCATGGGCAGCAGT 

AGTCACAAAGCCAAGGAAAAAACAGAGCAGACCTGAAGGCTAATCTTATTTTTGCCACTA 

ACTTAGTGAATGACCCTAAGCAAGTTCCTTCTCCTCTTAGGGCCTTGTGCCAAGCCTATG 

AAATTGGAGGTGGCTTTCCTGCTCTAAAGCATTTTGATGTCTCATTCTGTGTTTGGTAAC 

CCCTATAAACTGGGGCAGAGGAAAAGAAI'GATGGTTCAAGGCCATACTTCCCTTGAACCT 

TGTGTGGTTCTTGCCTAACTCTGTGGTTTTTGGACCCCATGGGGCCCAGACAGAGCACAG 

GSGCATGGGCTGCCTCTGAGTGTGGTGTTGAACTTCGGGAGGAraCAGGGAGCCCTGCACC 

TTGTGTCCTGGCCCACCTGACCTTTGGTGTTCTCCGGATCCTTTTCAGCCCGAGGCCTGA 

CAGACGCGGGCAGTGATGAGCCCTGTTCTGGAGTGGAAAGAGCACGATAGAGCACCAGGC 

TPAGAGGCACGAGATCAAGGCGGTAGTCACTTCCGCTCTGCAGCTAGCATTTCAACCATA 

TGTGGATCCTTTCaTTTCTCAGCTCCCTGGATTCCTTCCCCTAAATTAGGACCTATTATT 

TACCTGTAGGTAAGCAAGCTACTGTAGCTCTTCTGAGGTATCTCCCAGGCTGTTTTCTGT 
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AGCCTCAGATTGCCTATCTGCTTAGCCTGAGAACAGGTAGATGAflftACTAAACTGATGCC 
TAGGCCCAGGGTCAGTCTCAGATGGAAGCTGGGCCTGGGTGGGGAGGCTAGCATGCGTGG 
CTCCCTGGGTATTTCTGTCAGTCCCCATGGCAAGCAGTGATTTAGTAAAACACCCCAGAG 
TCAGGGAAGCCAACCACCTTGAAACCTTTAGGACATCTCTGCTTTGGAGAAAGACCCAGA 
GATCAGGCAGAGGTGCaGATTCAATCATTACTCATAACCTTTGAGAGATGTCACATGGGA 
GGAGTGTTAGTCTTTGTTTTGGAGTTGGGCCaTTCTTGCACCCCCCAGGACTTAGAGCAG 
TTTGCTCATAAAGACATCCTTTATTATAAAAGGAAGTATTTATAGGATGATAGAGACCAT 
CAGATAGAAGCAGGGGGGGTAGATJiACTTTTAGGACCTTGATGTGTGGAGAAGATAAAAT 
TTAAACAATAAATTTGCCACTTAGATTTTCTAGCACCACAGTCCGACGAAASATAGTTAT 
ATACAACATTCTGTTTTCTGATAACAACTGTGATTCACCTTCAGAATTGGCCATTTTTTT 
TGTGAGTTTCCTTGCATCAAGGACACTGAGAAACACAGTCATTGTCTTAGGTGTTCTATG 
GGAGGAAGTGAATAGAGCCTTTAGGAACTTCCTGGTCAAGCTTATGGTGCTTATTTTGAT 
CTGGGCCACTTCCCTCCTTCCAGTCATGAGTAATCATCAAGGAGCAAGTTGGAGTGTTTC 
AGGTGTATATTTTGTAGAACCCAAAAGATTGGAGCCTTAACAATAAACATCAGAGCGGCC 
GCX3AATTC 

»H_1.0,0_4S91 Homo sapiens, hypothetical protein similar to CX57943, clone IMAGE:4827S50, 
gi-19913535/// [Human. Jongleur_201103 . 1275 . C6] [SEQ ID NO: 236] 
AGOKjAGAATCAGTTCTGAGCCTCCTCGCCTCCCGGCTCTCCCGCCTGTTGCXSGGTGTTT 

atccggctgctgggcgacctttcccgggaaggaggctgtgccttcattcggtcacgcccc 
ggtctggggaggctcctccctggtgcgcaggaaccgcaggggcgggtaggagcctggctc 



AAmATGGAAGAAATTGGGAATATTATCAAAAAGCTATCATTCTGTTAAACTCCAGGCTT 
GGATGGTGTTACAGGTTTAAAAAAAAAAAAAAGAAAAAGTCCTTCATGAAAAAAGAAGAA 
CTTAAGCAACATGATGGATTCAGAAGCTCATGGAAAGAGACCACCAATACTAACATCTTC 

gaaacaagatatgtcacctcatattacagatttagtgaaatgaagcattacttgtgtggc 
tgctgtgcagccttcaacaacgtcgcaatcacatttcccattcagaaggtcctctttcca 
caacagctgtatggcatcaaaacgggggatgcaatacttcagttgagaacggatggattt 
cgaaacttgtatcggggaatctttccccgattgatgcagaagacaactacacttgcactt 
acgtttggtctgtatgrggatttatcctaccttctccacaagcatgtcagtgctccagag 
tttgcaacctgtggcgtggcagcagtgcttgcagggacaacggaagcaattttcacitca 
gacattgcttcaagaccacaagcaccatgacaaatttgccaacatttatcaggctttgaa 
ggcactgaaatgtcatggaattggagagttttatcgagggttggtgcccattcttttcca 
gaatggactcagaatgtrcttttttttttcggccttcgaggtcacgttaaggagcatctg 
cctaccgcgacgactcacaattctcatttggtcaatgattttatcggtggaggtctattg 
ggtgccatgttgggattcctgttttctccaattaatgttgtaaaaactcgcatacagtct 
cagattggtggggaatttcagtctttccccaaggttttccaaaaaatctggctggaacgg 
gacagaaaactgataaatcttttcagaggttctcatctgaattaccatctgtcccttfttc 
tcttggggcataatcaatgcaaaggttatatgaaaaaaaacatcagttaagtgccactta 
tcs^ctgaatagaccttctaagaagaatgcagtttggcctcttccttaattggccaaata 
caagttggtgtcataactccaggccacacttttgaagaccagactgcaaatatattacca 
gggatggttttgtgttgtcctacagacttcttaaatttgataaaaattcagcggaacttg 
taaccaacagctttgtctgaacttgaagtcaaaatgtgttgttaataagagattctagct 
attgcttttaccttcagtgtgaaccagtgtggtaataattttga 

>H_1.0.0_285S8 60307761SF1 Homo sapiens cDNA 5' end cr: gi-1594367S/// /clone=IMAGE : 516957S 
/clone_end=S' /gb=BI832125 /gi=15943675 /ug=Hs. 116415 /len=717 LHuman_jongleur_201102 . 14663 . CI] [SEQ 
ID NO: 237) 

CCAATGTGCTGGTACGGCCGGAGTACGGGATGGGCCATGGCACTCTTAACACCCCAGGGA 
GTGAAAGAAGTCTTCCAATTTCAGAGACCACSiAGGTCGGGAGCGCCTGCGGAGGCTTCTG 
AACTGGGAGGAGTTTGACGAACAGAGAGACTCCCGGA'3GAGCATCCTGCTGGACACCCTC 
TACGAGAGCATCATCTTTGCAGTGGGCAAAGGCTTCCCATGGGTGGAGGTGGCCCAGGTG 

GTCAAGTT'r ACAGAAGAGCTGCTAAGGG AAA CCAAAGGTT CAGTCCAGG AG ■7CCACACAG 
CCCACCAGCTGTGTAGGAATGCCAGCAGAGGCCTGATGATGGCAATGACGGTGACAATGG 
CATTACTTATTGAGTGTTTACTGTGTACCAGGCACTGTGGAAAGCACCACATATGCATGC 
TGTCGCCTAATCTCACGAGGTAGAGATTTTTATTGCCTCTATTTTACAGGCTPCTCCATT 
ACTGAGGCTGTGACGATCCTGGGGAACAAGCTTAGAGATTACCGGGGCCATTTCAACACC 
ACCCACCTGCTGGCCCTCTGTGACTACTTCCACCACACCTTCATCCGCCACrACAAACTC 
TACCAGTATGTCCTGGGCCAGGACCAGCAGGTCGACCTGACCGTTGCCCACCTGGAGGTG 
TGCATGCCACCCCATCCCCTCCCGCTGGCCGAGGGCATGGACAGGGACTTGTGGATCCAC 
GAGCAGCAGGTGGCCACACTGACGGAGGCCGAGGCACAGAAGCGCGCCGACGTGCTGCTC 



GaSCCTGOSCAGCCCGGCaVGGTCCTGGAGAGACAGGAGTTGGAGAGCCTCATCTGCCAG 
GCAGTCCACACCCAGATGGAGCTCCTGCAGGAGCTGCTGCAGCGCCAGATCCAGAACaCA 
TTCGCCATCTTGGACCTGAAGCTTCAGAAGAAGACTCTGAACCTCAACGCCCCCACCCCT 
ATCCCGCCCCCCATCACCAGCCACGCAGGCCAGGAGGAAGCCCTGAAGCCCCAAAGAGCG 
AGCAAAGGAAAGAAAGCGAAGGCAAGGAAGTAGAAGGTCrCGACTGCCACACGAGACTGA 
CTGGGGACCAGCCACCCATAACCATGAGCCTTGCGGCACXSGTGAGCTCAGCACCCACfiGA 
GAGACTTCTTGTGATTAAAAGAAACAAACCC 
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>H_1.0.0_40132 Homo sapi£ 



golgin-245 mRHA, complete cds si: gi-1173564/// 



[Human_jongleur_201102.cl. 746. singlet] [SEQ ID NO: 233] 
TAATTCAGACAGTCTCAACAAAGAACAGTTGATTCAGCGGTTGCGAAGAATGGAACGAAG 
CTTAAGTAGCTACAGGGGAAAATATTCTGAGCTTGTTACAGCTTATCAGATGCTTCAGAG 



AGCAGAATTAAGAGAGGAGCTCCAAATGGACCAGCAGGCAAAGAAACATCTGCAAGAGGA 
GTTTGATGCATCTTTAGAGGAGftAAGATCAGCATATCAGTGTTCTCCAAACTCAGGTTTC 
TCTACTGAAACAACGATTACGAAATGGCCCGATGARTGTTGATGTACTGAAACCACTTCC 

1 0 GCCAGTAGTOGASGATGGAGCTTCTGTAAAAACACTGGAAACACTCCAGCAAAGAGTGAA 
GCGTCAAGAGARCCTACTTAAGCGTTGTAAGGAAACAATTCAGTCACATAAGGAACAATG 

ACTAGAAAAGATAAAGGACCTTCATATGGCCGAGAAGACTAAACTTATCACTCAGTTGCG 
TGATGCAAAGAACTTAATTGAACAGCTTGAACAAGATAAGGGAATGGTAATa5CB«3AGAC 
1 5 AAAACGTCAGATGCATGAAACCCTGGAAATGAAAGAAGAAGAAATTGCTCAACTCCGTAG 
TCGCATCAAACAGATGACTACCCAGGGAGAGGAATTACGGGAACAGAAAGAAAAGTCCGA 




20 AATGAAAAAATCCTCAGAAGAACAAATTGCTAAGCTACAGAAGCTTCATGAAAAGGAGCT 

ACAAATGAAAGTAGCTCTTGAAAAGAGTCAATCAGAATATTTGAAGATCAGCCAAGAAAA 
AGAACAGCAAGAATCTTTGGCCCTAGAAGAGTTAGAGTTGCAGAAAAAAGCAATCCTCAC 
AGAAAGTGAAAATAAACTTCGGGACCTTCAGCAAGAAGCAGAGACTTACAGAACTAGAAT 

25 TCTTGAATTGGAAAGTTCTTTGGAAAAAAGCTTACAAGAAAACGAAAATCAGTCAATUiGA 
TTTGGCTGTTCATCTGGAAGCTGAAAAAAATAAGCACAATAAGGAGATTACAGTCATGGT 
TGAAAAACACAAGACAGAATTGGAAAGCCTTAAGCATCAGCAGGATGCCCTTTGGGCTGA 
AGAACTCCAAGTCTTAAAGCAACAATATCAGACTGAAATGGAAAAACTTAGGGAAAAGTG 
TGAACAAGAAAAAGAAACATTGTTGAAAGACAAAGAGATTATCTTCCAGGCCCACATAGA 

3 0 AGAAATGAATGAAAAGACTTTAGAAAAGCTTGATGTGAACCAAACAGAACTAGAATCATT 
ATCTTCri^WiCTGTCAGAAGTATTAAAAGCCCGTCACAAACTAGARGAGGAACTTTCTGT 
TCTGAAAGATCAAACTGATAAAATGAAGCAGGftATTAGAGGCCAAGATGGATGAACAGAA 
AAATCATCACCAGCS^CAAGTTGACAGTATCATTAAAGAACACGAGGTATCTATCCAGAG 
GACTGAGARGGCATTAAAAGATCAAATTAATCAACTT3AGCTTCTCTTGAAGGAAAGGGA 

35 CAAGCATTTGAAAGAGCATCAGGCTCATGTAGRAAATTTAGAGGCRGATATTAAAAGGTC 
TGAAGGGGAACTCCAGCAGGCATCTGCTAAGCTGGACGTTTTTCAGTCTTACCTVGAGTGC 
CACACATGAGCAGACAAAAGCATATGAGGAACAGTTGGCCCAATTGCAGCAGAAGTTGTT 

ggatttggaaacagaaagaattcttcttaccaaacaggttgctgaag'itgaagcacaaaa 
gaaagatgtttgtactgagttagatgctcacaaaatccaggtgcaggacttaatgcagca 



GGAAAATATGATTTTACAAATGAGAGAAGGACAGAAGAAAGAAATTGAGATACTCACACA 
GAAATTGTCAGCCaAGGAGGACAGTATTCATATTTTGAATGAGGAATATGAAACCAAATT 
TAAAAACCAAGAAAAAAAGATGGAAAAAGTTAAGCAGAAAGCAAAGGAGATGCAAGAAAC 

45 GTTAAAGftAAAAATTACTGGATCAGGAAGCCAAACTTAAGAAAGflGCTTGAAAATACTGC 
TCTAGAGCTTAGTCAGAAAGAAAAACAQTTTAATGCCAAAATGCTGGAAATGGCACAGGC 
TAACTCAGCTGGAATCAGTGATGCAGTGTCAAGACTGGAAACAAACCAAAAAGAACAAAT 
AGAAAGTCTTACTGAGGTTCATCGACGAGAACTCAATGATGTCATATCAATCTGGGAAAA 
GAAACTTAATCAGCAAGCTGAAGAACTTCAGGAAATACATGAAATCCAATTACAGGAA.AA 

5 0 AG AACAAGAGGTAGCAGAACTGAAACAftAAGATCCTCCTATTTGGGTGTGAAAAAGAAGA 
GATGAACAAGGAAATAACATGGCTGAAGGAAGAAGOTGTTAAGCAGGATACAACATTAAA 
TGAATTACAGGAACAGTTAAAGCAGAAGTCTGCCCATGTGAATTCTCTTGCACAAGATGA 
AACTAAACTGAAAGCTCATCTTGAAAAGCTAGAGGTTGACTTGAATAAGTCTCTGAAGGA 
AAATACTTTTCTTCAAGAGCAGCTAGTTGAACTGAAGATGCTGGCAGAAGAAGATAAGCG 

55 GAAGGTTTCTGAGTTGACTAGCAAGTTGAAAACCACAGATGAAGAATTCCAGAGTTTGAA 
ATCTTCACATGAAAAAAGTAACAAAAGCCTAGAGGACAAGAGCTTGGAATTTAAAAAACT 
GTCTGAGGAACTAGCGATTCAGCTAGATATTTGCTGTAAGAAAACCGAAGCCTTATTAGA 
AGCTAAAACAAATGAGCTAATCAACATTAGTAGTAGTAAAACTfiATGCCATTCTTTCTAG 
GATTTCTCATTGTCAGCACCGTACAACTAAAGTTAAGGAGGCACTGTTAATTAAAACTTG 

60 CACAGTTTCTGAATTAGAAGCACAACTTAGACAGTTGACAGAGGAGCAAAATACACTAAA 
TATTTCTTTTCAACAGGCTACTCATCAGTTAGAAGAAA&RGAAAATCAAATTAAGAGCAT 
GAAGGCTGATATTGAAAGTCTTGTAACAGAAAAAGAAGCCTTACAGAAGGAAGGAGGCAA 
TCAGCAACAGGCTGCTTCTGAAAAGGAGTCTTGTATAACACAGTTGAAGAAAGAGTTATC 
TGAAAACATCAATGCTGTCACATTGATGAAAGAAGAGCTTAAAGAAAAAAAAGTTGAGAT 

65 TAGCAGTCTTAGTAAACAACTAACTGATTTGAATGTTCAGCTTCTUVAATAGCATCAGCCT 
ATCCGAAAAAGAAGCAGCCATTTCATCACTAAGAAAGCAGTATGATGAAGAAAAATGTGA 
ATTGCTGGATCAGGTGCAAGATTTATCTTTTAAAGTTGACACTCTGAGTAAAGAGAAAAT 
TTCTGCTCTTGAGCAGGTAGATGACTGGTCCAATAAATTCTCAGAATGGAAGAAGAAAGC 
ACAGTCAAGATTTACACAGCATCAAAACACTGTTAAAGAATTGCAGATCCAGCTTGAGTT 

70 AAAATCAAAGGAAGCTTATGAAAAGGATGAGCAGATAAATTTATTGAAGGAAGAGCTTGA 
TCAGCAAAATAAAAGATTTGATTGTTTAAAGGGTGAAATGGAAGACGACAAGAGCAAOAT 
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GGAGAAAAAGGAGTCTAATTTAGAAACAGAGTTAftAGTCTCAAACAGCAAGAATTATGGA 
ATTAGAGGACCATATTACCCAGAftAACTATTGAAATAGAGTCCTTAAATGAAGTTCTTAA 
AAATTACAATCAACAAAAGGATATTGAACACAAAGAATTGGTTCAGAAACTTCAACATTT 
TCAAGAGTTAGGAGAAGAAAAGGRCAACAGGGTTArAGAAGCTGAAGAAAAAATCTTAAC 
5 ACTTGAAAACCAAGTTTATTCCATGAAAGCTGAACTTGAAACTAAGAAGAAAGAATTAGA 
ACATGTGAATTTAAGTGTGAAAAGCAAAGflGGAGGAGTTATVAGGCTiTTGGAAGATAGGCT 
TGAGTCAGAAAGTGCTGCAAAATTAGCAGAGTTGAAGAGAAAAGCTGAACAAAAAATTGC 
TGCCATTAAGAAGCAGTTGTTATCTCAAATGGAAGAGAAAGAAGAACAGTATAAAAAAGG 
TACAGAAAGCCATTTGAGTGAGCTAAATACAAAATTGCAGGAAAGAGAAAGGGAAGTTCA 
10 CATCTTGGAAGAAAAACTTAAGTCAGTGGAAAGTTCACAGTCAGAAACATTAATTGTACC 
CAGATCAGCAAAAAATGTGGCAGCATATACTGAACAAGAAGAAGCAGATTCCCAAGGCTG 
TGTGCAGAAGACATATGAAGAAAAAATCAGTGTTTTACAAAGAAACTTAACTGAAAAAGA 
AAAGCTATTGCAGAGGGTAGGGCAGGAAAAAGAAGAGACAGTTTCTTCTCATTTTGAAAT 
GCGATGCCAATACCAGGAGCGCTTAATAAAGCTAGAACATGCTGAGGCAAAGCAACATGA 
1 5 AGATCAAAGTATGATAGGTCATCTTCAAGAGGAGCTTGAAGAAAAAAACAAGAAATATTC 
CTTGATAGTAGCCCAGCATGTGGAAAAAGAAGGAGGTAAAAATAACATACAGGCAAAGCA 
AAACTTGGAAAATGTGTTTGACGACGTCCAGRAAACCCTCCAGGAGAAGGAACTAACCTG 
TCAGATTTTGGAGCAAAAGATAAAAGAGCTGGATTCCTGCTTAGTAAGACAGAAAGAAGT 
ACATAGAGTTGAAATGGAAGAGTTGACCTCAAAATATGAAAAATTACAGGCTTTACAACA 
20 GATGGATGGAAGAAATAAACCCACAGAACTTTTGGAAGAAAACACTGAAGAAAAGTCCAA 
ATCACATTTGGTCCAACCCAAATTGCTTAGTAACAIGGAAGCCCAGCACAATGATCTGGA 
GTTTAAATTAGCCGGGGCAGAACGGGAGAAACAGAAACTGGGCAAGGAGPTTGTTAGATT 
GCAGAAAGACCTTCGAATGTTGAGAAAGGAGCATCAGCAAGAATTGGAASTACTAAAGAA 
AGAATATGATCAAGAAAGGGAAGAGJiAAATCAAACAGGAGCAGGAAGATCTTGAACTGAA 
25 GCACAATTCCACATTAAAACAGCTGATGAGGGAGTTTAATACACAGCTGGCACAAAAGGA 
ACAAGAGCTGGAAATGACCATAAAAGAAACTATCAATAAGGCCCAGGAGGTGGAGGCTGA 
ACTTTTAGAAAGCCATCAAGAAGAGACAAATCAGTTACTTAAAAAAATTGCTGAGAAAGA 
TGATGATCTAAAACGAACAGCCAAAAGATATGAAGAAATCCTTGATGCTCGTGAAGAAGA 
AATGACTGCAAAAGTAAGGGACCTGCAGACTCAACTTGAGGAGCTGCAGAAGAAATACCA 
30 GCAAAAGCTAGAGCAGGAGGAGAACCCTGGCAATGATAATGTAACAATTATGGAGCTACA 
GACACAGCTAGCACAGAAGACGACTTTAATCAGTGATTCGAAATTGAAAGAGCAAGAGTT 

CAGAGAACAGATTCACAATTTAGAAGACCGTTTGAAGAAATATGAAAAGAATGTATATGC 
AACAACTGTGGGGA£ACCTTACAAAGGTGGCAATTTGTACCATACGGAT.3TCTCACTCTT 

TGGAGAACCTACCGAATTTGAGTATTTGCGAAAAGTGCTTTTTGAGTATATGATGGGTCG 
35 TGAGACTAAGACCATGGCAAAAGTTATAACCACCGTACTGAAGTTCCCTGATGATCAGAC 

TCAGAAAATTTTGGAAAGAGAAGATGCTCGGCTGATGTCATGGCTCCGATCTTCATCTTG 

AAGAAGAGTGACATTGGGTGACTGCTGCTTGGAAAACTGTCCACACT'KCTACTCTTTGA 

GAATGAAGTTGTCATTCAGGGCCCCTCATGTAGCCAAAAGACCAAGAAAAATCTGGCCCA 

CAGATAAGTTGCAGACTGCCTTTAAAATAGATTTTATCAGTGGAGAAATGGTGATAGTTT 
40 TTTCTTCAGTTTTCTCTTGGGAAGAGTTTIATGTTGTTTAAAAGATATTTTGATAACTTA 

ACCTGCTTTATGGGCTTACATAATATTCCTTTCATCCATTCTTTTTAAAGAACGGCTTAC . 

CTTTCCTATTTATTTTTAGGGTGATTTTTTAAAAAGACTTGTGCAATACATTTTGAGGTG 

AAACTTAGTGGATTTTTTCTGATAAATTAGAGCATTTAATTGACTATTTTATTCAGGTTG 

ATCTGTTGAATATTTGCTAAAGACCAGTTCTTTAAG'CTAAGACATGTAAAAAATCCCAAA 
45 TGGCAGTACCTCATTGTTTACTTAGCTTTTGTACTTATATTTTTCAGAGGAAAAAACACT ■• 

ACTGTAAATTGTGAATAGCCAATACATAACTGTATTGTATGCAAATCTGTGATTGTTGGC 

AGTGTCATCTCTGAGAAACAGATAAATAAAGTTTATTTACTATATAACQINNNNiraNNlilN 

^^T^O.O 31804 Homo sapiens cDNA: FU21246 fis, clone COI.0119S, highly similar to AF005S32 Homo 
50 sapiens phosphodiesterase I/nucleotide pyrophosphatase beta (PDNP3) mRNA cr: gi-10437313///- 

/gb=AK024899 /gi=10437313 /ug=Hs .264750 /len=31 80 .Weakly similar to PC1_HUMAN Ectonucleotide 

pyrophosp [Human jangleur_201102. 18041. CI] [SEQ ID NO: 23 9] 

GTTAGTTAGAGTAGTGTTTTCCAAAGGGTGTACTGCAGTCTACAGGATTTTGATAATCTT 

TTCATTAGAGGAGTATTCAAGCTTTATTTAACCAAGGGGGTTGTCATAGAACTCATOTTC 
55 CATGGAACCAAACTTTGAGAATCACTGCCTTAGGGTCACTGAAACTAGAAGAGTTTAGCA 

TCCACTSTTTGCTAAAATTCTCTTTGACCAACACTATTATTAATTTAGCTTCTTTCATCA 

CCAAACTGTAACCCCTTTTCAGCATGGAGTACACATGCTAGGATGCACCAGTCTAGATAC 

ATAAGAAAATAGTGAATTTAAA7TGATTAGTGAAAATTGCTTGGATTTGGGGAGTTAGAA 

GTCTTGGGTATCAGTTCTAGTTCTGGCACCTAGTAAATAATTTTGAGCAATAAGTCATAT 
60 ATAATAACTTAATTTAAATAATCAGAGCCTTAATTTGCTCATCTAAAAACAAGAATAAAA 

TGTTTATSAGGGATATTTTTAAGTTTGACTTGAGCTAATGTGTATAAAAACTTGTCAAAT 

TGTGAACACTGTAAAAAGCAAGATATAATTATCACAGAACTAAGTACTTTATATTGGTTC 

AGCAGAGTTTCaGAATTTCTACTGTTGTCaAAGCA'JATGTTTTGCTATGTTGATTTTCAG 

rTGCTATGAAGTTTATAGAAAAGCGGAAAGTCTGAAATTTCTGTGACAAGGCTTTTTGTT 
65 cGGGGTTATTTTTAAAGAAAaCAGAAGATCGGATTGCATTAAAATTTGATGATTGTGTTA 

TTCTTGTTATATATGTCTTGACTAGTATTTAGTAAAAGTTATAAGGAAAAAAGGAGCAGT 

TGTCTGCAATATACTAGAAAXGAACTTTAATCTTTTCACACGATTCTTATTACAACATTT 

TTTCCTCTCTCCAGATTGCCCAATCACTGAAGAGCTGTGATCTTCCTAAACAGTTAAAAG 

TCAGGCACAGCTATGTAACTCATAGAGTTTCTCTTTGCCAGACTAGACTAAAGAAGGAGC 
70 ACTACTTTATTCTGATAAAACAGGTCTATGCAGCTACCAGGACAATGGAATCTACGTTGA 

CTTTAGCAACGGAACAACCTOTTAAGAAGAACACTCTTAAGAAATATAAAATAGCTTGCA 
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TTGTTCTTCTTGCTTTGCTGGTGATCATGTCACTTGGATTAGGCCTGGGGCTTGGACrrCA 

GGftAACTGGAAflAGCAAGGCAGCTGCAGGAAGAAGTGCTTTGATGCATCATTTAGAGGAC 

TGGAGAACTGCCGGTGTGATGTGGCATGTAAAGACCGAGGTGATTGCTGCTGGGATTTTG 

AAGACACCTGTGTGGAATCAACTCGAATATGGATGTGCAATAAATTTCGTTGTGGAGAGA 
5 CCAGATTAGAGGCCAGCCTTTGCTCTTGTTCRGATGACTGTTTGCAGAGGAAAGATTGCT 

GTGCTGACTATAAGAGTGTTTGCCAAGGAGAAACCTCATGGCTGGAAGAAAACTGTGACA 

CAGCCCAGCAGTCTCAGTGCCCAGAAGQGTTTGACCTGCCACCAGTTATCTTGTTTTCTA 

TGGATGGATTTAGAGCTGAATATTTATACACATGGGATACTTTAATGCCAAATATCAATA 

AACTGAAAACATGTGGAATTCATTCABAATACATGAGAGCTATGTATCCTACCAAAACCT 
10 TCCCAAATCATTACACCATTGTCACGGGCTTGTATCCGGAGTCACRTGGCATCATTGACA 

ATAATATGTATGATGTAAATCTCAACAAGAATTTTTCACTTTCTTCAAAGGAACAAAATA 

ATCCAGCCTGGTGGCATGGGCAACCAATGTGGCTGACAGCAATGTATCAAGGTTTAAAAG 

CCGCTACCTACTTTTGGCCCGGATCAGAAGTGGCTATAAATGGCTCCTTTCCTTCCATAT 

aCATGCCTTACAACGGAAGTGTCCCATTTGAAGAGAGGATTTCTACACTGTTAAAATGGC 
1 5 TGGACCTGCCCAAAGCTGAGAGACCCAGGTTTTATACCATGTTTTTTGAAGAACCTGATT 

CCTCTGGACATGCAGGTGGACCAGTCAGTGCCAGAGTAATTAAAGCCTTACAGGTAGTAG 

ATOiTGCTTTTGGGATGTTGATGGAAGGCCTGAAGOVGCXSGAATITGCACAACTGTGTCA 

ATRTCATCCTTCTGGCTGACCATGGAATGGACCAGACTTATTGTAACAAGATGGAaTACA 

TGACTGATTATTTTCCCAGAATAAACTTCTTCTACATGTACGAAGGGCCTGCCCCCCGCG 
20 TCCGAGCTCATAATATACCTCATGACTTTTTTAGTTTTAATTCTGAGGAAATTGTTAGRA 

ACCTmGTTGCa3AAAACCTGATCAGC»TTTCAAGCCCTATTTGACTCCTGATTTGCC3yi 

AGCGACTGCACTATGCCAAGAACGTCAGAATCGACAAAGTTCATCTCTTTGTGGATCAAC 

ACAATGAGTTTAGGAGCATGGAGGCTATCTTTCTGGCACATGGACCCAGTTTTAAAGAGA 

2 5 A3ACTGAAGTTGAACCATTTGAAAATATTG AAGTCTATAACCTAATGTGTGATCTTCTAC 

GCATTCAACCAGCACCAAACAATGGAACCCATGGTAGTTTAAACCATCTTCTGAAGGTGC 
CTTTTTATGAGCCATCCCATGCAGAGGAGGTGTCAAAGTTTTCTGTTTGTGGCTTTGCTA 
ATCCATTGCCCACAGAGTCTCTTGACTGTTTCTGCCCTCACCTACAARATAGTACTCAGC 
TGGAACAAGTGAATCAGATGCTAAATCTCACCCAAGAAGAAATAACAGCAACAGTGAAAG 
30 TaAATTTGCCATTTGGGAGGCCTAGGGTACTGCAGAAGAACGTGGACCACTGTCTCCTTT 
ACCACAGGGAATATGTCAGTGGATTTGGAAAAGCTATGAGGATGCCCATGTGGAGTTCAT 
ACACAGTCCCCC3«3TTGGGAGACACATCGCCTCTGCCTCCCACTGTCCCAGACTGTCTGC 
G<»CTGATGTCAGGGTTCCTCCTTCTGAGAGCCAAaAATGTTCCTTCTATTTAGCaGACA 
AGAATATCACCCACGGCTTCCTCTATCCTCCTGCCAGCAATAGAACATCAGATAGCCAAT 

3 5 ATGATGCTTTAATTACTAGCAATTTGGTACCTATGTATGAAGAATTCAGAAAAATGTGGG 

TTAGTGGACCAATATTTGATTATAATTATGATGGCCATTTTGATGCTCCAGATGAAATTA 

CCAAACATTTAGCCAACACTGATGTTCCCATCCCAJ-.CACACTACTTTGTGGTGCTGACCA 

GTTGTAAAAACAAGAGCCACACACCGGAAAACTGCCCTGGGTGGCTGGATGTCCTACCCT 
40 TTATCATCCCTCACCGACCTACCAACGTGGAGAGCTGTCCTGPiAGGTAAACCAGAAGCTC • • 

TTTGGGTTG7AGAAAGATTTACAGCTCACATTGCCCGGGTCC3TGATGTAGAACTTCTCA 

CTGGGCTTGACTTCTATCAGGATAAAGTGCAGCCTGTCTCTGAAATTTTGCAACTAaAGA 

CATATTTACCAACATTTGAAACCACTATTTAACTTAATAATGTCTACTTAATATATAATT 

TACTGTATAAAGTAATTTTGGCAAAATATAAGTGATTTTTTTCTGGAGAATTGTAAAATA 
45 AAGTTTTCTATTTTTCCTTAAGTCCCCTAftAAGCCATAATTTTTATTATTCCTTTTTCTC 

TTTTTTCAATTCTATGAATATGTATTATTTTAAAGTTATATTTTTCACACAGAGATGATG 

CTATATTACACCTTCCCTTTTTTGTTGGTTTCTTAAACTCTARTCTCATGACAGATTATA 

CCTTCCTTATTACTTGTTTTATCTTACTCAGAATCTTTGAATATATTTTTCTGCCCAGAA 

TTATCTAAACAAAAGGGAGAACAAAAG?AGTATGTCTCACTTGGGAACTGAATCAACTCT . . - • 

50 AAATCAGTTTTGTCACAAAACTTTTTGTATTTGACTGGCT^ATGCTGATTAAAATTAAAAA 
TGCAC 

>M l.0.0_14970 Mus musculus von Willebrand factor A-domain containing I (Vwal-pending) , mRNA or: gi- 

2.329S596/// {Mouse_jongle<ir_201102 , 9085 .CI] [SEQ ID NOi 240] 

TCGATCAAGAGCCCGCCACTCCAGGCGOSATGCTGTTCTGGACTGCGTTCAGCATGGCTT 
55 TGAGTCTGCGGTTGGCATTGGCGCGGAGCAGCATAGAGCGCGGTTCCACAGCATCAGACC 

CCCAGGGGGACCTGTTGTTCCTGTTGGACAGCTCAGCCaGCGTGTCACACTATGAGTTCT 

CAAGAGTTCGGGAATTTGTGGGGCAGCTGGTGGCTACX3ATGTCTTTCGGACCCGGGGCTC 

TGCGTGCTAGTCTGGTGCACGTGGGCAGCCAGCCTCACACAGAGTTTACTTTTGACCAGT 

ACAGTTCAGGCCAGGCTATACGGGATGCCATCCGTGTTGCACCCCAACGTATGGGTGATA 
60 CCAACACAGGCCTGGCACTGGCTTATGCCAAAGAACAATTGTTTGCTGAGGAAGCAGGTG 

T3GGCCCCCCTATGCAGGAGCTCAAGGACCTGGGTGTCACCATCTTCATTGTCAGCACTG 
GCCGAGGCAACCTGTTGGAGCTGTTGGCAGCTGCCTCGGCTCCTGCCGAGAAGCACCTAC 
ACTTTGTGGATGTGGATGATCTTCCTATCATTGCCCGGGAGCTGCGGGGCTCCATAACTG 
65 ATGCGATGCAGCCACAACAGCTTCATGCCTCGGAGGTTCTGTCCAGTGGCTTCCGCCTGT 
CCTGGCCGCCCCTGCTGACAGCGGACTCTGGTTACTACGTGCTGGAATTGGTACCTAGCG 
GCAAACTGGCaACCACAAGACGCCAACAGCTGCCCGGGAATGCTACCAGCTGGACCTGGA 
CAGATCTCGACCCGGACACAGACTATGAAGTATCACTGCTGCCTGAGTCCAACGTGCACC 
TCCTGAGGCCX5CAGCACGTGCGAGTACGCACACTGCAAGAGGAGGCCGGGCCAGAACGCA 



70 




aSGACTCCraCTCTCGGCTACCATGTACAGCTCGGACCTCTGCAGGGCGGGTCCCTAGAGC 
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GCGTGGAGGTGCCAGCAGGCCAGAACAGCACTACCGTCCAGGGCCTGACGCCCTGCACCA 
CTTACCTGGTGACTGTGACTGCCGCCTTCCGCTCCGGCCGCCAGAGGGCGCTGTCGGCTA 
AGGCCTGTACGGCCTCTGGCGCGCGGACCCGTGCTCCGCAGTCCATGCGGCCGGAGGCTG 
GACCGCGGGAGCCCTGAACTGCCTGCCTGCTCGTCCACCCGGGGGCCCTCTTCCCTAGCC 
CGGAGAGAGAGACACTGCTGCTCGTGGGTTTTCTTGTGGATGGAGTCGGGTGGGGAGATG 

GCCGCCCTTGCCTGACTTCCGGGAAACCCGGGTAGCCTCACGCGCAATGGCGGTCOTCTC 

CGGTTGCCAGTGGAGTTGAGCACACGGTGGTCCTTGGGCAACTCTTGGCGAGGGGATGGA 

CAGTGTCTGAGGTCAGGTTGAGGACATAAGACCCAGGACCCGCCTTCAGGAGAGGAGGCC 

ACAGAGTTTCCAACCTGTGCCAAAGGCTGGGCCCTCTGGTGGCAGGGACTACGCATGGCT 

TTGAGGAGGCGTTCAGGACCATCCAGGTCCTGCCTGGGCCTAGAAAGTGGGTAGGAGAAA 

GGGAAGAGAGACTAGTGTAGACAGGATTCCCGAAAACTTCCTCAAGGAAAGGAAAGATAG 

GGAGGTATGCTGGGAGGCTGATGATGTGGCATTGGTTTTCATCAAGATGTCCTGCCAGCC 

TAGAGGCCGGGATCTGTCAGGGTCACTGACTCTGCCTTCCTGCCCAGGACCTGCACTGGG ■ 

CCCTCGATCAGTGCCAAGGATGCAGTCTTTTCACAGGAATGGGACGAGACCTTGGCATTT 

TGTAGGGAGCAAGGTGTCATGCAGGTGGGCTACCTCCTGCCATCACCATTACCCTGGGGC 

ATCTGACAGATACCTAAGGGTGGTCAGGAACAGGTTTCCTCTCAAGTCCCTATGTAGGCC 
TCTCCTCTCCTCTCAGAATCATTTGCCTTATCCCAAGCTTACTCCATCTCTTCCCCACTA 
ATGACCCGGACTCTAACAACAATACAGTCAGACAGACATAAACTGTGCCTGCAGTCTCAT 
TAAAATGCTGTATTTTTCGTCAA 

>gi|448505l|gb|AI552688.l|AI5526a8 mmOScll.yl Stratagene mouse kidney (#937315) Mus musculus' cDNA 
clone IMAGE:52043S 5', iiiRNA sequence [SEQ IB NO: 341] 
CAGCAGCTGGCTATACfiGACAGTGAGGATGAAGGTGACGATCTTTTTGTAGAAGAGCCCA 
AAACAAATGATGTAAAGGACTCAGAAACAGACCCAGAACTTGTCATTACAGGAGAAGAAA 
AGGACATCCAGGAATCCAGGAAAGGCCT(3GTACAGCCTGAGTCAC3«lTCAGAGGATGCCA 

agtcagaaacggcgagcx3cttatcgtcttcagggtagcaagctcaaccctctgtcagctg 
ctgaaaagggcagagactttacactaaaagccgtctttgaaaaaaaagaaaatggcctaa 
aataatcagttatccatatctcaaaggaaacactacatgaagacaagaccagagagatcc 
agagagacagcttgnagagtgaattggtacacagagctttagggagttcagtgaca 

>H_1.0.0_S347 Homo sapiens eukaryotic translation termination factor l (ETFl) , mRNA cr: gi- 
4759033/7/ [Human_jongleur_201102.2013.C4l [SEQ ID NO: 242] 

gctgctctgggtgcacgtccacttggacttgttctcttcatagtgagcactggtcttaat 
gtatctggccagctctatctgcatgtcgccgaaaaggggcaccacctgcagctgcctgga 
gagagggagccggtgtcctacgtcagagccgccgccgccgccggagccgccgccggggag 



cagatttcacgagtggcaaaaatgttagcggatgagtttggaactgcatctaacattaag 
tcacgagtaarccgcctttcagtcctgggagccattacatctgtacaacaaagactcaaa 

gaaggaaaggaaaagaaagtcaacattgactttgaacctttcaaaccaattaatacgtca 
ttgtatttgtgtgacaacaaattccatacagaggctcttacagcactactttcagatgat 
agcaagtttggattcattgtaatagatggtagtggtgcactttttggcacactccaagga 

aacacaagagaagtcctgcacaaattcactgtggatctcccaaagaaacacggtagagga 
ggtcagtcagccttgcgttttgcccgtttaagaatggaaaagcgacataactatgttosg 
aaagtagcagagactgctgtgragctgtttatttctggggacaaagtgaatgtggctggt 
ctagttttagctggatccgct3actttaaaactgaactaagtcaatctgatatgtttgat 
cagaggtt.acaatcaaaagtti'taaaattagttgatrtatcctatggtggtgaaaatgga 
ttcaaccaagctattgagttatctactgaagtcctctccaacgtgaaattcattcaagag 
aagaaattaataggacgatactttgatgaaatcagccaggacacgggcaagtactgtttt 
ggcgttg-jiagatacactaaaggctttggaaatggaagctgtagaaattctaatagtctat 
gaaaatctggatataatgagatatgttcttcattgccaaggcacagaagaggagaaaatt 
ctctatc'taactccagagcaagaaaaggataaatctcatttcacagacaaagagaccgga 
caggaacatgagcttatcgagagcatgcccctgttggaatggtttgctaacaactataaa 
aaatttggagctacgttggaaattgtcacagataaal-cacaagaagggtctcagtttgtg 
aaaggatttggtggaattggaggtatcttgcggtact;gagtagatttccagggaatggaa 
taccaaggaggagacgatgaattttttgaccttgatgactactaggtagtcgacatgggt 
ccggcaaaacgtgcctcaccctccagcatccaacccraggagcatacccatggtggaatc 
caaacagatccctgccttacaattggaacatttccagaacttaatccatgagcattggat 
attgaaaagaaaaccgaaacaaaaccagacccagccctacactttggtttgtcatggigt 

CAGCGCAGCAGCCTACAACTAAGTTCCTAAACGCCACTTTGGACTAATTTAAAAAAGAAT 
CCCAGTTTTTACTTTTACTGGATGGTGAAATTGG'TTGCTCTTGTATTTTATGAAAAAAAA 
TGATTTTTTTAACCTTCATACATAGAAGCAAflAATACTTTAACTGCTGTAAACCTTC3«U\ 
AGTTAAT.4V3AAGTGAGATCATACTGGTTTGTTTCTTATTTTGATTGGAGAAAAATTAAAT 
TGCTGCATTTCGCAGTGACCCATTTACATGGCATTCTCAGCTTAGACTGCGTAAGAAGAA 
ATATATGTGGTGAAATGTTGGAACCATTTCTCTCTTGGTCTCTGTTTAATGTTGAAAGGG 
TGAGCTAATAGGAGGCACTTTCAACTTCACTCCCTCACGCTACCCCGTCCCCCTCCAGAC 
TGGCAGTTTCTiAGGATGCAAATTGCATTGCAAAATO^CTGACTCATGAAGCATTTGGG 
CCAGTGCACTGTTTACTTCCATCTGTTTGCAGACACATTTGTGCCCGGCGTTTGGGAGCC 
CTTTGTATCAATGTTCTGACAAGGGTCCCTATAACCTTAACCTACTCGAAACCGGTTTGG 
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GATGGATATGATGGGGCTTCTGTGCTATTGCTGGGATTGGGAGAAATAAAftCATGCAATT 
TAAGTGGAAGCGAAGAAATTTT^GAGGATTTTATTTTGCTTGGGTCAATCCTTGTTAAA 
AGGGAGGTGGATGTGTTTCCTTGTGTTGGATGGCATGAGATTATGTGAATGTTTTGATTT 
ATTAAAATGAACTGCAAGGTTTTTCACAGGAACGACAGACATGTATGACTGCATGTAATT 
ATAAACTCCTGACCTCCTGGTGGGGTTGGAGCATCTGTTTCAAATGTGGGACTTACAAGC 
ACTTCTCACATGAGAAATTAGGGGCGGGTGGGAAGGGATGGGACACAGCTTCTGGCACCA 
TGGATTTAAGACCATGTTGGATCCAAAAGTTGGCCTGAAACCCTGAAGCTGATGCTTCAC 
AGCTGGGCTGTAAGTCAGACTTGAACCCAGCTGATATGCAAGGTCATGGCGTGCCAGGGT 
GGTGACAGTTGAACAAAGTGTATAGTACGTGCCCAGTGGTAGCGATGGAAAAAAGTATAC 
CAAATGGACTTTGAAGGACCAAAGGTTTTAAAAGTCAATTGGTATCACCTCCACACTGAC 
TAGGGTAGTGGGGTGCATTTGGTTTTCAAATTGGGTACTTTTTiACACTTTAGTGCCTGAC 
TGCTGTTCTTTACTGACTTGATTCAGTCACTCGTAGCTTTATTGGTCTGAACCAGCTCCT 
TGTTCCCAGGTTACAGACCTGCCTATOSTTCCAATAATCCTGTTTCACTTGAATGAAGGG 
AGTATGTCTTAAATGTAAAGTTTCTGGTTCTCACACTGTACTCTGAGGTCCAAATACTGT 
CTGTCAATGTGTAACCTGATGTCTCAACCCCCTGTGAGAAGAGTCCATTATTTGGTGTTC 

CAGAACACCCAAGAGCGAGCAAACACGCTCTCTTCACAGCAGTRCCTTAGGGTTTTGCCA 
TTGTAAATGGGTCTGATGTGATATGACAAGACCAGAGAAATTGGATGTAAATTTACATTT 
TTGAATATGCTTGTTGTTTCACATGATACATTTAGGGTATGCAGCTCCTTTTGTAGTTTT 
TATTTTTACTATTTAAGTTTGGAAATGATGCCAAATTTTTGTATTTCTTTAATCAATGTG 
TTCTCTTCGGTGATATATATTGCATTATATATTGATGTGTGTATCAATATATATTGATAT 
GTATTACACTTACACATACAAACACATATAAGAGGGGGTGAAAACCGTAGCCTTTGCATT 

ATGGAGAAGAGTATTAAACCATATTTAAGAAT 

>H_1.0.0_1S39 Homo sapiens interleukin 1 receptor, type I (ILIRI) , mRNA or: gi-4b04S58/// 
[Human_jongleur_201102,103.Cl] [SEQ ID NO: 243] 

GTGGGGGCGCCGGCTGCCCCGCGCGCCCAGGGAGCGGCAGGAATGTGACAATCGCGCGCC 
CGCACCGTAGCACTCCTCGCTCGGCTCCTAGGGCTCTCGCCCTCTGAGCTGAGCCGGGTT 
C'CGCCCGGGCTGGGATCCCATCACCCTCCACGGCCGTCCGTCCAGGTAGACGCACCCTCT 
GAAGATGGTGACTCCCTCCTGAGAAGCTGGACCCCTTGGTAAAAGACAAGGCCTTCTCCA 
AGAAGAATATGAAAGTGTTACTCAGACTTATTTGTTTCATAGCTCTACTGATTTCTTCTC 
TGGAGGCTGATAAATCCAAGGAACGTGAAGAAAAAATAATTTTAGTGTCATCTGCAAATG 
AAATTGATGTTCGTCCCTGTCCTCTTAACCCAAATGAACACAAAGGCACTATAACTTGGT 
ATAAAGATGACAGCAAGACACCTGTATCTACftGAACAAGCCTCCAGGATTCATCAACACA 
AAGAGAAACTTTGGTTTGTTCCTGCTAAGGTGGAGGATTCAGGACATTACTATTGCGTGG 
TAAGAAATTCATCTTACTGCCTCAGAATTAAAATAAGTGCAAAATTTGTGGAGAATGAGC 
CTAACTTATGTTATAATGCACAAGCCATATTTAAGCAGAAACTACCCGTTGCAGGAGACG 
GAGGACTTGTGTGCCCTTATATGGAGTTTTTTAAAAATGAAAATAATGAGTTACCTAAAT 
TACAGTGGTATAAGGATTGCAAACCTCTACTTCTTGACAATATACACTTTAGTGGAGTCA 
fAGATAGGCTCATCGTGATGAATGTGGCTGTiAAAGCATAGAGGGAACTATACTTGTGATG 
CATCCTACACATACTTGGGCAAGCAATATCCTATTACCCGGGTAATAGAATTTATTftCTC 
TAGAGGAAAACAAACCCACAAGGCCTGTGATTGTGAGCCCAGCTAATGAGACAATGGAAG 
TMACTTGGGATCCCAGATACAATTGATCTGTAATGTCACOSGCCAGTTGAGTGACRTTG 
CT.TACTGGAAGTGGAATGGGTCAGTAATTGATGAAGATGACCCAGTGCTAGGGGAAQACT 
ATTACAGTGTGGAAAATCCTGCAAACAAAAGAAGGAGTACCCTCATCACAGTGCTTAATA 
TATCGGAAATTGAAAGTAGATTTTATAAACATCCATTTACCTGTTTTGCCAAGAATACAC 
ATGGTATAGATGCAGCATATATCCAGTTAATATATCCftGTCACTAATTTCCAGftAGCACA 
TGATTGQTATATGTGTCACGTTQACAGTCATAATTGTGTGTTCTGTTTTCATCTATAAAA 

AAGCTTCAGATGGAAAGACCTATGACGCATATATACTGTATCCAAAGACTGTTGGGGAAG 
GGTCTACCTCTGACTGTGATATI'TTTGTGTTTAAAGTCTTGCCTGAGGTCTTGGAAAAAC 
AGTGTGGATATAAGCTGTTCATTTATGGARGGGATGACTACGTTGGGGAAGACATTGTTG 
AGGTCATTAATGAAAACX3TAAAGAAAAGCAGAAGACTGATTATCATTTTAGTCAGAGAAA 
CATCAGGCTTCAGCTGGCTGGGTGGTTCATCTGAAGAGCAAATAGCCATGTATAATGCTC 
TTGTTCAGGATGGAATTAAAGTTGTCCTGCTTGAGCTGGAGAAAATCCAAGACTATCAGA 
AAATGCCAGAATCGATTAAATTCATTAAGCAGAAACATGGGGCTATCCGCTGGTCAGGGG 
ACTTTACACAGGGACCACAGTCTGCAAAGACAflGGTTCTGGAAGAATGTCAGGTACXZACA 
TGCCAGTCCAGCGACGGTCACCTTCATCTAAACACCAGTTACTGTCACCAGCCACTAAGG 
AGAAACTGCAAAGAGAGGCTCACGTGCCTCTCGGGTAGCATGGAGAAGTTGCCAAGAGTT 
CTTTAGGTGCCTCCTGTCTTATGGCGTTGCAGGCCAGGTTATGCCTCATGCTGACTTGCA 
G? GTTCATGGAATGTAACTATATCATCCTTTATCCCTGAGGTCACCTGGAATCAGA"-TAT 
TAAGGGAATAAGCCATGACGTC7VATAGCAGCCCAGGGCACTTCAGAGTAGAGGGCTTGGG 

TTGGGAGGCTGAAGTGGGTGGATCACCAGAGGTCAGGAGTTCGAGflCCAGCCCAGCCAAC 
ATGGCAAAACCCCATCTCTACTAAAAAIACAAAAATGAGCTAGGCATGGTGGCACACGCC 
rGTAATCCCAGCTACACCTGAGGCTGAGGCAGGAGAATTGCTTGAACCGGGGAGACGGAG 
GTTGCAGTGAGCCGAGTTTGGGCCACTGCACTCTAGCCTGGCAACAGAGCAAGACTCCGT 
CTCAAAAAAAGGGCAATAAATGCCCTCTCTGAATGTTTGAACTGCCAAGAAAAGGCATGG 
AGACAGCGAACTAGAAGAAAGGGCAAGAAGGAAATAGCCACCGTCTACAGATGGCTTAGT 
TAAGTCATCCACAGCCCAAGGGCGGGGCTATGCCTTGTCTGGGGACCCTGTAGAGTCACT 
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GACCCTGGAGCX3GCTCTCCTGAGAGGTGCTGCAGGCAAAGTGAGACTGACACCTCACTGA 
GGAAGGGAGACATATTCTTGGAGAACTTTCCATCTGCTTGTATTTTCCATACACATCCCC 
AGCCAGAAGTTAGTGTCCGAAGACCGAATTTTATTTTACAGAGCrrGAAAACTCACTTCA 
ATGAACAAAGGGATTCTCCAGGATTCCAAAGTTTTGAAGTCATCTTAGCTTTCCACAGGA 
GGGAGAGAACTTAAAAAAGCAACAGTAGCAGGGAATTGATCCACTTCTTAATGCTTTCCT 
CCCTGGCATGACCATCCTGTCCTTTGTTATTATCCTGCATTTTACGTCTTTGGAGGAACA 
GCTCCCTAGTGGCTTCCTCCGTCTGCAATGTCCCTTGCACAGCCCACACATGAACCATCC 
TTCCCATGATGCCGCTCTTCTGTCATCCCGCTCCTGCTGAAACACCTCCCAGGGGCTCCA 
CCTGTTCAGGAGCTGAAGCCCATGCTTTCCCACCAGCATGTCACTCCCAGACCACCTCCC 
TGCCCTGTCCTCa«5CTTCCCCTCGCTGTCCTGCTGTGTGAATTCCCAGGTTGGCCTGGT 
GGCCATGTCGCCTGCCCCCAGCACTCCTCTGTCTCTGCTCTTGCC TCGA CCCTTCCTCCT 
CCTTTGCCTAGGAGGCCTTCTCGCaTTTTCTCTAGCTGATCAGAATTTTACCAAAATTCA 
GAACATCCTCXaATTCCACAGTCTCTGGGAGACTTTCCCTAAGAGGCGACTTCCTCTCCA 
GCCTTCTCTCTCTGGTCAGGCCCACTGCAGAGATGGTGGTGAGCaCATCTGGGAGGCTGG 

CTCaCTGCCTTCCAGGAGCAATTTGCACATGTAACATAGATTTATGTAATGCTTTATGTT 
TAAAAACATTCCCCAATTATCTTATTTAATTTTTGCAATTATTCTAATTTTATATATAGA 
GAAAGTGACCTATTTTTTAAAAAAATCACACTCTAAGTTCTATTGAACCTAGGACTTGAG 
CCTCCATTTCTGGCTTCTAGTCTGGTGTTCTGAGTACTTGATTTCAGGTCAATAACGGTC 
CCCCCTCACTCCACACTGGCACGTTTGTGAGAAGAAATGACATTTTGCTAGGAAGTGACC 
' GAGTCTAGGAATGCTTTTATTCAAGACACCAAATTCCAAACTTCTAAATGTTGGAATTTT 
CAAAAATTGTGTTTAGATTTTATGAAARACTCTTCTACTTTCATCTATTCTTTCCCTAGA 
GGCAAACATTTCTTAAAATGTTTCATTTTCATTAAAAATGAAAGCCAAATTTATATGCCA 
CCGATTGGAGGACACAAGCACAGTTTTAAGAGTTGTAT GAACA TGGAGAGGACTTTTGGT 
TTTTATATTTCTCGTATTrAATATGGGTGAACACCAACTTTTATTTGGAATAATAATTTT 
CCTCCTAAACAAAAACACATTGAGTTTAAGTCTCTGACTCTTGCCTTTCCACCTGCTTTC 
TCCTGGGCCCGCTTTGCCTGCTTGAAGGAACAGTGCTGTTCTGGAGCTGCTGTTCCAACA 
GACAGGGCCTAGCTTTCATTTGACACACAGACTACAGCCAGAAGCCCATGGAGCAGGGAT 
GTCACGTCTTGAAAAGCCTATTAGATGTTTTACAAATTTAATTTTGCAGATTATTTTAGT 
CTGTCATCCAGAAAATGTGTCAGCATGCATAGTGCTAAGAAAGCAAGCCAATTTGGAAAC 
TTAGGTTAGTGACAAAATTGGCCAGAGAGTGGGGGTGATGATGACCAAGAATTACAAGTA 
GAATGGCAGCTGGAATTTAAGGAGGGACAAGAATCAATGGATAAGCGTGGGTGGAGGAAG 
ATCCAAACAGAAAAGTGCAAAGTTATTCCCCATCTTCCAAGGG'rrGAATTCTGGAGGAAG 
AAGACACATTCCTAGTTCCCCGTGAACTTCCTTTGACTTATTGTCCCCACTAAAACAAAA 
CAAAAAACTTTTAATGCCTTCCACaTTAATTAGATTTTCTTGCaGTTTTTTTATGGCATT 
TTTTTAAASATGCCCTAAGTGTTGAAGAAGAGTTTGCAAATGCAACAAAAATATTTAATT 
ACCGGTTGTTAAAACTGGTTTAGCACAATTTATATTTTCCCTCTCTTGCCTTTCTTATTT 
GCAATAAAAGGTATTGAGCCATTTTTTAAATGACATTTTTGATAAATTATGTTTGTACTA 
GTTGATGAAGGAGTTTTTTTTAACCTGTTTATATAATTTTGCAGCAGAAGCCAAATTTTT 
TGTATATTA^AGCACCAAATTCATGTACAGCATGCATCACGGATCAATAGACTGTACTrA 
TTTTCCAATAAAATTTTCAAACTTTGTACTGTTAAA 

>H_1.0.G 2S53 Homo sapiens lipase, hepatic (LIPC) , mRNA or: gi-4557722/// 
[Huraan_-jongleur_201102.432.Cll [SEQ XO NO! 244] 
GGTCTCTTTGGCTTCAGAAATTACCAAGAAAGCCTGGACCCCGGGTGAAACGGAGAAATG 
GACACAAGTCCCCTGTGTTTCTCCATTCTGTTGGTTTTATGCATCTTTATCCAATCAAGT 
GCCCTTGGACAAAGCCTGAAACCAGAGCCATTTGGAAGAAGAGCTCAAGCTGTTGAAACA 
AACAAAACGCTGCATGAGATGAAGACCAGATTCCTGCTCTTTGGAGAAACCAATCAGGGC 
TGTCAGATTCGAATCAATCATCCGGACACGTTACAGGAGTGCGGCTTCAACTCCTCCCTG 
CCTCTGGTGATGATAATCCACGGGTGGTCGGTGGACGGCGTGCTAGAAAACTGGATCTGG 
CAGATGGTGGCCGCGCTGAAGTCTCAGCCGGCCCAGCCAGTGAACGTGGGGCTGGTGGAC 
TGGATCACCCTGGCCCACGACCACTACACCATCGCCGTCCGCAACACCCGCCTTGTGGGC 
AAGGAGGTCGCGGCTCTTCTCCGGTGGCTGGAGGAATCTGTTCAACTCTCTCGAAGCCAT 
GTTCACCTAATTGGGTACAGCCTGGGTGCACACGTGTCAGGATTTGCCGGCAGTTCCATC 
GGTGGAACGCACAAGATTGGGAGAATCACAGGGCTGGATGCCGCGGGACCTTTGTTTGAG 
GGAAGTGCCCCCAGCAATCGTCTTTCTCCAGATGATC-CCAATTTTGTGGATGCCATTCAT 
ACCTTTACGCGGGAGCACATGGGCCTGAGCGTGGGCPTCAAACAGCCCATAGGACACT.AT 
GACTTCTATCCCAACGGGGGCTCCTTCCAGCCTGGCTGCCACTTCCTAGAGCTCT.ACAGA 
CATATTGCCCAGCACGGCTTCAATGCCATCACCC3«3ACCATAAAATGCTCCCACGAGCaA 
TCGGTGCACCTTTTCATCGACTCCTTGCTGCACGCCGGCACGCAGAGCATGGCCTACCCG 
TGTGGTGACATCAACAGCTTCAGCCAGGGCCTGTGCCTGAGCTGCAAGAAGGGCCGCTGC 
AACACGCl'GGGCTACCACGTCCGCCAGGAGCCGCGGAGCAAGAGCAAGAGGCTCTTCCTC 
GTAACGCGRGCCCAGTCCCCCTTCAAAGTTTATCATTACCAGTTAAAGATCCAGTTCATC 
AACCAAACTGAGACGCCAATACAAACAACTTTTACCATGTCACTACTCGGAACAAAAGAG 
AAAATGCAGAAAATTCCCATCACTCTGGGCAAAGGAATTGCTAGTAATAAAACGTATTCC 
TTTCTTATCACGCTGGATGTGGATATCGGCGAGCTGATCATGATCAAGTTCAAGTGGGAA 
AACAGTGCAGTGTGGGCCAATGTCTGGGACACGGTCCAGACCATCATCCCATGGAGCP.CA 
GGGCCGCGCCaCTCAGGCCTCGTTCTGAAGACGATCAGAGTCAAAGCAGGAGAAACCCAG 
CAAAGAATGACATTTTGTTCAGAAAACACAGATGACCTACTACTTCGCCCAACCCAGGAA 
AAAATCTTCGTGAAATGTGAAATAAAGTCTAAAACATCAAAGCGAAAGATCAGATGAGAT 
TTAATGAAGACCCAGTGTAAAGAATAAATGAATCTTACTCCTT 
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>H 1.0.0 19679 Homo sapiens CDS antigen-like (scavenger receptor cysteine rich family) (CDSW , mRNA 

crT gi-S174410/// [Human_jongleur_201102 . 877S .CI] [SEQ ID NO: 245] 

TTGCTGCTTGGGGACCTCCTTCTAGCCTTAAATTTCAGCTCATCACCTTCACCTGCCTTG 

GTCATGGCTCTGCTATTCTCCTTGATCCTTGCCATTTGCACCAGACCTGGATTCCTJU3CG 

TCTCCATCTGGAGTGCGGCTGGTGGGGGGCCTCCACCGCTGTGAAGGGCGGGTGGAGGTG 

GAACAGAAAGGCCAGTGGGGCACCGTGTGTGATGACGGCTGGGACATTAAGGACGTGGCT 

GTGTTGTGCCGGGAGCTGGGCTGTGGAGCTGCCAGCGGAACCCCTAGTGGTATTTTGTAT 

GAGCCACCAGCAGAAAAAGAGCAAAAGGTCCTCATCCAATCAGTCAGTTGCACAGGAACA 

GAAGATACATTGGCTCAGTGTGAGCAAGAAGAAGTTTATGATTGTTCACATGATGAAGAT 

GCTGGGGCATCGTGTGAGAACCCRGAGAGCTCTTTCTCCCCAGTCCCAGAGGGTGTCAGG 

CTGGCTGACGGCCCTGGGCATTGCAAGGGACGCGTGGAAGTGAAGCACCAGAACCAGTGG 

TATACCGTGTGCCAGACAGGCTGGAGCCTCCGGGCCGCAAAGGTGGTGTGCCGGCRGCTG 

GGATGTGGGAGGGCTGTACTGACTCAAAAACGCTGCAACAAGCATGCCTATGGCCGAAAA 

CCCATCTGGCTGAGCCAGATGTCATGCTCAGGACGAGAAGCAACCCTTCAGGATTGCCCT 

TCTGGGCCTTGGGGGAAGAACACCTGCAACCATGATGAAGACACGTGGGTCGAATGTGAA 

GATCCCTTTGACTTGAGACTAGTAGGAGGAGACAACCTCTGCTCTGGGCGACTGGAGGTG 

CTGCACAAGGGCGTATGGGGCTCTGTCTGTGATGACAACTGGGGAGAAAAGGAGGACCAG 

GTGGTATGCAAGCAACTGGGCTGTGGGAAGTCCCTCTCTCCCTCCTTCAGAGACCGGAAA 

TfJCTATGGCCCTGGGGTTGGCCGCATCTGGCTGGATAATGTTCGTTGCTCAGGGGAGGAG 

CAGTCCCTGGAGCAGTGCCAGCACAGATTTTGGGGGTTTCACGACTGCACCCACCAGGAA 

GATGTGGCTGTCATCTGCTCAGGATAGTATCCTGGTGTTGCTTGACCTGGCCCCCCTGGC 

CCCGCCTGCCCTCTGCTTGTTCTCCraAGCCCTGATTATCCTCATACTCATTCTGGGGCT 

CAGGCTTGAGCCACTACTCCCTCATCCCCTCAGGAGTCTGAACACTGGGCTTATGCCTTA 

CTCTCAGGGACAAGCAGCCCCCTTTGCTGCCTGTAGATGTGAGCTGTTGAGTTCCCTCTT 

GCTGGGGAAGATGAGCTTCCATGTATCCTGTGCTCAACCCTGACCCTTTGACACTGGTTC 

TGGCCTTTCCTGCCTTTTCTCAAGCTGCCTGGAATCCTCAAACCTGTCACTTTGGTCAGA 

TGTGCAGACCATTACTAAGGTCTATGTCTGCAAACATTACTAATCTAGGTCCTATTACTA 

ATCTATGTCTGCT^CATTAAAGGAATGAAACAATGAAAGGAACATTTGAAAGAAAATGT 

GGGTAGACAATTTCTTGCAACTTGGGGGAAAGTTTAGAATTCTTTTCATTGGACTACTTT 

TTAGTGTAGGTAGACAATTCTTTCAGGAGCAGAGCAGCGTCCTATAATCCTAGACCTTTT 
CATGACGTGTAAAAAATGATGTTTCATCCTCTGATTGCCCCAATAAAAATCTTTGTTGTC 
CATCCCTATACAACCTGCCAACATGGTTGACATrTAATGAGAGGAATGTCftAARATACAT 
TTTACTTTATTCAAAQAAAAATATATTGGTTACTGGGAAAAGGTCA&GAAAGAGGCAGAA 
ACAGATCAGGGAGGGCTAAAGTTGTGTCTTATGCCAAGCGGAAGTGGAAAATATCACTTT 
TCACTTTATCAACTGAGACTTTGGGGCCTGTAAGCTTGAGGCAA3ACAGAAATAAGAGAA 
TCAAGACTTGATTGTAAAAATTGACAACTTTAGATTCTGAGGCTAGGCTGAGTACTTATT 

ATACGGCTACATTTACACATTTACACTTflTCTAATAAATCAGATTTCACAGTCTC _ 

>H 1 0.0 59392 Homo sapiens similar to evidence:NAS-hypothetioal protem-putative (L0C135121) , mRNA 

siT gi-20'5S0015/// [Human_jongleur_201102 . cl . 17434 .singlet) [SEQ ID NO: 24 S] 

ATGGCTTTTCTTCCTTCCTGGGTTTGrrGTACTAGTTGGTTCCTTTTCTGCTTCCTTAGCA 

GGGACTTCCAATCTCTCAGAGACAGAGCCCCCTCTGTGGAAGGAGAGTCCTGGTCAGCTC 

AGTGACTACAGGGTGC-AGAACAGCATGTACATTATTAATCCOTGGGTATACCTTGAGAGA 

ATGGGGATGTATAAAATCATATTGAATCAGACAGCCAGGTATTTTGCAAAATTTGCACCA 

GATAATGAACAGAATATTTTATGGGGGTTGCCTCTGCAGTATGGCTGGCAATATAGGACA 

GGCAGATTAGCTGATCCAACCCGAAGGACAAACTGTGGCTATGAATCTGGAGATCATATG ; 

TGCATCTCTGTGGACAGTTGGTGGGCTGGTCACTTTAAGGGATTTAAGAGCCACAATGTC 

AATAATGATTCCTTAGGACATATCCAGCTTTTCACAG.AAGGACGAAAACAAGGTTCTGCA 

AAAGCAGTGGCCTCTGAGGGGCCAGCTCTGTATTTGCAGTCACCrrTTAGTAAGTTTGAT 

GRTCTGTTGAAGTACTTATGGGCTGCACACACTTCAACCTTGGCAGATAATATCAAAAGT 

TTTGAAGACAGATATGATTATTATTCTAAAGCAGAAGCGCATTTTGAGRGAAGTTGGGTA 

CT GGCTGTGGATCATTTAGCTGCAGTCCTCTTTCCTACAACCTTGATTAGATCATATAAG 

TTCCAGAAGGGCATGCCACCACGAATTCTTCTTAATACTGATGTAGCCCCTTTCATCAGT 

C3ACTTTACTGCTTTTCAGAATGTAGTCCTGGTTCTTCTAAATATGCTTGACAATGTGGAT 

AAATCTATAGCTCATTGGAGCCAGTGTGGTGTGCACACCAAACRTAGGGAAACTAATTCA 

GAGGCTACATTCTACCAGAACAAACGTATCTCCAGGGCATTTGTGTTTTGA 

>H 1.0.0 20792 Homo sapiens elastase 1, pancreatic (ELAl) , mRNA cr; gi-22S0738S/// 

i:Huraan_jongleur_201102.9449.Cl] [SEQ ID NO: 247] 

TTGGTCCAAGCAAGAAGGCACTGGTCTACTCCATCGGCAACATGCTGGTCCTTTATGGAC 

ACAGCACCCAGGACCTTCCGGAAACCAATGCCCGCGTAGTCGGAGGGACTGAGGCCGGGA 

GGAATTCCTGGCCCTCTCAGATTTCCCTCCAGTACCGGTCTGGAGGTTCCCGGTATCACA 

CCTGTGGAGGGACCCTTATCAGACAGAACTGGGTGATGACAGCT-GCTCACTGCGTGGATT 

ACCAGAAGACTTTCCGCGTGGTGGCTGGAGACCATAACCTGAGCCAGAATGATGGCACTG 

AGCAGTACGTGAGTGTGCAGAAGATCGTGGTGCATCCATACTGGAACAGCGATAACGTGG 
i CTGCCGGCTATGACATCGCCCTGCTGCGCCTGGCCCAGAGCGTTACCCTCAATAGCTATG 

TCCAGCTGGGTGTTCTGCCCCAGGAGGGAGCCATCCTGGCTAACAACAGTCCCTGCTACA 

TCACAGGCTGGGGCAAGACCAAGACCAATGGGCAGCTGGCCCAGACCCTGCAGCAGGCTT 

ACCTGCCCTCTGTGGACTATCCCATCTGCTCCAGCTCCTCCTACTGGGGCTCCACTGTGA 

AGAACACCATGGTGTGTGCTGGTGGAGATGGAGTTCGCTCTGGATGCCAGGGTGACTCXG 
) GGSGCCCCCTCCATTGCTTGGTGAATGGCAAGTATTCTCTCCATGGAGTGACCAGCTTTG 

TGTCCAGCCGGGGCTGTAATGTCTCCAGGAAGCCTACAGTCTTCACCCAGGTCTCTGCTT 
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ACATCTCCTGGATAAATAATGTCATCGCCTCCaACTGaACATTTTCCTGAGTCCAACGRC 
CTTCCCAAAATGGTTCTTAGATCTGCAATAGGACTTGCGATCAAAAAGTAAAACACATTC 
TGAAAGACTATTGAGCCATTGATAGAAAAGCAAATAAAACTAGATATACATT 

>H_1 .0 . 0_234S7 Homo sapiens complement component 8, alpha polypeptide (C8A) , raRNA c 
[Human_jongleur_201102 .11044. CI] [SEQ ID NO: 248] 

rGTTTTATTGGGCGTTGATTGrrTACAGGTCCCAGCCTGTAGACATCTTT 
^GCTTTATTCCTTCA.AGGTAATATAGTGCGGTGGCTTC 
rTGTTTTCTTCATCTTGTCTTTGATGACTTGTCAGCCTGGGG 
TAACTGCACAGGAGAAGGTGAACCAGAGAGTAAGACGGGCAGCTACACCCGCAGCaGTTA 
CCTGCCAGCTGAGCAACTGGTCAGAGTGGACAGATTGCTTTCCGTGCCAGGACAAAAAGT 
ACCGACACCGGAGCCTCTTGCAGCCAAACAAGTTTGGGGGAACCATCTGCAGTGGTGACA 
TCTGGGATCAAGCCAGCTGCTCCAGTTCTACAACTTGTGTAAGGCAAGCACAGTGTGGAC 
AGGATTTCCAGTGTAAGGAGACAGGTCGCTGCCTGAAACGCCACCTTGTGTGTAATGGAG 
ACCAGGACTGCCTTGATGGCTCTGATGAGGACGACTGTGAAGATGTCRGGGCCATTGACG 
AAGACTGCAGCCAGTATGAACCAATTCCAGGATCACAGAAGGCAGCCTTGGGGTACAATA 
TCCTGACCCAGGAAGATGCTCAGAGTGTGTACGATGCCAGTTATTATGGGGGCCAGTGTG 
AGACGGTATACAATGGGGAATGGAGGGAGCTTCGATATGACTCCACCTGTGAACGTCTCT 
ACTATGGAGATGATGAGAAATACTTTCGGAAACCCTACAACTTTCTGAAGTACCACTTTG 
AAGCCCTGGCAGATACTGGAATCTCCTCAGAGTTTTATGATAATGCAAATGACCTTCTTT 
CCAAAGTTAAAAAAGACAAGTCTGACTCATTTGGAGTGACCATCGGCATAGGCCCAGCCG 
GCAGCCCTTTATTGGTGGGTGTAGGTGTATCXrCACTCACAAGACACTTCATrCTTGAACG 
AATTAAACAAGTATAATGAGAAGAAATTCATTTTCAaiAGAATCTTCACAAAGGTGCAGA 
CTGCACATTTTAAGATGAGGAAGGATGACA1TATGCTGGATGAAGGAATGCTGCAGTCAT 
TAATGGAGCTTCCAGATCAGTACAATTATGGCATGTATGCCAAGTTCATCAATGACTATG 
GCACCCATTACATCACATCTGGATCCATGGGTGGCATTTATGAATATATCCTGGTGATTG 
ACAAAGCAAAAATGGAATCCCTTGGTATTACCAGCAGAGATATCACGACATGTTTTGGAG 
GCTCCTTGGGCATTCAATATGAAGACAAAATAAATGTTGGTGGAGGTTTATCAGGAGACC 
ATTGTAAAAAATTTGGAGGTGGCAAAACTGAAAGGGCCAGGAAGGCCATGGCTGTGGAAG 
ACATTATTTCTCGGGTGCGAGGTGGCAGTTCTGGCTGGAGCGGTGGCTTGGCACAGAACA 
GGAGCACCATTACATACCGTTCCTGGGGGAGGTCATTAAAGTATAATCCTGTTGTTATCG 
ATTTTGAGATGCAGCCTATCCACGAGGTGCTGCGGCaCACAAGCCTGGGGCCTCTGGAGG 
CCAAGCGCCAGAACCTGCGCCGCGCCTTGGACCAGTATCTGATGGAATTCAATGCCTGCC 



CAGATGGGAGCTGGAGTTGCTGGAGCTCCTGGTCTGTATGCAGAGCAGGCATCCAGGAAA 
GGAGAAGAGAGTGTGACAATCCAGCACCTCAGAATGG.AGGGGCCTCGTGTCCAGGGCGGA 
AAGTACAGRCGCAGGCTTGCTGAGGGCCTCTGGACACAGGCTGGACCAGATGCTGTGGAT 
GTCGACCCCTGCACTGACTATTGGATAAAGACTTCTTTCAACTAAGAGAAGATGCAAATC 
AGCACACTI'TTTTCTTTGTTCTGCCAGCTTCCAGGCCTAAGACTAGGTTTTGCTGTCTAC 
AGCCAACTATTCTATTAGTTACAAAACTCAATCATTTTATTCA.GCAACTGGATGTTGACT 
GTTAACTAGAAGCTCTGTCCTACTTACAGCACTTTGGATCATCAA.!^AAAATAAAGTAAAA 
TAGAAAACTGAGAAAACTCAATCCATGACCAGGGAGAACTTACAGGATGTTAGAGACAAA 
ACAAGCAGACACCTGAAACAATCAACGCCCAATAAAACAAAGTAGGATGAAAATTCTCTT 
AGTTCTTTGATAACAATTTGTTCACTCATAGAAACATTATTAATTGGTAGGGTAAGCAGA 
CACTCTGAAACAATGAGAAAAATACTAAAAATTGACTTGAGTTATTTC 

sK_1.0.0_6S72S S03390782F1 Homo sapiens cDNA 5' end as: gi-lS001577/// /clone=IMAGE:S39975S 

/clone_end=5 ' /gb=BI360842 /gi=16001577 /ug-Hs . 112472 /len=917 [gnl|UGiHs#S3937223] [SEQ ID NO: 249] 

TTCATATCCAGGTTTGTCCCTCAGGTCTGAGCACTGTATTAAAGAGTTTTTGTTGAGTCA 

TTTAACCTTAGTGTCCACATCCAGATCAGCTGTAAAATGGGGAAGACGTCTGCTGATTTG 

GAATGAATGCaAAATATCACTATCATTTTCCTAATTACAGAGGAGCAAAGGTTATCTTCA 

GCCCTTTCAGTTCTATGCTCACATATTCAAATATCAA.ATGTAATTTAGCTGAAGTTATTT 

AATAATCAAGTCTTTCAATATCTCTTCAAAGAAAAAGAACTVCACTTTGAAAATTCTGCAA 

AGCTGTCTCCCAGTCTTTAAAATGTCTGGAAGCACTCTCCTTCTTTACAATACCAACATC 

ACTGGCCCA3AATCTTCCCTGTGCTAGTTTGTAAATATAAATAAATTACTTGTTTTGTAA 

ACTTTTGTAAAGAATATTTTGGTAGAAATACTTCAAACATATTCrTTGGGTTATATTTAT 

ACATATGTG AAATAAATATACTATCAAAAGGrrATAlTrTATACAAAAA6TA.AATTGCTA 

CCTTGTGTATGCTAATATGCAAAGTATTGTATAATATGATG6TTACTTTTCAGCTCTACA 

CTTAAACCATAGGTGGTTGAGTGGGAACTTTTGAAAACTATCAAGAGGCTTGTTAGACAA 

ATCTATATTCTGAAACCTCAATAAGAAAGCATTCCAGGTTTCAATCCTTGGTAGGTGTCC 

TGGTCCCAAATTCTTTTATGAAGCCATAGTACTAGTGTCTAATCCGGAATCTGCTGGAGG 

AGCACATAGGATAGGACCTATGTGGCATGTAGACTATGAGGGGAAGGCCGATCTATAAAG 

GCAGATCGCTGATACAGACAAAACACAAAAAGGCGGACCGACACAAGACCCCGCAAAGGA 

CAGGCTAGCACAACCAG 

>H_1.0.0_24569 Homo sapiens transcription elongation factor B (SIII) , polypeptide 1 (ISkDa, elongin 

C)~(TCEB1) , mPJJA cr: gi-16933SS2/// [Human_jongleuir_2011C2 . 11637 .C2] [SEQ ID NO: 250] 

HCGGCCCTGGGATAGGGGCTGTGGCAGTACGCGGGGfiCCCGGCTGCGGTGGCTGCGGGAC 

TGACGAGAAACTACTAAAGTTCCTGGGGAAGCAAAGT.AGAATTTCATAAGAACAAAATGG 

ATGGAGAGGAGAAAACCTATGGTGGCTGTGAAGGACCTGATGCCATGTATGTCAAATTGA 

TATCATCTGATGGCC'ATGAATTTATTGTAAAAAGA6PACATGCATTAAC.^T.CAGGCACGA 

TAAAAGCCArGTTGAGTGGCCCAGGTCAGTTTGCTGAGAACGAAACCAATGAGGTCAATT 

TTAGAGAGATACCTTCACATGTGCTATCGAAAGTATGCATGTATTTTACGTACAAGGTTC 
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GqTAOVCTAAaVGCrCCACCGAGATTCCTGAATTCCCAATTGCACCTGAAATTGCACTGG 
AACTGCTCATGGCTGCGAACTTCTTAGATTGTTAAATAAAATAAATTATAATAAACTGTT 
AACTCTTTTCAGTATTTAATACCTGTAGTTCAGTTAGTAACTTTTTCATATATAGCATGT 
TGCCTGTATGCAGTTGAACrATATAAAGTTCATTGCAAAGCAGATTATCTTGrTTTTTTG 

CTGAGAAATAAACAAATATGCCAATTCGTAGGTGGTTTTGCCTTATCCTTTGAATGTGAC 
TTAAAATCAGCAATGATGATATAGTAAATACTGAAATTTAGGTGTAAATCAATACGTTCT 
ACAGGGAAATAATGAGGCTARGTATTTTTATGTTTTTAGTGGTTTTTTAGAAACCTAATC 
TTATAGCCGCCATTAGCATTACTAGAGTTATGCAAATAATTGCATTATAAACATGTTTAT 
AACTTAGCCAAAACATTGATTTTTATAACTCTCCAAGTATGAGTTGAAATTTCTTATGTC 
TTTTGATAAACTGCAGTATTCTTTAAGTGTACTTTGTCCTTTTGTTTATTGCTACAATTT 
AAGAACTTTATTTAftAAACAATTTTGGAAGGTTACTAGGTACAGCTTTTGCAGAAGAAAC 
TGAACTGTAGCCAGATGGTCAGCAAGTAAACTACATGACTTAGAGTTCTTGTGCATTATA 
CATTTTGGGTAATTCRAAGTACTGTATTTGCATTGACTATAAAGCGTCGTTTGCAATATT 
TfiTTCTTCCTTCATAGTCCCTTGTTGTGATTATACTTCCAGTTGTTTAAATGTATTTTAA 
AAGACTCACTATTAACTTTATTCAGATCTTAAAAGCTACACCTTTTTGAACTATTCCAGT 
CTTTCTCCATCCAATTAGAATGTTATGGAATAACATGTGAAGAGATACAGTGAAAATCAT 
ATTATAATGCATTGRAGATATCCTACATGAATTATCTTCTATTAAAATATGTCCCAATAA 
ATATACCCATAATCSkGTGGGTCTTCTACTGAAATCAAGCTCAlTCAGC'ITTTCTATTAAG 
CAGCCAAAAAATTTTTTGAAAAAATATGACAGCATCATTCCTTATGCATGGGGAAAGAAG 
CACTGGAGATGGGTTTAGTATTGTCTTTATCTCAGAGGTGGAACAAAGITGTCATTATAG 
GGTCTATAAACTTAAGTCTCCAGCTTATTTGAGACTGGCTTAATA 

>H 1.0.0 1033 UI-H-BWl-anl-f-11-O-UI.sl Homo sapiens cDNA'3' end crs gi-11600492/// 
/cTone=IMAGEi3082892 /clone_end-3 ' /gb-BF515225 /gi=11600492 /ug=Hs. 221599 /len=439 
[Human_jongleur_201102.56.C847] [SEQ ID NO: 251) 
GGATCCTTAGGGCATCTCTTAGTATTACCATGCCCTGTGATTAAGGTCAATGGGAAACTA 
CAATAGCCCAATCCAGGCAGGACTGCAAATGGTCCAGACCCTTCAGGAATGAAGGTTTGG 
GTCACTCCACCAGGTAAAAAACTACAACCAGCTGAGGTGCTTGCTGAAGGCAAAGGGAAT 
ACAAAATAGGTAGCAGAAGATAGTTATTAATACCAGCTACAGCCACGTGACCAATTGCAG 
AAACAAGGATTGTAATTGTCACGACTATTTCCTCCTTATTTTGTTAAAAATOTTTCTGCA 
TTGTATACACTTGTACTAAGAAAACATCTTCATTAATTTCCTTTCTTTTTCCATTATCAT 
GTGACATAAGATTTATTGATTTTATATCAGCACTTTTAAAGTTTGTTAACTTTAGTTAAT 
AGCCATTTAGGTTAAGGATTAGGTGTCTTCTGTGTGTATGAGGATAGCTGTATTACGTTA 
GGTGTAATTATGACCTTTATTATTTCCTTTATTTGGAGATTAAATATGATTTCAGGAGAT 
TGTGTATGGGTGTCAAGTTGACTCAGGGGTTCAAGTTGACAAGGACTTGTGATGTTAATA 



CCGCGGCCACGGCACGCCCGGGCACCCCCGATTCAGCATCACAGGTCGCGGACCAGGCCG 
GGGGCCTCAGCCCCAGTGCCTTTTCCCTCTCCGGGTCTCCCGCGCCGCTTCTCGGCCCCT 
TCCTGTCGCTCAGTCCCTGCTTCCCAGGAGCTCCTCTGTCTTCTCCAGCTTTCTGTGGCT 
GAAAGATGCCCCCGGTTCCCCGCCGGGGGTGCGGGGCGCTGCCCGGGTCTGCCCTCCCCT 
CGGCGGCGCCTAGTACGCAGTAGGCGCTCAGCAAATACTTGTCGGAGGCACCAGCGCCGC 
GGGGCCTGCAGGCTGGCACTAGCCTGCCCGGGCACGCCGTGGCGCGCTCCGCCGTGGCCA 
GACCTGTTCTGGAGGACGGTAACCTCAGCCCTCGGGCGCCTCCCTTTAGCCTTTCTGGCG 
ACCCAGCAGCTTCTAATTTGGGTGCGTGGTTGAGAGCGCTCAGCTGTCAGCCCTGCCTTT 
GPGGGCTGGGTCCCTTTTCCCATCACTGGGTCATTAAGAGCAAGTGGGGGCGAGGCGACA 



GCGTTGGGGCCCAGGGACCGCTGTGGGTTTGCCCTTCAGATGGCCCTGCCAGCAGCTGCC 
CTGTGGGGCCTGGGGCTGGGCCTGGGCCTGGCTGAGCAGGGCCCTCCTTGGCAGGTGGGG 
CAGGAGACCCTGTAGGAGGACCCCGGGCCGCAGGCCCCTGAGGAGCGATGACGGAATATA 



CTCGTCTCAGCACCCCAGGAGAGGAGGGGGCATGAGGGGCATGAGAGGTACCAGGGAGAG 
GCTGGCTGTGTGAACTCCCCCCACGGAAGGTCCTGAGGGGGTCCCTGAGCCCTGTCCTCC 
TGCAGGATTCCTACCGGAAGCAGGTGGTCATTGATGGGGAGACGTGCCTGTTGGACATCC 
TGGATACCGCCGGCCAGGAGGAGTACAGCGCCATGCGGGACCAGTACATGCGCACCGGGG 
AGGGCTTCCT6TGTGTGTTTGCCATCAACAACACCAAGTCTTTTGAGGACATCCACCAGT 
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ACAGGTGAACCCCGTGAGGCIGGCCCGGGAGCCCACGCCGCACAGGTGGGGCCAGGCCGG 



CAGCCCCCGTAGCCAGCTCTCGCTTTCCACCTCTCAWGGAGCAGATCAAflCGGGTGAAGG 
ACTCGGATGACGTGCCCATGGTGCTGGTGGGGAACAAGTGTGACCTGGCTGCACGCACTG 
5 TGGAATCTCGGCAGGCTCAGGACCTCGCCCGAAGCTACGGCATCCCCTACATCGAGACCT 
CGGCCAAGACCCGGCAGGTGAGGCAGCTCTCCACCCCACAGCTAGCCAGGGACCCGCCCC 
GCCCCGCCCCAGCCAGGGAGCAGCACTCACTGACCCTCTCCCTTGACACAGGGCAGCCGC 
TCTGGCTCTAGCTCCAGCTCCGGGACCCTCTGGGACCCCCCGGGACCCATGTGACCCAGC 
GGCCCCTCGCGCTGTAAGTCTCCCGGGACGGCAGGGCAGTGAGGGAGGCGAGGGCCGGGG 
1 0 TCTGGGCTCACGCCCTGCAGTCCTGGGCCGACACAGCTCCGGGGAAGGCGGAGGTCCTTG 

CAGAGTGTCCCACGGGCACCTGTTGGTTCTGAGTCTTAGTGGGGCTACTGGGGACACGGG 
CCGTAGCTGAGTCGAGAGCTGGGTGCAGGGTGGTCAAACCCTGGCCAGAeCTGGAGTTCA 
GGAGGGCCCCGGGCCACCCTGACCTTTGAGGGGCTGCTGTAGCATGATGCGGGTGGCCCT 
15 GGGCACTTCGAGATGGCCAGAGTCCAGCTTCCCGTGTGTGTGGTGGGCCTGGGGAAGTGG 
CTGGTGGAGTCGGGAGCTTCGGGCCAGGCAAGGCTTGATCCCACAGCAGGGAGCCCCTCA 

GAGGATGCCTTCTACACGTTGGTGCGTGAGATCCGGCAGCACAAGCTGCGGAAGCTGAAC 
CCTCCTGATGAGAGTGGCCCCGGCTGCATGAGCTGCAAGTGTGTGCTCTCCTGACGCAGG 

20 TGAGGGGGACTCCCAGGGCGGCCGCCACGCCCACCGGATGACCCCGGCTCCCCGCCCCTG 
CCQGTCTCCTGGCCTGCGGTCAGCAGCCTCCCTTGTGCCCCGCCCRGCACAAGCTCAGGA 
CATGGAGGTGCCGGATGCAGGAAGGAGGTGCAGACGGAAGGAGGAGGAAGGAAGGACGGA 
AGCAAGGAAGGAAGGAAGGGCTGCTGGAGCCCAGTCACCCCGGGACCGTGGGCCGAGGTG 
ACTGCAGACCCTCCCAGGGAGGCTGTGCACAGACTGTCTTGAACATCCCAftATGCCAtX:G 

25 GAACCCCAGCCCTTAGCTCCCCTCCCAG6CCTCTGTGGGCCCTTGTCGGGCACAGATGGG 
ATCACAGTAAATTATTGGATGGTCTTGATCTTGGTTrrCGGCTGAGGGTGGGACACGGTG 
CGCGTGTGGCCTGGCATGAGGTATGTCGGAACCTCAGGCCTGTCCAGCCCTGGGCTCTCC 
ATAGCCTTTGGGAGGGGGAGGTTGGGAGAGGCCGGTCAGGGGTCTGGGCTGTGGTGCTCT 
CTCCTCCCGCCTGCCCCAGTGTCCACGGCTTCTGGCAGAGAGCTCTGGACAAGCAGGCAG 

30 ATCATAAGGACAGAGAGCTTACTGTGCTTCTACCAACTAGGAGGGCGTCCTGGTCCTCCA 
GAGGGAGGTGGTTTCAGGGGTTGGGGATCTGTGCCGGTGGCTCTGGTCTCTGCTGGGAGC 
CTTCTTGGCGGTGAGAGGCATCACCTTTCCTGACTTGCTCCCAGCGTGAAATGCACCTGC 
CAAGAATGGCAGACAXAGGGACCCCGCCTCCTGGGCCTTCACATGCCCAGITTTCTTCGG 
CTCTGTGGCCTGAAGCGGTCTGTGGACCTTGGAAGTAGGGCTCCAGCACCGACTGGCCTC 

CTGCCTCCTGGAGTGGACGAGGTTGGCAGCTGGTCCBTCTGCTCCTGCCCCACTCTCCCC 
CGCCCCTGCCCTCACCCTACCCTTGCCCCACGCCTGCCTCATGGCTGGTTGCTCTTGGAG 
CCTGGTAGTGTCACTGGCTCAGCCTTGCTGGGTATACACAGGCTCTGCCACCCACTCTGC 
■ TCCAAGGGGCTTGCCCTGCCTTGGGCCAAGTTCTAGGTCTGGCCACAGCCACAGACAGCT 



GTCAGGGTTCCCTATCCCTGAGGTTGGGGGAGAGCTAGCAGGGCATGCCGCTGGCTGGCC 
AGGGCTGCAGGGACACTCCCCCTTTTGTCCAGGGAATACCACACTCGCCCTTCTCTCCAG 
CGAACACCACACTCGCCCTTCTCTCCAGGGGACGCCACACTCCCCCTTCTGTCCAGGGGA 
45 CGCCACACTCCCCCTTCTCTCCAGGGGACGCCACACTCGCCCTTCTCTCCAGGGGACGCC 
ACACTCGCCCTTCTCTCCAGGGGACGCCACACTCGCCCTTCTGTCCAGGGGACGCCACAC 
TCGCCCTTCTCTCCAGGGGACGCCACACTCGCCCITCTCTCCAGGGGACGGCACACTCCC 




50 CCAGGGGACGCCACACTCGCCCTTCTCTCCAGGGGACGCCACACTCGCCCTTCTCTCCAG 

CGCCACACTCCCCCTTCTGTCCAGGGGACGCCACACTCGCCCTTCTCTCCAGGGGACGCC 

ACACTCCiJCCTTCTCTCCAGGGGACGCCACACTCCCCCTTCTCTCCAGGGGACGCCACAC 
TCCCCCTTCTGTCCAGGGGACGCCACACTCGCCCTTnTCTCCAGGGGACGCCACACTCGC 
5 5 CCTTCTCTCCAGGGGACGCCACACTCGCCCTTCTCTC.CAGGGGACGCCACACTTGCCCTT 
CTGTCCAGGGAATGCCACACTCCCCCTTCTCCCCAG'JAGCCTCCGAGTGAUCAGCTTCCC 

catcgatagacttcccgaggccaggagccctctagggctgccgggtgccaccctggctcc 
ttccacaccgtgctggtcactgcctgctgggggcgtcagatgcaggtgaccctgtgcagg 
aggtatctctggacctgcctcttggtcattacggggctgg6cagggcctggtatcagggc 

60 cccgctggggttgcagggctgggcctgtgctgtggtcctggggtgtccaggacagacgtg 
gaggggtcagggcccagcacccctgctccatgctgaactgtgggaagcatccaggtccct 
gggtggcltcaacaggagttccagcacgggaacx:ac'rggac3acctggggtgtgtcctga 
<a tctggggacaggccagccacaccccgagtcctagggactccagagagcagcccactgccc 
^ tgggctccacggaagccccctcatgccgctaggccttggcctcggggacagcccagctag 

65 gccagtgtgtggcaggaccaggcccccatgtgggagctgaccccttgggj.ttctggagct 
gtgctgatgggcaggggagagccagctcctccccttgagggagggtcttgatgcctgggg 
ttacccgcagaggcctgggtgccgggacgctccccggtttggctgaaaggaaagcagatg 
tggtcagcttcrccactgagcccatctggtcttcccggggctgggcccca'iagatctggg 
tccctgtgtggcccccctggtctgatgccgaggatacccctgcaaactgccaatcccaga 

70 ggacaagactgggaagtccctgcagggagagcccatccccgcaccctgac:x:acaagagg 
gactcctgctgcccaccaggcatccctccagggatcc 



ctgcgtccaggcaggggcc 



:gcatgtcctggatgccgctgcgcctg 



40 
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>H_1.0.0_95182 UI-E-EJ0-aih-g-03-0-UI.£ 
EJO-alh-g-03-O-UI /clone_end=3 ' /gb=BMf 
Cgnl|UG|Hs#S4098264] [SEQ ID NO: 252] 
NTOlNNNiraNNNNNNOTlNNCAaU^TCTTTTTATTTTTAT 
TACACACTAGCCAACATTATTATATATTTACATGCTGAAACTGGCTGCAATAAGTTTAAA 
TTCSiAGAAAATAATTCTTATGTGCTATTCATTTATAATCCTCATTTTTTACTATCTCaTG 
TATCCCAGAGATTTTAATAGTCCTGTTTTTAGAAAGACATGAAAATAGATGCAATGATAT 
CCACTGTGTTTTGCATTTTTCTAGCCATCGGAAAATGTGCATTATGTGCATATTAAGAAA 
GGCTACAAt3GTAATTAGTAAGGCTGATAATCRCTACATTGTGAAGAARCTA6AATATCAC 



ATTTAAACACCCATGCAAAATAAATTAAAAATGCTGTGAGATTTAAATTAAACTATAGGC 
AACTTTGTTGGGATTAATTATGTTTAAAATGACGATGGTTGAACTCAAATTATTGAACCA 
AAAACAAAAACAAAAACAAACTGATGGAACTGTCAACTTGCTTCAAATGGCGCAAGGACA 
CACACATGGGCATCAGATTAGAGGATGTGACACGGCAGTGACATTTGGTTTGGGAACTCN 



>gi|4482029|gb|AI549S66.l|AI549S66 ve61g01.yl Beddlngton itmuse embryonic region Mus rausculus cDNA 

clone IMAGE !822S72 5', inENA sequence tSEQ ID NO: 253] 

GGGGCAGCATGCATTTTAGGAAGTCAGAGCCTGCTGTAATTCATGGTTCGATTCTGTSCA 

TTTGCATATCATCAGATGTCCATTTTGAATACCAGATGTGGAAAAAGAGTTTGAACTGTA 

TTGTAAAGAGCTGGTACCTGAAGCAACCATGTATTTTGCAAGATTTTCTTCCTGAAAATT 

TACTACATGCATCaCTGATAAAATTGCTITGGTAGAAGTAAAAA 

>H_1.0.0_128ie9 ur61h04.sl Homo sapiens cDNA 3' end as: gi-256B472/// /clone=IMAGE : 1172503 

/clone_end=3' /gb=AA643254 /gi=25S8472 /ug-Hs . 407987 /len=552 .Weakly similar t.o JAK3_M0USE Tyrosine- 

protein kinase JAK3 (Janus kinase 3) (JAK-3) [M.musculus] [gnl|UG|Hs#S858910] [SEQ ID NO: 254] 

TTTTTGGTTTTTCGAGACAGGGCTTCTCTGTGTAGCCCTGGCTGTCCTAGAACTCACTCT 

GTAGACCAGGCTGGCCTCGAACTCAGAAATCCACCTGCCTCTGCCTCCCAAGTGCTGGGA 

TTAAAGGTGTGCGCCACCACCGCCTGGCCAAATCTACCAATTTTAAGTGACATTTTCCCC 

CTTCTCTTTTAGTGTGGAATGGACAATTAAAAAAATAAGATAATAGTGATTTAATCACAA 

CCATTCTACAACTTAGGCTGCTTATGGAGTGTTGTGCTTTTTAACAATGAAAGACACTAT 

ACTATATTTCATTCCCGGCCCTACATGCATGCATCTATGAACATTTATACATATGTATGT 

ATGTATGTATATGCCTGTATCTTCTACTGTCTTTTGGTTTCAGAGTAAGTTGCTTTTTGG 

GGGTTGGGGCTAGGGAATGTGGTACATTGATAGAACATTTGCCTAGCATGGATGAAACTA 

AGTTATCCTCAAAGGATGCATAGGAAAAAGTCCAAACATGTTAaAGRGATCAATTACTGA 

GTTCTCTCTATC 

>H_1.0.0_25561 Homo sapiens programmed cell death 10 (PDCDIO) , transcript variant 3, mENA cri gi- 

22538793/// [Human_jongleur_ 201102 .12145 . C2] [SEQ ID NO: 255) 

TGCAAGGTGGGAAGTGAAGTCAGTGCCTCAGTTGCTGATCAGTGTGTTTTTTGTGTCCAA 

TTCTTTTATCACCAAAAAAGGGAAGAAATATTGCAGTGAATGARGATTCCTCTGCATTTT 

AGCACTGCTTTTTCAACTGTAGTTGGCTTTTGAATGAGGATGACAATGGAAGAGATGAAG 

AATGAAGCTGAGACCACATCCATGGTTTCTATGCCCCTCTATGCAGTCATGTATCCTGTG 

TTTAATGAGCTAGAACGAGTAA?..TCTGTCTGCAGCCCAGACACTGAGAGCCGCTTTCATC 

AAGGCTGAAAAAGAAAATCCAGGTCTCACACAAGACATCATTATGAAAATTTTAGAGAAA 

AAAAGCGTGGAAGTTAACTTCACGGAGTCCCTTCTTCGTATGGCAGCTGATGATGTAGAA 

GAGTATATGATTGAACGACCAGAGCCAGAATTCCAAGCCCTAAACGAAAAGGCACGAGCA 

CTTAAACAAATTCTC&GTAAGATCCCAGATGAGATCAATGACAGAGTGAGGTTTCTGCAG 

ACAATC3\AGGATATAGCTAGTGCAATAAAAGAACTTCTTGATACAGTGAATAATGTCTTC 

AAGAAATATCAATACCAGAACCGCAGGGCACTTGAACACCAAAAGAAAGAATTTGTAAAG 

TACTCCAAAAGTTTCAGTGATACTCTGAAAACGTATTTTAAAGATGGCAAGGCAATAAAT 

GTGTTCGTAAGTGCCAACCGACTAATTCATCAAACCAACTTAATACTTCAGACCTTCTiAA 

ACTGTGGCCTGAAAGTTGTATATTGTTAAGAGATGTACTTCTCAGTGGCAGTATTGAACT 

GCCTTTATCTGTAAATTTTAAAGTTTGACTGTATAAATTATCAGTCCCTCCTGAAGGGAT 

CTAATCCAGGATGTTGAATGGGATTATTGCCATCTTACACCATATTTTTGTAAAATGTAG 

CTTAATCATAATCTCACACTGAAGATTTTGCATCACTTTTGCTATTATCATTCTTTTAAG 

AATTATAAGCCAAAACAATTTRCGCCTTAATGTGTCATTATATAACATTCCTTAAAAGAA 

TTGTAAATATTGGTGTTTGTTTCTGACATTTTAACTTGAAAGCGATATGCTGCAAGATAA 

TGTATTTAACAATATTTGGTGGCAAATATTCAATAAATAGTTTACATCTGTT 

>H_1.0.0_48959 Homo sapiens deleted in lung and esophageal cancer 1 (DLECl) , transcript variant 
DLEC1-S27 mRNA sit gi-6715592/// [Human_jongleur_201102 . cl . S757 . singlet] [SEQ ID NOi 256] 

TCCCGGACCAACGAGTGCCAGGGGACAATGTGGGCGCCAACTTCGCCACCAGCCGGGTCC 

GCCTTCCACTACAGCTTCGCAGCCCGGCCCCGCCGCCTCACGCAGCTTGCGCTGGCGCAG 

CACTTGCTCACCGGCGTCTTCCGCAACTTGTACTCAGCCGAGGTCATCGGCGACGAAGTG 
AGCGCAAGCTTGATCAAGGCCCGCGGCAGCGAGAATGAGC6CCACGAG6AGTTCGTGGAC 
CAGCTGCAGCAGATTCGGGAGCTCTATAAGCAGCGGCTGGATGAGTTTGAAATGTTGGAG 
AGACATATCACTCAGGCCCAflGCACXSGGCTATTGCGGAAAATGAGCGGGTCATGAGCCAG 
GCTGGAGTACAGGACCTCGAGAGCCTTGTCAGGTTGCCTCCAGTGAAGAGTGTCTCCAGA 
TGGTGTATAGACAGCGAGTTGCTACGGAMCATCATTTGATCTCCCCAGAAGATTACTAC 
ACCGATACAGTGCCGTTTCACTCTGCACCTAAAGGCATCTCCCTACCTGGATGTTCAflAA 
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GATTCATGCAGGAAGAAGCTTGCTGAGTTCGAAGAT3AGTTAGACCACACTGTGGACAGC 
CTf.-iACATGGAATTTAACTCCTAAGGCCAAAGAAAGGACCAGAGAACCTCTCAAGAAAGCA 
AGTCAACCAAGGAATAAAAACTGGATGAACCACTTACGTGTGCCACAGAGAGAGCTAGAC 
AGACTTCTGCTTGCCAGAATGGAGAGTCGGAACCACTTCCTAAAAAATCCCCGTTTTTTT 



ATAGGAGARTTCCAGAGTACAGAGCCAGAACAGAGTTGTGCTGATACTCOiGTGTTTCTA 
GCTAAGCCRCGaATTGGGTTTTTCACAGATTATGAAATTGGTCCAGTITATGAGATGGTA 
ATTGCGCTGCAGAACACCACCACGACCAGCCGCTACCTGCGAGTCCTCCCGCCTTCCACG 
CCATACTTCGCTCTGGGACTGGGGATGTTCCCAGGAABAGGTGGAATGGTGGCTCCTGGA 
10 ATGACCTGCa«3TACATTGTCCAGTTTTTTCCCGACTGCCTTGGGGATTTTGATGATTTT 
ATTTTAGTGGAGACCCAGTCAGCCCACACACTTCTGATCCCCCTGCAGGCCCGGAGGCCG 
CCCCCCGTGCTGACATTGTCACCGGTGTTGGACTGTGGTTACTGCCTCATTGGGGGAGTC 
AAGATGACCAGATTCATCTGCAAAAATGTGGGTTTCAGTGTTGGCAGGTTCTGCATTATG 
CCCAAAACAAGCTGGCCACCACTAAGTTTCAAGGCCATTGCAACCGTCGGCTTTGTTGAA 
15 CAACCTCC'TTTTGGAATCCTGCCTTCGGTGTTTGAGCTGGCCCCGGGACATGCTATATTA 
GTGGAGGTCTTGTTTTCCCCAAAGAGCCTAGGAAAGGCAGAGCAGACCTTrATCATCATG 
TGCGACAACTGCCAGATAAAGGAGCTGGTGACCATAGGAATTGGGCAGCTGATTGCTTTG 
GATCTGATCTATATTTCTGGTGAAAAAAGCCAGCCAGACCCTGGAGAGCTCACaGACTrA 
ACAGCCCAGCACTTCATACGATTTGAGCCTGAAAACCrTOSGTCCACGGCTAGGAAGCAG 
20 CTGATTATTAGAAATGCTACCTGAGGGATTTTCACAGTGTGCTCCAGATGGTGCTAGAGG 
AAGTCCCAGAGCCTGTAAGTTCAGAAGCGGAGAGCCTGGGGCACTCCTCCTACTCTGTGG 
ATGATGTGATTGTCCTGGAAATCGAGGTGAAAGGCTCAGTAGAACCTTTCCAGGTTCTCT 
TAGAGCCATATGCCCTCATCATCCCAGGGGAGAACTACATTGGGATAAATGTGAAGAAGG 
CTTTTAAGATGTGGAACAACAGCAAGTCACCCATCAGRTACCTGTGGGGGAAGATCAGCG 
25 ACTGCCACATCATTGAAGTGGAGCCCGGCACAGGGGTCATAGAGCCCAGTGAGGTCGGGG 
ATTTTGAGTTGAACTTTACTGGGGGTGTCCCTGGCCCCACAAGCCAGGACCTGCTGTGTG 
AAATCGAAGACTCGCCCTCGCCAGTGGTGTTACACATTGAGGCTGTCTTTAAGGGGCCTG 
CCCTCATCATCAACGTCTCAGCCCTTCAGTTTGGTCTGCTCCX3CCTGGGGCAGAAAGCCA 
CAAACTCCATCCAGATCCGGAACGTCAGCCAGCTCCailGCCACATGGCGCATGAAGGAGA 
30 GCCCAGTCTCCCTCCAGGAAAGGCCTGAGGATGTGTCTCCCTTCGACATTGAGCCTTCGA 
GTGGCCAGCTTCACTCTCTGGGGGAGTGCAGGGTGGACATCACCTTGGAGGCCCTGCACT 
GCCAGCATCTGGAGACCGTCCTGGAGCTGGAGGTGG?J«ATGGTGCCTGGAGCTACCTTC 
CTGTGTATGCTGAGSSACAGAAGCCCCATGTGTACCTACAGAGCAGCCAG3TGGAGGTTA 
GAAATCTCTACCTGGGTGTGCCCACGAAGACAACCATCACACTTATCAATGGCACGCTCC 
35 TGCCTACCCAGTTCCACTGGGGCAAGCTCCTCGGACACCAAGCAGAATTCTGCATGGTGA 



TGACTGCTCATACCCAGGAAGAGCTGACCCATCTGGCCCTCCCTTGTCACGTGTCAGGCA 
TGAAGAAGCCACTGGTTCTAGGCATTTCTGGGAAGCCCCAGGGACTGCAAGTGGCCATTA 
CCATCTCTAAGGAGAGCTCTGATTGCAGCACAGAGCAGTGGCCAGGCCACCCAAAGGAGC 

40 TCCGCCTOGACTTTGGCTCAGCGGTGCa^CTGAGGACCCGTGTGACTCGCCAGCTCATTC 
TCACCAATCGCTCCCCAATACGGACCCXSTTTCTCCCTCAAGTTTGAGTArTTCGGGAGCC 
CCCAAAACAGCCTGAGCAAAAAGACCAGCCTTCCCAA2ATGCCTCCTGCCCTGCTAAAGA 
CAGTGCGGATGCAAGAGCACCTGGCXaAGCGAGAGCASCTGGATTTTATGGAGAGCATGC 
TATCCCACGGGAAAGGAGCTGCTTTCTTCrCTCACTTTTCCCAGGGCATGCTGGGGCCCT 

45 ACCAGCAGCTGTGCATTGACATCAC3«3GCTGTGCCAACATGTGGGGCGAGTACTGGGACA 
ACCTCATCTGCACGGTGGGAGACCTGCTGCCGGAAC3TCATCCCAGTGCACATGGCAGCGG 
TGGGCTGCCCCATCAGCTCCCTGAGGACCACCTCCTACACTATTGACCAGOCCCAGAAGG 
AACCAGCCATGAGGTTCGGCACCCAGGTCTCCGGAGGAGACACAGTTACCCGAACCCTTC 
GCCTGAATAACTCCAGCCCCTGTGACATCCGCCTGGATTGGGAGACCTATRTTCCAGAAG 

50 ACAAGGAAGACCGGCTGGTGGAGCTGCTGGTGTTTTATGGGCCACCTTTCCCGCTGCGGG 
ACCAAGCCGGGAATGAGCTTGTGTGCCCTGATACCCCTGAGGGl'GGCTGCCTCCTCTGGT 
CCCCAGGCCCCTCCAGTTCATCGGAATTCAGCCATGAiUiCTGACTCATCAGTTGAGGGCA 
GCTCCAGTGCCAGCAATAGGGTGGCACAGMGCTCATCTCAGTCATCCrGCAGGCACATG 
AGGGGGTGCCCTCCGGCCACCTGTACTGTATCAGCCCCAAGCAGGTGGTGGTCCCTGCTG 

55 GGGGCAGCAGTACCATCTACATCTCCTTCACCCCTATGGTGCTCAGCCCTGAGATCCTGC 
ACAAGGTGGAGTGTACTGGCTACGCCCTGGGTTTCATGAGCTTGGACAGCAAGGTGGAAA 
GGGAGATTCCACGGAAGAGGCATCGCCTGCAGGACTTTGCGGTGGGACCCCTGAAACTGG 
ACCTGCATAGCTACGTGAGGCCTGCACAGCTAAGTGTGGAGCTGGACTACGGCGGCAGTA 
TGGAATTCC3VGTGCCAGGCCAGTGACCTCATTCCCGAGCAGCCCTGCTCTGGGGTGCTGA 

60 GTGAGCTGGTGACCACCCACCACCTGAAGCTGACCAACACTACAGAGATCCCACACTACT 
TCCGGCTTATGGTCTCCAGGCCCTTCTCCGTTTCTCAAGATGGGGCGAGCCAGGACCACA 
GRGCTCCTGGCCCTGGCCAGAAGCAGGAGTGTGAGGAGGAGACAGCCTCAGCGGACAAGC 
AGCTGGTGCTCCAAGCACAGGAGAACATGCTGGTGAACGTGTCCTTCTCACTCTCCCTGG 
AGCTGCTCTCCTATCAGAAGCTCCCAGCTGACCAGACACTGCCTGGGGTGGACATTCAGC 

65 AGAGTGCGAOTGGAGAGAGAGAGATGGTGTTTACTCAGAACCTGCTCCTGGAGTACACCA 

CCACCAGCTGGGTGGACTTTGGGACCTGCTTTGTGAGCCAGCAGCGAGTCCGGGAGGTCT 
ACCTGATGAACCTGAGCGGGTGCCGAAGCTACTGGACTATGCTGATGGGCCAGCAGGAGC 
CAGCCAAGGCCGCTGTGGCCTICAGGGTCTCCCCAAACAGTGGGCTGCTAGAAGCACGAT 
70 CCGCCAATGCACCCCCAACCTCCATCGCGTTGCAGGTTTTCTTCACTGCCAGGAGTAGTG 
AGCTGTACGAGTCCACGATG6TGGTGGAAGGTGTGCTCGGTGAGAAGTCCTGCACCCTGC 



5 



CCTCCTAACACTCGATATGGAGGC3AGTCTC 




3CACCG 




'C^AGTTGGAGT 
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GGCTCTGGGGCCaAGGCTCCTATGATGAGAGATACATGTTGCCTCACCAGCCCTGAGGCT 
CCGCCCCAGCCCTCAGCCCCAGGCCCCAGCTGGAGAAAAAACATTGCCCAGGGATTAGGA 
GCAGCTCTTCA6CACAAAGACACAGACTTGGGGACCTGGGGACCTCTGGGCAGCTCCTGG 
AATGGAAGAACCCCCTTCCACAATGGTCTCAGCCTAGGCCCTCATGATTTGTCCTCAGAG 
CTAACATAAAGGACAGGCCACACCACAGCAGAGACCACCACATTGAGATCACTACTCAGT 
GCATAGCGAAGACCAGTATGGCAAAATTAGTCTTGGAAAAAAACCACAGCCACTAAGTAA 
ATTCATGCACTTTTACTATGCA ' , 

>H 1.0,0 25S8 0 Human toast cell chymase gene; complete cds art gi-180541/// 
[Human_j5ngleur_201102. 12216. C2] [SEQ ID NO: 257] 
TCCCAGTTAATACATAATCAATATGCAATTTATTAATACATCTCTCCATGTCCACTCCCC 
CTGTATCTTGCCATTCTTGACCTGCATTTCCATCCTCCTTACCTTCCCTAGAGGCCAACT 
CATITTCTTTGAAAAACCTGGCATTTCCCAGAAAAAAAAGTGAAGGGCTGGGAGCTGTCX: 
GTTCTCCTGATTTGCTCCCTCTGCCCTTGCTTCCAAATGTGGTOSSGAAAGAAGCACTA'rT 
GAAAAATCCCTAAACGCACCCCTGCAGGGTTGGCTCTACC CTGT. AGCCATGGACACATGC 
TGrrGATACCACCTGCCTCATGAGTCTCACATAATTTGCCCTTTCACACTATCTACCCCA 
TCAGCCTTACCAAAACCATACCTGCATCCTGGGCAGCATCTGCCCTTCAAGAGACTAAGG 
AATCTCCTTGCAACCAAGAATGACTAGACCAATGAGACACCCTTTAAGGCCCCAGCACAA 
TATAGAAATCCCACAATATGGTAATCCCAGTAAGGAGCTATCAAGCCATTGCAGGACCAT 
CTAGAATACAACTAGAGTATAGTTCCTTTCAATCCAGGAACTATACTCTAACAGCTTSGC 
TCACAGGAACCAGAAGTGAAGATGATGAGGATCAGGGCTGAGCCTGTGAGCACCAGCTCC 
ACCACTGACACCAACCACAGATTAAACAAGCATCTTGTGGACCCCTGGGATGGAAAGAAT 
AGTTGTTGCCTTATCAACCTCCCCCACAGCCCACACAGAAAAGATAAAATCATCATGGCT 
ACAGTCjrTACAGAAGATGATGACCCAAGGAGTACSGCCTGCCTGftSTGAATGCTGAGAGTG 
ATAATGGGAGCAGTAGCATCTCAGAGACTACAGCAGAAACCATCCACATAAAGAGCTTTG 
CCCAAACTTATGATAAAGGGCACCCTCAGAGACTCTCCCTACTTTAATATTAGCCCATTG 
CAGAAATGGTGAGTGGAAAGAGAAATCTTAGGAAGAACCCCnTAAAAAAGCAAAATGCTT 
TTTAGGTTTGTGCTGAAGAGCCTGGAAAAGAAATAAGGACACACACGCTGAGAAATCTTC 
CTCCTGCCCCAACACTGGGATAATCTCCAAGGATCTCTCCATATCTCATTCTCCTGGATA 
CACTGTCCACTCAGAAATATTGTGCAGAGTGCAGTAATTCAAAAGTGAGCTATTGTGTTA 
GGAGTGAAGGCAAGAGTATCGTAAAATAAATCAAATTTGAAATGAATTCTCTTAAATTGC 
TTTATAGATGTTTAATGTAAGCCAGCAaCTATTAAACGATAAACCTTAAATTCGAGAAAA 
ACTTGGTCATTCAGAAACTATAGAAACAGGCAGGACTTATTGCGAGGGCAAACACAGAGT 
GAGCTCCAGCCTGCTTCAGGAAAATCTGCCAGTGCCATGAfiGGATGTACTCTGTCTGCTC 
CACTGCACTACTGCTCAGTATGAGCCCATGCCATCAGCTGTCCCTGACCXIACAGGAGTTC 
TTTAGAAGAGACTGGTCAACAAAAGTTTCTAGGGTGTTTTATACCTGCCAACTCGAGGGT 
TAAAACAAGTTGCATAGAAATGCTCAATCAAGAAAGACACAGTCATTACTCAGAGAATAA 
TAAACAGCCTGGCAGCACATGAATGAATAGAAAAAAGATGTTACATGCAAAGCATGAAAT 
AACCAAATTCCATAACAGATGTTAATCTGTAATGTGTTTAGGAGAATTTAGAGGAAGTAT 
AAGATTTATTCTTTCATCAAAAAAATTATAGCCAATGAGGATATATCTATCAATTATCCA 
TCAAGrGGTGATATGGCAGCACAAGGTAAAACACAAAGGAATAAAACCAACGTTTATTAA 
GAACCAATCATGTGGCATTTCACATTGAGCATCATATTTAATTCTGAAAAAAATCCTT3T 
ACTGTATCATTCTrCATATTTTATGGATGCAGTAACTAAGGCTGAGAACTTTARAATTTT 
TCCTAAGTTCAGACACATAGCTAAGTGGCAGAACCAAGATTCARACTCACCCCATCTAAC 
TGCAGAGCAAACTGCATGCCTTAAATGTCAAAGTGAATACTAGCACAGTTAATACAATGT 
TTGGAAACTCAGAGAAGGAATGATCCCTCTGCATTATAGTTACTAAGGAATCATTGCGAT 

AAGACTTGATTCAACCTCTACTTGAGTATCTGCCGCSW^TGAGAAATCACTTACCTCCACT 
AACCACACATTTATTTTATAACAACAGATTQTTAGTAAGTCCTTTCTTATACATACTCAA 
CAGCTGCTTCCCAAGATGCTGTAGGATTATGTCTAGAGTCAAAGTAGCCAGAAGCAATGT 
CCftAAATACACCATAACACTGTGCAGCAAAGGTCCTACTACCACTTGTTTGGCCCAAACA 
TTCTAGGCAGCACTGGATATCTGAATCATCAATTATTTCCACAAACACTGACCCCTCTAC 
CAGTCACCCTCACTAGAAGAATTAATTCCACATGATAATAGCTCCCTCATGTTACTCCCT 
TCTAAGTCAAATTGTACACCCCTTTATCTGATTAACAGAGTCTAAGTCACATGACCTAAA 
TGC^GAGAACTGGGAATGGACGTTTGTGGATTCTACCTTAGTAAGGCAAAGTTATCArT 
GGGAATTCCTCTAATACAGGAAGGGTGTTCCAGAGACATTAAGGAGCCATATAAATGGAA 
AATGTCCACTACAATCCATCACTTGGTTGCCCCACATCAACATTCATTCTTTTGCCACAC 
TTAAAGTTTCCAAGAACAAAAATTATCCCACTGAACATAATCTTTACTATCTTTTAT.i^TA 
AAGGAAAATTAGACTTGACTCAGCAGAACTGAAATAACCCaGCTCTAACAGTTACTGCTT 
TTAACTTCAAGTACTGTGTCTCTAGGTGATACCTGCTCCAACAATAGTTTGGTCACA'fTT 
TCAATTTGATATTCTCTAGTCTCCCAACTTGATAACTGTACCCTAAACCATAAAGTTCAC 
TACCAACATGCTATATATAAAATAACCAAAGGGGGAAGAAGAAAGAGAAAAAGGAAATCT 
CTTAAAATACACAGGTATACATATGACAAAGCAAAGAAGGAAATSTGAGCAGATAGTGCA 
(JirCTCGTTTCTGAAATTGGTCCCCTGACTGGGGCTATACCTATTCCATTTCCTCACCCT 
CAGCCAGGCAGGTGGAGCAAAAACTTAAGTCTTGGTGGATCTGAATCTTGATGCTGTGGA 
GCTGTCTTACTAGCCCCAGACTACCTGCCTCTCAATTTCTTU^TTATATCAGTGAAAGCAA 
Ai-AGCTTTGATTTGTTTAAGCCTCTGATTTTTTGGTCTAACTGATGTAAGACCACAAGGA 
CAAGAGTTCTCCAGCTCCGGATTCTCTTCTGTTCTGTTAATGGTGAAATGCCCGAGAGAA 
GRGTTGCCAACTTTGGCAAATAAAAAATACAGGATTCCAGTTAAATTCAAATTTAGATAA 
ACAACAATTTTTTAGTATTAGTGTGTCCCATTCAATATTTGGAC.ATACTTAACTAAAAAA 
i xGATTTGTTGTTCATCTGAAATACAAATTTAACTGGGCATTCTaAATATTCTCTGGCAAC 
CCCCGAGAGAGTGAAGAAAGTGGTACAAGGACACTTAAGAAGACCAGATTTGAAAAGACA 
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TTACGGATGTGTTTAAATGTCTTATTCTAGAGAGAGTTAGAGCTGTAGGTAGAACTTGGG 
AAATTAAGTTAAAAGCAGACaC3«3AGACCTGGCCAATATATACTAAGGAGTGGATCACTC 
TGGTCT^CAAGCCa^CCTGAGACCAAGGGCATAGTGAGATGATTTGGGAAAGGCACTTAT 
ACaCTACTraTCCCaSTCTTTGAACTAAATGCCTTATAAATCTCCAAGAGAAATGACAGT 
CCaCCATGTGGACTGCTTTCTGTAAGTCCAGGGAAAATAAAAGCTATGTGCTTGAAACCC 
ACTTCTGATATTATAAGGTGTGTGATCTTTGTCATGTTAATGGGTCTGAGTATCAATTCT 
ACAATTGTAAAGTGACAGTAATGGTGTGTCCCCAGGTTGTTGTGGAAAGCTTGATTCTTA 
ATGCAACAGTAGGAAACCCCAGCXTCTCTGGAGCAAACACCCTTCTACATCTTTACITCC 
CCTGCACATTGGCAGGACTCTATTCCTCTATTTCTCTCTAGTGCTAGAGCAGAAAGGGAC 
CTTGATTTGATATCAGGAAAATCTATTTCTGAACCATAAGCTATGATAGCTGATTTAAAA 
AATTGACTATCATGACATGATAATGATCATAATGGTAATACATATTGATAGGGTTGCCGT 
GAAAGTAATAATATATCTAAGAGTTGTGACAATATATGATACGCCTAGACTCTCAGAAAA 
TGCTAATTCCAATCCCAATTGCTCTTTGCATAAAGTTCTGTCCTAGGGTCTGTTCTTTTC 

AGATCCaGGTCAATGTTTTTCAAATTACAAGGAATTATCATTTAAATGGGGAAGAAGCTC 
AAGTTTTGACGTGTAGTGGAATTGGAGTGGAGTGGAGTGGAATGGAAACTAACAGGAAGA 
CACTGCACATGGTTAAGATAAAGATTGTTTCCTGAAP.CCTTTAATTTGTGCTTACATACT 
CACACATACATATGTGCATGCACTGGGACTCTGCAATATGCATTTCTGACTATGGAACAT 
AGCCATAAAAGTCTTTGCACTGAACGTTCAGTGGGCCTTTCACAAGCTGCCCTAATTGGG 
AAAGAAAAACATGGTCCCTCCATTTCCTGCCCCCAACTCCAGAAAAGTCACCATAGGTTG 
AGGGTACATCTGAGAAGCCAGCACTTGGGAGTTCAGGGCTCAAGTTCCTTTCTAGAAAAA 
CACTGGGTGATTCTAGGGGAACTTCCGATCSVGAAACAGCCAATTCAGAGTGAGAGAAGAA 
AACGTGACCATGCAGTTCCTGTCGTTACCAGCCTTGCCCCTCTCTTGCCTTCTGGGAGTT 
ATAAAACCCAAGACTGGAAAGGAAAACCAGCATTTGCTCAGGCAGCCTCTCTGGGAAGAT 
GCTGCTTCTTCCTCTCCCCCTGCTGCTCTTTCTCTTGTGCTCCAGAGCTGAAGCTGGTGA 
GTATCaGGGTTCTTCCCTCTGAAATCTGCTGC»GTATCAGCTCCTGAAACaAfiGAIGTTT 
AGTCTGAAAATAGCTGACTCCTAAACAGGGTTCCAAGATCTCTCTTCAAGAGTCCCAC3«3 
AGOAAATTTCCACTTGGGATGTGTGCCACCCCACCCCCACCCXICACCCACTGCCATTCTC 
TACAGCCTAGOACAGCCCCCAGGAACAAGGAATTTCACCTCAATTGTAGAAAAGCCCAGA 
GCAAGTGGAAGGAAAAGGGGTATCCCCAGGAAAACAGACATGTCCTCTTAATCTTCTGAG 
CATCAGGGCTACCCATTACTTTGTGACTTTCTCACTCrGTGACCATGCTCAAGAGCTATG 
GAGAAATCTAAAACAGGAACCTGGACAGTGGGTCCTACACAGAGACAGAGGAGAGTGGGC 
CAGGGCAAGGTGGGASTGGGAGAAGTCTGAGATGAAAACATCAGAATGGAGCaGAGGCaA 
GAATGAGATTTCACCTGGGAGGTTATGGGTGGGGAAAGATACGAAATACaGSAGACAGGA 
GAGGGAAGATGGGCGGAACACAGGGTGAGAATGAGATTCCAGGGAAGTCCTAGCTCAGCT 
TTAACCCAATTTGTCCATTCaTTGGAGAGAGTATCTATGGCKGTGTTCAAACCCTGGGGT 
GCTCTGTTCCAGGGGAGATCATCGaGGGCACAGAATGCAAGCCACATTCCCGCCCCTACA 
TGGCCTACCTGGAAATTGTAACTTCCAACGGTCCCTCAAAATTTTGTGGTGGTTTCCTTA 
TAAGACGGAACTTTGTGCTGACGGCTGCTCATTGTGCAGGAAGGTGAGACAACAGGGTCT 
ATTTATCTCCAAATGGGAGATGAACAACCAGAGTAGCATCCAGGAATACACCTGCACTGG 
GGACTGAAGAGGGGGTCCTGGGTCTTGTCAACTTTCAGGAGAGGGAACGNAGACTTTGGG 
CTGAAAGACTTTAGTCTGTGTTTGAATAGTTCCTTGAGCCTCAGTCACTGTGAGCTAAGC 
TCCCTTCGGAGGAAAAGGAGGTCCTGTCCGAAGGTCCCTCTTGTTGCAGTAGCACCCCTC 
ACCCCTACCCAACTCAAGACACACGGCTCACTTTTCAGGGCCCCACCCAGICTCAGGGCC 
ACTTCCTCTATGGCCTTTTCAAGAACACTGGCCTCTAGTTCTCAGGGTCCTGAACCCATC 
ATTTTATGGGAGGCAGAGAACAGGTCTACATAAGACCCCCACTTTCCCGTTTTAACTGAT 
ATCTCCTGCTTCAGGGGCTGGCCCTCATGCAGGGTTCCCTGAATTAGGAAGTGTGAACCC 
TGTCCCCTGAGTCCTCCCTGGCCTGTTCAGTCCCCAGCAATTCCAGGGGTCGTAGAAATT 
GTGTCIGTTTCCTOAGAAAGCTCTTTCATGAGTTAAGCCTGAGCCCTCAAATGCCACAAG 
TGGCCCATGAAAAGGGAGATGGGTAGAGTCCGGCGACCCAGTGACAGAGTITAGTCCTCT 
TTTCTCAGAATGAGCTCACCTCAGAAGAAACCCCAAGCCATCACTGTCGCCTCCTTTTCC 
TTCCTTCTTCCTCACAACAGGTCTATAACAGTCACCCTTGGAGCCCATAACATAACAGAG 
GAA.OAAGACACATGGCAGAAGCTTGAGGTTATAAAGCAATTCCGTCATCCAA.aATATAAC 
ACTTCTACTCTTCACCACGATATCATGTTACTAA^.GGIGACAACACCTCTCTTCTCCCTT 
TCCACTTCCCATTCTCCTAAGCTTCTCCTTCAGGTCCTCATTGCCCTGAJiTTTTTCTTAA 
GGACTTGGCTATAACATGAAGCTACTCACCCTGGCCCTCCCTGATCACCTCCAACTGTCC 
AGAGCCCATTTCGAGGACTGACAGTCCTTCATTCCCITCACAGTTGAAGGAGAAAGCCAG 
CCl'GACCCTGGCTGTGGGGACACTCCCCTTCCCATCACAATTCAACTTTGTCCCACCTGG 
GAGAATGTGCCGGGTGGCTGGCTGGGGAAGAACAGGTGTGTTGAAGCCGGGCTCAGACAC 
TCTGCAAGAGGTGAAGCTGAGACTCATGGATCCCCAGGCCTGCAGCCACTTCAGAGACTT 
TGACCACAATCTTCAGCTGTGTGTGGGCAATCCCAGGAAGACAAAATCTGCATTTAAGGT 
GATCCTCOACTAGGTTTCCTCTCCAAAACTCACTGTTCAGGGACCAGAATGCTCTTAGA 
ACXSNAGGAGATGGGGTCaGAAGGTTGTCAGTCAGGTGACAGGGTGAGCATCftCAGGAATT 

GCATGGGGTGACTGTGGAGAATGTGAATGACGGTCCCAAGAAAGGAAGAAGGGGCATCAG 
AACTAGATGTATAAGTGAGGAGCTCCACCTCCTGGGTCTGACTTTAGGTCTCACTGTGAC 
TCCAAGCTGGCTGGCAGACAGGAGTGGAGGACTTCCCGGGCTCACCTTCTTCTCTCTCTC 
CTCCCCCTACAGGGAGACTCTGGGGGCCCTCTTCTGTGTGCTGGGGTGGCCCAGGGCATC 
GIATCCTAT&GACGGTCGGATGCAAAGCCCCCTGCTGTCTTCACCCGAATCrCCCATTAC 
CSGCCCTGGATCAACCAGATCCTGCAGGCAAATTAATCCTGGATCCTGAGCCAGCCTG7iA 
AGG(aU^GCTGGAACrrGGACCTGAGCAGCAAAGTGTGT-3CAACTCATTCTGG'rTCTACCCT 
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TGGTTCCCTCAGCCACAACCCTAAGCCTCCAAGAAGTATCCTACAGGTAACAGAACTCTC 
AATAAACCTCAGTGAAGACACAGCTTCTAGTCGTGAGTGTGTGTNCCCTCTCTGCTGCTC 
TCTTCTCCCTGCACATAGTGACCTGATTCCCAGCCCAAGCACCCAAGGATTTGGAAGGG 

>H_1.0.0 9733 Homo sapiens hypothetical protein MGC2628 (MGC2e2a) , mRNA cr: gi-13129063/// 
5 [Huraan_jongleur_201102.3501.Cl] [SEQ ID NO: 258] 

ggcacgagggtaactccaggacgagaccggagcgrccx:gcgcagcgagcataggcggcga 
agctgcgcccggcgccx;gagaccggcagctgcgtggggcgggggctgcgcccgagcccga 

ttgggagaaaccttggagattcacggcaaggcgtaaagcctggggcttccaacgatagtc 
1 0 tgggcagggatggaagcctagatgcctcaccgcaaggagcggccgagcgggtcctcgctt 

cacacacacggcagcaccggcaccgcggagggaggaaacatgtcccggctgtctctcacc 

cggtcgcctgtgtctcccctggctgcccagggcatccccctgccagcccagctcaccaag 

tccaatgcacctgtgcacatcgatgtgggcagccacatgtacaccagcagcctggccacg 

ctcaccaagtaccctgactccaggataagccgcctcttcaatggcactgaacccatcgtc 
15 ctggacagtttgaagcaacattatttcattgaccgggatggggagattttccgctacgtc 

ctgagcttcctgcggacgtccaagctgctgcttccggatgactttaaggacttcagtctg 

ctgtacgaggaggcgcgctactatcagctccagcccatggtgcgcgagctggagcgctgg 

cagcaggagcaggagcascggcgccgcagccgggcctgtgactgcttggtggtgcgcgtc 

acgcccgacttgggcgagcggatcgcactcagcggcgagaaggccctcatc'gaggaggtc 
20 ttccccgagaccggagrcgtcatgtgcaactccgtcaacgccggctggaaccaggacccc 

ctataaaaatggcecagagtattttcaacaaagcgtgcttcatttgacacccagagtctg 
actttggattcgaactaaaccxavggcaacaggcgaggcaggacagaggctgagtggaaag 

25 ccaagagaatccctggaccggctcttcctggatgggtccaagaattggacagctcagatg 
gagtgagggcctattttccaacagctcttcgcagacccaagagcttggcacatttccggg 
ttagggtggaatgggctttgcagggaagagggccccctgtgcacgcattccacagcctgt 
cggtcagaacttgctagttgcaggagacgggtgttacacgcagtcatcagacctcaccct 
cacagaggcacaaacccacatagttgtggacgcctgcagagactcaaatattgagaggac 



acctggaatgcacagctcagggaagctggtggatgcctagaggctgaaggacagggaact 
ctccattattggggcaggactcagggaggac3«:ttggggccatgtgtctggagagagggc 
ataggttacaccctacagaataaftgaagggacccaaagcctctttttgcctcccggaatc 
aaggccctgagggcagcaggatggtggcctgggtggggtcgtccaactaggtttgctaac 
35 ctgaggggtmctgggcctogccacttctgtcxictctggtggtggaacccagcacgtggt 
tctgtagggacctttgtcagtgagcaagactgagatcgtcacaggagaaggtgcccttgc 
tggctgccccagcaggcacccacctccctgccaggccaagccaggtgtcctcttgcagct 

ttcagcgtggctgcgtcctgtgggggcggtgtggactcctcccagttcagcgagtatgtg 
40 ctttgccgggaggagcggcggcoscagcccacccccactgctgtrcgaatcaagcaggaa 
cccctggactaggccctgcttcagtgcccacctgggcccccccagggacctggaaacagt 
gctsgggagttctgcctgtgtatactitggccgtgggcatgagaccgagggtgaggctgga 
gggtccaragctggcccagcgagcaccagggtcccaggtgtcatsgcaacagaacgtggg 
atgctggaggcatgcctgcagaaggactgttgatgcgacccaaagatacagcggtgggat 
45 ctctgctgccagctctcccagcccctcagcttcgcauscctggcgcagcatcctctgaggc 

tatccctctccacgcggggcagactctggcgggtctcctagcgtccgagagatggcttat 
ttttctacagtatttaaaatggatgcagccctaactgcaaaagtcagagaggctgacaag 
gaccaatgcttctttatctggtgcrrcagttcta«3tcagacgtgcagcatggctgcaggg 
50 tggaccagctgcctggcattcaggcccagatgcctgcagggctggggctctcgggacaga 
tgcagggatgtgtgctgcagggctgctsggaggagagtggtgggggcctgagggctgagt 




GGCrGCTGGAGAAGTCTCCTCCCGTTCGGACCAGCCTCAGGGCTGCACGTTACCTCAGGA 

55 ATGGGCCCCftCCaTGAASGGGCCCATCTGTCAGCAGCGTCTTCTAGGTCCCCAGCTCAGG 
GAGCCATCCCCAGCTCCAGTTTTCTCATGCGAATATCCACAGTTTTAATTCACGTTGTTA 
CACTAGCCTGCOSATGAGACCCAGACACAGGCAGACCTGGCGCTCTTGACCCCTGATTCC 
AGTGAGGACTGGCCCT-GAGGAGTCCTTGCAGACCTGCTGCCTGCCCCACGACAGGCCCAA 
AGATGGACCCCCCCTGGCCTTGTGACAGCTCCCTAAGTGTTCTGCGGTGGAGAAACTGCA 

60 GAGGACTGGTGGGCGGGGCTCCCCAGCCATCACCATCCTGTGTACAATGGCTGTAGACTT 
GTATATGGCTCCTTTAATATTGTAAAGATGCTGATGTACAATTGTCGTGCATTTGTGTGA 
ACACRTTGCGTTCCCAGTCCATGCCATAAATGATGCTCTCAAGCAAAAGACTGGAGGCTC 
TGTCCTGTGCAGAAGCASCAGCCAGACTCCCGCATTCGATGTTGTGCAGGGAGGTTTGGG 
GGCGGAACGGATTCCTCCCTTGGATCCTTCAGTTCCCATCGAGGAATAACCCGCaGCAGT 

65 GGTGGAGGAAGGTCAGTGGCTGGGTCCTGAGCTTGGTGTTATTTATTGCATTTGGGTGCC 
TGTCCCCTCAGGGCAGCACAGATTCTGAATTCTGATTCACAGTCCCTAGCCAGATGGGAA^ 
CTGGGAAAGAGACAGAAGGCGTCTGGGTGCTTTTGAACCXrTGTCTCAAATGTTTGGGATT 
TTCTCTCTCACTATTCTTTGGTTGGGGATGATGTCCTCTTTAGACCCCCACGTAATGGTA 
TGAGAAGGTGGCAGGCAGTGGCTCAGCCAGCCAGGGGGCACCAAGTCATGCAGCCAGCGT 

70 GAGACCTGCAGTTCACCTAAGCACAGAACGAGATCTCAGTATGCCTCCATGTAAACAGAT 
TCACATAGGCCTCCAATTTCAATGAGACCTTTTGCATTTTTTCTCAflAGCCCTTATGTTC 
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TAACCCATGAGAACCATTTTACCTGCCCTCTAAGGGCCACCAGCTTCGACCTGCCTCAGG 
GGACAGCAGCACAGACCAGTGGCTCCCTGTCCAAGGCCGCAGAGCAGACGCCATCCCACT 
GTACAATCGAATTTGCTGGACAAACTTGATAGGTTTCTCTGCTTAGCAACGAGCCTATAG 
TTAGTTGGCACATCTGCGTTTTGGCATCTGAqGCTCCCATCTGAGTGGAGGAGAAAGTGT 
TGTGTTTATTAGCAGGAAGTCTTGTGAAAACflGCTCGCTGCTGTGTATGTTTATGGATTT 
TTCTGATATAACAGCCAGCaTGGTTACCGAGTGGTAGAGATTCTOSAACATTCTCAAACT 
CTCTTTTTGGGTAAATGATTGTGCTAAAATAAAATTTATTAATAAAGAAGGGGAAAAAGG 
AGTAACTCTACTTG 

=.H_1.0.0_10873 Homo sapiens unc-119 homolog (C. elegans) 1UNC119) , transcript variant 1, mRNA o 

gi-1693SS37/// [Human_jongleur_201102.4091.Cl] [SEQ ID NO: 259] 

ACTTCCCCCGGCTCCAGCCGGCGCAGGCAGCGGCGGCAGCAGCAGGCGAGCETCGGCCCC 

GCAAGGCCATGAAGGTGAAGAAGGGCGGCGGTGGGGCCGGGACGGCGACGGRGTCCGCTC 

CGGGGCCCTCGGGCCAGAGCGTGGCCCCCATACCACAGCCGCCTGCGGAATCCGAATCTG 

GGTCCGAGTCGGAGCCGGACGCAGGCCCAGGGCCCAGGCCGGGGCCGCTGCAGAGGAAGC 

AGCCGATCGGGCCGGAGGACGTGCTGGGGCTGCAGCGGATCACCGGTGACTACCTCTGCT 

CCCCTGAGGAGAATATCTACAAGATCGACTTTGTCAGGTTTAAGATTCGGG&CATGGACT 

CAGGCACTGTCCTCTTTGAAATCAAGAAGCC CCCAGTCTCAGAACGGTTGCCCATCAACC 

GGCGGGACCTGGAOrCC^ATGCrrGGGaSCTrTGTCCGCTACXftGTTCACGCCTGCCTTCC 

TCCGCCTGAGGCAGGTGCSGAGCCACGGTGGAGTTCACAGTGGGAGACARGCCTGTCAACA 

ACTTCCGCaTGATCGAGAGGCACTACTTCCGaUVCaMSCrACrrCAAAAGCTTCGACTTCC 

ACTTTGGCTTCH;CATCCCCAGCAGCAAGAACACCTGCGAGCaCATTTACG.4CTTCCCCC 



GCTTCTACTTCGTGGATGACCGGCTGGTGATGCACAATAAAGCAGACTATTCCTACAGCG 
GGACACCCTGACCCCACGGCTGCCCTGACCCCAGGAGGCTCCAGTTCTGGGCTGGGAGCT 
GTGACTTCXICCAACGCTCACCCCTCAACCCCAAGTCCTCTGCTTGGGGAGTTCTCCAGGA 
GCTCCGGACCCTGAGTCAATGTTGGGAGGAAGGGTACCTGGTGTCCCCAGTCAAGCCCAT 
GAAGCKCATGCGGCCTGCTACATGGGGTGGGGTCGTAGGGAGGCTGTTTGCCTCCACGTC 
TAGGAAGGCCTGTGAGAGGAGCAGTCAGGACTTCCGGACAACTTAGCTGGGCCCTACTTG 
GGCCCAAGTTTCaGAATAGTGTTCCCTTATCAAGGCTGTGACTAGRTCAGGCAGGGATCC 
AirrC(XTGTCCCCroCECy^CTACCTTCaGGCCaTTTAGAGTTGTAAATTTACAAAGATCC 
ACGGTGGGCTCCA3CTGCCAAGCCACCCAAGGGAGTCTGGGCCCTAGGCCTAGCCCCATC 
CCTCCCCATGRGGGGCCAAGACACTGCCTAAGGTGTGGGAGGGACTGGCTGAGATTGCAG 
CCCATGGTAGGAGCTCGACEAACTGTATATAGTTTTCAATAAACTTTTTCCTTTTCTGTT 
C 

>H_1.0 0_14514 Homo sapiens hypothetical SBBI03 protein (SBB103) , 

[Human_jongleur_201102.S023.Cl] [SEQ ID NO: 2.60) 

CTTTCCCTTCCCTTCCCGGGAGAGGCTGGGACCCGGCACCAGGGCAGTACTGTGGCCGCT 

GCGGCCTCAGCTCCGACTGGGTCAGGTTGCGGAGACTCCAGGCCGCTTCCAGGGCGAGTA 

CTCCTGAITGTGACATCACATTCATCCCCTGGGCGATGGAGCTTGTCACTGGGAAGGAAT 

ACTCAGTCGGAGAATAGCCAACS^ATGGGTTACTGGGAGAATCTCrTCAGTGGCACTGA 

GTGGAGGCATCAGGGGGTTGGAGCCTTGTGARCAGGGAACCTGCCCCCCaUiCACTTGGAA 

GGfiCCTGGGTTTCaGTGATGAGACATGGGGTATGATGTAACCCGTTTCCAGGGGGATGTT 

GACGAAGATCTTATCTGCCCTATTTGCAGTGGAGTCTTGGAGGAGCCAGTACAGGCACCT 

CATTGTGAACATGCTTTCTGCAACGCCTGCATCACCCAGTGGTTCTCTCAGCAACAGACA 

TGTCCftGTGGACCS3TAGTGTTGTGACGGTCGCCCATCTGCGCCCAGTACCTCGGATCATG 

CGGAACATGTTGTCAAAGCTGCAGATTGCCTGTGACAACGCTGTGTTCGGCTGTAGTGCC 

GTTGTCCGGCTTGACAACCTCATGTCTCACCTCAGCGACTGTGAGCACAACCCGAAGCGG 

CCTGTGACCTGTGAACAGGGCTGTGGCCTGGAGATGCCCAAAGATOAGCTGGCCAACCAT 

AACTGCATTAAGCACCTGCGCTCAGTGGTACAGCAGCAGCAGACflCGCATCGCAGAGCTG 

GAGAAGACGTCAGCTGAACACAAACACCAGCTGGCGGAGCAGAAGCGAGACATCCAGCTG 

CTAAAGGCATACATGCGTGCAATCCGCAGTGTCAACCCCAACCTTCAGAACCTGGAGGAG 

ACftATTGAATACAACGAGATCCTAGAGTGGGTGAACTCCCTTCAGCCAGCAAGAGTGACC 

CGCTGGGGAGGGATGATCTCGACTCCTGATGCTGTGCTCCAGGCTGTAATa^AGCGCTCC 

CTGGTGGAGAGTGGCTGTCCTGCTTCTATTGTCAACGAGCTGATTGAAAATCiCCCACGAG 

CGTAGCTGGCCCCAGGGTCTGGCCACaCTAGAGACTAGACAGATGAACCGACGCTACTAT 

GAGAACTACGTGGCCAAGCGCATCCCTGGCAAGCAGGCTGTIGTCGTGATGGCCTGTGAG 

AACCAGCACATGGGGGATGACAl-GGTGCAAGAGCCAGSCCTTGTCATGATATTTGCGCAT 

GGCGTGGAAGAGATATAAGAGAACrCGACTGGCTATCAGGAAGAGATGGAA/iTCAGAAAA 

TCCCATCACTCCAGCAGCTGGGACCTGAGTCCTACCCACCATTCTrAATACTGTGGCTTA 



1.TTTCCTCCCTTTGCCATATTC 
AAATTATCAGTCTGGGTGGGAAAGCCCCCACCTCCATCCATTTTCCTGCTTAGGGTCCCT 
GGTTCCAGTTATTTTCAGAAAGGACAAAGAGATTCAATTTCCTTGGAGGATCAGGACAGA 
GGAAGGAATCTCTAATCGTCCCTCTCCTCCAAAACCAGGGAATCAGAGCAGTCAGGCCTG 
TTGACTCTAA-.3CAGCAGACATCCTGAAGAAATGGTAAGGGTGGAGCCAAATCTCTAGAAA 
TAAGTAGTGAGGCCGTTAATTGGCCATCACTGATGGC'CCTTAGGGAAAGACTGGACCTCT 
GTGCCAAGCAGTATCCCTGTTCAGCCCACCTTAAAGGTGTAGGCaCCCACIGGGTCTACC 
AGTATGOIGGTTGGGATACTGAAAATTTCCAGATGAGCTCTTCTTTCCTACAAGTTTTCA 
TAATTAGGGAATGCCAGGGTTTAG3GTAGGGGTTAATCTGTTGGGGGTTGATGTGTTTAG 
CAAGAAGCTACTCCTAGCTTTTGCTAAAATATGGTTGQCACTGCETCTTGTGGCACAGGC 
CATAATTGTTCCATAGACCCCTCTCTAGCCCTGTGACIGTAGTTAGTTACTTTGATAATT 
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TTCTTTGGCCftTTGTTTGTTTATATTTCACAAACTCCACCTACTGCCCCCCCCCCTCTTT 
TTTTTAAGAATGGCCTGATCATGGCTATCTCAGCCACATTGTTGGCAATTTAATTTATTT 
ACTTCCTTTTTTTTTTTTAAGAAAGGAAAAAAGAAAAAAAA.iiTCAA.^CTTGAAACTTTTC 
TTTTGATGTTCCTATTGTGGGGGTTCTGGATAGGGTGGGACAGGGATGGGGGTGTGTTTT 
ATATTTTTTCCTTTTCAGCACAACCTTTGGCTTTAATATAGGAAGAGCCAAGGGAGTCCT 
CGGCTGAACTTACGATATCTGCCCCAAACCTCTGTAACCCCAACTGAAATGAGGAGCTTC 
CTCTCTTCCTGTGAAGGATATGACAGTCCAGCATCGATGCCTGTGCCCTCTGGAAAARTT 
TCCTCCTAGCCCTTCCAGGGCCTTATCATAAAACTCTGGATTTAGAGTATTCATTTTGAA 
GGCAACTCCCCCTTCXCCAAGTTTCCTTGGAGCTGTATAGCTGGGTTCTAAGCTTCACCa 
TGCaAATCy«3AAATTTTATCTCTAAGTACAGGCTGTGCCGTGTCTCaCCCACACCCCCCT 
GGGGACTTCAGTTCCATTTC3U3GTTACCTGGGGTATACCTTGATCCCTAGAGTGACTGGC 
AGAGTAAGAGAAGGGGAGAGATAATAGGTGTCATTATTTTAA.TATGAAGGTGGGAGTGTG 
GTTGGAGATAGAAAGGCTCCTCCCCACCATGTAATGGCTTCCTCTCAGAATTTTATTCC3V 
GGCTAGCTTGCTGCAGGTCTGGGTAGTTGGATCATGGCTCCACTGGGATTGGGGTGGAAA 
GCTTGAGGGGAGTAGGGTTCCAGCTCTGGGACATTGTGCTCAGGAATTTGAAAACGCTGC 
TATACTTACTCTGGTTACTACATTTCTTCCACTCCCCTTTCCCCTACCTGCCTTAACCAA 
GGC-CATACTGTCCTGTCCTTACCCTCAGATGGAGCCAGGAAGCTCAGTGAAAGGCTTCC 
CTACCCTTTGCACTAGTGTCTCTGCAGGTTGCTGGTTGTGTTGTATGTGCTGTTCCATGG 
TGTTGACTGCACTAATAATAAACCTTTTACTCAACTCTCT 

>H 1.0.0 36669 Human phosphoglycerate mutase 2 (niuscle specif xc isozyme) (PGAM2) . 

gi-18986i/// [Human_jangleur_201102.cl. 25. singlet] tSEQ ID NO: 261] 

CTGCAGGGTACTCAGCTTCTACTTCCACTCCTACACMCrGCAASrGACTTGAAAATATG 

ACCATGCTTCAAAGTCTCC3VGTOATTCCCACTGTGTTGGGACACAAAGCCCACCTCTCTG 

CaVTGTGCCazrrGATGGTOSCTGCKCCaGCTTGTTTGCTTTCTGTAGGGCTTGGGTCTTT 

GCCaACCCXTCTACCTGAATTGCTCTCCCTGTAGGACTCATCATAGCTGAGGCCTTTGCA 

CTCCGCTCTTTCCACTCACATGTCaCCTCAGGGCTGTCCCCGGCCTCTCCTTTCCCATCT 

CTCCCAGTACATTATGGTCCTTCCTTCCTAGCATCTGGTGCTATCTACGGTAGGCATGTT 

TAGCTGCTGGTACGATCCCTCCTCCACTGAAATATGGGCTTCATGTCTGGCCCCTGTGGG 

ACTGCCAGAGCCTGGTCCTCAGTCATGTTTAGTTGGGCTAGTGAATCAACTCTTGGTCAA 

AGGGACAAAAGCAGATGAGGAGATGTGGCTTCAATCAGGATCAGTGTGGAACAGTGAGAC 

CTGCGCATGGCACTGCTAGGAGGGATGGGTTCCACCTCCCAGCCTTGGGGGTCCTGGCAG 

CCGACAGGACTTTGCCCACTGGGACTTGTCTGCCAACCTTTGGGTACAGAGCCTTAGCTT 

CACAGGCCCCAAGCCAGGAGCCCCTCCCCAGGTAGGCCAGCAGGGATGGAGGGAGGCCTG 

TCGAGGGTTTCTTGCACACGCACACACTCAGATCCARGTCTCAGAGTGGTGGTCCCTCTG 

CTGGCCCTCTCACCTACCCGCTCCTGTTATCAGAAGTGTCGCAG3TGACAGTGTGGTCAC 

TGGGGTGGGAGGAAATGGGAGGCCCTGGATCGGGCCCATGCCCAAGGGTCTGGCCATGGC 

CCCTTCaTTAGGGCECCAATTGTGACTTTATTGCTCATAGTCTCTTCCCTGCCTTGGTGG 

CTCTCATCCCCCAAACCTGAATGCAGAAGTCTTGGTCCTAGACTCAACTCCGTGCCACCC 

ACAGTCCTCAGTCCTGCCCCCAAACCCCCTTGGATTTCTCTTTTTCAAGGTGGTTTCGGC 
TAGGAGAGTGAGCGTGGCTTGGGTGAGGGGCAGATAGGGTGGGAGCATGGGGCATGTATG 

GGAAACCCGGCTCAGCCCCAGCCCTTGCCCATTCTGCTGCTGCTGCCTGGTACCTTCCAC , 

AAGGCCAGACTCCTCTCCACAAAGCTGTGGTCTGCACCAGCTCCrCTGGCTCTCCTCCTC 

TGCCTGCTGAGGGCCGCCTCCTAGCCTGGCTGCCAATCACAGGAGAAAGGGGTTGGGATT 

AGCCCCTCTGTCCCTGCrATCXrCCATCTCCCCTGGCCCAGACTTCTGCCCTTCACGCCCA 
TCCCTGACCAGCAGCCCCaCTCAGTCTGGQCTCTGGGTGCCAGCTGTTATAGACATGCCA 
CCTGAACCCAGGCCAGGAGCIGGTGGATGCGTGGGGCTATTTTAAGCACAGCCTCTTGGC 
CTGCACACTCCCCTGGCCCCCAGCCCCCAGCAGCTCAGCTACTGGTCACCTGCCACCGCC 
TGGAATGCTGATTGGCAGTTGGCTGGGGTGGGTGGGGGCTGGGAAGACACTATTATAAAG 
CTGGGAGTGTTGGGAAGCAGCCGTCCCCGTCCAGAGTCCTCTGTGGTCCCTGCTGCCACC 
ATG3CCACTCACCGCCTCGTGATGGTCCGGCACGGCGAGAGCACATGGAACCAGGAGAAC 
CGTTTCTGTGGCTGGTTCGATGCAGAGCTGAGTGAAAAGGGGACCGAGGAGGCCAAGCGG 
GGAGCCAAGGCCATCAAGGATGCCAAGATGGAGTTTGACATCTGCTACACGTCAGTGCTG 
AAGCGGGCCATCCGCACCCTCTGGGCCATCCTGGACGGCACGGACCAGATGTGGCTGCCT 
GT3GTGCGCACTTGGCGCCTCAATGAGCGGCATTACGGGGGCCTCACAGGCCTCAACAAG 
GCAGAAACGGCCGCCAAGCACGGGGAGGAGCAGGTGAAGATCTGGAGGCGCTCCTTCGAC 
ATCCCGCCGCCCCCGATGGACGAGAAGCACCCCTACTACAACTCXaTTAGCAAGGTGGGC 
TGCCTTTGCTGGGAAGGCCTCTGGGAAGCTGCAGAGTGGGGAGTCBGGTGGGGGCCCACT 
GGCTTGGGAGGGAAAGCAGCGTGCCTGTGTCCCCCAGGAGCGTCGGTACGCAGGCCTGAA 
GCCCGGGGRACTCCCCACCTGCGAGAGCCTCAAGGACACCATTGCXrCGGGCCCTGCCCTT 
CTGGAACGAGGAGATTGTTCCCCAGATCAAGGCCGGCAAGCGAGTGCTCATTGCAGCCCA 
CGGGAACAGCCTGCGGGGCATTGTCAAGCACCTGGAAGGTGAGGCCACCTTCAGGAGCCT 
GGGCAGGGTGGGTGGGCAGCAGCrCCAGpTGGCTTCTCATCTCAGCAAAGTCTCTCGCCC 
AGGACCAGGCTTTCTAGGCGTGGGGCTCCACATCATTCACTGAAAAAGGAGGGCTGAGAA 
GCCATTTTTTAGTTTTGTGAAATTTTCCCCATTTCTGTGTA.riCTGGGACACACTCCACAG 
GGGCTGACTGCACTCGAAGCTCGCrGTGTCCCGAGGTGGGGCAGGCTCCAAAGGTGGCAT 
CTGCCAAGGGACACCCAGCTAGGAAACGGAAGGGCTGGGCTTAGAGCATCTGGCTCC3U^ 

GGGGTGGTGGGGAGCTCCCCCTGGTACTGAATTCCTCTTGATGTAGGCTTGGACCCCTCG 
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CAGGGCCCTCCCCCATCAGGTCCTCAGAATCCCTGCRTGAGCTTCACCACCTATCTCCCT 

CCGGGATGCATGGGCGCAGTAAGGCCTCGCCCAGAGTC3ACTGGCACCTCCCTCCGCCTCC 
CACCTTAGTATTCTGACACAAGGGCAGTCTAAATTAGCATCTGAATGACCTTflAAGCTTG 
TTGAGTCCTGGAAAGGCTAGAAGGGTGTGCCCCAGACCTCCTGCTCCTAGGGCCGTTGGG 
CAGTTGGCCAGAGCACCCAGACCGGCAGGCCCCGGAGACCCAGCCAGCCCCAAGCCTGCC 
CGCTCCAAACACGGACACCTGGCACCTGGCACTGGGGCEAGGCAGAGGGAAGGACCACCT 
GCCTCCTCTCCCTTCEGGAGACTTCATGCAGCCCCATGACCCTCCCACAGCCTGGTTTGG 
GGAAAGGGGACXSCACTTTTGGTGGTGAATATGAGGGATTTCACTCTGACTCCCCaGAGAA 
CATTTTCTTAAACCCTCCTGCACGGAGCAGGGGTGGAGTGGCGCGAACATCAAAGGTCGA 

GCTGCTATTCCCAGCTCAGGGGCTGCAG ,„„„,,, 
>H_1.0.0_380S1 Homo sapiens KIAA0877 protein (KIAA0a77), mRNA si: gx-20541808/// 
[Human jongleur_201102 ,cl.SS .singlet] tSEQ ID NO: 2S2] 
CCCCCTTGTCATTAATACATTAAAAAGATTCAATCTTTACCCTGAGGTAATTTTGGCCAG 
TTGGTACCGGATTTATACCAAARTAATGGACTTGATTGGTATTCAAACCAAGATATGTTG 
GACGGTTACCAGAGGAGAAGGACTCAGTCCTATTGAAAGCTGTGAAGGATTGGGAGATCC 
TGCTTGCTTTTATGTTGCTGTAATTTTTATTTTAAATGGACTAATGATGGCATTATTCTT 
CATATATGGCACATATTTAAGTGGCAGCCGATTAGGAC3GCCTGGTTACAGTGTTGTGCTT 
CTTTTTCAATCATGGAGAGTGTACCCGTGTAATGTGGACACCaCCTCTCEGTGAAAGCTT 
CTCATATCCATTTCTTGTTCTTCAGATGTTGCTAGTGRCTCATATTCTCAGGGCTACAAA 
ACTTTATAGAGGAAGCTTGATTGCftCTCTGCATTTCCAATGTATTTTTCATGCTTCCTTG 
GCawSTTTGCTCaGTTTGTACTTCTTACTCRGATTGCATCATTATTTGCAGTATATGTTGT 
CGGGTACATTGATATATGTAAATTACGGAAGATCATTTATATACACaTGATTTCTCTTGC 
ACTTTGTTTTGTTTTGATGTTTGGGAACTCAATGTTATTAACTTCTTATTATGCTTCTTC 
TTTGGTAATTATTTGGGGTATTCTGGCAATGAAACCACATTTCCTGAAAATAAATGTATC 
TGAACTTAGTTTATGGGTTATTCAAGGATGTTTTTGGTTATTTGGAACTGTCATACTTAA 
ATACTTGACATCTAAAATTTTTGGTATTGCAGATGACGCTCATATTGGCAACTTACTAAC 
ATCAAAATTCTTTAGTTATAAGGATTTTGATACTTTATTGTATACCTGTGCAGCGGAGTT 
TGACTTTATGGAAAAAGAGACTCCACTGAGATACACAAAGACATTATTGCTTCCAGTTGT 
TCTTGTAGTGTTTGTTGCTATTGTTAGAAAGRTTATTAGTGATATGTGGGGTGTCTTAGC 
TAAACAACAGACACATGTAAGAAAACACCAGTTTGATCATGGAGAGCTGGTTTACCATGC 
ATTGCAATTGTTAGCATATACAGCCCTTGGTATTTTJiATTATGAGACTAAAACTCTTCTT 
GACACCACACATGTGTGTTATGGCATCACTGATCTGCTCAAGACAGCTATTTGGATGGCT 
CTTTTGCAAAGTAa^TCCTGGTGCTATTGTGTTTGCTATATTAGCAGCAATGTCAATACA 
AGGTTCaGOUU^TCTGCaAACrCAGTGGAATATTGTAGGGGAGTTCAGCAATTTGCCCCA 
AGAAGAACTTATAGAATGGATCAAATATAGTACTAAACCAGATGCAGTGTTTGCGGGTGC 
CATGCCCACGATGGCAAGTGTTAAGCTCTCTGCACTTCGGCCCATTGTGAATCATCCACA 
TTATGAAGACGCAGGCTTGAGAGCCAGAACAAAAATAGTATACTCAATGTATAGTCGGAA 
AGCAGCCGAAGAAGTGAAGCGAGAACTGATAAAGTTAAAAGTGAACTATTACATTCTAGA 
AGAGTCATGGTGTGTAAGAAGATCL'AAGCCTGGTTGCAGTATGCCTGAAATTTGGGATGT 
AGAAGATCCTSCCAATGCTGGGAAAACTCCCTTATGTAACCTCTTGGTGAAGGATTCCAA 
ACCTCACTTCACCACTGTATTCCAGAACAGTGTTTACAAAGTCCTAGAAGTTGTAAAAGA 
ATGACTGCTACATGACCTGCTGCCTACGGAGAACTACATCTATGACTAGACATTCACTIT 
GCAAATAATTGTTGTGACTCTATGTTTGCTCCAGACACAGAGCTTTTATTGTCACCCAAA 
GATGCCTATGGGAACCAAAAGAATCAAGCTGAACCAAGATTTCTGCCAGAATCAATTTCC 
TCAAGCCAGARGGCTTTATCATTCAGTCTGTGCAACGGAlTONNNIINNinraNNNI^^ 
NNNNlWNNimiWNNNimireiNNNNlI 

>H 1.0.0_S199 Homo sapiens gamma tubulin ring coraple>- protein (7Sp gene) (7SP) , 

7656840/// [Human_jongleur_201102.1500.Cll [SEQIDNO; 2S3] 

AGCATCGAGTCGGCCTTGTTGCCTACTGGAGTCTCCGCAGAGCCCGGGCGGGAGTAGCTG 

GTGGACCCCGTTGAGCTGCCGAACTTCCGGGACTCCCCCGCGACCCCTTCCCAGCTTCCC 

GTCCGCTCCOIJCGCAGCGATTGTCTCGGTGGGTTGATTCGGCACAAACCGCCCGACCCAG 

GGGCCGGTGCGCGTGTGGAAGGGGAAGCACTCCCCTCGTGGTCGCCTGGAGGTGCGCTGG 

AGGAGGGGGTGACATAACCAGGGACTCGAGGTCCGCCGTGGGAATGATCCACGAACTGCT 

CTTGGCTCTGAGCGGGTACCCTGGGTCCATTITCACCTGGAACAAGCGGAGTGGCCTGCA 

GGTATCGCAGQACTTCCCTTTCCTCCACCCCAGTGAGACCAGTGTCCTGAATCGACTCT3 

CCGGCTCGQCACAGACTATATTCGOTTCaCTGAGTTCATIGAACAGTACACGGGCCATGT 

GCAACAGCAGGATaiCC»TCCaTCTaU«»GGGCCaAGGTGGGTTACATGG.AATCTACCT 

GCGGGCCTTCTGCACAGGGCTGGATTCTGTTTTGCAGCCTTATCGCCAAGCACTGCTTGA 

TTTGGAACAAGAGTTCCTGGGTGATCCCCATCTCTCCATATCACS^TGTCAACTACTTCCT 

AGACCAGTTCCAGCTTCTTTTTCCCTCTGTGATGGTTGTAGTAGAACAAATTAAAAGTCA 

AAAGATTCATGGTTGTCAAATCCTGGAAACAGTCTACAAACACAGCTGTGGGGGGTTGCC 

TCCTGTTCGfAGTGCACTGGAAAAAATCCTGGCTGTTTGTCATGGGGTCATGTATAAACA 

GCTCTCAGCCTGGATGCTCCATGGACTCCTCTTGGACCaGCATGAAGAATTCTTTATCAA 

ACAGGGGCC.HTCTTCTGGTAATGTCAGTGCCCAGCCA-3RAGAGGACGAGGAGGATCTGGG 

CATTGGGGGACTGACAGGAAAACAACTGAGAGAACTGCAGGACTTGCGCCTGATTGAGGA 

AGAGAACATGCTGGCACCATCTCTGAAGCAGTTTTCCCTACGAGTGGAGATTTTGCCATC 

CTACATTCCAGTGAGGGTTGCTGAAAAAATCCTATTT3TTGGAGAATCTGTCCAGATGTT 

TGAGAATCAJiAATGTGAACCTGACTAGAAAAGGATCCATTTTGAAAAACaAGGAAGACAC 

TTTTGCTGCAGAGCTGCACCGTCTCAAGCAGCAGCCACTCTTCAGCTTGGTGGACTTTGA 
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ACAGGTGGTGGATCGCATTCGCAGCACTGTGGCTGAGCATCTCTGGAAG1TGATGGTAGA 
AGAATCOSATTTACTGGGTCAGCTGAAGATCATTAAAGACTTTTACCTTCTGCQACGTGG 
AGAACTGTTTCAGGCCTTCATTGACACAGCTCAACACATGTTGAAAACACCACCCACTGC 
AGTAACTGAGCATGATGTGAATGTGGCCTTTCAACAGTCAGCAa'iCRAGGTATTGCTAGA 
TGATGACAACCTTCTCCCTCTGTTGCACTTGACAATCGAGTATCACGGAAAGGAGCACaA 
AGCAGATGCTACTCAGGCAAGAGAAGGGCCTTCTCGGGAAACTTCTCCCKGGGAAGCCCC 
TGCATCTGGCTGGGCAGCCCTAGGTCTTTCCTACAAAGTACAGTGGCCACTACATATTCT 
CTTCACCCOVGCTGTCCTGGAAAAGTACAATGTTGTTTTTAAGTACTTACTGAGTGTGCG 
CCGGGTGCAAGCTGAGCTGCAGCACTGCTGGGCECTACAAATGCAGCGCAAGCACCTCAA 
GTCGAACCAGACTGATGCAATC3UVGTGGCGCCTAAGAAATCACATGGCATTTTTGGTGGA 
TAATCTTC^GTACTATCTCmGGTAGATGTGTTGGAGTCrCMTTCTCCCAGCTGCTTCA 
Ta^GATCAATTCTACCCGAGACTTTGAAAGCATCCGATTGGCTCATGACCACTTCCTGAG 
CAATTTGCTGGCTCAATCCTTTATCCTATTGAAACCTGTGTTTCACTGCCTGAATGAAAT 
CCTAGATCTCTGTCACAGTTTTTGTTCGCTGGTCAGTCAGAACCTAGGCCCACTGGATGA 
GCGTGGAGCCGCCCAGCTGAGCATTCTCGTGAAGGGCTTTAGCCGCCAGTCTTCACTCCT 
GTTCAAGATTCTCTCCAGTGTTCGGAATCATCAGATCAACTCAGATTTGGCTCAACTACT 
GTTACGACTAGATTATAACAAATACTATACCCAGGCTGGTGGAACTCTGGGCAGTTTCGG 
GAl'GTGAAAATTT(n^CTCATAAATTGAAATAACAGCaVCGTTCCa«\GGTTGTAACAG 
AAGATTCAAAACATCCXATTCTAGCCACACACAAATAAATATCTGCGGCTTAGTGATAGG 
ACTCTACCTTTTCTCCTAGAAGCAGTTACTGAACATCCAGGAGTACAACTCCTTCCCATC 
ATTCCCATGTGGAAGGGTCTCTCCCATCAAGGAGAACATGTGGCATCTCTGATCCTTTAC 
ATTGAGAACATTTGTTGGATATGTTCATTTATTCAATAGTCATTTATTGAGCACCTACTA 
CGTACCTTGGTACTGTTCaAGCTGTGGGAGATACAGCGGTAGACAAACAATATAGAGCaG 
AAAGTTAAATATTTTATGGTTCATATGTGAAAAAGTAATTATGTITATAAATAGACTAAC 
TGCTGGATGTTACCaCCAAGTAAGAAAGCAACAGGTAAGATAGGCTTTCTCTCTCCCTAT 
ACCAAGTAATTTATACCTACACAGATTGGGCAATTCTAGCTAATGAAAATATACTTARAA 

5TATTTCTTA^^_^^ Homo sapiens oxysterol binding protein-like 11 (OSBPLll) , mRNA c 
[Human jongleur_201102 .12127 .CI]' [SEQ ID NO: 264] ■ 
TCAGTCTTATACTTCCACTTAAGTCTTCTCGCCGGATGCTTTTTCCTCCTTGCTTTTGCC 
GGAPAGGAGAGAGATACATGTGAAGGATATCTGTCCTCGTTGCTTCXICCTGCCCTCTCAA 
AAGTTTAACTTCTGTGGGAATGTGTATCTTCCTTTTCTGGACCATTTGACAGTCCCGCCC 
CAGCCGCCGTGTGATTTAGCAACCGGTATCATATTCAGATCAAKTCTTAAAAAAAAAAAG 
TCACCTACAGAACTACAGAATTGTTCTCTCCCGCTCAAGAAGGGCAAGTGGACTTTGGCG 
TTAAGATGCAGGGGGGTGAACCAGTGTCCRCAATGAAAGTCTCG-3AGAGCGAAGGAAAGC 

tggagggccaggccacagcggtgaccccgaacaagaacagcagctgtggaggtggaatca 
gtagcagcagcagcagccgcggtggcagtgcaaaaggctggcagtacagtgatcacatgg 
aaaatgtgtatggctatttaatgaagtataccaaccttgtcactgggtggcagtacaggt 
tttttgttttaaacaatgaagctgggctgttggagtactttgtg.'^tgaacagtctagaa 
atcagaaacctAgaggaactttgcagcttgcaggagctgtaatatcacccastgatgagg 
attctcacaccttcactgtaaacgctgccagtggggaacaatataaactcagagctacyig 
atccaaaagagcgacagcactgggttagcagacttcaoatatgtacacagcatcatactg 
aagctattggaaagaataatcctcctctgaagtcacggagcttctcacttgcatctagta 
gtaattctcctatatcgcagaggagaccaagtcaaaatgccatttctttttttaatgttg 

GAO^TTCCAAACTOCAATCACTGAGCAAAAGAACTAATTTACCTCCAGACCATCTTGTGG 

aagtcagagaaatgatgtctcatgctgaaggacaacaaagagacttaattagacgaattg 
aatgccttcctacttctggccatcttagttccttggaccaggatctcttaatgctcaaag 
ctagttccatggcaactatgaactgcttaaatgactgctttcatattctccpgttacagc 
atgcatcacatcagaagggctcattgccttcaggaacgacaatcgagtggttagaaccafl 
agatatctttatcaaaccactataaaaatggagctgaccagccctttgcaactgatcaga 

GTAAGCCGGTGGCAGTCCCAGAAGAGCAGCCTGTTGCAGAATCTGGACTATTAGCGAGGG 

agcctgaagaaataaaigcagatgatgagatagaggatacatgtgaccacaaagaggatg 
acctgggagctgtagaagaacaacgtagtgtcatcctacatctcttgtcacagcttaaqc 
tgggcatggatttaacaagagtggtgcttcctacatttatcctagagaagcgttccttgc 

TGG.AAATGTATGCAGACTTTATGTCTCATCCAGACCTATTTATAGCCATCACTAATGGAG 
CCACAGCTGAGGACAGAATGATTCGCTTTGTTGAGTACTACCTI.^CCTCATTTCATGAAG 

gccgtaagggagccattgctaaaaaaccatacaatcctatcattggagaaacatttcact 
gttcctggaagatgccaaaaagcgaggtagcatccagtgtttttagcagttcttccaccc 
agggagtcacaaatcatgctcctttatcgggggagtctttgacccaggtgggatcagact 
gttacacagtcagatttgttgctgagcaggtttctcatcatcctccagtctcaggatttt 
atgcagaatgtacagagaggaagatgtgtgtaaatgcgcatgtctggactaagagcaagt 
tcttaggcatgtc/ataggcgtgacaatggttggagaaggtatccttagtctgttggagc 

ATGGAGAAGAGTACACATTTTCTCTACCCTGTGCATATGCTCGGTCAATTTTGACTGTTC 



ATGGAGAAGAGTACACATTTTCTu rAi-uun^ 1 iH i ijj, i uuui j. i i.^n'.^^ ^ - 
CTTGGGTAGAACTGGGTGGCAAAGTCAGTGTCAACTGrGCAAAAACTGGATATTCAGCCA 
GCATCACTTTTCATACCAAGCCATTTTATGGTGGCAAACTGCATCGGGTTACaGCTGAAG 
TAAAGCACAACATCACCAACACTGTGGTATGCAGAGTGCAAGGGGAATGGAATAGTGTTC 
TTGAGTTCACATATAGCAATGGAGAGACAAAGTATGTGGACTTGACTAAATTGGCAGl'GA 
CGAAGAAAAGAGTGAGACCTCTGGAGAAGCAGGATCCATTTGAATCCAGGCGATTGTGGA 
AAAeTGTGACAGACTCGCTGAGAGAATCTGAAATTGATAAGGCCACAGAGCATAAGCP.rA 
CCCTGGAAGAACGTCAGAGGACTGAAGAAAGGCATCGTACTGAAAO^GGCaCACCTTGGA 
AAArcAAATATTTTATTAAAGAGGGAGATGGCTGGGTTTATCATAAACCACTTTGGAAAA 
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TAATTCCAACAACACAACCAGCAGAGTGACACATACTATCTAAAACTCGACC3U^TGAGG 
TTCTTCTCTGTTTACCCTAAATCCTCCCAGAATGGAQTCATTGCACTGAGTGACCTGCTT 
CCTGATTGCGCAGACTGAAACTAGCTAAACCTGAATGTACCTACTAGGGCACCATAATAC 
TGCAGCAAGACCAAAGTGGTAAAGAAACACAGTGGACCTTTTACEAACCTGTTCATGTGA 
TGTGAGCAATACCATCTTAAAACTTGTTACCTGAATCAGTAGATGAATCTTTTATCCAGT 
TCTTGCTCCTAAAGTTAAGTTTGAATCCCCTATTTTTGCACAGGGGCAGCAGATACACAC 
AACAATGAGAACTmGTGACTTTGATTTCTTTGTAGTGAAARGTGARGTCTCCGTTTCAG 
AGTTTGTGTCTTTCTTTCTGTCCATAACTGAAGTATTCACTACTCTTGTAAACCAACCAA 
GAGGAGGAGAAAGATGACCCAGAAGTGGATTCAGCCATTGTGCCTSAAATCAGTGTTTAA 
AAAAAAAAATCAACCAGGTTGTGGTAACAAGGCATTCTATTTCTTCAAAAAGACTGTATG 
CCTGTGTCTGAGGAACTTACCTATTATCCACCTCTGTTGGAACTCTCTTTTAAAAAGTAC 
ATTTATAGATTGATCAGAATTATAACCATGGAGAATTTTTTCTTCTGAGCATTTTAATAT 
ACTTGAAAACAACATTGACTTGAAAAATTTCAGAACATTTTTCAGTACCTAGTTTTATTA 
JUITATTACACTTGAGAGACACTTTTTAAAAATGTGTTAATGTCRATATGATGAGATTTTA 
GCCTTTCTCCAGAACTAAGGCATTAAAGAAAATAGCAAATATTAAAAAATAAAACTGTTA 
(,,jrj,.j.j..pij.CCTTCTTTCTTTTCACCTTTAGGTTAATATCCAGTATTATGTGTTATCCCTTT 
GGATAAGTATGCTTTATTTTACCTCTGTTAAAAATTAAAATAAATGATTCTA1TCATATT 
TGTCAGTAATTCAARACTTATATGTGTAACTGAACGCGCATGTAAGGTATGGTTTTATTT 
ATTTTTTTTn'TTTTGAGGAAATTTAAATGCTAAAGAAACAACGAAATGARAAGGTATCa 
GGAAAAAAAGATCAGGAAGTTGTATTCAGGTACAAATCTTTTTTTAAATAA3TATTTTGT 
TGAGGTTGAAGAATTGCTGGCAATTAAAAGAATAGAGCTARTTATGGCTTTCATCATTCA 
TTCATGTATTTATTGAGCACCTACTTATTATGGTGCTCAACACTTGTTACTGCAAGCTAC 
CTTAATTTCCCAAGAGTGGTGCCTTACTCTGTTTTTTCTGATATGGTCTTCCARTCAGTG 
TGTGTAACATACCTGTTGTTTATCAGCCATTGTAGGTGGCTGTGTCTGTTGCATCATCAT 
AAGAAGTTTAAaCTTTGTGCTCTGATAAATTGTGTTCTGTTAAAGAGGTTAGTAGGATGA 
AAACAGCAAAACAATAATTTTTTCAACAAATTGTAAATTATAAGAAAAAGAGTTGGTTTG 
TGTACAACAATTTTAATGATTCCCTTGTTCATTTTTGCTGTGAAATGCACTGAAAAAAAT 
CCTCAAAATGAGTTATAGTTCCTGTGTTGGGAAAATTGACAAATAATAAAACTAGAGAAC 
CACCCCNNNAAAANNCNNNNNCACSNCAAAACCTACAACACAAACAGGGGGGGGGGGGCA 
CAATTTAGCGCTTCCCGGGGCCGGGATCTAACCTTAAGGCGCCCCCCTTTTTCCTGGTCC 
CAACCGTTCCCCTATATAAGGAGGCCTCAAATTTTATGCGCTTGGGGACAGTGGCCCCTC 
TTCTAATATCGAACGG . 

>H_1.0.0_24979 Homo sapiens pogo transposable element with ZNF domain (POGZ) , transcript 

mRNA cr: gi -220?7468/// [Huraanjongleur_201102 . 11858 . CI] [SEQ ID NO! 265] 

GGAGCATGGCGGACACCGACCTGTTCATGGAATGTGAGGAGGAGGAGTTGGACCCATGGC 

AGAAAATCAGTGATGTCATTGAGGACTCTGTAGTTGAAGATTATAATTCAGTGGATAAAA 

CTACCACAGCTGGCAATCCTTTGGTCCAGCAAGGTGGACAGCCACTCATCCTGACCCAGA 

ATCCAGCCCCASGTCTGGGCACAATGGTTACTCAACCAGTATTGAGGCCTGTTCAGGTCA 

TGCAGAATGCCAATCATGTGACTAGTTCCCETGTGGCCTCACAACCAATATTTATCACTA 

CGCAGGGATTTCCTGTAAGGAATGTCCGGCCTGTACAAAATGCAATGAATCAGGTTGGGA 

TTGTGCTGAACGTACAGCAAGGCCAAACGGTTAGACCAATTACACTAGTTCOAGCCCCAG 

GTACCCAGTTTGTTAAGCCGACAGTTGGAGTTCCACAAGTGTTCTCCCAGATGACCCCTG 

TGAGGCCAGGCTCCACAATGCCTGTGAGGCCCACCACCAACACCTTCACCACCGTCATCC 

CGGCCACTCTTACCATTCGAAGCACCGTCCCACAGTCCCAGTCCCAGCAGACCAAGTCCA 

CTCCCAGCACTTCTACCACTCCCACTGCCACACAGCCAACCTCACTGGGGCAACTAGCTG 

TTCAGTCTCCAGGCCAGTCAAACCAGACCACGAATCCCAAGCTAGCTCCCTCCTTCCCCT 

CTCCACCTGCAGTGAGCATTGCCAGCTTTGTCaCTGTGAAGCGACCTGGTGTTACAGGCG 

AAAATAGCAAT3AAGTGGCCAAATTGGTGAATACCCTTAACACCATCCCTTCCCTGGGCC 

AGAGTCCTGGGCCAGTGGTGGTGTCCAACAACAGCTCTGCTCATGGCTCTCAAAGAACCA 

GCGGACCTGAGTCTTCAATGAAAGTGACCTCTTCCATCCCAGTATTTGACCTCCAGGATG 

GTGGACGGAAAATATGTCCACGATGTAATGCTCAATTTCGTGTTACTGAAGCTTTGAGAG 

GTCACATGTGTTACTGTTGCCCAGAAATGGTTGAATACCAGAAGAAAGGAAAGTCCCTGG 

ATTCAGAACCCAGTGTCCCATCAGCAGCAAAGCCCCCATCCCCTGAGAAAACAGCrCCTG 

TTGCTTCCACACCCTCTTCTACACCTATTCCTGCTCTGTCACCGCCTACCAAAGTACCAG 

AACCAAATGAGAACGTGGGCGATGCCGTCCAGACCAAACTCATTATGCTTGTAGATGACT 

TCTACTATGGACGGGATGGTGGCAAAGTAGCCCAGCTCACAAATTTCCCTAAGGTCGCCA 

CATCTTTCCG/iTGCCCACATTGTACCAAAAGGCTAAAAAACAATATTCGAXrCATGAACC 

ATATGAAACACCACGTAGAACTCGATCAGCAGAACGGTGAGGTAGATGGTCACACTATCT 

GCCAGCACTGTTACCGCCAGTTTTCCACTCCCTTCCAGCTTCAGTGCCACTTGGAAAATG 

TTCATAGTCCCTATGAATCTACTACCAAGTGCAAGATCTGTGAATGGGCGTTTGAAAGTG 

AGCCACTATTTCTCCAGCATATGAAGGATACTCATAAGCCTGGAGAGATGCCTTATGTTT 

GCCAGGTGTGTCa\ATATCGCTCCTCACTCTACTCTGAGGTAGATGTCCATTTTCGGATGA 

TCCATGAGGATACCCGGCATCTGCTCTGCCCTTATTGCCTGAAGGTCTTCAAAARTGGCA 

ATGCATTCCAACAGCATTACATGAGGCACCAGAAGAGAAATGTTTATCACTGCAACAAAT 

GCCGGCTGCAOTTTCTCTTTGCCAAGGACAAAATTGAACACAAGCTTCAACACCATAAAA 

CCTTCCGTAAACCCAAGCAGCTGGAGGGCTTGAAACCAGGCACCAAGGTGRCAATCCGGG 

CTTCCCGAGGOCAGCCACGAACTGTTCCTGTATCCTCTAATGATACACCTCCCAGCGCCT 

TGCAGGAGGCAGCACCGCTGACCTCCTCAATGGACCCTCTGCCTGTCTTCCTTTATCCCC 

CTGTCCAGCGCAGCATCCAGAAGAGAGCTGTTAGGAAAATGAGTCTCATGGGCCGGCAGA 

CATGCCTGGAGTGCAGCTTCGAGATCCKMACTTCCCTAATCATTTCCCTACTTACGTAC 

ACTGCTCTCTGTGTCGCTATAGCACCTGCTGTTCTCGAGCTTATGCCAACCACATGATra 
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ACAATCATGTTCCACGGAAGAGCCCCAAGTATTTGGCTTTGTTTARAAATTCTGTGAGTG 
GAATCAAGCTGGCCTGCACTTCATGTACCTTTGTTACCTCTGTGGGCGATGCTATGGCCA 
AGCATTTGGTATTCAACCCCTCTCACAGATCCAGCAGCATCCTGCCaCGGGGACTCACTT 
GGATAGCTCACTCAAGGCATGGCCAGACTCS3TGACCGAGTGCATGACCGGAACGTGAAGA 
ATATGTACCCTCCTCCTTCCTTCCCCACTAACAAAGCTGCCACTGTGAAATCTGCGGGGG 
CCACCCCAGCTGAGCCTGAAGAGCTACTAACTCCCTTAGCCCCAGCACTCCCATCACCAG 
CCTCAACTGCAACCCCACCACCAACCCCCACTCACCCGCAGGCTTTAGCCCTTCCACCGC 
TGGCTACAGAGGGAGCCGAATGTCTGAATGTTGATGATCAGGATGAAGGGAGCCCAGTCa 
CCCAAGAACCTGAGCTAGCATCSVGGTGGTGGTGGTAGTGGTGGAGTTGGCABAAAGGAGC 
AGCrGTCTGTGAAGAAGCTTCGAGTAGTACTGTTTGCTCTATGCTGCAATACAGAACAGG 
CAGCTGAACACTTCCGAAATCCCCAGCGACGTATTCGCCGTTGGCTTCGACGTTTCCAGG 
CCTCCCRGGGGGAGAATCTAGAGGGCAAATATCTGAGCTTTGAGGCAGAAGAGARACTGG 
CTGAGTGGGTGCTAACCCAGCGCGAACAACAGCTACCTGTAAATGAGGAGACCTTGTTCC 
AGAAGGCCACCAAAATAGGACGTTCTTTGGAAGGGGGGTTTAAGATCTCCTATGAGTGGG 



CCCTACCTAAGGATGTAGCAGAGAATGCAGa^CTCTTCATTGATTTTGTACAACGGCAGA 
TTCACAACCAGGACTTACCCTTGTCTATGATTGTGGCTATTGATGAGATCTCTTTGTTCC 
TGGATACAGAOGTGCTGAGCAGTGATGATCGAAAGGAGAATGCCCTGCAGACAGTGGGCA 
CAGGGGAACCTTGGTGTGATGTAGTCCTAGCCATTCTGGCAGRTGGCRCTGTCCTTCCCA 
CCCTGGTTTTCTACT^GAGGGCAGATGGATCAGCCTGCTAACATGCCAGACTCCATATTGC 
TAGAGGCftAAGGAGAGTGGCTACAGTGATGACGAGATCATGGAGCTGTGGTCAACTCGAG 
TGTCGCAGAAGCACACAGCTTGCCAGCGCAGaUiAGGCATGCTTGTGATGGACTGTCATC 
GCACTCACTTGTCAGAAGAGGTACTGGCTATGCTTAGTGCCTCTAGCACTTTGCCTGCAG 
TGGTCCCAGCAGGCTGTAGCTCCAAAATTCAGCCATTAGATGTATGCATCAAAAGAACTG 
TCAAGAACTTCCTGCATAAAAAATGGAAGGAACAGGCTCGGGAAATGGCAQATACTGCAT 
GTGATTCTGATGTCCTGCTTCAGCTGGTGCTTGTCTGGCTGGGTGAAGTGCTAGGTGTCA 
TTGGGGACTGTCCAGAGCTAGTTCAGCGCTCCTTCCTGGTGGCTAGTGTTCTGCCTGGCC 
CCGATGGCAACATTAACTCACCTACAAGAAATGCTGACATGCAGGAGGAGCTAATTGCCT 
CCCTAGAGGAGCAACTGAAGCTGAGTGGGGAACATTCTGAGTCrrCCACTCCAOSACCCA 
GATCATCTCCTGAAGAGACAATTGAGCCTGAaAGTCTTCACCAGCTCTTTGAGGGTGAAA 
GTGAGACCGAGTCTTTCTATGGCTTTGAAGAAGCTGACCTAGATCTGATGGAGATTTGAG 
TGTTGGGGTCATGAGGGGGTGTGGAGTGGGGGTGGGAACATGTGAGGGAGGGTAAAGGGG 
CTTAGGGAAAAGGGGGCATACCAGGTGGGGTATTTGGTTTCTATTTTTTAATTTTATACC 
ACCACTCCCCCCTGAAGTTGACTTACACTTCCCTGTGGATTTGTGGATTAATTAGGAflAA 
CCAATAGTAATCACGTCTGAGCCAAGGAGCTGGCCCATTGGTCRTTCACTTCTGCTAAAA 
ACaGGTTTTTGTGACTTTTTTTTTTTTTAAATTTAAATt^CTGTGTTTGGTATTTTTCTG 

CCTITTACCTCAATTGTATCATAGTACTGGGTTTTTTTGTTTGTTTTATTGTGTGGCCAA 

TGTCTTTGGGCATGATGCTATCTAATCATTGTTAATGTGAGAACATTTCTGAAGATGGGA 

AAGRCAAATTATGTAGCTCACAAACTGGTTTATTATATATATGGATAAAAAACTTTTTTC 

ATTGTQGTCTTAACACT'rTTATATAAAAATGAAAATGGAAAAAAAGTCCCACTGAACTCT 

CTCriTCCTTCTCCTTTTCTTTCCTTCCCTCTCCAGAGATGTTGGTTTCTACAGCAACCCT 

AGATATAAAATTGTGGCTTTAARAATGCATGAAACCACCTTTAATTATCCAGAATGAATA 

GATTTGTCTTTTCCTCACCACCTTCCCTCCAAAACATGACATAAACAATATTTTTTGCAC 

TTGTGATCCTTGGCCCCTTTCCCC3VTTCTCAfiCACCATCCATCCCTCTGGACARAGGATC 

ATACAGGTGTTATTAGCAAGCAAGAGATACTGAAGCGATCAAACAGTTTTAGGGTGGAAG 

CCATTCCCAGTTTGAGTCTTCRTCCTGTAAGCCCCCAGGGGC3«5TCCCTGCTTTACTGAA 

CTTCATCCrraTTAGATGGAGAGCATGCCTGTTTAAGGGATTACTGGTCCTACAGCCAGGA 

GCTAATTGTTCAAGAAGTGTTGAACTTTAAAAAGACAAGACCACTTGTTGAAATCCAGCG 

TGCTCrGTGGCTTTCCCCTATTTCTCTTAATACTTAGGGAAGAATCTGACAGGAAGAAGC 

GCaCAGGGGTGTGCACAAAGAAAATGACATGAATCTTTATTTTTCACTGCCAGCTTCAAG , 

GAAAGAAAATTTTTTCTACAATTTGCATGAGGGATTTTTTTAATTGTATGTACTCATGGT 

TGTAAACCAAAACGTACTGTACCGTACAGAGAAAAGGAGCAAAAAACCAAGTCTTCTGTT 

TATCCTGAGGCTTTCCACAATGTTCCCCTCCTGTGAGCCAAGGAGGCAAACTGCACAAGC 

TTGTAAATGGTTCGTCTTTAAAATGTACATAAGTGGAACATTTAATAAAATGAGGGGAAA 

TGGATTTATAAACTTGTTTTTTTTCTAGGTGACCCTGTTTAATAGGCTTTC\CAGACTGG 

GGAATGCTCAAGATGTGATGGGCCTGGTGGTACAGGTGTGACATTTGTTACCACCCATTT j 

CTCCCACCCCACCCTGCT-TTTTTGTTTGTTTGTTTTTTCATCCCCCAGCACACTATAATA 

TAGTGAACTGGAflAAGTCCCTTCCAGAAACAGCTTGGCCAGCTTTGTGAACCTTTGACAT 

CTGAAAACAACCAAGGATCCaTCTGGGCTTCTCTTCCCCAGCTTTTTGCCTGATGCCATT 

TTATTGACAGACAATGGACTTTGAAGTCAGCCTTTGCCTTTGAGAAAGTTCAAGAACTAT 

GGTTGGTCACGTCTATCTACAACCTAATCCTACTCTTTGGTAGTCTCTGCAGCAGCCACA 

GCCT TAGCAGAGCTGGGGTTCCTGTCTTCTGCACACGATTGACTTTCTTGATGGGTAATT 

TTTTTTAAGATTATACCAACAGTGGATCAGCTGGGTTTTGGCCAGGAAGTTGTCrTTGTG 

GACrCTGCCTGCATGGCTTAGTAGTAGAAGGAAATTTTTTTTTGGTTTTGTTTTTTATAA 

TTCAGTTTAATCAATAAACATGTATTTATTGACTGTT 

>gijl639819S|gb|AV378849.2|AV378849 AV378849 RIKEN full-length enriched, adult male c 
muGCUlus CDNA clone 9130S04J1S 3', raRMA sequence [SEQ ID NO: 266] 
AATGTATAGGTCTGATCTTTTTTCTTTTTTTIITTTTNTAAACTrTTTTAAAGCTTATTTA 
NATCTGGTAAGAAATACCAGAATTGAGATTTTGGACTTTGGArrTAGTTTGTTTTGTTCC 
CCTTGTAAGCAGCTGAGCTCTAAGTACAAGACAGCCAATCAAGTGACCTGGAAACAATCC 
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CAAAGGGAATCTTTGTTCTCAAAAGAAACCAAAACCCACACACTATATTCAGCTRTGATT 
TTGTTTTCTCTAAAGTCTTATTCTCCTGTGCGGTTATTTTTGTTGTTTTTTCCATACTCA 
AAAACTGAAGTACTAGTTTTGCCCTATTTTAACTTTTTTTTTTTTAAACTCTTCTTTCTT 
GATATTTACTTAAGACAACTTTTGGQAGTCAGTTCTCAAACCATGTAGGTCTCAGGAATC 
CAACTCCAGTCACTGGAATTGAGTTTTACCCGAGCCATCTTGCTCGCCCATTTTAAACCC 
TAAGCTGCCTTTGGACTATTTTTCCACTAGTATGAAGGGTATATACCTGTTAGTAACACC 
TGTTGATCTATGTCATAAACATTGTTTACTTGATCTTTCGCAAAGTGTTGGGTAGGftAAC 
GACTCCTTAATTTGTTATTGGACAGAATCCCCTTCTTAGTAAAACTGTAAGAAATATTTT 
CATTAAAAAGGACATTGAGT 

>H_1.0.0_4005 Homo sapiens serine/ threonine kinase 12 (STK12) , mRNA cr: gi-4759177/// 
[Human jongleur 201102 . 967 . CI] [SEQ ID NO; 267] 
GGCACGAGGCAGATTCAGTTGTTTGCGGGCGGCCGGGAGAGTAGCAGTGCCTTGGACCCC 
AGCTCTCCTCCCCCTTTCTCTCTAAGGATGGCCCAGAAGGAGAACTCCTACCCCTGGCCC 
TACGGCCGACAGACGGCTCCATCTGGCCTGAGCACCCTGCCCCAGCGAGTCCTCCGGAAA 
GAGCCTGTCACCCCATCTGCACTTGTCCTCATGAGCCfSCTCCAATGTCCAGCCCACAGCT 
GCCCCTGGCCAGAAGGTGATGGAGAATAGCAGTGGGACACCCGACATCTTAACGCGGCAC 
TTCACAATTGATGACTTTGAGATTGGGCGTCCTCTGGGCAAAGGCAAGTTTGGAAACGTG 
TACTTGGCTCGGGAGAAGAAAAGCCATTTCATCGTGGCGCTCAA3GTCCTCTTCAAGTCC 
CAGATAGAGAA3GAGGGCGTGGAGCATCAGCTGCGCAGAGAGATCGAAATCCAGGCCCAC 
CTGCACCATCCCAACATCCTGCGTCTCTACAACTATTTTTATGACCGGAGGAGGATCTAC 
TTGATTCTAGAGTATGCCCCCCGCGGGGAGCTCTACAAGGAGCTGCAGAAGAGCTGCACA 
TTTGACGAGCRGCXSAACAGCCaCGaTCaVTGGAGGAGTTGGCAGATGCTCTAATGTACTGC 
CATGGGAAGARGGTGATTCACAGAGACATAAAGCCAGAAAATCTGCTCTTAGGGCrCAAG 
GGAGAGCTGAAGATTGCTGACTTGGGCTGGTCTGTGCATGCGCCCTCCCTGAGGAGGAAG 
ACaATGTGTGGaVCOrTOGACTACCTGCCCCCAGAGATGATTGAGGGGCGCATGCaCAAT 
GAGAAGGTGGATCTQTGGTGCATTGGAGTGCTTTGCTATGAGCTGCTGGTGGGGAACCCA 
CCCTTTGAGAGTGCATCACACAACGAGACCTATCGCCGCATGGTCAAGGTGGACCTAAAG 



CCCTCGGAACGGCTGCCCCTGGCCCAGGTCTCAGCCCACCCTTGGGTCOSGGCCAACTCT 



>H 1.0.0 22S73 Homo sapiens, Similar to like-qlycoayltransferase, • clone MGC:33333 IMAGE : 48211(53 , 

mRMA, complete cds cr: gL-22713409/// [Human_jongleur_201102 .10561. C2] [SEQ ID NO'. 268] 
AGCGGGCGAGC:C3CAGGGCCCAGCCCGGGAGCCGCTGG.i«3CAGGGCCTGaaTGGAGCCTG 
CAGCCCCGGGTCGCGTCCCTCCCTGAGCGCCCCCGTCGGCGGCCATGCTGCCCGGAGGGC 

TGTTCGGTGGGGACCTGGGGTGTGAGCGCCGCGAGCCTGGCGGGCGAGCGGGGGCCCCGG 
GATGCTTCCCCGGCCCGCTCATGCCACGTGTCCCCCC!VGACGGGAGGCTGCGGAGAGCCG 
CCGCCCTCGACGGAGACCCGGGGGCCGGCCCCGGGGACCACAACCGCTCCGACTGCGGCC 
CGCAGCCGCCQCCGCCGCCCAAGTGCGAGCTCTTGCAIGTGGCCATCGTGTGTGCGGGGC 
ATAACTCCAGCCGAGACGTCATCACCCTGGTGAAGTCCATGCTCTTCTACAGGAAAAATC 
CACTGCACCTCCACTTGGTGACTGACGCCGTGGCCAGRAACATCCTGGAGACGCTCTTCC 
ACACATGGATGGTGCCTGCTGTCOsTGTCAGCTTTTATCy^TGCCGACCAGCTCAAGCCCC 
AGGTCTCCTGGATCCCCAACAAGCACTACTCCX3GCCTCTATGGGCTAATGAAGCTGGTGC 
TGCCCAGTGCCTTGCCTGCTGAGCTGGCCCGCGTCATTGTCCTGGACACGGAraTCACCT 
TCGCCTCTGACATCTCGGAGCTCTGGGCCCTCTTTGCTCACTTTTCTGACACGCAGGCGA 

CCTGGCCTGCCTTGGGCCGGGGATTTAACACAGGTGTOATCCTGCTGCGGCTGGACCGGC 
TCCGGCAGGCTGGCTGGGAGCAGATGTGGAGGCTGACAGCCAGGCGGGAGCTCCTTAGCC 
TGCCTGCCACCTCACTGGCTGACCAGGACATCTTCAACGCTGTGATCAAGGAGCACCCGG 
GGCTAGTGCASCGTCTGCCTTGTGTCTGGAATGTGCAGCTGTCAGATCACACACTGGCCG 
AGCGCTGCTACTCTGAGGCGTCTGRCCTCAAGGTGATCCACTGGAACTCACCAAAGAAGC 
TTCGGGTGAAGAACAAGCATGTGGAATTCTTCCGCAATTTCTACCTGACCTTCCTGGAGT 
ACG.'iTGGGAACCTGCTGCGGAGAGAGCTCTTTGTGTGCCCCAGCCAGCCCCCACCTGGTG 
CTGAGCAGTTGCAGCAGGCCCTGGCACAACTGGACGAJGAAGACCCCTGCTTTGAGTTCC 
GGCAGCAGCAGCTCACTGTGCACCGTGTGCATGTCACTTTCCTGCCCCATGAACCGCCAC 
CCCCCCGGCCICACGATGTCACCCTTGTGGCCCAGCTGTCCATGGACCGGCTGCAGATGT 
TGGAAGCCCTGTGCAGGCACTGGCCTGGCCCCATGAGCCTGGCCTTGTACCTGACAGACG 
CAGAAGCTCAGCaGTTCCTGCATTTCGTCGAGGCCTCACCAGTGCTTGCTGCCCGGCAGG 
ACGTGGCCTACCATGTGGTGTACCGTGAGGGGCCCCTATACCCCGTCAACCAGCTTCGCA 

CTGCCTATTCTCTCTACGACTACCTCAGGGCCTCCATTGAGCAGCTGGGGCrGGGCAGCC 
GGCGCAAGGCAGCACTGGTGGTGCCGGCATTTGAGAC'CCTGCGCTACCGCTTCAGCTTCC 
CCCATTCCAA3GTGGAGCTGTTGGCCTTGCTGGATG03GGCACTCTCTACACCTTCAGGT 
ACCACGAGTGGCCCCGAGGCCACGCACCCACAGACTATGCCCGCTGGCGGGAGGCTCAGG 
CCCCGTACCGTGTGCAATGGGCGGCCAACTATGAACCCTACGTGGTGGTGCCACGAGACT 
GTCCCCGCTATGATCCTCGCTTTGTGGGCTTCGGCTGGAACAAAGTGGCCCACATTGTGG 
AGCTGGATGCCCAGGAATATGAGCTCCTGGTGCTGCCCGAGGCCTTCACCATCC3iTCTGC 
CCCACGCTCCAAGCCTGGACATCTCCCGCTTCCGCTCCAGCCCCACCTATCGTGACTGCC 
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TCCAGGCCCTCAAGGACGAATTCCACCAGGACTTGTCCCX3CCACCATGGGGCTGCTGCCC 
TCAAATACCTCCCAGCCCTGCAGCAGCCCCAGAGCCCTGCCCGAGGCTGAGGCTGGGCCG 
GCGCTGCCCCTCATCTTAGCATTGGGCAGACACCAGGGCAACCTGCCCTCCGCCATCCCT 
GCTATTTAAATTATTTAAGGTCTCTGGGAAGGGCTGGGGCAGAGCATCTGTGGGGTGGGG 
5 TCTTCCCCTTGCTGCTATTGTATGGCTGGGGACTGGTCTCTCTCTGCCCCAGCCaGTTTG 
GGGCTGGTTCCCCCATCTTGAATTGTTTATCCCTTTTTCATAATTAAAGTTTTAAAACAT 

>H 1.0.0_20190 Homo sapiens hypothetical protein CL25022 (CL25022) , mRNA cr: gi- 7661547/// 

[Human_jongleur_201102.9081.Cl) [SEQ ID NO: 269] 
1 0 ATTCGGOVCCGCAGCGTAGGTGCTACCACCGCTGCCGTOGCCGCCGCCATTTTGATGGCA 
GGAAGAGTCCGGTTCTGGGACAGCTGGAGACAGTGGTGGTGACTGAAATAACTTTACCAA 
AGGAAAGCTATTTTGCGAACTATCTTCTCCAGCGGAGATGGCCAATGTGCTTTGTAACAG 
AGCCAGACTGGTTTCCTATCTCCCAGGATTTTGCTCTTTAGTTAAAAGGGTTGTCAATCC 
CAAAGCCTTTTCGACTGCAGGATCATCAGGTTCGGATGAGTCTCATGTGGCTGCTGCACC 
1 5 TCCAGATATATGCTCTCGAACAGTGTGGCCTGATGAAACTATGGGACCCTTTGGACCTCA 
AGATCAGAGGTTCCAGCTTCCTGGGAACATAGGTTTTGATTGTCACCTCAATGGGACTGC 
TTCACAGAAGAAAAGCCTGGTTCATAAAACTTTGCCTGATGTTCTAGCAGAACCTTTATC 
AAGTGAAAGACATGAGTTTGTGATGGCACAATATGTGAATGAATTTCAGGCTAATGATGC 
ACCTGTTGAACAAGAAATTAACAGTGCAGAAACTTACTTTGAAAGTGCCAGAGTAGAGTG 
20 TGCAATACAAACATGTCCAGAATTGCTGCGAAAAGATTTTGAATCACTGTTTCCAGAAGT 
AGCTAATGGCAAACTAATGATTCTGACTGTAACACAAAAAACTAAGAATGATATGACTGT 
TTGGAGTGAAGAAGTAGAAATTGAAAGAGAAGTGCTCTTAGAAAAGTTCATCAATGGTGC 
TAAGGAAATTTGCTATGCTCTTCGAGCTGAGGGTTATTGGGCTGACTTTATTGACCCATC 
ATCTGGTTTGGCATTTTTTGGACCATATAOU^ACAACaCTCTT'rrrGAAACTGATGAACG 
25 CTACCGACATTTAGGATTCTCTGTTGATGACCTTGGATGCTGTAAAGTGATTCGTCATAG 

TCTCTGGGGTACCCATGTAGTTGTAGGGAGTATCTTCACTAATGCflACACCAGACAGCCA 

TATTATGAAGAAATTAAGTGGAAATTAGCAGRAATATCCATTCATTTGCTGTACTATTTG 

TATGTAATATTTGGGTTGATCTATAAACACTGTCAGACTAAAGTTTTTAAAATATACTTA 

TTTCTAAGTATTTATTTCAGCATTTATGAATTTGCAACATTGGCAAGTGATTTGGGATTT 
30 TAAAATTGCAAATGTTCATTTATTCATATCATTGAATACACGTTGAACACATCCACATTG 

TATAGGATGTGGTAATTAGCTTGTAACCAGGGTATGATCrGCTATTGTTATTTCTCCTCT 

TTATTGGAAAAAGGCCTCAGTTTTAATTATTTTCTTCCCAAAATAAATCACACATTTGGT 

>gJ^'tl6259S89|gbTBB053703.2|BBOS2703 BB053703 RIKEN full-length enriched, 12 days embryo male 
35 wolffian duct Mus rausculus cDNA clone 67204S5D24 3', mRNA- sequence [SEQ ID NO: 270] 

ACC&GGCCCCCGGCCCATACCCTCAAAAACTTTGGGGTATACAAAAAATTTATCGTTGGG 

GCAGAAATCCTTCCAAAAATGTAGAATGGGGCAAAATTTTGAACTGCTGCTTATCATTAA 

AAAAGGGGTGGAAAAGACTATATCACAGGTGTCTiGAGTGATTTGAACTCATCTTTGAAAG 

GATGGAATTTGTTTTACRTCCAAATTTACTAAGTAACCTCACTTTAAAAACTATACAAAG 
40 CTCAGCCCTCAGGCCATCTCAGCAGAARAATAATCCTGCTTTCT3AGAAGTTTTAAACCG 

TTCTTTTTCTAGAGAGCATAGAATTGATTTTGAAGAACTGTGTATTATGTATAGACTTTA 

TTTTAGTACATACATGGAGTGAATGGTTCTTCACTTGTTATCTCTGGTATGTGTTGTTTG 

ACATGTTATTTTGTCACAGAGATCAAACCGCCTTACCGTAGCATGTACATACAGATCTTA 

45 CTCAAACAGATGTATAGATTTGGAGATTTTTTTTGTGTATGTGATATTTTAATCCACCCT 
TTTTGCACTTAACCCAGAAATTACAAAGGATGTGAAAGTATAATAAAGTGTTCTAGCTTT 
CTGAAGCTC ' - 

>H_1.0.0 13832 Homo sapiens hypothetical prctein DKFZp564K0822 (DKFZPS64Kn822) , mRNA cr; gi- 

13540577?// [Human_jongleur_201102.5608.ci]' [SEQ ID NO; 2-ri] 
50 AGCCGGGCCCCCCAGCGGTCGGCGGGACGQCTCCCGGCTGCAGTCTGCCCGCCCGCCCCG 

CGCGGGGGCCGAGTCGCGAAGCGCGCCTGCGACCCGGCGTCCGGGCGAGCTGGAGAGGAC 

GCGAGGAGCCATGAGGCGCCAGCCTGCGAAGGTGGCGGCGCTGCXGCrCGGGCTGCTCTT 

GGAGTGCACAGAAGCCAAAAAGCATTGCTGGTATTTCGAAGGACTCTATCCAACCTATTA 

TATATGCCGCTCCTACGAGGACTGCTGTGGCTCCAGGTGCTGTGTGCGGGCCCTCTCCAT 
55 ACAOAGGCTGTGGTACTTCTGGTTCCTTCTGATGATGGGCGTGCTTTTCTGCTGCGGAGC 

CGGCTTCTTCATCCGGAGGCGCATGTACCCCCCGCCGCTGATCGAGGAGCCAGCCTTCAA 

TGTGTCCTACACCAGGCAGCCCCCAAATCCCG3CCCRGGAGCCCAGCAGCCGGGGCCGCC 

CTATTACACCGACCCAGGAGOACCGGGGATGAACCCTGTCGGGAATTCCATGGCAATGGC 

TTTCCAGGTCCCACCCAACTCACCCCAGGGGAGTGTGGCCTGCCCGCCCCCTCCAGCCTA 
60 CTGCAACACGCCTCCGCCCCCGTACGAACAGGTAGTGAAGGCCAAGTAGTGGGGTGCCCA 

CGTGCAAGAGGAGAGACAGGAGAGGGCCTTTCCCTGGCCTTTCTGTCTTCGTTGATGTTC 

ACTTCCAGGAACGGTCTCGTGGGCTGCTAAGGGCAGTTCCTCTGATATCCTCACAGCAAG 

CACAGCTCTCTTTCAGGCTTTCCATGGAGTACAATATATGAACTCACACTTTGTCTCCTC 

TGTTGCTTCTGTTTCTGACGCAGTCTGTGCTCTCACATGGTAGTGTGGTGACAGTCCCCG ' 
65 AGGGCTGACGTCCTTACGGTGGCGTGACCAGATCTACAGGAGAGAGACTGAGAGGAAGftA 

GGCAGTGCTGGAGGTGCAGGTGGCATGTAGAGGGGCCAGGCCGAGCATCCCAGGCAAGCA 

TCCTTCTGCCCGGGTATTAATAGGAAGCCCCATGCCGGGCGGCTCAGCCGATGAAGCAGC 

AGCCGACTGAGCTGAGCCCAGCAGGTCATCTGCTCCAGCCTGTCCTCTCGTCAGCCTTCC 

TCTTCCAGAAGCTGTTGGAGAGACATTCAGGAGAGAGCAAGCCCCTTGTCATGTTTCTGT 
70 CTCTCTTCATATCCTAAAGATAGACTTCTCCTGCACCGCCAGGGAAGGGTAGCACGTGCA 

GCTCTCACCGCAGGATGGGGCCTAGAATCAGGCTTGCCTTGGAGGCCTGACAGTGATCTG 
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ACATCCACTAAGCARATTTATTTAAATTCATGGGAAATCACTTCCTGCCCCftAACTGAGA 

CATTGCATTTTGTGAGCTCTTnGTCTGATTTGGAGAAAGGACTGTTACCCRTTTTTTTGG 

TGTGTTTATGGAAGTGCATGTAGAGCGTCCTGCCCTTTGAftATCAGACTGGGTGTGTGTC 

TTCCCTGGACATCACTGCCTCTCCAGGGCATTCTCAGGCCCGGGGGTCTCCTTCCCTCAG 
5 GCAGCTCCAGTGGTGGGTTCTGAAGGGTGCTTTCAAAACGGGGCACATCTGGCTGGGAAG 

TCACATGGACTCTTCCAGGGAGAGAGACCAGCTGAGGCGTCTCTCTCTGAGGTTGTGTTG 

GGTCTAAGCGGGTGTGTGCTGGGCTCCAAGGAGGAGGAGCTTGCTGGGAAAAGACAGGAG 

AAGTACTGACTCAACTGCACTGACCATGTTGTCATAATTAGAATAAAGAAGAAGTGGTCG 

GAAATGCACATTCCTGGATAGGAATCACAGCTCACCCCAGGATCTCACAGGTAGTCTCCT 
10 GAGTAGTTGACGGCTAGCGGGGAGCTAGTTCCGCCGCATAGTTATAGTGTTGATGTGTGA 

ACGCTGACCTGTCCTGTGTGCTAAGAGCTATGCAGCTTAGCTGAGGCGCCTAGATTACTA 

GATGTGCTGTATCACGGGGAATGAGGTGGGGGTGCTTATTTTTTAATGAACTAATCAGAG 

CCTCTTGAGAAATTGTTACTCATTGAACTGGAGCATCAAGACATCTCATGGAAGTGGATA 

CGGAGTGATTTGGTGTCCATGCTTTTCACTCTGAGGACTVTTTAATCGGiAGAACCTCCTGG 
15 GGAATTTTGTGGGAGACACTTGGGAACAAAACAGACACCCTGGGAATGCAGTTGCAAGCa 

CAGATGCTGCCACCAGTGTCTCTGACCACCCTGGTGTGACTGCTGACTGCCAGCGTGGTA 

CCTCCCATGCTGCAGGCCTCCATCTAAATGAGACAACAAAGCACAATGTTCaCTGTTTAC 

AACCAAGACAACT3CGTGGGTCCAAACACTCCTCTTCCTCCAGGTCATTTGTTTTGCATT 

TTTAATGTCTTTATTTTTTGTAATGAAAAAGCACACTAAGCTGCCCCTGGAATCGGGTGC 
20 AGCTGAATAGGCACCCAAAAGTCCGTGACTAAATTTCGTTTGTCTTTTTGATAGCAAATT 

ATGTTAAGAGACAGTGATGGCTAGGGCTCAACAATTTTGTATTCCCATCTITGTGTGAGA 

CAGAGTTTGTTTTCCCTTGAACTTGGTTAGAATTGTGCTACTGTGAACGCTGATCCTGCA 

TATGGAAGTCCCACTTCGGTGACATTTCCTGGCCATTCTTGTTTCCATTGTGTGGATGGT 

25 GTGGTTCAGAGTAAACTTGAAGCAGATCTGTGCATGCrTTTCCTCTGCAACAATTGGCTC 
GTTTCTCTTTTTTGTTCTCTTTTGATAGGATCCTGTTTCCTATGTGTGCAAAATAAAAAT 

AAATTTGGGCA 

>H 1 0 0 30721 AGENCOURT_7896003 Homo sapiens cDNA'5' end or: gi-21179761/// /clone.IMAGE: 6156113 
/cTone_end=5' /gb.BQ440S85 /gi=2117976I. /ug=Hs. 191045 /len=883 [Human_jongleur_201102 . 16845 . CI]' [SEQ 

30 ID NO: 272] 

aaaccttgattgtgatttccagtttttattttctctgacgtagtagaaaggaatgtttac 

attgaaaatacttttgtttctcataaatggatattgtactcccccctttcraagcattat 

tttacaataattca'^cattttaaaaaataaggcaaagataatacgacaaaaaatatac 

atggtttcaaggcajSttctccaattvagttggaaaatgtaaaaaggatcaagtggatgca 
35 gcctctaccnaaataattaaaatatatttcagtatatttctgaattaacaccaggtcttc 

attatttagaacttactaaattgttttcattttcttagttttacctgtgtatctccatgt 

ttgcaaaaattactataagtcaaartttgccagtgaatttaactatttttctttccttgc 

aattaaggg'jaaaaaaocatttatcttatcttctcataccccttgcatctaagtacttag 

caaagtcaatattttcccattttccaaatgcgtccatctctaacataaatattaattgaa 
40 caiagagctatgtttggagtgagtggactggcaggacagttggaagtccatcacagtcta 

ttgacagtttcatcaaagctgtatagtccaactagtggggcagcttggctautatggtgg 



G CAATTTACTACATTTTTATATGAGCCTATTTATAGGTGCCATTAAACTCAGGTCTTTCA 

AATGAAAGAGTTTCTAGCCCACTTAGGGAAAAAGAT5WVTTGTTTAGAAAACCATAAAATC 
5 0 AATGGTAGGAAAAGTTGGAACTGGTTACCTGGATGCCATGGTTCTCTGTTAAATAAAGTA 

AGAGACCAGGTQTATTCTGAGTGTCATCAGTGTTATTTTCAGCATGCTAATAAATGGTCT 

TTCCGGTTATATATCTATCTAAATTAACCTTTAAAA.'\TATTGGTTTCCTTGATAAAAGCA 

CCACTTTTGCTTTTGTTAGCTGTAATATTTTTTGTCaTTTAGATAAGACCTGGTTTGGCT 

CTCAATAAAAGATGAAGACAGTAGCTCTGTACAGGGATATATCTATATTAGTCTTCATCT 
55 GATGAATGAAGAAATTTTCTCATATTATGTTCAAGAAAGTATTTACTTCCTAAAAATAGA 

ATTCCCGATTCTGTCIArTTTGGTTGAATACCCAGAACAAATCCTTTCCCGTTGCAATCC 

CCAGTAAAACGAAAGAAAAGGAATATCTTACAGACTCTTCATATTAGATGTATGTAGACT 

GTTAATTTGCAATTTCCCCATATTTCCTGCCCTATCTTACCCAGATAACTTTCTTTGAAG 

GTAAAAGCTGTGCAAAAGGCATGAGACTCAGGCCTACTCTTTGTTTAAATGATGGAA7UVA 
60 TATAAATTATTTTCTAAGTAATAAAAGTATAAAAATTATCATT 

>H_1.0.0 11B06 Homo sapiens heCarogeneous nuclear ribonucleaprotein L (HNRPL) . mRNA cr: gi- 

4557644/7/' [Human .jongleur_201102 . 4589 . C4] ■ [SEQ ID NO; 2 73] 

GCCGCCATGTCGCXSGAGGCTGCTGCCCCGGGCGGAGAASCGGCGTCGGCGOCTGGAGCAG 

AGGCAGCAGCCGGACGAGCAGCGGAGGCGGTCGGGAGCGATGGTGAAGATGGCGGCGGCG 
65 GGCGGCGGAQSCGGCGGTGGCCGCTACTACGGCGGCGGCAGTGAGGGCGGCCGGGCCCCT 

AA&CGGCTCAAGACTGACAACGCCGGCGACCAGCACGGAGGCGGCGGCGGTGGCGGTGGA 

GGAGCCGGGGCGGCGGGCGGCGGCGGCGGTGGGGAGAACTACGATGACCCGCACAAAACC 

CCTGCCTCCCCAGTTGTCCACATCAGGGGCCTGATTGACGGTGTGGTGGATvGCAGACCTT 

GTCGAGGCCTTGCAGGAGTTTGGACCCATCAGCTATGTGGTGGTAATGCCTAAAAAGAGA 
70 CAAGCACTG'.ITOGAGTTTGAAGATSTGTTGGGGGCTTGCAACGCAGTGAACTACGCAGCC 

GACAACCAAATATACATTGCTGGTCACCCAGCTTTTGTCAACTACTCTACCAGCCAGAAG 




45 



AGGAATAATAGTGGCCAAAGCAATTAGAACATCTTCATTCCAGAACTGTGTTCAGCAATC 
CAGGCAGATrGATACATTTTTCTTTAAAAATAAATTGCTATTACAGCTAGACGTCAATTG 
GGATAAATA.!«\GGGATGAAGATCCACTAAGTTTGTGACTTTCATACACACCCAGTACATC 
TCAAAGGATGCTAAGGGACATTTTCTGCCAGTAGAGTTCTCCCCCTTTTTGGTGACAGCA 
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ATCTCCCGCCCTGGGGACTCGGATGACTCCCGGAGCGTGAACAGTGTGCTTCTCTTTACC 
ATCCTGAACCCCATTTATTCGATCACCACGGATGTTCTTTACACTATCTGTAATCCTTGT 
GGCCCTGTCCAGAGAATTGTCATTTTCAGGAAGAATGGAGTTCAGGCGATGGTGGAATTT 
GACTCAGTTCAAAGTGCCCAGCGGGCCAAGGCCTCTCTCAATGGGGCTGATATCTATTCT 
GGCTGTTGCACTCTGAAGATCGAATACGCAAAGCCTACACGCTTGAATGTGTTCAAGAAT 
GATCAGGATACTTGGGACTACACAAACCCCAATCTCAGTGGACAAGGTGACCCTGGCAGC 
AACCCCAACAAACGCCAGAGGCAGCCCCCTCTCCTGGGAGATCACCCCGCAGAATATGGA 
GGGCCCCACGGTGGGTACCACAGCCRTTACCATGATGAGGGCTACGGGCCCCCCCCACCT 
CACTACGAAGGGAGAAGGATGGGTCCACCAGTGGGGGGTCACCGTCGGGGCCCAAGTCGC 
TACXSGCCKCCAGTATGGGCaCCCCCCACCCCCTCCCCCACCACCCGAGTATGGCCCTCAC 
GCCGACAGCCCTGTGCTCATGGTCTATGGCTTGGATCAATCTAAGATGAACGGTGACCGA 



CCGGGGGCCGCCATGGTGGAGATGGCTGATGGCTACGCTGTAGACCGGGCCATTACCCAC 
CTCAACAACAACTTCATGTTTGGGCAGAAGCTGAATGTCTGTGTCTCCAAGCAGCCAGCC 
ATCATGCCTGGTCAGTCATAOGGGTTGGAAGACGGGTCTTGCAGTTACAAAGACTTCAGT 
GAATCCOSGAACAATCGGTTCTCCACCCCAGAGCAGGCAGCCAAGAACCGCATCCAGCAC 
CCCAGCAACGTGCTGCACTTCTTCAACGCCCCGCTGGAGGTGACCGAGGAGAACTTCTTT 
GAGATCTGCGATGAGCTGGGAGTGAAGCGGCCATCTTCTGTGAAAGTATTCTCAGGCAAA 
AGTGAGCGCAGCTCCTCTGGACTGCTGGAGTGGGAATCCAAGAGCGATGCCCTGGAGACT 
CTGGGCTTCCTGAACCATTACCAGATGAAAAACCCAAATGGTCCATACCCTTACACTCTG 
AAGTTGTGTTTCTCXJiCTGCTCAGCACGCCTCCTAATTAGGTGCCTAGGftAGAGTCCeAT 
CTGAGCAGGAAGACATTTCrrCTTTCCTTTATGCCATTTTTTGTTTTTGTTATTTGCAAAA 
GATCTTGTATrCCTTTT rmTmTmTri 'TTTAAATGCTAGGTTTGTAGAGGCTTAC 
TTAACCTTAATGGAAACGCTGGAAATCKKaGGGGGAGGGAGAGGGGAACTGTTATCTCC 
CAAGATTAACCTTCACTTTTAftAARATTATTGTAOiTGTGATTTTTTTTTTTCCTGTTCA 
TACATTTGTGCTGCCCATGTACTCTTGGCACATTTCAATAAAATTGTTTGGAAAATAAAC 
ACAGCN 

>H_1.0.0_3487 Homo sapiens GDP dissociation inhibitor 2 (GDI2) , 
[Human_jongleur_201102.744.C2] CSEQ ID NO: 274) 

ggcggtcggtctcgccttctcgccagctccattttcctctctttctcttcccctttcctt 

tgctcgggtcctgcgtccgcgcctgccccgccatgaatgaggagtacgacgtgatcgtgc 
tgggcaccggcctgacggaatgtatcctgtcaggtataatgtcagtgaatggcaagaaag 
ttcttcatatggatcsuwvcccttactacggaggagaaagtgcatctataacaccattgg 
aagatttatacaaaagatttaaaataccaggatcaccacccgagtcaatggggagaggaa 
gagactggaatgttgacttgattcccmgttccttatggctaatggtcagctggttaaga 
tgctgctttatacagaggtaactogctatctggattttaaagtgactgaagggagctttg 
tctataagggtggaaaaatctacaaggttccttccactgaagcagaagccctggcatcta 
gcctaatgggattgtttgaaaaacgtcgcttcaggaaattcctagtgtatgrxgccaact 
tcgatgaaaaagatccfiagaacttttgaaggcattgatcctaagaagaccacaatgcgag 
atgtgtataagaaatttgatttgggtcaagacgttatagattttactggtcatgctcttg 
cactttacagaactgatgattacttagatcaaccgtgttatgaaaccattaatagaatta 
aactttacagtgaatctttggcaagatatggcaaaagcccatacctttatccactctatg 
gccttggagaactgccccaaggatttgcftaggctaagtgctatttatggaggtacctata 
tgctgaataaacccattgaagaaatcattgtacagaatggaaaagtaattggtgtaaaat 
ctgaaggagaaattgctcgctgtaagcagctcatctgtgaccccagctacgtaaaagatc 
gggtagaaaaagtgggccaggtgatcagagttatttgcatcctcagccaccccatcaaga 
acaccaatgatgccaactcctgccagatcattattccacagaaccaagtcaatcgaaagt 
cagatatctacgtctgcatgatcrcctttgcgcacaatgtagcagcacaagggaagtaca 
ttg::tatagttagtacaactgtggaaaccaaggagcctgagaaggaaatcagaccagctt 
tggagctcttggaacctvattgaacagaaatttgttagcatcagtgacctcctggtaccaa 
aagacttgggaacagaaagccagatctttatttcccgcacatatgatgccaccactcatt 
ttgagacaacgtgtgatgacattaaaaacatctataagaggatgacaggatcagagtttg 
actttgaggaaatgaagcgcaagaagaatgacatctatggggaagactaacagcagtaca 
tgttattatgtaattaggacacatttaaaatttggcaaataatgcatataatgaaatcaa 
tattgtaaggcctgcttttgtaatgaaaatggagagaatgaagagcgctgtgccagtaaa 
tactccccttcacctttctaattattaacttgttttcatggagtggctattcagcattgg 
cagttaccacattctgttcaatttaaccaractggctttttttt'nrttctagtgaagtta 
aacaaacattgggataccgacacagacaacttgagacagtttttttaatcttttaatcag 

TGTAGCTATGTGCTGCTGCTGCTCAAGAGCTGGATCCATACAGGTTGTGTGTCATCTGTC 
CTCTTGAGGTTCAGGAGATTCTAAATTGAATATTCCACGGTTTGGGACAGCATCCGGAAG 
TTTTCCCTATGACTTTATATTTTGTATTATGTCAAATGTTATGGCAGGGCCCAAATAGCA 
TAGCCACAAGTTTGGTTTATGTGGGCATAAAATTCTAACCAAACCCCAGACATAGGGAGT 
CATTTGGAGAAAGCCTGTATGTGGTGTTTTAACCTAATAAAGTTGATGAGAGAGAAGGGG 
AGAGGAAGCGAACATAAAGCGGGTCAAGTGTAGTGCATCTTTTGTATCTCAGGCGTGGCT 
TCrTCAGTGGACCAAGCTGCAATGCAGTATTGACTTGACAGAGCCTCTACTTCTGTCTCA 
AARTGGCTCCAAATGATTTCTGTACTGCAAAATAAAGCCAAATTCTGAGAACAAACAAAC 
AACAACAACRACAAAAGTGGAGAGGTAGTTTTCCTATTACTCTAAGTTGTGAAGGTATTC 
AGTTCCACAAACTAATCAAACATGTCAAGAAAAAGACAGTGAGCTCATGGCTTTGGTAAA 
TTCTTACCACTTTCTTATTTTCCCTATGTCTTTAAATTCCTTGATCTGCTCATTTCACTA 
TTCCATACATTTTAAAAGGCACTTTCACTAGAAAAGAAGGTGAAATCCAGTTATAAGAAA 
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>H 1.0.0 6694 Homo sapiens mRNA for pariod (Drosophila) hotnolog 3 hPER3, complete cds cr. gx 
13160924//./ [Human_jongleur_201102.2143.C5] [SEQ ID NO: 275) 
NAGCAGGCCGGAGTCCTGAAAGTCGAGCGAGCTCCGGGTTTTGAAAATGTTGGAGGGAAA 

CATGGCGGGGACCGGAGTGAGAAACCGGTGTCTGTCACTGACTGCAAAGTGAGCGAGAAG 
CAGGCTGCGGGCCGTCCCAGCACGACGTGGAGCCCCGCGGAGACCTCGAGATGCCCCGCG 
GGGAAGCTCCTGGCCCCGGGAGACGGGGGGCTAAGGACGAGGCCCTGGGCGAAGAATCGG 
GGGAGOMTGGAGCCCCGAGTTCCATCTGCAGAGGAAATTGGCGGACAGCAGCCACAGTG 
AACAGCAAGATCGAAACAGAGTTTCTGAAGAACTTATCATGGTTGTCCAAGAAATGAAAA 
AATACTTCCCCTCGGAGAGACGCAATAARCCAAGCACTCTAGATGCCCTCAACTATGCTC 
TCCGCTGTGTCCACAGCGTTCAAGCAAACAGTGAGTTTTTCCAGATTCTCAGTCAGAATG 
GAGCRCCTCAGGCAGATGTGAGCATGTACAGTCTTGAGGAGCTGGCCACTATCGCTTCAG 
AACACACTTCCAAAAACACAGATACCTTTGTGGCAGTATTTTCATTTCTGTCTGGAAGGT 
TAGTGCACATTTCTGAACAGGCTGCTTTGATCCTGAATCGTAAGAAAGATGTCCTGGCGT 
CTTCICACTTTGTTGACCTGCTTGCACCTCAAGACATGAGGGTATTCTAC(;CGCACACTG 
CCAGAGCTCAGCTTCCTTTCTGGAACAACTGGACCCAAAGAGCAGCTGCACGGTATGAAT 
GTGCrcCGGTGAAACCTTTTTTCTGCAGGATCCGTGGAGGTGAAGACAGAAAGCAAGAGA 
AGTGTCACTCCCCATTCCGGATCATCCCCTATCTGATTCATGTACATCACCCTGCCCAGC 
CAGAATTGGAATCGGAACCTTGCTGTCTCACTGTGGTTGAAAAGATTCACTCTGGTTATG 
AAGCTCCTCGGATCCCAGTGAATAAAAGAATCITCACCACCACACACACCCCAGGGTGTG 
TTTTTCTTGAAGTAGATGAAAAAGCAGTGCCTTTGCT2GGTTACCTACCTCAGGACCTGA 
TTGGAACATCGATCCTAAGCTACCTGCACCCTGAAGATCGTTCTCTGATGGTTGCCATAC 
ACCAAAAAGTTTTGAAGTATGCAGGGCATCCTCCCTTTGAACATTCTCCCATTCGATTTT 
GTACTCJWiAACGGAGACTACATCATACTGGATTCCAGTTGGTCCAGCTTTGTGAATCCCT 
GGAGCCGGAAGATTTCTTTCATCATTGGTCGGCATAAAGTTCGAACGAGCCCACTAAATG 
AGGATGTTTTTGCTACCAAAATTAAAAAGATGAACGATAATGACAAAGACATAACAGAAT 
TACAAGAACAAATTTACAAACTTCTCTTACAGCCAGTTCACGTGAGCGTGTCCAGCGGCT 
ACGGGAGCCTGGGGAGCAGCGGGTCGCAGGAGCAGCTTGTCAGCATCGCCTCCTCCAGTG 
AGGCCAGCGGGCACCGTGTGGAGGAGACGAAGGCGGA3CAGATGACCTTGCAGCAGGTCT 
ATGCCAGTGT3AACAAAATTAAAAATCTGGGTCAGCAGCTCTACATTGAGTCRATGACCA 
AATCATCATTCAAGCCAGTGACGGGGACACGCACAGAACCGAATGGTGGTGGTGAGTCRG 
CGAATGGTGGTGGTGAATGTAAGACCTTTACTTCCTTCCRCCAAACACTGflAAAACAATA 
GTGTGTACACTGAGCCCTGTGAGGATTTGAGGAACGATGAGCaCAGCCCATCCTATCAAC 
AGATCAACTGTATCGACAGTGTCATCAGATACCTGAAGAGCTACAACRTTCCAGCTTTGA 
AAAGAAAGTGTATCTCCTGTACATiATACAACTTCTTCCTCCTCAGAAGAAGACAAACAGA 
ACCACAAGGCAGATGATGTCCAAGCCTTACAAGCTGGTTTGCAAATCCCAGCCATACCTA 
AATCAGAAATGCCAACAAATGGACGGTCCATAGACACAGGAGGAGGAGCTCCACAGATCC 
TGTCCACGGCGATGCTGAGCTTGGGGTCGGGCATAAG'CCAATGCX3GTTAC.AGCAGCACCA 

TT&TCCATGTCCCACCCCCAGAGACAGCCAGGGATGCTACCCTOTTCTGTGAGCCCTGGA 

CCCTGAACATGCAGCCAGCCCCTTTGACCTCGGAAGAATTTAAACACGTGGGGCTCACAG 

CGGCTGTTCTGTCAGCGCACACCCAGAAGGAAGAGCAGAATTATGTTGATAAATTCCGAG 

AAAAGATCCTGTCATCACCCTACAGCTCCTATCTTCAGCAAGAAAGCAGGAGCAAAGCTA 

AATATTCATATTTTCAAGGAGATTCTACTTCCRAGCAGACGCGGTGGGCCaGCTGCAGGA 

AAGGGAAGCACAAGCGGAAGAAGCTGCCGGAGCCGCCAGACAGCAGCAGCTCGAACACCG 

GCTCTGGTCCCCGCAGGGGAGCGCATCAGTU^CGCACAGCCCTGCTGCCCCTCCGCGGCCT 

CCTCTCCGCACACCTCGAGCCCGACCTTCCCACCTGCCGCCATGGTGCCCAGCCAGGCCC 

CTTACCrCGTCCCAGCTTTTCCCCTCCCAGCCGCGACCTCACCCGGAAGAGAATACGCAG 

CCCCCGGAACTGCACCGGAAGGCCTGCATGGGCCGCCCTTGTCCGAGGGCTTGCAGCCTT 

ACCCAGCTTTCCCTTTTCCTTACTTGGATACTTTTATGACCGTTTTCCTGCCTGACCCCC 

CTGTCTGTCCTCTGTTGTCGCCATCGTTTTTGCCATG rCCATTCCTGGGGGCGACAGCCT 

CTTCTGCGATATCACCCTCAATGTOGTCAGCAATGAGTCCAACTCTGGACirCACCCCCTT 

CAGTCACCAGCCAAAGGAGAGAGGAGGAAAAGTGGGARGCACAAAGCGAGGGGCACCCGT 

TCATTACTICGAGAAGCAGCTCACCCTTGCAGTTAAACTTACTTCAGGAAGAGATGCCCA 

GACCCTCTGAATCTCCAGATCGGATGAGAAGGAACACGTGCCCACAAACTGAGTATCAGT 

GTGTTACAGGCAACAATSGCAGTUAGAGCAGTCCTGCTACTACCGGTGCACTGTCCACGG 

GGTCACCTCCCAGGGAGAATCCATCCCATCCTACTGCCAGCGCTCTGTCCACAGGATCGC 

CTCCCATGAA3AATCCATCCCATCCTACTGCCAGCGCICTGTCCACGGGATCGCCTCCCA 

TGAAGAATCCATCCCATCCTACTGCCAGCACACTGTCCATGGGATTGCCTCCCAGCAGGA 

CCAGAACTGGTTCAGCAGCATCAGGAAGCAGCGACAGCAGTATATACCTTACTAGTAGTG 
TTTATTCTTCTAAAATCTCCCAAAATGGGCAGCAATCTCAGGACGTACAGPAAAAAGAAA 
CATTTCCTAATGTCGCCGAAGAGCCCATCTGGAGAATGATACGGCAGACACCTGAGCGCA 
TTCTCATGACATACCAGGTACCTGAGAGGGTTAAAGA'-xGTTGTACTAAAAGAAGACCTGG 
AAAAGCTAGAAAGTATGAGGCAGCAGCAGCCCCAGTl TTCTCATGGGCAAAAGGAGGAGC: 
TGGCTAAGGTGTATAATTGGATTCAAAGCCAGACTGTCACTCAAGAAATCGACATTCAAG 
CCTGTGTCACTTGTGAAAATGAAGATTCAGCTGATGGTGCGGCCACATCCTGTGGTCAGG 
TTCTGGTAG^-AGACAGCTGTTGAGTGACTGTGAGGATSAACCTTCATACCCTTTCCAAGA 
CGTGTTACACAGACAGACCTTTTTAAGTCCTGGACTTTTAAATGACCATGAAGTTATCAT 
> XGAATGTTAAGATTTTTTCTTCTl^TTTTTTAATACACGTAATCTTTTTaAAGCAGACA 
TTGTATACAGAATCTTACTTCTCTTTGTTCCTGATATATTAAAATGGCCAGTTAGGCTCT 
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TTTTGTAGTTGAATTGTCTTCTAAAGAGATTGGATGGCCTCTAAAGAGGTATGTGTATCT 
TTATTTCAGATGTCACCCAGAGTAAATTATAATTAGAAGTATAGCTAGAATGAGCCCCAA 
ACCTTAGCCTCATTTATTTTGTTCTGTTACATAAGTCATTTTCCCCTTAGAGTGCTTGAA 
GAAATGCCACCTACAGGTTGTGTACTTTTCATAATGGTTTCCATGAATGTAGTACGTTCA 
TACAGGCTTCATTCAACCTCGCGTTCCCCTCCATAATTAAGATGAAACATTCCGGTTTTC 
TCACAACACATTAGCACATACTGTCCATTAGCATATCTGGGATAACCAGGTTTTGGGGGT 
TGAGTTTTGGCCTTCATCCTTGTAGATCCCTTTCCTATTGATTTCCCACCTTCCAGTGAA 
ATTCTGAAAGTCTTATCTTAAAAATCGATCCGCTTACCATGGGCCTATTCTTGTAAGTTT 
CAGTTAGCATTTGCATGTGTAATATTAAAATGAAAGAGCTTCTTACCCAGTGCTGTTGCC 
CTTTTGAGTATTITTGTTTTTARAATAATGATTGTAAAATGTTTTACAAGTAATGTAAAA 
GCTAGTATCATrCTTACATACTTCTGTGTTTAftATTTTCATTCTTACCAARACAGTTAAC 
TCTTTCTTTCCAATCAATTTATACAAAAGAGGTCGCTCCAGCCCTACCACAGGTCTGACT 
GGCACTGCCTTTTGTTTGCCCTTGAACAGGGCAGTGTTGTGGGGACTGCAAAAGAGAAAA 
CGTCCAGGCGAGCCCAGTTGTCCTCGCCCACAGGGTCCTGCAGGCTCCATCAGTCACCGC 
TTTCTATGGCGTTTGTAGTTGTGTCTTTTAAGAAGTGAGTGTGATTGTTTACTTGATAAA 
TCAGCTCACTCTCTGGTGCTTTTTAGAGAAGTCCCTGATTCCTTCTTAAACTTGGAATGA 
TAGA-^GAAATTCACACCCCTGCAGATCAGAAAAAACAAATAGAAGAAAATGAGGGTTACA 
GTAACCTGTTGTCITTATATAACTTGCAACAAACTAATTTATTTTrTTTTCCTTTTTTTG 
TTTTTGGTTTTTTATGGTTTTTTAAGGAAAATACTTTTCTCCTTTGAAGTTTTACAGCTT 
TTTGTAAATGCGTCCTGATAATGATTAGGAAAATCGACCTTTTCATCCATGATGACCATC 
CTCATAGCTCAGATTTCCTTTCAAAGTAGTGGCTTTCTGGATGGTAATTCCATCTTAaGG 
TGTCAGAACTATTTTCAAATGCTGCCTTTGACAGTTCTTGGAATTTTCTGATATTAAGCA 
GTTCCATGCAAATATTCGTGTTTTATAAATAGCTCTCATAGTCTGCTCCATCTTGATAGT 
TAAGTGATTTCTGAAGCGTTTCTGTGTGTGTTGATCAGGTTGTGTGATATTTITGCTTGA 
TAAAGAATCAAATTTGAAACAATTAACCAGCCAGTAGATTGTCTGTCAGTGACCTTCTGT 
AGTAATAAAGTTTTTGCCACTGTAAATAAAAACAGTATCCGTAGCTATCAGGATCATTGG 
GCACTCATATATGCTAAGCCTTCTGTTCTCTAATAGAAGCCTTTCTTTTCCATTGTTTCT 
GGATATTTGTATTATCCAAATGTGCTTATTTCTTTGCCTTAGCACACGTTTTATGGAGTA 
CTTGTTATACTAGGTTTGATTTGAAACTGGTGCTTGTCGCAGAACTGTCAGAGCATGAGG 
GGTGGACGCATTCACGCACTCCCAGGTTGCACCTGCTGCTGGCGG 



TGAGCAGGGGCTTCAGCAGCTTGACCGATGCCCCCCGAGGGGGCTCTCCCCSWSCTTAaAC 
TTTGTTGTTTAAATTTGTTAACTTTTTATATTAATGACTATTGAAAGTGGTAATRAAAAT 
TTATATTATAGGCTTCAATGTTTTCATGAATGTTACCCAAAAAGCTGTGTTTTCTTTGGT 
CAGAGGTCAAAATTIATGAAAAACAAAATGCTGTATGAATGGAAATCATTTTGCAATTGA 
GTGACACTTCATTGTAATTCAmGTGTAAATTTAATCCAAACTGAAATTTTGTTTCAACT 
GAATTTGTAATTAACTCTGAATTTGTTTTTAATCATTAGTAATATTTCAGTTGGGTATCT 

TTTTAAGTAAAAACAACAAATAAACTCTGTACATGTAAAACGTG. , 

^1 0.0 9423 Homo sapiens cDNA FLJ10331 fis. clone NT2HM2000635 , highly sxmlar to Homo sapie, 

mR5A ior~KIAA0729 protein cr: gi-7022294/// [Human_jongleur_201102 . 3321 . 02) [SEQ ID NO: 276). 

ATTCTCTTGGTCCCCGCCCCGTCGGGATCAGTCAGTGTGATCCGAAGCGGGGGAGGGGGG 

GGGCGGCGGCCGAACGATGTGCGAGAACTGCGCAGACCTGGTGGAGGTGTTAAATGAAAT 

ATCAGATGTAGAAGGTGGTGATGGACTGCAGCTCAGAAAGGAACATACTCTCAAAATATT 

TACTTACATCAATTCCTGGACACAGAGGCAATGTCTATGCTGCTTCAAGGAATATAAGCA 

TTTGGAGATTTTTAATCAAGTAGTGTGTGCACTTATTAACTTAGTGATTGCCCAAGTTCA 

AGTGCTCCGGGACCfiGCTTTGTAAACATTGTACTACCATTAACATAGATTCCACGTGGCA 

AGATGAGAGTAATCAAGCAGAAGAACCACTGAATATAGATAGAGAGTGTAATGAAGGAAG 

TACAGAAAGACAAAAATCAATAGAAAAAAAATCAAACTCTACAaGAATTTGTAATCTGAC 

TGAGGAGGAATCTTCAAAGAGTTCTGATCCTTTTAGTTTATGGRGTACAGATGAGAAGGA 

AAAACTCTTACTATGTGTGGCAAAAAATTTTTCAAATTCAGTTTCCCTTATATACTGCTT 

ACAAGCATAATACTCACCCTACTATTGAGGATATATCAACTCAAGAAAGTAACATATTAG 

GGGCATTCTGTGATATGAATGATGTAGAAGTACCATTGCATTTGCTTCGTTATGTATGTT 

TCTTTTGTGGGAAAAATGGCCTTTCTCTCATGAAGGATTGCTTTGAATATCGAACTCCTG 

AAACTTTGCCATTTCTTATAGCACATGCGTTTATTACAGTTGTGTCTAATATTAGAATAT 

GGCTACATATTCCCGCTGTCATCCAGCACATTATACCTTTTAGGACCTATGTTATTAGGT 

ATTTATGCAAGCTCTCGGATCAGGAGTTACGACAGAGTGCAGCTCGTAACATGGCTGACT 

TAATGTGGAGCACAGTCAAAGAACCATTGGATACAACATTATGCTTTGATAAAGAAAGCC 

TAGATCTTGCATTTAAGTACTTTATGTCACCTACTTTGACTATGAGGTTGGCTGGATTGA 

GTCAGATAACAAATCAACTCCATACCTTCAATGATGTGTGCAATAATGAATCATTAGTAT 

CGGACACAGAAACGTCCATTGCAAAAGAACTTGCAGACTGGCTTATTAGCAACAATGTGG 

TGGAGCATATATTTGGACCAAATTTACATATTGAGATTATCAAACAGTGCCAAGTGATTT 

TGAATTTTTTGGCAGCAGAAGGGCX3ACTGAGTACTCAACATATTGACTGTATTTGGGCTG 

CAGCACAGTTGAAACATTGTAGTCGGTATATACATGACTTATTTCCTTCACTCATCAAGA 

ATTTGGATCCCGTACCACTTAGACATCTACTTAATCTGGTCTCAGCTCTTGAGCCAAGTG 

TTCATACTGAACAGACACTGTACTTGGCATCCATGTTAATTAAAGCACTGTGGAATAACG 

CACTAGCAGCTAAGGCTCAGTTATCTAAACAGAGTTCTTTTGCATCTTTATTAAATACTA 

ATATTCCCATTGGAAATAAGAAAGAGGAAGAAGAGCTTAGAAGAACAGCrCCATCACCTT 

GGTCACCTGCAGCTAGTCCTCAAAGCAGTGATAATAGCGATACACATCAAAGTGGAGGTA 

GTGACATTGAAATGGATGAGCAACTTATTAATAGAACCAAACATGTGCAACAACGACTTT 

CAGACACAGAGGAATCCATGCAGGGAAGTTCTGACGAAACTGCCAACAGTGGTGAAGATG 

GAAGCAGTGGTCCTGGTAGCAGTAGTGGGCATAGTGATGGATCTAGCAATGAGGTTAATT 

CTS^GCCACGCAAGCCAGTCAGCTGGGAGCCCTGGCAGTGAGGTACAGTCAGAAGACATTG 
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CAGATATTGAftGCCCTCAAAGAGGAAGATGAAGACGATGATCATGGTCATAATCCTCCCA 
AAAGCAGTTGTGGTACAGATCTTCGGRATAGAAAGTTAGAGAGTCAAGCAG3CATTTGCC 
TGGGGGACTCCCAAGGCACGTCAGAAAGAAATGGGACAAGCAGCGGAACAGGAAAGGACC 
TGGTTTTTARCACTGAATCATTGCCATCAGTAGATAATCGAATGCGAATGCTGGATGCTT 
5 GTTCACACTCTGAAGACCCAGAACATGATATTTCAGGGGAAATGAATGCTACTCATATAG 



GGAATGAATTATTTAATTGTCGACAATTTATTGGTCCACAGCATCACCACCAGCACCACC 
ACCATCACCACCACCACGATGGGCATATGGTTGATGATATGCTAAGTGCAGATGATGTCA 
GTTGTAGTAGCTCCCAGGTTAGTGCAAAATCAGAAAAAAATATGGCTGATTTTGATGGTG 
1 0 AAGAATCTGGATGTGRAGAGGAGCTAGTTCAGATTAATTCACATGCGGAACTGACATCTC 
ACCTCCAACAACATCTTCCCAATTTAGCTTCCATTTACCATGAACATCTTAGTCAAGGAC 
CTGTAGTTCATAAACATCAATTCAACAGTAATGCTGTTACAGACATTAATTTGGATAATG 
TTTGCAAGAAAGGAAATACTTTGTTGTGGGATATAGTCCAAGATGAAGATGCAGTTAATC 
TTTCTGAAGGATTAATAAATGAAGCAGAGAAACTTCTTTGTTCGTTAGTATGTTGGTTTA 
1 5 CAGATAGACAAATTCGAATGAGATTCATTCAAGGTTGCCTTGAAAACTTGG3AAACAACA 
GATCAGTAG7AATTTCACTTCGTCTTCTTCC3««ACTATTTGGTACTTTTCAGCAGTTTG 
GGAGCAGTTACGATACACACTGGATAACAATGTGGGCAGAAAAAGAACTGAACATGATGA 
AGCTTTTCTTTGATAATTTGGTRTACTACATTCAAACTGTGAGAGAAGGAAGACAAAAAC 
ATGCACTGTACAGCCATAGTGCTGAAGTTCAAGTTCGTCTTCAATTCTTGACTTGTGTAT 
20 TTTCAACTCTGGGATCACCTGATCATTTCAGGTTAAGTTTAGAGCAAGTTGACATCTTAT 
GGCATTGTTTAGTAGAAGATTCTGAATGTTATGATGATGCACTCCATTGGTTTTTAAATC 
AAGTTCGAAGTAAAGATCAACATGCTATGGGTATGGftAACCTACAAACATCTTTTCCTGG 
AGAAGATGCCCCAGCTAAAACCTGAAACAATTAGCATGACTGGCTTAAACCTGTTTCAGC 
ATCTCTGTAACTTGGCTCGATTGGCTACCAGTGCCTATGATGGTTGTTCAAATTCTGAGC 
25 TGTGTGGTATG3ACCAATTTTGGGGCATTGCTTTAAGAGCACAATCTGGTGATGTCAGTC 
GAGCAGCTATCCAGTATATTAACTCCTATTATATTAATGGTAAAACAGGTTTGGAGAAGG 
AGCAAGAATTTATTAGTAAGTGCATGGAGAGTCTTATGATAGCTTCTAGCAGTCTTGAAC 
AGGAATCACACTCAAGTCTCATGGTTATAGAAAGAGGACTCCTTATGCTGAAGACACATC 
TGGAAGCGTTTAGGAGRAGGTTTGCATATCATCTGAGACAGTGGCAAATTGAAGGCACTG 
30 GTATTAGTAGTCATTTGAAAGCACTGAGTGACAAACAGTCTCTGCCGCTAA3GGTTGTAT 
GCCAGCCAGCTGGACTTCCTGACJJ«3ATGACTATTGARATGTATCCTAGTGACCAGGTAG 
CAGATCTTAGGGCTGAAGTAACTCATTGGTATGAAAATTTACAGAAAGAACAAATAAATC 
AACAAGCTCAGCTTCAGGAGTTTGGTCAAAGCAACCG.AAAAGGAGAGTTTCCTGGAGGCC 
TCATGGGACCTGTCAKATGATTICATCTGGACACGAGTTAACAACAGATTATGATGAAA 
35 AAGCACTTCATGAGCTTGGTTTTAAGGATATGCAGATGGTATTTGTATCTTTGGGTGCAC 
CAAG8AGAGAGCGGAAAGGGGAAGGTGTTCASCTGCCAGCATCTTGCCTCCCACCCCCTC 
AGAAGGACAACATTCCAATGCTTTTGCTTTTACAAGAGCCTCATTTAACTACTCTTTTTG 
ATTTATTAGAGATGCTTGCATCATTTAAACCACCCTCAGGAAAAGTGGCAGTGGATGATA 
GTGAGAGCTTACGATGTGAAGAACTTCATCTTCATGCAGAAAATCTGTCTAGGCGGGTCT 
40 GGGAGCTACTGATGCTTCTTCCTACATGTCCTAATATGTTGATGGCATTCCAGAATATCT 
CAGATGAGCAGAGTAATGATGGATTTAATTGGAAAGAACTTCTCAAAATTAAGAGCGCCC 
ACAAGCTATTGTATGCTCTGGAAATTATTGAAGCACTGGGAAAACCTAATAGAAGAATAA 
GGAGGGAGTCTACGGGAAGTTACAGTGATCTTTATCCAGATTCAGATGATTCAAGTGAGG 
ATCAAGTGGAAAATAGTAAAAATTCCTGGAGTTGCAAGTTTGTTGCTGCTGGAGGGCTTC 
45 AACAGTTATTAGAAATTTTTAATTCTGGAATTCTAGAGCCTAAAGAGCAGGAATCATGGA 

ATCCATCCGATTTGGATTTAGCTTATCATGATGTCTTTGCCTGGTCTGGTATAGCGGAAA 
GCCATAGGAAAAGAACCTGGCCTGGCAAATaAAGGAAGGCTGCTGGTGATCATGCTAAGG 
GTCTTCATATACCACGATTAACAGAGGTATTTCTTGTTCTTGTCCAAGGAAECAGTTTGA 

50 TTCAGCGACTTRTGTCTGTTGCTTATACGTATGATAATCTGGCTCCTAGAGTTTTAAAAG 
CTCAGTCTGATCACAGGTCTAGACATGAAGTTTCACATTATTCAATGTGGCTCTTGGTGA 
GTTGGGCTCATTGCTGTTCTTTAGrGAAATCTAGCCTTGCTGATAGCGATCATTTACAAG 
ATTGGCTAAAGAAATTGACTCTCCTTATTCCTGAGACTGCAGTTCGTCATGAATCATGCA 
GTGGTCTCTATAAGTTATCCCTGTCflGGGCTGGATGGAGGAGACTCAATCAATCGTTCTT 

55 TTCTGCTATTGGCTCCCTCAACATTATTGAAATTTCTTCCTGATGCTCAAGCACTCAAAC 
CTATTAGGATAGATGATTATGAGGA'IGAACCAATATTAAAACCAGGATGTAAAGAGTATT 
TTTGGTTGTTATGCAAATTAGTTGRCAACATACATATAAAGGACGCTAGTCAGACAACGC 
TCCTCGACTTAGATGCCTTGGCAASACATTTGGCTGAGTGTATTCGAAGTAGGGAGATCC 
TTGATCATCAGGATGGTAATGTAGAAGATGATGGGCTTACAGGACTCCTAAGGCTTGCAA 

60 CAAGTGTTGTTAAACACAAACCACCCTTTAAATTTTCAAGGGAAGGACAGGAATTTTTGA 

GCAAATCACATTCTTCAAGAGCTQCCGCTTACGATTT3TTAGTAGAGATGGTAAAGGGGT 
CTGTTGAGAACTACAGGCTAATACACAACTGGGTTATGGCACAACACATGCAGTCCCATG 
CACCTTATAAATGGGATTACTGGCCTCATGAAGATGTCCGTGCTGAATGTAuATTTGTTG 

65 GCCTTACTAACCTTGGAGCTACTTGTTACTTAGCTTCTACTATTCAGCAACTTTATATGA 
TACCTGAGGCAAGACAGGCTGTCTTCACTGCCAAGTATTCAGAGGATATGAAGCACAAGA 
CCACTCTTCTGGAGCTTCAGAAAATGTTTACATATTTAATGGAGAGTGAATOCAAAGCAT 
ATAATCCTAGACCTTTCTGTAAAACATACACCATGGATAAGCAGCCTCTGAATACTGGGG 
AACAGAAAGATATGACAGAGTTTITTACTGATCTAATTACCAAAATCGAAGAAATGTCTC 

70 CCGAACTGAAAAATACCGTCAAAAGTTTATTTGGAGGTGTAATTACAAACAATGTTGTAT 
CCTTGGATTGTGAACATGTTAGTCAAACTGC.TGAAGAGTTTTATACTGTGAGGTGCCAAG 




rCCTTGGGGAGACTATTG 
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TCGCTGATATGAAGAACATTTATGAATCTCTTGATGAAGTTACTATAAAAC-ACACTTTGG 
AAGGIGATAACATGTATACTTGTTCTCATTGTGGGAAGAAAGTACC-AGCTGAAAAAAGGG 
CATCTTTTAAGAAATTGCCTCGCATTTTGAGTTTCAATACTATGAGATACACATTTAATA 
TGGTCACGATGATGAAAGAGAAAGTGAATACACACTTTTCCTTCCCATTACGTTTGGACA 
5 TGACGCCCTATACAGAAGATTTTCTTATGGGAAAGAGTGAGAGGAAAGAAGGTTTTAAAG 
AAGTCAGTGATCATTCAAAAGACTCAGAGAGCTATGAATATGACTTGATAGGAGTGACTG 
TTCACACAGGAACGGCAGATGGTGGACACTATTATAGCTTTATCAGAGATATAGTAARTC 
CCCATGCTTATAAAAACAATAAATGGTATCTTTTTAATGATGCTGAGGTAAAACCTTTTG 
ATTCrGCTCARCTTGCATCTGAATGTTTTGGTGGAGAGATGACGACCAAGACCTATGATT 
1 0 CTGTTACAGATAAATTTATGGACTTCTCTTTTGAAAAGACACaCAGTGCATATATGCTGT 
TTTACAAACGCATGGAACCAGAGGAAGAAAATGGCAGAGAATACAAATTTGATGTTTCGT 
CAGACTTACTAGAGTGGATTTGGCATGATAACATGCBGTITCTTCAAGACAAAAACATTT 
TTGAACATACATATTTTGGATTTATGTGGCAATTGTGTAGTTGTATTCCCAGTACATTAC 
CAGATCCTAAAGCTGTGTCCTTAATGACAGCAAAGTTAAGCACTTCCTTTGTCCTAGAGA 
1 5 CATTTATTCATTCTAAAG AAAAGCCCACGATGCTTCAGTGGATTGAACTGTTG ACG AAAC 
AGTTTAATAATAGTCAGGCAGCTTGTGAGTGGTTTTTAGATCGTRTGGCTGATGACGACT 
GGTGGCCAATGCAGATACTAATTAAGTGCCCTAATCAAATTGTGAGACAGATGTTTCAGC 
GTTTGTGTATCCATGTGATTCAGAGGCTGAGACCTGTGCATGCTCATCTCTATTTGCAGC 
CAGGAATGGAAGATGGGTCAGATGATATGGATACCTCAGTAGAAGATATTGGTGGTCGTT 
20 CATGTGTCACTCGCTTTGTGAGAACCCTGTTATTAATTATGGAACATGGTGTAAAACCTC 
ACAGTAAACATCTTACAGAGTATTTTGCCTTCCTTTACGAATTTGCRAAAATGGGTGAAG 
AAGAGAGCCaATTTTTGCTTTCATTGCAAGCTATATCTACAATGGTACATTTTTACATGG 
GAACAAAAGGACCTGAAAATCCTCAAGTTGAAGTGTTATCAGAGGAAGAAGGGGAAGAAG 
AAGAGGAGGAAGAAGATATCCTCTCTCTGGCAGAAGAAAAATACAGGCCAGCTGCCCTTG 
25 AAAAGATGATAGCTTTAGTTGCTCTTTTGGTTGAACAGTCTCGATCAGAAAGGCATTTGA 
CATTATCACAGACTGACATGGCAGCATTAACAGGAGGAAAGGGATTTCCCTTCTTGTTTC 
AACATATTCGTGATGGCATCAATATAAGACAAACTTGTAATCTGATTTTCAGCCTGTGTC 
GATACAATAATCGACTTGCAGAACATATTGTATCTATGCTTTTCACATCAATAGCAAAGT 
TGRCTCCTGAGGCAGCCAATCCTTTCTTTAAGTTGTTGACTATGCTAATGGAGTTTGCTG 
3 0 GTGGACCTCCAGGAATGCCTCCCTTTGCATCTTATATTCTGCAGAGGATATGGGAGGTGA 
TTGAATACAATCCTTCTCAGTGTCTAGATTGGTTGGCAGTGCASACACCCCGAAATAAAC 
TGGCACACAGCTGGGTCTTACAGAATATGGAAAACTGGGTCGAGCX3GTTTCTTTTGGCTC 

ArrCATTCCGTCAGMGTTCCGGTCAACAAGGTCTTTGCACATCCCAACCCGTGACCTTC 
35 CACTCAGTCCAGACACAACAGTAGTCCTACATCRGGTCTACAACGTGCTCCTTGGTTTGC 
TCTCRaGAGCCAAACTTTATGTTGATGCTGCTGTTCATGGCACTACAAAGCTAGTGCCCT 
ATTTTAGCTTTATGACTTACTGTTTAA'ITTCCAAAACTGAGAAGCTGATGTTTTCCACAT 
ATTTCATGGATTTGTGGAACCTTTTCCAGCCTAAACTTTCTGAGCCAGCAATAGCTACAA 
ATCACAATAAACAGGCTTTGCTTTCATTTTGGTACAATGTCTGTGCTGACTGTCCAGAGA 
40 ATATCCGCCTTATTGTTCAGAACCCAGTGGTAACCAAGAACATTGCCTTCAATTACATCC 
TTGCTGACCATGATGATCAGGATGTGGTGCTTTTTAACCGTGGGATGCTGCCAGCGTACT 
ATGGCATTCTGAGGCTCTGCTGTGAGCAGTCTCCTGCATTCACACGACAACTGGCTTCTC 
ACCAGAACATCCAGTGGGCCTTTAAGAATCTTACACCACATGCCAGCCAATACCCTGGAG 
CAGTAGAAGAACTGTTTAACCTGATGCAGCTGTTTATAGCTCAGAGGCCAGATATGAGAG 
45 AAGAAGAATTAGAAGATATTAAACAGTTCAAGAAAACAACCATAAGTTGTTACTTACGTT 
GCTTAGATGGCCGCTCCTGCTGGACTACTTTAATAAGrrGCCTTCAGAATACTATTAGftAT 
CTGATGAAGACAGACTTCTTGTTGTATTTAATCGAGGATTGATTCTAATGACAGAGTCTT 
TCAACACTTTGCACATGATGTATCACGAAGCTACAGCTTGCCATGTGACTGGAOATTTAG 
TAGAACTTCTGTCAATATTTCTTTCGGTTTTGAAGTCTACACGCCCTTATCTTCAGAOAA 
50 AAGATGTGAAACAAGCATTARTCCAGTGGCAGGAGCGAATTGRATTTGCCCATAAACTGT 
TAACTCTTCTTAATTCCTATAGTCCTCCAGAACTTAGAAATGCCTGTATAGATGTCCTCA 
AG6AACTTGTACTTTTGAGTCCCCATGATTTTCTTCATACTCTGGTTCCCTTTCTACAAC 
ACAACCATTGTACTTACCATCACAGTAATATACCAATGTCTCTTGGACCTTATTTCCCTT 
GTCGAGAAAATATCAAGCTAATAGGAGGGARAAGCAATATTCGGCCTCCGCGCCCTGAAC 
55 TCAATATGTGCCTCTTGCCCACAATGGTGGAAACCAGTAAGGGCAAAGATGACGTTTATG 
ATCGTATGCTGCTAGACTACTTCTTTTCTTATCATCAGITCATCCATCTATTATGCCGAG 
TTGCAATCAACTGTGAAAAATTTACTGAAACATTAGTTAAGCTGAGTGTCCTAGTTGCCT 
ATGAAGGTTTGCCACTTCATCTTGCACTGTTCCCCAAACTTTGGACTGAGCTATGCCAGA 
CT^AGTCTGCTATGTCAAAAAACTGCATCAAGCTTITGTGTGAAGATCCTGTTTTCGCAG 
60 AATATATTAAATGTATCCTAATGGATGAAAGAACTTTTTTAAACAACAACATTGTCTACA 
OSTTCATGACACATTTCCTTCTAAAGGTTCAAAGTCAAGTGTTTTCTGAAGCAAACTGTG 
CCAATTTGATCAGCACTCTTATTACAAACTTGATAAGCCAGTATCAGAACCTACAGTCTG 
ATTTCTCCAACCGAGTTGAAATTTCCAAAGCAAGTGCTTCITTAAATGGGGACCTGAGGG 
CACTCGCTTTGCTCCTGTCAGTACACACTCCCAAACAGTTAAACCCAGCTCTAATTCCAA 
65 CTCTGCAAGAGCTTTTAAGCAAATGCAGGACTTGTCTGCAACAGAGAAACTCACTCCAA3 
AG^AAGAAGCCAAAGAAAGAAAAACTAAAGATGATCAAGGAGCAACTCCCATTSAAAGGC 
GGCGrGTTAGCAGTGATGAGGAGCACACTGTAGACAGCTGCATCAGTGACATGAAAACAB 
AAACCAGGGAGGTCCTGACCCCAACGAGCACTTCTGACAATGAGACCAGAGACTCCTCAA 
TTATTGATCCAGGAACTGAGCAAGATCTTCCTTCCCCTGAAAATAGTTCTGTTAAAGAAT 
70 ACCGAATGGAAGTTCCATCTTCGTTTTCAGAAGACATGTCAAATATCAGGTCXCAGCATG 
CAGAAGAACAGTCCAACAATGGTAGATATGACGATTGTAAAGAATTTAAAGACCTCCACT 
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GTTCCAAGGATTCTACCCTAGCTGAGGAAGAATCTGAGTTCCCTTCTACTTCTATCTCTG 

CAGTTCTGTCTGACTTAGCTGACTTGAGAAGCTGTGATGGCCAAGCTTTGCCCTCCCAGG 

ACCCTGAGGTTGCTTTATCTCTCAGTTGTGGCCATTCCAGAGGACTCTTTAGTCATATGC 

AGCAACAT13ACATTTTAGATACCCTGTGTAGGACCATTGAATCTACAATCCATGTCGTCA 
5 CAAGGATATCTGGCAAAGGAAACCAAGCTGCTTCTTGACATTAGGTGTAGCATGTCTACT 

TTTAAGTCCCTCACCCCCAACCCCCATGCTGTTTGTATAAGTTTTGCTTATTTGTTTTTG 

TGCTTCAGTl'TGTCCAGTGCTCTCTGCTTGAATGGCAAGATAGATTTATAGGCTTAATTC 

TTGGTCAGGCAGAACTCCAGATGAAAAAAACTTGCATCTTCAGTATACTTCCTAAAGGGC 

AATCAGATAATGGATATGTTTTATGTAATTAAGAGTTCACTTTAGTGGCTTTCATTTAAT 
10 ATGGCTGTCTGGGAAGAACAGGGTTGCCTAGCCCTGTACftATGTAATTTAAACTTACAGC 

ATTTTTACTGTGTATGATATGGTGTCCTCTGTGCCAGTTTTGTACCTTATAGAGGCRGAT 

TGCCTCCGATCGCTGTGGTTCTTATTATCAAAATTAAGTTTACTTGTATACGGAACAACC 

ACAAGAAATTTGATTCTGTAAAGAATCCTCTTTAGCTGTGGCCTGGCAGTATATAAATGG 

TGCTTTATTTAACAGAATACCTGTGGAGGAAATAAAGCACACTTGATGTAAAAATAATTG 
15 TTTTATTTTTATTGACATGACTGATTGATTGATTGCTATTCTGTGCACTTAATTAAACTG 

ATTGTGATGACTTTTC 

>H_1.0.0_80S1 Homo sapiens hypothetical protein FLJ10997 (FLJ10997) , mRNA cr: gi-B922809/// 
lHuraan_jongleur_201102.2733.Cll [SEQ ID NO: 277) 
GTAATGCAGGTAATCTAAAAAGGACGGAGGAACAGCAAGGTTTGGATGAAGGGTTTGACT 
20 CTCTTACAGATCAGAGCACTGGAGAGACTGATCCTGATGATGTATCTGGAGTGCAGCCTA 
AAGGTCATATTAATACGAAGAAAAATCTTACAGCTCTCAATACTTCCAAAGTAGATCACA 
ATGTCTCAAGGCATCGTTGTATSTTATGTAACAAGGAATTTTTAGGTGGTCACATTGTAA 
GGCATGCCXaVGGCTCATCAGAAAAAAGGCAGTTTTGCATGTGTAATATGTGGTAGGAAAT 
TTAGAAACAGAGGACTTATGCAGAAGCATTTGAAGAATCATGTTAAGAAGATACAGAGGC 
25 AGCAAATTGCTGCAGCTCAACAGGATGATCAGG7UVGTCACTGCTTTGGAAGAAATAAATT 
GTTCTAGTTCTTCCATTTCATTTGAAAATGGGAATTCTGATAGTAAGGATTTGGAAGTGG 
AGACACTTACTGCTTCTAGTGAAGGAAACAAAGAAGTCATCCCTGAGCATGTGGCTGAAT 
TCATTGAAATTCCCATAAGTGTACCAGAAGATGTTATTGAAAATGTTATTGAAAATGGCA 
GTCCTAATAATTCTTTAAATAATGTTTTCAAGCCTTTAACTGAATGTGGGGATGATTATG 
3 0 AGGAGGAAGAGGATGAAG AAGGTGATTATGAAGAAGATGATTATGACCTGAATCAAGAAA 
CTTCAGTAATTCATAAAATCAATGGAACTGTGTGCCATCCAAAftGACATATATGCCACAG 
ATCAAGAAGGAAACTTTAAGTGTCCTGCTCTTGGTTGTGTCCGGATATTTAAAAGAATTG 
GGTTTCTRAATAAACATGCAATGACCGTACATCCAACOGATTTAAATGTGCGACRAACAG 
TAATGAAGTGGAGCAAAGGAAAATGCAAATTTTGTCAAAGGCAATTTGAftGATTCTCAAC 
35 ATTTIATAGACCAACTTAATAGACATAGCTATCCAaATGTGTATTTTTG'rTTGCATTTTA 
ATTGCAACGAGTCGTTTAAGCTGCCGTTCCAGCTTGCCCAGCACACAAAAAGTCACAGGA 

CATTTCAGGCTCAGTGTAGTTTTCCAGAATGCCATGAGCTTTTTGAAGATCTTCCTCTGC 

TGTATGAACATGAAGCTCAACACTATTTAAGTTlAA.'iCACCAGAGTCATCTGCACAACCAA 

GTGAAACAATTCTTTAGGATGTTCAGACAGACTCAAATCCTAATCAGGAAAAAGACTCAT 
40 CTAGTAATGAGAAACAAACTATTAGTCTGCCAGTTTCTACTAGCAAATCAAGGAAAGAGT 

CTACAGAACC.^AGGACATGTATAGAAAGTATGGAAAAGAAAACAGACAGTTTAGTTCAGA 

ATGGAAACGAACGTTCTGATGACACTGTTTCAAATATAAGCTTGATAGACCAAAAGATGC 

CTGACATAGAGCCAAATTCTGAAAATAATTGTAGTJ»GTAGTGATATAGTCAATGGACACA 

GTGAAATAGAGCAAACACCTTTAGTTTCATCAGATCCTGCTTTGAAAATTGATACAAACA 
45 GAATCAGGACAGAAAATGGTTCCATTTTGCCCAGTGTTGTACXaCAAGAACACAACACCT 

TGCCAGTATCTCAGGCACCTTCCAAACCAAATCTGACAAGTGTACATACTTCATATGGCT 

TAATTTTAACAAAACCATACGTCAGACCATTGCCTCeCAGTTACCTTGATGAACGGTATC 

TTAGTATGCCAAAACGCAGAAAATTTCTGApTGATAGAGTAGATGCCTGTTCTGATCAAG 

ATAACGTGTATAAAAAATCAGTGAAAAGATTAAGATGTGGCAAATGCCTGACCACCTACT 
50 GTAATGCAGAAGCACTTGAGGCTCATCTTGCACAAAAGAAATGTCAGACACTCTTTGGAT 

TTGATTCAGATGATGAAAGTGCCTGATGAAAATGGTTCAGAAAGATCTGTCAATCAAGCA 

GTAGTGTGAAAAAAGCACTATAAGAAAATGCATCATCAGTTTGCTATTTCCCTGATGGCC 

TTAATTTTAG-'VGTGGTCTTGGATTACTAAAGATAAAGACAAAGCACATTTTCTAGAATGA 

ACTCACAGAGATGTGCTGGCTTAGACTCCAAAAGGATTATAAAACTCCCAAAGTACCAGT 
55 TTTCCAGAAAACCACATTTTACAGTTTATGATGATTAATAGCAGCAGCATGTTCAGTTTC 

GCTTATATGAGAAACATGTTTASGCAACTAGTCAGAAAACCAGCTATGGCCTTACAGAAA 

GGGAAAAGTTTAACCCATTATTAAAAAGTGTGTGTGGGAGGGGGGCTGGTTTACAATATT 

ATTATGTCCCCTCCCTTCTGGTTAAACATGGTTTAAGGAACCGCTGCTGTTTGGTTTGTG 
60 ATTGATTTAGGAACTTATACATTAACTTACCACAGTGCTATCAATTAAAGATTGTAACAG 
GTTTCCAGATGATTAATTAGGTCAAAGTTCRATGAATGGCACGCCAGCATTGAAAATT 

>H 1.0.0_9230 Homo sapiens phosphoprotein regulated by mitogenic pathways (C8FW) , mHHA cr: gi- 
13399327,7/ [Human_jongleur_201102.3199.Cl] [SEQ ID HO: 278] 
GCGGCCGCCCCCAGCGAGGCTCCGGGAGCCCTTGCCTGCGGGGGTCCGGGGACTCGAGCC 
65 GGCCTCCGCCCCCCGGACGCACAGCCAGCGTGGTCCCCGCGTGCAACGCGAGCGCCGGGG 
AGTGGCTCC1GCTTTGCCCCTCGTGGGGGCCGAGCCAAGACCAC-TCTGC;A.=iCTCCATCC 

cgccggctggaagaagtcgcggagccggcaccaaacccgcagcgtcttcccqcgcggatc 
ccgggacttaaaaagccggggccaccccggcccaggacgggatgcgggtcggtccggtgc 
gctctgccatgagcggcgcctcgcagccccgcggcccggccctgctcttcccagccaccc 
70 gaggcgtcccggccaaacgcctgctggacgccgacgacgcggcggctgtggcggccaagt 
gcccgcgcctctccgagtgctccagccccccggactacctcagcccccccggctcgccct 
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GCAGCCCGCAGCCCCCGCCTGCCGCTCCGGGGGCCGGCGGAGGCTCCGGGRGCX3CGCCGG 
GGCCCAGCCGCATCGCCGACTACCTGCTGCTGCCCCTAGCCGAGCGCGAGCATGTGTCCC 
GGGCGCTGTGCATCCACACTGGACGCGAGCTGCGCTGCAAGGTGTTTCCCATTAAACACT 
SCCAGGACAAAATCAGGCCTTACATCCAGCTGCCATCGCACAGCAACATTACTGGCATTG 
TGGAAGTGATCCTIGGGGAAACCAAGGCCTATGTCTTCTTTGAGAAGGACTTTGGGGACA 
TGCACTCCTATGTGCGAAGCCGGAAGAGGCTGCGGGAAGAGGAAGCCGCCCGGCTCTTCA 
AGCAGATTGTCTCCGCCGTCGCCCACTGCCACCAGTCAGCCATCGTGCTGGGGGACCTGA 
AGCTTAGGAAGTTCGTCTTCTCCACGGAGGAGAGAACCCAGCTTAGACTAGAAAGTCTAG 
AAGACACACACATAATGAAGGGGGAAGATGATGCTTTGTCAGACAAACAIGGCTGCCCAG 
CCTACGTGAGCaTTGAGATCCTCftAOVCCACTGGGACCTACTCCGGAAAGGCTGCGGACG 



TCGACTCAGAAATAGGAACTTCAGACCAGATTGTTCCAGAGTACCAGGAGGACAGTGACA 
TTAGTTCCTTCTTCTGCTAATCCCCAAAACCTCAGAAACCTCATAATTCTTAACACCTGG 
CATTTCCATTTCTAAAGATGGACAGGCCCTTTGGCGTGGTACCAACCAGATAATGACTGC 



CTTTATTGATTTGAGCAGCATATGCTGTGATTGGCTGCCCTGCAAATTTGTTTCCCITAA 
GGAACCCTCACCAACTATCTCTGCTGGATTTGGGAGTTCCGCATCTTTTGTGGAGGGCAG 
AGTATGGACATCTTACACCCGGTGGTCAAGTGTGTAATAAACTTGAGCATTCGAAT3GGA 
GAAAAAGCAAATCGCACAATGACaTATTTTGAGTAATAACCGTATTTTTCACAGGGTGAC 
AAATTGGGCXaUiTAAATCTGCCATCTTTGAACTCATCTTTGGTGGCTAGACTGCTACGGC 

ATTTACCAATGACTCTGCTCCGTTTTTGGAGCAGACTGTTTTAaGTTGCTCAGGAGCCTG 
ATGGAACCATGAACCGAGACTCTTCTCTGTTTCCTGCCAAGACCTCATCTGCACTAATGC 
CTTCTCCCTGACCTTGACACTTCCCCCTTTAGCTATAAAAGCACTTACCAGCCGAACGTG 
GTJ^CAGTATCACAAAAGATTCCATCTCCCAACGATTTCAGAACTCTGAGCTCAGAGAGAC 
TCCAGATTTTAAAAAATAATTTGAGTGCTTGGAAACTATTAGCTTTTTAAGTTCCTTCCA 
AATATGTTAGTACCTACCCTTTACTTTTTCCCCAAGACCATCTCAGGGTGGAGCATTCTG 
TCTAAGAGAAGAAAGATAAGGAGGCTCCCACCCACCTCTCCCAAGAGCAGACATTAAACA 
TCTTTGTGCTTTGAAGAGAGTGAATTTTGGATAGTCTTGTGATTCTCAGACTAACTTCCA 
GAATTATACTTTAACCCCTCCCAGATATGGTCCGCCTTTGGCATTGTGTGTACATCTGCA 
GTTTTGCATGGTGGGTTGTTAATATTTCAAATGTGTGGTTTATGAATACGTCTGTATAAT 
CGGCTTCTGGAGTGAAACAGCAAACCCCAAATCTTCAAAGTTGGAAGGAACTTTAA»AAT 
CATCCGGTCCAATCTCTTTCCTCTTTCTGCCACCTCCCAAGGCAGAAATCCCCTCTTCAG 
CTTCTTTTGTAGGTGGGAATCCAGCCTCTGTTAGATATGTCCAGAGATGGAAACTCACTC 
CCCTACAAAAGATGGAGCTTAATGGAGAAATTGCAACTTTCATTAAAAAACAAATTCAGA 
TGRAATATCAGTAACTGTCTTGGACAGTGCTGAAATCAGGTGGTTAAACGGGTAAACAAA 

ATATACTGTATTTTGAGAAATGGCACAAAAACAGGCAGTCATCTTTAAGGGCTATGCCTA ' ' 

GGCAAACTACTAACATGCATTGTGAGAATGCCGTGTATACCTCACGTACTGTGTACTTTG 

TACATATATTTTACCTTTTATACCTATGTTCGATTTTGTTTTGTTTTGTTCTGGCTITGA 

TGAATGATTATTGGCAATATTACCTTGACAGAATCATGGGACTTTGAGAAGAGGGAGGAC 
AGAGGCCTCTGTCGCACTAACGCTCTCGTGGTTGCTCGACTGTTGTATCTGTGATACATT 
ATCCGACTAAGQACTCTGGGCTGGCAGGGCCTTCTGCCGGGAAAGCTAGAAACACTAGGT 
TCTTCCTGTACATACGTGTATATATGTGAACAGTGAGATGGCCGTTTCTGACTTGTAGAG 
AAATTTTAATAAACCTGGTTTCGTAAAT 

>H_1.0.0 11336 Homo sapiens deoxyguanosine kinase (DGUOK.) . transcript variant 1, nuclear gene 
encoding~raitochondrial protein, mRNA cr; gi-1842S9(;s/// [Huinan_jongleur_201102.4322 .C2] [SEQ ID NOi 
279] 

TTTTCCAAGTCTGAGTTTACATAGGTAAAGAAATGTAAGCAGTTTTTTTTTGTTTTTGTT 
TTGTTTTGTTTTGTTTTGTTTTAACAGAAGTGGCTGCTGGAGTGGAGATGGGAATGGGTA 
GGACTTTAGCCGCTCCAGTAGCCATTAACGCCCCACCCTGGTTATCCTTAA.ViAATTCGA 
TTAATJiAAAAAGTTCTTAATATATAAACATGACCTCAGCCATCCTATATATACATCAACA 
TAAGAAAAAGGTCCCGTGCTTTTTATGGGAACAGCrrCAAGACAGGTATCCCAGCCCCCG 

GCGCTGCCTGAAGGCCGGTTTGGCCTGTTGACTCCTGGTTTTGACTGTTGGTGATTTAAG 
CX3ATTGGAACTGGAAGCACCATTTGACAACATTTTGTAAATCATTACTTCTGAGGTTSTT 
ATGACGACGGGGTGTGGCAGTCCGGCTTCACCTGTGGCAGCAGCTTAGGTCCCTGCCCTC 
CTGCAGAGC7VCACTTCACCGACAGCAGGACTCAGGTTTTATACAAGTCTCTACTCGCCAT 
TGCTTACGTCC3AG?ACCCAACCTACCAGGTTTAAACAATTTCCAGTCACATACCTGAGC 
CACCACCACCTTCTCCTGAAGGGATTTTTTGGGTATAATGCA.ajlTCGGTTGACCGAACAT 
TTATTTACTTATTCAAGACACAAACTAAGAGATGGGGTGTAACTGATTATCTAATTTGTT 
AATTTAGTCAATAATATGCCAGCATTGTGCAGGGGAAT.TACAGGGAATAGGAAAAAGTTA 
AATTTGTGTAAATCATCAGATTGAGTCATTTTCCTACTTTAAAACTTCCATTTTCTTCCG 
ATATTAAAATAAAAACCAGACAACAAGCACCTGGGGGGGGGAAATCCCCTCTTAAAATTA 
CAATTTCTATTTTTAATTTTGTCTTCAGTTATAAAATTTATTTTAAAGTTATACAAAAAT 
GAAGTGGTTGGATTGTGGAATTACGTCTTTTAAAATGTTATTTGTCC7ATGAACAAAAAC 
CACTCGCACCGCAACTCCTTTTACTATCAAATTCTGCACCGTTGCAAAACTTCCTTCACT 
CAACGCTTCTTTACAAACATCGCGATAGCGGAGCGGTCTCTTGGGCGCACCCCGTCGCAT 
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GTTCAACCCCACCCACTTCCTGTCTGACGATCTCCTTRCGTCAACGGTGCGCTGGAGCGR 
GTGAGCAGCGATACCTAGGGaSGAAGTGCTCTCGGCGGAAGTGATCGCTGTGTQAATCGT 

GGCCAAGAGCCCACTCGAGGGCGTTTCCTCCTCCAGAGGCCTGCACGCGGGGOGCGGGCC 
CCGAAGGCTCTCCATCGAAGGCAACATTGCTGTGGGAAAGTCCACGTTTGTGAAGTTACT 
CACGAAAACTTACCCAGAATGGCACGTAGCTACAGAACCTGTAGCAACflTGGCAGAATAT 
CCAGGCTGCTGGCACCCAAAAAGCCTGCACTGCCCAAAGTCTTGGAAA CTTGCTG GATAT 
GATGTACCGGGAGCCAGCACGATGGTCCTACACATTCCAGACATTTTCCTTTTTGAGCCG 
CCTGAAAGTACAGCTGGAGCCCTTCCCTGAGAAACTCTTACAGGCCAGGAAGCCAGTACA 
GATCTTTGAGAGGTCTGTGTACAGTGACAGGTATATCTTTGCAAAGAATCTTTTTGAAAA 
TGGTTCCCTCAGTGACATCGAGTGGCATATCTATCAGGACTGGCATTCTTTTCTCCTGTG 
GGAGTTTGCCAGCCGGATCACATTACATGGCTTCATCTACCTCCAGGCTTCTCCCCAGGT 
TTGTTTGAAGAGACTGTACCAGAGGGCCAGGGAGGAGGAGAAAGGAATTGAGCTGGCCTA 
TCTAGAGCAGCTGCATGGCCAACT^CGAAGCCTGGCTTATTCACAAGACAACGAAGCTCCA 
CTTTGAGGCTCTGATGAACATTCCAGTGCTGGTGTTGGATGTCAATGATGATTTTTCTGA 
GGAAGTAACCAAACAAGAAGACCTCATGAGAGAGGTAAACACCTTTGTAAAGAATCTGTA 
ACCAATACCATGAAGTTCAGGCTGTGATCTGGGCTCCCTGACTTTCTGAAGCTAGAAAAA 
TGTTGTGTCTCCCAACCACCTTTCCATCCCCAGCCCCTCTCATCCCTGGAGCACTCTGCC 
GCTCAAGAGCTGGTTTGTTAATTATTGTTAGACTTTGCCATTGTTTTCTTTTGTACCTGA 

AGCATTTTGAAAATAAAGTTTACTTAAGTTATGCTTGTTTTTCTAA , , , , ,„„^,-,t 

>H 1.0.0 29656 qv66d05.xl Homo sapiens oDNA 3' end cr: gi -3897024/// /clone=IMAGE : 19861.37 
/clone end=3' /gb=AI274750 /gi=3897024 /ug=Hs. 145890 /len=434 .Weakly similar to KAIN_HUMAN 
Kallistatln precursor (Kallikrein inhibitor) (Protease inhibitor 4) [H. sapiens] 
[Human_jongleur_201102. 15782. CI] [SEQ ID NO: 280] 
NCACAGAACCCAAGGTCAACTTTATTAGAATCTTGGCACACTGATTAACTGAACCACATA 
GCAGCCCCAGGATGCAGGCTGGTTCTGGCCTATCTGTTTGGTCCAGGATGAGATAAGATA 
ACTCCTGGCCTCCCACCATGGTTACCCTGCAACTGGGTTGACAACTTTTCCCAGGAAGAG 
TAAGCTCTGGGTGGTGACCTCCCAAAGGAGCAAGAGGAAAGGCCTGTTGAAGTGGGCATG 
TGGGTCTGACATGGTGTTCAGAGATGGGGCCCTGGGAGAGGAGGCCTGAAGCAGCCCCGG 
CCTCGGTCCCCTTCTCACTCATGTCCACCATCGCCTTGTGTGACACCTTGGAGATGGTTT 
TGTTGAGCTGCCCAGTGACTCCTGAGAAGTCAGCTTCTAAGTTGAGTATGTTGGTGAGAC 
CAATTTGGGGAAGTATGTCTTCCAGGTTATATGTTCCAGAAATTGAAAACCTTGGCAAGT 
GCAAATCCAACAGASTGGGCAGGAGOiATTGGCCCCATTTTCTCAGGGTCTGTGGCTGCA 

>^i*0^re9966'^j^^l'^l'^om^^ as= gi-6438834/// /clone=lMAGE:2656320 ^ 

/clone end=3- /gb.AW172886 /gi=6438834 /ug=Hs . 277923 /len=250 [gnl|UGlHs#S1666742] [SEQ ID NO: 281] 

GTTCCAAAAAGTTAAATCCTAAAGCTAAAAACATTTAAATTCGGGGCAGGCTTTTTTAAA 

ATCCCCCCCTCCCCTTCTTTGCAAAATTTTTAAAGGGTGAATTAAACCAATGCTTTAAAT 

AAAATAAAGTCCTCTTTGGGGACCTTTTTGGCAAATTAACTATAACANtraiJNMHNNNNlM 

NNNNNNNNNN , , , 

>H J..0.0_SS284 Homo sapiens 1,OC219701 (LOC219701) , mRNA si ! gi- 20S4S460/// 

[Humanj ongleur 201102 .cl. 12722 .singlet] [SEQ ID NO: 282] 

CTCAGAAGCTGCTTGCTCTGCCCCCAGGACAGGAGCTTGACGGATGAAGTGCAGCCAGCC 

ACCCAGGTGCCATTTCCAGTCTGACTTCCAGAAATGTGCACCATGTCCTAGAGCACAGAC 

CCATTGGCTGGAGCCTCCTGGGAGGGTTCAAACCATCAGCTCTATGAGAAATGCCCAGAA 

TTCTCCTGAGGGTGCAGGGGATCCTTCTCATCTCCTGGACCCTCCAGGGCftCTCTGGTCC 

CTATTCCCCAGCTCCTAGGCAGCTGAGCCGGGTCCCTTAGGGGAGGTQACCAGGAGCTTT . , ' ■ - " 

GGTGCftGGGAGCTCTTGGTGGGGCAAAGGGCTGGACCCCTGCCAGGTCTGTGGACATGGT 
TATATGCCCGGGAGAGGGGGGTGCAGGGCCCCAGGGATGGCCCCCAATCCCACCTCTGTT 
TATTCTGTA-iVACTGCAACCTATAAATAACCTTTAGCATTCCTATTGTAACAAA/iTTAATT 

TTTATGAAATAAATTATATTTCCTAGTCTAAT _ _ ,„„„^,c„, „DMi 

>H 1.0.0 14841 Horao sapiens HSPC150 protein similar to ubiquitin- conjugating snzyme (HSPC150) , mRNA 
cr"-" gl-7SS1807/// [Human_jongleur_2C1102.6lS2.Cll [SEQ ID NO: ?.83] 
GCGCGCAGCGCTGGTACCCCGTTOGTCCGCGCGTTGCTGCGTTGTGAGGGGTGTCAGCrC 

GGGATCATGCAGAGAGCTTCACGTCTGAAGAGAGAGCTGCACATCTTAGCCACAGAGCCA 
CCCCCAGG'-ATCACATGTTGGCAAGATAAAGACCAAATGGATGACCTGCGAGCTCAAATA 
TTAGGTGGAGCCAACACACCTTATGAGAAAGGTGTTTTTAAGCTAGAAGTTATCATTCCT 
GAGAGGTACCCATTTGAACCTCCTCAGATCCGATTTCTCACTCCAATTTATCATCCAAAC 

ATTGATTCTGCTGGAAGGATTTGTCTGGATGTTCTCAAATTGCCACCAAAAGGTGCTTGG • • 

AGACCATCCCTCAACATCGCAACTGTGTTGACCTCTATTCAGCTGCTCATGTCAGAACCC 

AACCCTGATGACCCGCTCATGGCTGACATATCCTCAGAATTTA-VlTATAATAAGCCAGrC 

TTCCTCAAGAATGCCAGACAGTGGACAGAGAAGCATGCAAGACAGAAACAAAAGGCTGAT 

GAGGAAGAGATGCTTGATAATCTACCAGAGGCTGGTGACTCCAGAGTACACAACTCAACA 

CAGAAAAGGAAGGCCAGTCAGCTAGTAGGCATAGAAAAGAAATTTCATCCTGATGTTTAG 

GGGACTTGTCCTGGTTCATCTTAGTTAATGTGTTCTTTGCCAAGGTGATCTAAGTTGCCT 

ACCTTGAATTTTTTTTTAAATATATTTGATGACATAaTTTTTGTGTAGTTTATTTATCTT 

QTACATATGTATTTTGAAATCTTTTAAACCTGAAAAATAAATAGTCATTTAATGTTG 
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)-UI. 



1 NCI_CGAP_D 



>gi|24800794|gb|CA43S374.l|CA436374 UI-H-DFl-ai _ 
UI-H-DFl-aug-m-lS-O-UI 3 ' , ' mRNA sequence [SEQ ID NO: 284] 
TTTTTTTTTTTTTTTTTTAATATCAGATTTCTTTATTTTTTCCAACA,CAACTGAATCAGT 
TTTCTTAAATAAAAGTTTATTGTCTACTGTTTACACTCRTGTTGCTGCTGTGAGTACAAC 
AACAGACACAAATTCCTAGCATGAATATATTCATTGTTCACCCCCACTGAACTACAGACA 
TTGCTTGAGAATTAGATCTTTGCTTTAGGGATTTAAACAGAAAAGAATCGGGGCCCAGAA 
TCTTGAAAGAATATTCTCAAGTGACTGGTTGGAGTTAGAAGGCATAGCCAATACAGGCAA 
ACAGCACGATGATGCTGTCACTGGGAAGAGRGGAGGAGGAGAAGGAAAAGGAGGAAGAGG 
AAGAGGAGGAGGAGRAGGAGGGAGGCCTTAGAAGCAGTTGTGGCAGAAATAACTGGAGAC 
TTGATTTCGCCCATGTGGGCTAAGTGGCTGCTTTGAGAAGGGACAAATAAAAATGAGGTG 

>gi|24814117|gb|CA449S97.l|CA449S97 UI-H-EIl-ayy- i-09-O-UI . si NCI_CGAP_E 
UI-H-BIl-ayy-i-09-O-UI 3', mRNA sequence fSEQ ID NO: 285] 
.j,j..j.TTTTTTTTTTTTTCTGTCTCACACAGTTTRTTTAACAATAGGTAATAAGAAATCAAA 
TTTAACAGTCTATACAGTGATCCAAAGTTCATATTTATAAGTAATCAACTTTAATTGCAT 
GATTTACAACAGTTGAGGGTTTTTGCTATTTTCAAGTTTTATAGAAAGTGTGTGTGTGTG 



ANAAAGCAAGCAAAGAAGBAACCCCCAGGGACATTTTGCATGTTAAAATCATCCCACCGG 
AATCGTTTCTTACCCTCTTTTTAATTTTTTTACTTTGTTAGATGTAAAAATAACGAAAAA 
ATTCTTTCAAGAAACAGAAACCACAATATATAATACATCAATTTGGCAGCTGCCCCTGTA 
TATTTTTGAAAAAGTCATTTTTCTCTCTACATGTACAAATTATTTTAATACTTGAAGTTT 
■yACGCTCAGACTTACAGAATAGAAAATTTTCTGGAGCACAAAAGTTGACTTGAGGGGAAG 
AAAGGCAGTTTTTTTTTTTTTTTACACATTTTTTAAAAGAATGAACATCTTTGCACCCAG 



. Homo sapiens cDNA clone 



Vo 22746 Homo sapiens hypothetical protein DKFZp762I194 (DKFZp762I194) , 
22748822/// [Human Jongleur 201102 . 10630 . CI] [SEQ ID NO: 286] 
CAGAGAGACGCAGCTAGGCCTCCACGGCTGTGGAGAGATCCTGCCACGGGCCTTGTTCAC 
CATGTCGGTGCTGGATGCGCTTTGGGAGGATCGGGATGTCCGTTTCGACCTGTCCGCGCA 
GCAAATGAAAACAAGACCTGGAGAAGTCCTTATTGATTGTTTAGATTCCATTGAAGACAC 
CAAAGGAAATAATGGAGATAGAGGTAGACTCTTGGTAACAAATTTAAGAATTCTCTGGCA 
CTCTTTGGCATTATCAAGAGTCAATGTTTCTGTCGGTTACAATTGCATATTGAATATTAC 
AACAAGGACTGCTAACTCTAAATTACGAGGCCAA&CTGAAGCTCTCTATATACTAACAAA 
ATGTAACAGTACTCGTTTTGAATTTATATTTACAAATTTGGTTCCTGGAAGCCCl'AGACT 
TTTTACTTCTGTGATGGCAGTACACAGAGCTTATGAARCTTCTAAAATGTATCGTGATTT 
TAAATTAAGAAGTGCACTAATTCAGAACAAGCAACTAAGACTGTTGCCACAAGAACATGT 
ATATGATAAAATAAATGGAGTTTGGAATTTATCCAGTGATCAGGGCAATTTAGGAACCTT 
TTTTATTACCAATGTGAGAATTGTGTGGCATGCAAATATGAATGATAGTTTTAATGTCAG 
TATACCATATCTGCAAATTCGTTCAATAAAGATTAGAGATTCAAAATTTGGTTTAGCTCT 
TGTCATAGAAAGCTCTCAGCAGAGTGGTGGATATGTTCTTGGCTTTAAAATAGATCCTGT 
GGAAAAACTACAACAATCAGTTAAGGAAATCAATTCACTTCACAAAGTCrTATTCTGCCAG 
TCCCATATTTGGAGTTGATTATGAGATGGAAGAAAAGCCCCAGCCGCTCGAAGCTCTGAC 
AGTCGAACAAATTCAAGATGATGTAGAAATAGACTCTGATGGTCACACGGATGCTTTTGT 
GGCTTATTTTGCTGATGGCAATAAGCAACAAGATCGTGAACCTGTATTTTCAGAAGAACT 
GGGGCTTGCAATAGAGAAATTGAAGGATGGATTCACCCTACRGGGACTTTGGGAAGTAAT 
GAGTTGATTGACCTTGAGTTGAGRTGGATTTCTATTAAAGATATCTCTAGTTTAAAGRTA 
CTAGTCACCTGCCATAAGTCATGGAATAGTTTTTATATTTACAGCTTTTATATTTAAAAC 
TTGTAAGAGTTTTTTTAATGATTGAGGAAAAAGTCATTTAGAAAACTTCAGTTTTCGGCC 
AGCGCGTCGAGGGAGGGGCCAGCGACACATGGCCTAGTAACCGTCCGGCCGCGGCGCTGG ■ 
CTTAAGCCATGGCTGAGGGTAGCTGGATTCCTCAGGCCCGGGCGCTCCTACAGCAGTGCC 
TGCACGCCCGGCTGCAAATTCGCCCAGCCSATGGGGACGTCGCGGCCCAGTGGGTGGAGG 
TCCAAAGAGGACTGGTGATCTACGTGTGCTTTTTCAAGGGAGCTGATAAAGAACTTCTTC 
CrAAAATGGCCGAa.GCTGGACTGTACTGCTGCCATCTCTGGCTCACTGCAACCTCCCTGC 
CTGATTCTCCTGCCTCAGCCTGCCGAGTGCCTGCGATTACAGGCGCGCGCCGCCACACCT 
GACTGGTTTTCGTATTTTTTTGGTGGAGACGGGGTTTVnrTn'rtlTTGGCCGGGCTGGTCT 



CAGCCTCTGCCCGGCCGCCACCCCGTCTGGGAAGTGAGGAGCGTCTCTGCCTGGCTGCCC 
ATTGTCTGGGACGTGRGCAGCCCCTCTGCCTGGCTGCCCAGTCTGGAAAGTGAGGAGCGT 
CTCTGCCCGGCCGCCATCCCATCTAGGAAGTGAGGAGCGCCTCTTCCCACCCGCCATCCC 
ATCTAGGAAGTGAGGAGCTTCTCTGCCCGGCCGCCCATCGTCTGAGATGTGGGGAGCACC 
TCTGCCCGGCCGCGACCCCATTTGGGAGGTGAGGAGCAACTCTGCCCAGCCGCCCCGTCT 
CAGAAGTGAGGAGACCCTCCGCCTGGCAACCGCCCCGTCTGATAAGTAAGGAGCCCCTCT 
GCCCAGCAGCCGCCCCGTCTGAGAAGTGAGGAGCCCCTCTGCCCAGCAGCCACCCTGTCT 
GGGAAGTGAGGAGCGTCTCCGCCCGGCAGCCACCCAGTCCGGGAGGGAGGTGGGGGGGGT 
CAGTCCCCCGTCMGCCAGCCGCCCCGTCCGGGAGGTGAGGGGCGCCTCTGCCCaGCTGC 
CCCTACTGGGAAGTGAGGAGCCCCTCTGCCCCGCCAGCCACCCCGTCCGGGAGGGAGGTG 
GGGGGGTCAGCCCCCCGCCCGGCCAGCCGCCCCGTCCGGGAGGGAGGTGGGGGGTCAGCC 
''CCCGCCCGGCTAGCCGCCCCGTCCGGGAGGCGAGGGGCGCCTCTGCCCGGCTGCCCCTA 
CTGGGAAGTGAGGAGCCCCTCTGCCCGGCCAGCCGCCCCGTCCAGGAGGGAGGTGGGGGG 



326/349 



wo 03/058201 PCT/LS02/41825 



GCCCGGCCAGCCGCCCCGTCCGGGAGGTTAGGGGCGCCTCTGCCCGGCCGCCCCTACTGG 
GAAGTGAGGAGCCCCTCTGCCCGGCCACCACCCCGTCTGGGAGGTGTACCCAACAGCTCA 
TTGAGAGCGGGCGATGATGACAGTGGCGGCTTTGTGGAGTGGAGGTGGGGGGAAGGTGGG 
GAAAAGATTGAGAAATCGGATGGTTGCCGTGTCTGTGTAGAAAGAAGTAGACATGGGAGA 
CTTTTCATTTTGTTCTGTACTAAGARAAATTCTTACCCTAAAACTTAAAGTATAATAAAA 
AAAAAAAACTTCAGTTTTCTAAAAATTATATTTAAAATTGTAATCAAAATGTACCTAGTT 
TATAAATGTTTATTTTGTACTTAATACCTGTAAAGTCTTAGTTTTCAGACATTAAGTGAC 

TGTATCATGTTCGGTTTAATAAAGRATTTATGCAGCACCA • ,,,, j,, 

>M 1.0.0 19735 BB0345S7 Hub musculus cDNA, 3' end cr: 91-15403546/// /clone-5830499FlS /clone_end=3 

/gb=BB0345S7 /gi=15403fi4fi /ug=Mm. 37986 /len=699 (Mouse_joiigleur_201102 . 12991 . CI] [SEQ ID HO: 287) 

TTTTCATTTTGGTAAGGTTTAGTTGAGCCTAATTATTTTTTTAAGTAGAATATGCCAACG 

AATTGARTCAAATTTTAGCATTAATGCAGAGCAAATATTGCCACTTAAAAAAAATCCCTG 

TAGCCGAGTTATTACTAATATAAATCATCCAAACTGTAAATTTTGTAGCTTACCATTTTT 

AAATATTGGGTATCATTAAAATGAAATTTTATAAAGCAATGGTTAGTTTTATGAATTACT 

GTTTTTGTCCTCTCTCTACTTTTTTTGGTGTCTACTTTTTTCAAGTAGCCTTTAGCTCTT 

ATTATATTTTTGAGTTAGCATATTAGGGAATGGATTTCATGGTGATATTTTCATATGCAT 

ATATCATCATACTTGGTTCTTATTTACTCCCCACAACCTTGGCTACCATCCAATTCCTGT 

TGGTGCCTTCCTTCTAAATTCTCTCTTTTGCACTCTTGATACAAATGTTTATTACATCTT 

GTATTTG.'^TTACCTCCCTTA.AACTTCGTACACATCCTGTACACATTTTTTCTTCCCCTCT 

CTACTTTTATGTTTTGCATATATATTGTGTATTATAAATATTTGATTGAAAAATGTGATA 

TTTGTCTGGCTTATTTCGCTTAACACACTGATCTTCAGTTCCAAftAAACATTATAAATTA 

ATTCTTCTTTACACATCAATAAAATTCCAGTTTATACAT 

>H_1.0.0 24134 Homo sapiens matrix metal loproteinase 12 (macrophage elastasel (MMP12) , mRNA en gi- 

4505206/7/ [Human_jongleur_ 201102. 11395. CI) tSEQ ID NO: 288) 

CTGAGGT3GGTAAGAGTACAATGGCTAAATCTTAACACACTCTTACGTGTACACCCTACC 

GTACACCATCa^GACTCGTCCCCATACAATCAGGAGTGATCAGTACGTAAATGCTTATGG 

TGTGATTTGRAGGGGTGTTAGAGTAGATCATCTCTCACACCGCAGCAGCACTGCTTCCAA 

TTCATCCTTTGGAATTTTATTCCCTGACTGTTAAAAGTTTTTAGTGCTTRAATATTCTCT 

ATTGAGGTAAGAGACAGATTCTGTGCAATGGGACAATTAGGTCAAGAGGGAAAGAAGCTG 

AGGTGATAGGCAGATAGATTCCAGAGGCAAACTTTTCCCATCTGCTAAAGTTGAfiAAGAG 

TAACCCACATCCTACCAACGCTAGACAATCTAGGATGTAGGGAAAGTTTGTCTCTGGAAT 

CTATCCAGGTACCCAGTTGGGACTGRGCTTCAGCTTAGiATGTCTGAAGATGTTAAGTTAT 

AGAATCAGGTTTAAGTCTGAAGRTGTTARGTTATAGAATCAGGATCTGAGCCGGTACAAC 

ACGTGGATAAACAATGAAGTCGATGTTACAAATTTTTTTTTGCTACTTGTAAAATCTCTG 

TATCACATTTCTCTAGGGAGCTGGATTCCGTTT.^GGAGCACTCATTTACTCCAGGSAAAG 

GATTTTATTTAATCTTTCAACATTTACTTTAA.tlAACTTTTTTTATCTA'IAATGAATATAA 

GGAAGTATTATAATGAAAACCAAGTTATCAGGCTTTAAGAAAATATATTTTAAGTTCTCC 

TTCTCTTTTAGTTGCTTGATATTTCTTTTACAAGGGCTTATTTTGTAGATAGGTGGACGT 

AGAGGC-TTATTTATCATTTTGAAGGTACATACTCTGAATTGCTTGAGTGATGGACTAGAT 

GCTAATTGATCCATTGTCGTCTGAATAAAGTCATGCTTTTGTTTGCATGTTTTTAGAGAT 

AGTCAAGGGATGATATCAACTATGAGTCACTCATAGGATTCATATTCACAGAACCCGGAC 

TAAGGGC.TATATAAAGAGGAACAGTTCAGGAACTTAGGCTAGAAAGGACACAGTAAACTG 

AATTGATCCGTTTAGAAGTTTACAATGAAGTTTCTTCTAATACTGCTCCTGCAGGCCACT 

GCTTCIGGAGCTCTTCCCCTGAACAGCTCTACAAGCCTGGAAAAAAATAATGTGCTATTT 

GGTGAGAGATACTTAGAAAAATTTTATGGCCTTGAGATAAACAAACTTCCAGTGACAAAA 

ATGAAATATACTGGAAACTTAATGAAGGAAAAAATCCAAGAAATGCAGCACTTCTTGGGT ■ 

CTGAAAGTGACCGGGCAACTGGACACATCTACCCTC-GAGATGATGCACGCACCTCGATGT 

GGAGTCCCCGATCTCCATCATTTCAGGGAAATGCC*GGGGGGCCCGTATGGAGGARACAT 

TATATC.!^CCTACAGAATCfiATAATTACACACCTGACATGAACCGTGAGGATGTTGACTAC 

GCAATCCGGAAAGCTTTCCAACTATGGAGTAATGTTACCCCCTTGAAATTCAGCAAGATT 

AACACAGGCATGGCTGACATTTTGGTGGTTTTTGCCCGTGGAGCTCATGGAGACTTCCAT 

GCTTTTGATGGCAAAGGTGGAATCCTAGCCCATGCTTTTGGACCTGGATCTGGCATTGGA 

GGGGATGCACATTTCGATGRGGACGAATTCTGGACTACACATTCAGGA3GCACAAACTTG 

TTCCTCACTGCTGTTCACGAGATTGGCCATTCCT1AGGTCTTGGCCATTCTAGTGATCCA 

AAGGCTGTAATGTTCCCCACCTACAAATATGTCGACATCAACACATTTCGCCTCTCTGCT 

GATGACATACGTGGCATTCAGTCCCTGTATGGAGACCCAAAAGAGAACCAACGCTTGCCA 

AATCCTG.ACAATTCAGAACCAGCTCTCTGTGACCCCAATTTGAGTTTTGATGCTGTCACT 

ACCGTGGGAAATAAGATCTTTTTCTTCAAAGACAGGTTCTTCTGGCTGAAGGTTTCTGAG 

AGACCAAAGACCAGTGTTAATTTAATTTCTTCCTTATGGCCAACCTTGCCATCTGGCATT 

GAAGCTGCTTATGAAATTGAAGCCAGAAATCAAGTTTTTCTTTTTAAAGATGACAAATAC 

TGGTTAATTAGCAATTTAAGACCAGAGCC7W\ATTATCCGAAGAGCATACATTCTTTTGGT 

TTTCCTAACTTTGTGAAAAAAATTGATGCAGCTGTTTTTAACCCACGTTTTTATAGGACC 

TACTTCrTTGTAGATAACCAGTATTGGAGGTATGATGBAAGGAGACAGATGATGGACCCT 

GGTTA7CCCAAACTGATTACCAAGAACTTCCAAGGAATCGGGCCTAAAATTGATGCAGTC 

TTCTATTCTAAAAACAAATACTACTATTTCTTCCAAGGATCTAACCAATTTGAATATGAC 

TTCCTACTCCAACGTATCACCAAAACACTGAAAAGCAATAGCTGGTTTGGTTGTTAGAAA 

TGGTGTAATTAATGGTTTTTGTTAGTTCACTTCAGCTTAATAAGTAXn'ATTGCATATTT 
GCTATGTCCTCAGTGTACCACTACTTAGAGATATGTATCATAAAAATAAARTCTGTAAAC 
CATAGGTAATGATTATATAAAATACATAATATTTTTCAATTTTGAAAACTCTARTTGTCC 
ATTCTTGCTTGACTCTACTATTAAGTTTGAAAATAGTTACCTTCAAAGCAAGATAATTCT 
ATTTGAAGCATGCTCTGTAAGTTGCTTCCTAACATCCTTGGACTGAGRAATTATACTTAC 
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TTCTGGCATAACTAAAATTAAGTATATATATTTTGGCTCAAATAAAATTG ■ 
>gi|23fi23688igb|BU700918.l|BU700918 UI-M-DJl-bty-f-10-O-UI . sl NIH_BMAP_DJ1 Mus musculus cDNA clone 
OI-M-DJl-bty-f-10-O-UI 3', mRNA sequence [SEQ ID NO. 289] 
■TTTTTTTTTTTTTTTTTTAACTGTGCATGTAGGTRGATTTATTTTAAAGCCAACAGAGGG 
AACAGAAAGACAGCACCTTCTTGAGACAGGACACTCCAGCTTTGCTTACATGCCCCGACA 
CTGAAAATGCAGAATGGGACATTCTCGAAATGACAGCAAGAAATCACAGTTTCTGGATAG 

GTGCATGGGTGGTTCTACGGGAAATAAACACAGTGACTACCAGGGTTGGATCCAACCTTT 
CTGATTGTTCRAATCAAGTAGCGTATCGCTGCAAGGAACAGAGGGTTCAAAGTGCTCTCA 
ACAATTCCTGGGTATACCACAGGAGGCTCAACTATGGCAAAGCTTTAAGACCAAAGATTG 
TTCCTCATTAC6GCTTTGTATGTCCAACTTGAGGACAACATTCACAAGTAAGTTTTGTTT 

CTCTGAATGCCCATCrCTGTGCCCACGATTC , . • 

>H_1.0.Q_49fi5 Homo sapiens guanylate cyclase activator 2B (uroguanylin) (GUCA2B) , raiOIA cr: gi- 
6005773/// .tHuman_jdngleur_201102.1395.Cl] [SEQ ID NO: 290] 
GACAGCGCAGGGGGAACCCAGGGAGCGCGATGGGCTGCAGGGCTGCGTCAGGGCTCCTGC 
CAGGAGTGGCCGTGGTCCTCCTGCTGCTGCTGCAGAGCACACAGTCAGTCTACATCCAGT 
ACCAAGGCTTCCGGGTCCAGCTGGAATCCATGAAGAAGCTGAGTGACCTGGAGGCACAGT 

CTCTGCCTCAGG?.CCTTCAGCCTGTCTGCGCCTCGCAGGAGGCTTCCAGCATCTTCAAGA 
CCCTGAGGACCATCGCTAACGACGACTGTGAGCTGTGTGTGAACGTTGCGTGTACCGGCT 
GCCTCTGAGATAGCCCTGGGTACCCTGAGCCCACCAGGGACACCTOSCCCTTCAGCCCAC 
CACCCTGGCAGGCTTCCATCCCCGTCCATGCTCAAGATGGGTCCCTGGCCACCATGGTCA 
• TCACCACCCTTCCAGGGCCTGAGCAGCTGGATCTGGTACAAAGCAATCGGACATAGRGTT 

GGAGGGGGAGGCCCCTGAGGCAGCCCAGCTCCTGAATAAAGATTCTACAACACACG _ 
>M_1.0.0_7865 MUS niusculus uterine -specific proline-rich acidic protein (Upa) , mRNA cr: gi-6S78510/// 
[Mouse jongleur 201102,4045.01] [SEQ ID NO: 291] 
CCCATAGGACCCTGAGATCTACAGCTTCGCCATTCGCCTAGAGCACTGAAAAGGAGCCCC 
AGTCATGAAGAGGTTTCTCCTGGCCACCTGTTTGGTGGCTGCACTGCTGTGGGAGGCAGG 
CGCACGTCCAGCACACCAGGTCCCTGTCAAGACCAAAGGCAAACATGTGTTCCCTGAACA 
GGAAACAGAGAAGGTCTGGGATACTAGAGCCCTGGAGCCTCTTGAAAAGGACAACCAGCT 
GGGGCCACTGCTTCCTGAACCCAAACAGAAGCCTGCAGCTGCCC5AC3GAAAAGCGTCCAGA 
TGCCATGACCTGGGTGGAGACTGAGGATATCCTGAGCCATCTTCGCAGTCCTCTTCAGGG 
TCCAGAACTGGATCTTGACAGCATAGRCCATCCCATGTCTGACGATGTCCAGGATGAAGA . 
AGTCCCCCAGTCACGGCCCATCCTGTATCGTCAGGTGCTGCAGGGACCAGAGGAGGACCT 
TGACCACCTCGCCCACTCTATGGAGGATTCTTGAAACCCCTAACCACTCTTCCACTCCTT . 

TCCTGAGGTCTAGGCTGTrGTGACCACTGAGTCTCCCCAGCTAGT . ..„^,^„/// 

>H_1.0.0_19315 Homo sapiens serine protease inhibitor ,• Kazal type 1 ISPINKI) , mENA cr: gi-4507178/// 
[Human jongleur 201102 . 8585 . CI] [SEQ ID NO:' 292]- 
TTTGAGTTCATCTTACAGGTGAGAAAACAGGC.TTGAGAAGGGAATGACTTTCCCACAACC 
ACAGAGGGAGTTAGGGATCAAACTAACCACTAGAACTATTTTCCTGACAGAATCTTTGCC . 
TTGCATGTTTCAGGCCCACCTGGCTCCTTTCACCTTTCTTACACAGGTGACATTCCCAGA 
ACCTGGAGGCCAGGCTATGACACAGAGTCAATCAATAACCAGGGAGATCTGTGATATAGC 
CCAGTAGGTGGGGCCTTGCTGCCATCTGCCATATGACCCTTCCAGTCCCAGGCTTCTGAA 
GAGACGTGGTAAGTGCGGTGCAGTTTTCAACTGACCTCTGGACGCAGAACTTCAGCCATG 
AAGGTAACAGGCaTCTTTCTTCTCAGTGCCTTGGCCCTGTTGAGTCTATCTGGTAACACT 
GGA6CTGACTCCCTGGGAAGAGAGGCCAAATGTTACAATGAACTTAATGGATGCACCAAG 
ATATATGACCCTGTCTGTGGGACTGATGGAAATACTTATCCCAATGAATGCGTGTTATGT 
TTTGAAAATCGGAAACGCCAGACTTCTATCCTCATTCAAAAATCTGGGCCTTGCTGAGAA 
CCAAGGTTTTGAAATCCCATCAGGTCACCGCGAGGCCTGACTGGCCTTSTTGTTGAATAA 
ATGTATCTGAATATCCCCTGTTGTTTCCATTTGCTTTTTCCTGAAAGGTATGTTTGATTA 
TACCAGGGTCAGGGGACTTTGGTAAGACTGAGAATAGACCAAGTTTA 

>H_1.0.0_5875 Homo sapiens villin 1 (VILl;-, mRNA cr: gi -60CS943/// [Human_jongleur_201102 .1302 -CI] 
[Sio ID NO: 293] 

cattctcccccac-gctcactcaccatgaccaagctgagcgcccaagtcaaaggcrctctc 

aacatcaccaccccggggctgcaga™tggaggatcgaggccatgcagatggtgc.ctgtt ■ 

ccttccagcacc1ttggaagcttcttcgatggtgactgctacatcatcctggctatccac 

aagacagccagcagcctgtcctatgacatccactactggattqgccaggactcatccctg ■ 

gatgagcagggggcagctgccatctacaccacacagatggatgacttcctgaagggccgg 

gctgtgcagcaccgcgaggtccagggcaacgagagcgaggccttccgaggctacttcaag 

caaggccttgtgatccggaaagggggcgtggcttctggcatgsagcacgtggagaccaac 

tcctatgacgtccagaggctgctgcatgtcaagggcaagaggaacgtggtagctggagag • 

gtagagatgtcctggaagagtttcaaccgaggggatgttttcctcctggaccttgggrag 

cttatcatccagtggaatggaccggaaagcacccgtatggagagactcaggggcatgact 

ctggccaaggagatccgagaccaggagcggggagggcgcacctatgtaggcgtggtqgac 

ggagagaatgaattggcatccccgaagctgatggaggtgatgaaccacgtgctgggcaag 

cgcagggagctgaaggcggccgtgcccgacacggtggtggagccggcactcaaggctgca 

ctcaaactgtaccatgtgtctgactccgaggggaatctggtggtgagggaagtcgccaca ■ 

cggccactgacacaggacctgctcagtcacgaggactgttacatcctggaccaggggggc 

ctgaagatctacgtgtggaaagggaagaaagccaatgagcaggagargaagggagccatg 

agccatgcgctgaacttcatcaaagccaagcagtacccaccaagcacacaggtggaggtg 

cagaatgatggggctgagtcggccgtctttcagcagctcttccagaagtggacagcgtcc 
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AACCGGACCTCAGGCCTAGGCAAAACCCACACTGTGGGCTCCGTGGCCPAAGTGGMCRG 
GTGAAGTTCGATGCCACATCCATGCATGTCAAGCCTCAGGTGGCTGCCCAGCAGAAGATG 
GTAGATGATGGGAGTGGGGAAGTGCAGGTGTGGCGCATTGAGAACCTAGAGCTGGTACCT 
GTGGATTCCAAGTGGCTAGGCCACTTCTATGGGGGCGACTGCTACCTGCTGCTC7ACACC 
TACCTCATCGGCGAGAAGCA6CATTACCTGCTCTACGTTTGGCAGGGCAGCCAGGCCAGC 
CAAGATGAAATTACAGCATCAGCTTATCAAGCCGTCATCCTGGACCAGAAGTACAATGGT 
GAACCAGTCCAGATCCC3GGTCCCAATGGGCAAGGAGCCACCTCATCTTATGTCCATCTTC 
AAGGGACGCATGGTGGTCTACCAGGGRGGCACCTCCCGAACTAACAACTTGGAGACCGGG 
CCCTCCACACGGCTGTTCCAGGTCCAGGGAACH3GCGCCAACAACACCAAGGCCTTTGRG 



TGCTGCTATCTATGGTGTGGGAAGGGTTGTAGCGGGGACGAGCGGGAGATGGCCAAGATG 

AACTTCTGGATGGCCCTGGGTGGGAAGGCCCCCTATGCCAACACCAAGAGACTACAGGAA 
GAAAACCTGGTCATCACCCCCCGGCTCTTTGAGTGTTCCAACAAGACTGGGCGCTTCCTG 
GCCACAGAGATCCCTGACTTCAATCAGGATGACTTGGAAGAGGATGATGTGTTCCTACTA 
GATGTCTGGGACCAGGTCTTCTTCTGGATTGGGAAACATGCCAACGAGGAGGAGAAGAAG 
GCCGCAGCAACCACTGCACAGGAATACCTCAAGACCCATCCCAGCGGGCGTGACCCTGAG 
ACCCCCATCATTGTGGTGAAGCAGGGACACGAGCCCCCCACCTTCACAGGCTGGTTCCTG 
GCTTGGGATCCCTTCAAGTGGAGTAACACCAAATCCTATGAGGACCTGAAGGCGGAGTCT 
GGCAACCTTAGGGACTGGAGCCAGATCACTGCTGAGGTCACARGCCCCAAAGTGGACGTG 

GTGAACAAGCCTGTAGAGGAGCTCCCCGAGGGTGTGGACCCCAGCAGGAAGGAGGAACAC ■ 
CTGTCCATTGftAGATTTCACTCAGGCCTTTGGGATGACTCCAGCTGCCTTCTCTGCTCTG 
CCTCGATGGAAGCAACAAAACCTCAAGAAAGAAARAGGACTATTTTGAGAAGAGTAGCTG 
TGGTTGTAAAGCAGTACCCTACCCTGATTGTAGGGTCTCATTTTCTCACCGATATTAGTC 
CTACACCAATTGAAGTGAAATTTTGCAGATGTGCCTATGAGCACAAACTTCTGTGGCAAA 
TCCCACTTTTGTTTAATAATGTACCTATTCCTTCAGAAAGATGATACCCC 

5H_1.0 .0_99143 7p07c08.xl Homo sapiens cDNA 3 ' . end as; gi-1144B929/// /clone=IMAGE : 3644943 

/clone_end=3 ' /gb=BF43S690 /gi=11448929 /ug=Hs . 319750 /len=54 8 .Weakly similar Co DEHULC L- lactate 

dehydrogenase (EC 1.1.1.27) chain X - human fH. sapiens] tgnll'JG!Hs#S2910008i [SEQ ID NO: 294] 

TTTGATCTTAACAGGTTTCCAAAATTTTATTGAACTTTGTTATGATGTGGAAACACTTTC 

AGTGGGACTGCCGTGATCAGTGATGTGATCAGGCATCTGTCACACGGTCGAAGGTGGCGA 

GTTTATAACTGCAGATCOTTCTGCATATTCCAGAGTGTGTCCGCACTCTTCTTGRGGAGA 

CCCTCCTCCTCAGCGGTCATGTTGACTTTCACAAAGTCTGTGATACCACTTTGTCCCAAG 

GTAACAGGATGCACTCTCTTAAGATTCTTCAAGATGGATCGCGCCAGATCAGTCACAGAC 
AGCCCGATAGCCCAAGAGGTATAGCKCTTCM'GTTAAGGACCTCATAGCCGCCTTCCACC 
ACCTGCTTGTGAACATTTTTCCAGTGTTCCTTATCTGAGTCAGTTGCT.ATTGCTGGGTTC 
AGTGACTAGAGAGTTACGCCAGCAACGTTGACACCACTCCATATGGGCACACTGATATAC 
CCATGTTC 

>gi|21452365lgb|BQ551479.l|BQ551479 H4009E10-5 NIA Mouse 7.4K cDNA Clone Set Mus muGCUlviS cDNA cloi 
H4009E10 5', mRNA sequence iSEQ ID NO: 295) 

GGAAAATTCTTAGGGCTGCTCrrCTCTTCCTTTGTTACCTTCTAGTAATAATAAATGTTC 

TCAAACGGTGCTAGCAATCGCCCTTGTTACAGGGGGTCCTGACTAACTTCTGAGAAATAA 

CTTCATATCATTTCCACTTTGCCCTGAACTAATTCCTAAATAATCTGACAGGCCATTTCA 

GrACCTTTTGTAGAAAGAATTCCTGTTTAAAAGAGGTAGTCGTCCTAGTCTCTGGTTAGT 

TCATACATCTGCTGTGTAATAAAAAATGAACTGTCAGAAGCCGTCTAGTTTTGATATATC. 

ACATTGAAAGAGAGCAGTRCATGGAGCTTAGAGGGTGGCCATTATGACrAGAGTAGCTTA ' 

TCTCCATCTGTGACTTGTCAAGATAAATTTGGAGGGGATGTTTTTATTGTTTGGTGCTTT 

AAGACTACCCACTCTGTCTCATTGCTGCTTCTTTACAAACCCTAAATATCTAAAGTAATG 

GTTTCTGTGTTACTGTGACCATGATACAAGACAGTAGCAAAGAGGGGAGGTTTGTGGGGT 

ATTTTCCCTTTAGACATATTGGAGTTTCCCTAAAAACATTTGGCAGGGACTCAAAGTCAT • 

GATGGACCAGGGAACTA 

>H 1.0.0_310 Homo sapiens cell-type T-cell immunoglobulin garilma chain, V region (IGHV®) mRNA, 
partial cds cr: gi-185420/// /cds=(0,393) /gb=LC3175 /qi=185420 /ug=Hs . 402428 /ler.-394 
[Huraan_.jongleur_201102.56.CB100] [SEQ ID NO: 296] 
GGCTATTTTAAAAAGTGTCCAATGTGAGGTGCAGCT3GTGGAGTCTGGGGGAGGCTTGGT 

TGCCATGAACTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAGTGGGTCTCAGTTATTAG • 
TGGTTGATGGTAGTAGCACATACTACGCAGACTCCGTGAAGGGCCGGTTCACCATCTCCA ' 
GAGACAATTCCAAGAACACGrTGTATCTGCAAATGAACAGCCTGAGAGCCGAGGACACGG ' 
CCGT.^TATTACTGTGCGAC-AGAGATCCGCGATTACGGGGAACTAGATGATACAATACTAC 
TACGATATGGACGTCTGGGGCCAAGGGACCACGGTCACCGTCTCCTCAGGG 

>H 1.0.C_19016 Homo sapiens cysteine-rich, angiogenic inducer, fil (CYRSl) , mRNA cr: gi-4504fil2/// 

[Human _jongleur_201102 .8413 C2] [SEQ ID NO: 297] 
GGCACGAGGGCGCCCCCGAGCAGCGCCCGCGCCCTCCGCGCCTTCTCCGCCGGGACCTCG 
AGCG>\AAGACGCCCGCCCGCCGCCCAGCCCTCGCCTCCCTGCCCACCGGGCCCACCGCGC 

GTCGCCGCGCTCGCCCCGGGCTACTCCTGCGCGCCACAATGAGCTCCCGCATCGCCAGGG 
CGCTCGC.CTTAGTCGTCACCCTTCTCCACTTGACCAGGCTGGCGCTCTCCACCTGCCCCG 
CTGCCTGCCACTGCCCCCTGGAGGCGCCCAAGTGCGCGCCGGGAGTCGGGCTGGTCCGGG 
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ACGGCTGCGGCTGCTGTAAGGTCTGCGCCAAGCAGCTCAACGAGGACTGCAGCAAAACGC 
AGCCCTGCGACCACACCAAGGGGCTGGAATGCAACTTCGGCGCCAGCTCCACCGCTCTGA 
AGGGGATCTGCAGAGCTCAGTCAGAGGGCAGACCCTGTGAATATAACTCCAGAATCTACC 
AAAACGGGGAAAGTTTCCAGCCCAACTGTAAACATCRGTGCACATGTATTGRTGGCGCCG 



CTCGGCTGGTCAAAGTTACCGGGCAGTGCTGCGAGGAGTGGGTCTGTGACGAGGATAGTA 



AATGTATTGTTCAAACARCTTCATGGTCCCAGTGCTCAAAGACCTGTGGAACTGGTATCT 
CC3\CACGAGTTACCAATGACAACCCTGAGTGCCGCCTTGTGPAAGAAACCCGGATTTGTG 



TGATGATCCAGTCCTGCAAATGCAACTACAACTGCCCGCATGCCAATGAAGCAGCGTTTC 
CCTTCTACAGGCTGTTCAATGRCATTCACAAATITAGGGRCTAAATGCTACCTGGGTTTC 
CAGGGCACACCTAGACAAACAAGGGAGAAGAGTGTCAGAATCAGAATCATGGAGSAAATG 



AGTTTAAAGCTTTTATTCGTCCTTTGACAAAAGTAAATGGGAGGGCATTCCATCCCTTCC 
TGAAGGGGGACACTCCATGAGTGTCTGTGAGAGGCAGCTATCTGCACTCTAAACTGCAAA 
CAGAAATCAGGTGTTTTAAGACTGAATGTTTTATTTATCAAAATGTAGCTTTTGGGGAGG 
GAGGGGAAATGTAATACTGGAATAATTTGTARATGATTTTAATTTTATATTCAGTGAAAA 
GATTTTATTTATGGAATTAACCATTTAATAAAGAAATATTTACCTART 

>H_1.0.0_7743- Homo sapiens eosinophil chemotactic cytokine (TSA1902) , mRNA cr: gi-11141866/// 
[Humanjongleur 201X02 .2578 .C2] [SEQ ID NO: 298] 
GAAACCTCCTCGTCTGTGCAOSAACAGGTGGCCGACTCTGGAGCCCaGGCTGTTGCTTTC 



AGGCTCATGGTCACTGCTGCAGTAGCTGCTCGCATCTCCAATATCCAGTCTGGCTATGAG 
ATCCCCCAACTGTCACAGTACCTGGACTACATCCATGTCATGACCTACGACCTCCATGGC 
TCCTGGGAGGGCTACACTGGAGAGAACAGCCCCCTCTACAAATACCCGACTGACACCGGC 
AGCAACGCCTACCTCAATGTGGATTATGTCATGAACTACTGGAAGGACAATGGAGCACCA 
GCTGAGAAGCTCATCGTTGGATTCCCTACCTATGGACACAACTTCATCCTGAGCAACCCC 

GAGTCTGGGATCTGGGCTTACTACGAGATCTGTACCTTCCTGAAAAATGGAGCCACTCAG 
GGATGGGATGCCCCTCAGGAAGTGCCTTATGCCTATCAGGGCAATGTGTGGGTTGGCTAT 

GACAACGTCAAGAGCTTCGATATTAAGGCTCAATGGCTTAAGCACAACAAATTTGGAGGC 
GCCATGGTCTGGGCCATTGATCTGGATGACTTCACTGGCACTTTCTGCAACCAGGGCAAG 
TTTCCCCTAATCTCCACCCTGAAGAAGGCCCTTGGCCTGCAGAGTGCAAGTTGCACGGCT . 
CCAGCTCAGCCCATTGAGCCAATAACTGCTGCTCCCAGTGGCAGCGGGAACGGGAGCGGG 
AGTAGCAGCTCTGGAGGCAGCTCGGGAGGCAGTGGATTCTGTGCTGGCAGAGCCAACGGC 
CTCTACCCCGTGGCAAATAACAGAAATGCCTTCTGGCACTGCGTGAATGGAGTCACGTAC 
CAGCAGAACTGCCAGGCCGGGCTTGTCTTCGACACCAGCTGTGATTGCTGCAACTGGGCA 
TAAACCTGACCTGGTCTATATTCCCTAGAGTTCCAGTCTCTTTTGCTTAGGACATGTTGC 
CCCTACCTAAAGTCCTGCAATAAAATCAGCAGTCAAAACATGAAA 

>H_1.0,0_1919S Homo sapiens heat shock 70kDa protein IB (HSPAIB) , mRNA cr: gi-5579470//./ 
[Human_jongleur_201102.8523.C4] [SEQ ID NO: 299] 



ggctttccagagcgaacctgtgcggctgcaggcaccggcgtgttgagtttccggcgttcc 
gaaggactgagctcttgtcgcggatcccgtccgccgtttccagcccccagtctcagagcg 
gagcccacagagcagggcaccggcatggccaaagccgcggcgatcggcatcgacctgggc 
accacctactcctgcgtgggggtgttccaacacggcaaggtggagatcatcgccaacgac 
cagggcaaccgcaccacccccagctacgtggccttcacggacaccgagcggctcatcggg 
gatgcggccaagaaccaggtggcgctgaacccgcagaacaccgtgtttgacgcgaagcgg 
ctgatcggccgcaagttcggcgacccggtggtgcagtcggacatgaagcactggcctttc 
caggtgatcaacgacggagacaagcccaaggtgcaggtgagctacaagggggagaccaag 
gcattctaccccgaggagatctcgtccatggtgctgaccaagatgaaggagatcgccgag 
gcgtacctgggctacccggtgaccaacgcggtcatcaccgt3ccggcctacttcaacgac 
tcgcagcgccaggccaccaaggatgcgggtgtgatcgcggggctcaacgtgctggggatc 
atcaacgagcccacggccgccsccatcgcctacggcctggacagaacgggcaagggggag 
cgcaacgtgctcatctttgacctgggcgggggcaccttcgacgtgtccatcctgacgatc 
gacgacggcatcttcgaggtgaaggccacggccggggrcacccacctgggtggggaggac 
tttgacaaca&:jctggtgaaccacttcgtcgaggagttcaagagaaaacacaagaaggac 
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ACCCTSTCGTCCAGCACCCAGGCCAGCCTGGRGATCGACTCCCTGTTTGAGGGCATCGAC 
TTCTACaCGTCCATCACCRGGGCGAGGTTCGRGGAGCTGTGCTCCGACCTGTTCCGAAGC 
ACCCTGGAGCCCGTGGAGftAGGCTCTGCGCGACGCCAAGCTGGACAAGGCCCAGATTCAC 
GACCTGGTCCTGGTCGGGGGCTCCACCCGCATCCCCAAGGTGCAGAAGCTGCTGCaGGAC 
TTCTTCAACGGGCGCGACCTGAACAAGAGCATCAACCCCGRCGAGGCTGTGGCCTACGGG 



GACAACCAACCCGGGGTGCTGATCCAGGTGTACGAGGGCGAGAGGGCCATGACGAAAGAC 
AACAATCTGTTGGGGCGCTTCGAGCTGAGCGGCATCCCTCCGGCCCCCAGGGGCGTGCCC 
CAGATCGAGGTGACCTTCGACATCGATGCCAACGGCATCCTGAACGTCACGGCCACGGAC 
AAGAGCACCGGCAAGGCCAGCAAGATCACCATCACCAACGACAAGG6CCGCCTGAGCAA6 
GAGGAGATCGAGCGCATGGTGCAGGAGGCGGAGAAGTACAAAGCGGAGGACGAGGTGCAG 
CGCGAGAGGGTGTCAGCCAAGAACGCCCTGGAGTCCTACGCCTTCAACATGAAGAGCGCC 



'TTGCTTGGCGAA 

TTTTATAATTTGTTTATTTAAATATGAAAAATAAAATGTTAAACTTTAAAAAA 

>H_1.0.0_19194 Homo sapiens beat shock 70kDa protein lA (HSPAIA) , mRNA cr: gi-5579469/// 
[Human_jongleur_201102.8523.C2] tSBQ ID NO: 300,302] 

CCTCCAGTGAATCCCAGAAGACTCTGGAGAGTTCTGAGCAGGGGGCGGCACTCTGGCCTC 
TGATTGGTCCAAGGAAGGCTGGGGGGCAGGACGGGAGGCGAAACCCCTGGAATATTCCCG 
ACCTGGCAGCCTCATCGAGCTCGGTGATTGGCTCAGAAGGGAAAAGGCGGGTCTCCGTGA 
CGACTTATAAAACCCCAGGGGCAAGCGGTCCGGATAACGGCTRGCCTGAGGAGCTGCTGC 
GACAGTCCACTACCflfTTTCGAGAGTGACTCCCGTTGTCCCAAGGCTTCCCAGAGCGAAC 
CTGTGCGGCTGCAGGCACCGGCGCGTCGRGTTTCCGGCGTCCGGAAGGACCGAGCTCTTC 
TCGCGGATCCAGTGTTCCGTTTCCAGCCCCCRATCTCAGAGCCGAGCCGACAGAGAGCAG 
GGAACCGGCATGGCCAAAGCCGCGGCAATCGGCATCGACCTGGGCACCACCTACTCCTGC 
GTGGGGGTGTTCCAACACGGCAAGGTGGAGATCATCGCCAACGACCAGGGCAACCGCACC 
ACCCCCAGCTACGTGGCCTTCACGGACACCGAGCGGCTCATCGGGGATGCGGCCAAGAAC 
CAGGTGGCGCTGAACCCGCAGAACACCGTGTTTGACGCGAAGCGGCTGATCGGCCGCAAG 
TTCGGCGACCCGGTGGTGCAGTCGGACATGAAGCaCTGGCCTTTCCAGGTGATCAAGGAC 
GGAGACAAGCCCAAGGTGCAGGTGAGCTACAAGGGGGAGACCAAGGCATTCTACCCCGAG 
GAGATCTCGTCCATGGTGCTGACCAAGATGAAGGAGATCGCCGAGGCGTACCTGGGCTAC 
CCGGTGACCAACGCGGTGATCACCGTGCCGGCCTACTTCaACGACTCGCRGCGCCAGGCC 

GCCGCCGCCATCGCCTACGGCCTGGACAGAACGGGCAAGGGGGAGCGCAACGTGCTCATC 
TTTGACCTGGGCGGGGGCACCTTCGACGTGTCCATCCTGACGATCGACGACGGCATCTTC 
GAGGTGAAGGCCACGGCCGGGGACACCCACCTGGGTGGGGAGGACTTTGACAACAGGCTG 



GCCATCCTGATGGGGGACAAGTCCGAGAACGTGCAGGACCTGCTGCTGCTGGACGTGGCT 

CCCCTGTCGCTGGGGCTGGAGACGGCCGGAGGCGTGATGACTGCCCTGATCAAGCGCAAC 
TCCACCATCCCCACCAAGCAGACGCAGATCTTCACCACCTACTCCGACAACCAACCCGGG 
GTGCTGATCCAGGTGTACGAGGGCGAGAGGGCCRTGACGAAAGACAACAATCTGT7GGGG 
CGCTTCGAGCTGAGCGGCATCCCTCCGGCCCCCAGGGGCGTGCCCCAGATCGAGGTGACC 
TTCGACATCGATGCCAACGGCATCCTGAACGTCACGGCCACGGACAAGAGCACCGGCAAG 
GCCAACAMATCACCATCACCAACGACAAGGGCCGCCTGAGCAAGGAGGAGATCGAGCGC 
ATGGTGCAGGAGGCGGAGAAGTACAAAGCGGAGGACGAGGTGCAGCGCGAGAGGGTGTCA 
GCCAAGMCGCCCTGGAGTCCTACGCCTTCAACATGAAGAGCGCCGTGGAGGATGAGGGG 
CTCAAGGGCAAGATCAGCGAGGCCGACAAGAAGAAGGTGCTGGACAAGTGTCAAGAGGTC 
ATCTCGTGGCTGGACGCCAACACCTTGGCCGAGAAGGAOGAGTTTGAGCACAAGAGGAAG 

GGGCCTGGGGGCTTCGGGGCTCAGGGTCCCAAGGGAGGGTCTGGGTCAGGCCCCACCATT 
GAGGAGGTAGATTAGGGGCCTTTCCAAGATTGCTGTTTTTGTTTTGGAGCTTCAAGACTT 
TGCATTTCCTAGTATTTCTGTTTGTCAGTTCTCAATTTCCTGTGTTTGCAATGTTGAAAT 
TTTTTGGTGAAGTACTGAACTTGCCTTTTTTTCCGGTTTCTACATGCAGAGATGAATTTA 
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GTTTTCAGTAGGTCTGCTAAGGTGTTTCCATA 

>H_1.0.0_41040 Homo sapiens cDNA FLJ40060 fis, clone TCOIJI200023fi , highly similar to P55-C-FOS 
5 P80T0-0NC0GENE PROTEIN si: gi-21757114/// [Human_jongleur_201102 . cl . 1192 . singlet] [SEQ ID NO; 301] 
AACCGOVTCTCKaGCGAGCAACTGACMGCCAAGACTGAGCCGGCGGCCGCJGGCGCRGCG 
AACGRGCRGTGACCGTGCTCCTACCCAGCTCTGCTTCACAGCGCCCACCTGTCTCCGCCC 
CTCGGCCCCTCGCCCGGCTTTGCCTAACCGCCACGATGATGTTCTCGGGCTTCAACGCAG 
ACTACGAGGCGTCATCCTCCCGCTGCAGCAGCGCGTCCCCGGCCGGGGATAGCCTCTCTT 

GTTGTGAAGACCATGACAGGAGGCCGAGCGCAGAGCATTGGCAGGAGGGGCAAGGTGGAA 
CAGTTATCTCCTGAAGAAGAAGAGAAAAGGAGAATCCGftAGGGAAAGGRATAAGATGGCT 
GCAGCCAAATGCCGCAACCGGAGGAGGGAGCTGACTGATACACTCCAAGCGGAGACAGAC 
CAACTAGAAGATGAGAAGTCTGCTTTGCAGRCCGAGATTGCCAACCTGCTGAAGGAGAAG 
1 5 GAAAAACTAGAGTTCATCCTGGCAGCTCACCGACCTGCCTGCAAGATCCCTGATGACCTG 
GGCTTCCCAGAAGAGATGTCTGTGGCTTCCCTTOATCTGACTGGGGGCCTGCCAGAGGTT 

CCCTCAGTGGAACCTGTCAAGAGCATCAGCAGCATGGAGCTGAAGACCGAGCCCTTTGAT 
GACTTCCTGTTCCCAGCATCATCCAGGCCCAGTGGCTCTGAGACAGCCCGCTCCGTGCCA 



TCGCTCAGCTCACCCACGCTGCTGGCCCTGTGAGGGGGCAGGGAAGGGGAGGCAGCCGGC 
25 ACCCACAAGTGCCACTGCCCGAGCTGGTGCATTACAGAGAGGAGAAACACATCTTCCCTA 
GAGGGTTCCTGTAGACCTAGGGAGGACCTTATCTGTGCGTGAAACACACCAGGCTGTGGG 
CCTCAAGGACTTGAAAGCATCCATGTGTGGACTCAAGrCCTTACCTCTTC(2GGAGATGTA 
GCAAAACGCATGGAGTGTGTATTGTTCCCaGTGACACTTCRGAGAGCTGGTAGTTRGTAG 

30 ATTAACTAATCTATTGGGTrCRTTATTGGAATTAACCTGGTGCTGGATATTTTCARATTG 

TATCTAGTGCAGCTGATTTTAACAATAACTACTGTGTTCCTGGCAATAGTGTGTTCTGAT 

TAGAAATGACCAATATTATACTAAGAAAAGATACGACTTTATTTTCTGGTAGATAGAAAT 

AAATAGCTATATCCATGTACTGTAGTTTTTCTTCAACATCAATGTTCATTGTAATGTTAC 

TGATCATGCATTGTf8AGGTGGTCTGAATGTTCTGACATTAACAGTTTTCCATGAAAACG 
3 5 TTTTATTGTGTTTTTAATTTATTTATTAAGATGGATTCTCAGATATTTATATTTTTATTT; 

TATTTTTTTCTACCTTGAGGTCTTTTGACATGTGGAAAGTGAATTTGAATGAAAAATTTA 

AGCATTGTTTGCTTATTGTTCCAAGACATTGTCAATAAAAGCATTTAAGTTGAATGCG 

>H 1.0.0 24972 Homo sapiens kinesin-associated protein 3 (KIFAP3), mENA cr: gi-18105053/// 
[Human_jongleur_201102. 11853.01] [SEQ ID NO: 303) 

TCTGGGCCGCTCCAGTGTTTTGGGGCACAGAAGCTGTGGGAGGAGCTGGAGGCTTCACCG 



GGTGTGAGGGTACTTTGGCCACCGTCCCCGGAAATAACCGCGCCTGCCTCTCAAGATACC 
CCATCCTCTCCACGCCGCTGCCGCTGCCGCCATGCAAGGGGAGGACGCCAGATACCTCAA 

45 AAGGAAAGTTAAAGGAGGGAATATAGATGTACATCCATCAGAAAAAGCACTCATTGTTCA 
CTATGAAGTGGAAGCTACCATTCTTGGAGAAATGGGGGACCCCATGTTGGGRGAACGAAA 
AGAATGTCAAAAAATCATTCGACTTAAGAGTCTCAATGCCAACACAGATATAACTTCCCT 
GGCAAGGAAGGTGGTTGAAGAATGTAAACTCATTCATCCTTCAAAACTAAATGAGGTAGA 
ACAGCTGTTGTACTATCTACAGAACCGCCGTGATTCATTGTCAGGAAAAGAGAAAAAAGA 

50 AAAATCAAGCAAGCCTAAAGATCCACCTCCTTTTGAAGGAATGGAGATTGATGAAGTTGC 
TAACATTAATGACATGGATGAATATATTGAGTTATTATATGAAGATATTCCTGACAAAGT 
TCGGGGTTCTGCTTTGATCCTGCAGCTTGCTCGAAATCCTGATAACTTGGAAGRACTACT 

TGTCGAGTTAGCTACAAAmTAATTTACATCTTTTTTTGTTTCTCCAGCTTTTCTCAATT 

55 TCATGGACTTATTACTCACTATAAAATTGGAGCTCTGTGTATGAATATTATTGATCATGA 
GTTAAAAAGACATGAGCTTTGGCAAGAAGAACTCTCAAAGAAGAAGAAAGCTGTTGATGA 
AGACCCTGAAAACCRAACCTTGAGAAAGGATTATGAAAAAACCTTTAAAAAGTACCAGGG 
GCTTGTGGTAAAACRGGAACAGCTATTACGAGTTGCTCTTTATTTGCTTCTGAATCTTGC 
TGAGGATACTCGTACCGAACTGAAAATGAGGAACAAGAACATAGTTCACATGTTGGTGAA 

60 AGCCCTTGATCGGGACAATTTTGAGCTGCTAATTTTAGTTGTGTCATTCTTGAAGAAACT 
CAGCATTTTTATGGAGAATAAAAATGATATGGTGGAAATGGATATTGTTGAAAAACTGGT 
GAAAATGATACCTTGTGAGCATGAAGACCTGCTGAATATCACCCTCCGACTTTTACTAAA 
CCTATCCTTTGACACAGGACTGAGGAATAAGATGGTACAAGTTGGACTGCTTCCCAAGCT 
CACTGCACTCCTAGGCAATGACAACTACAAACAAATAGCAATGTGTGTTCTTTACCACAT 

65 AAGCATGGATGACCGCTTTAAATCAATGTTTGCATACACTGACTGTATACCACAGTTAAT 
GAAGATGCTGTTTGAATGTTCAGATGAACGAATTGACTTGGAACTCATTTCTTTCTGCRT 
TAATCTTGCTGCTAACAAAAGAAATGTACAGCTTATCTGTGAAGGAAATGGGCTGAAGAT 
GCTCATGAAGAGGGCTCTGAAGTTTAAGGATCCATTGCTGATGAAAATGATTAGAAACAT 
TTCTCAGCATGATGGACCAACTAAAAATCTGTTTRTTGATTATGTTGGGGACCTTGCAGC 

70 CCAGATCTCTAATGATGAAGAAGAGGAGTTTGTGATTGAATGTTTGGGAACTCTTGCAAA 
CTTGACCATTCCAGACTTAGACTGGGAATTGGTTCTTAAAGAATATAAGTTGGTTCCATA 



20 
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CCTCAAGGATAAACTAAAACCAGGTGCTGCAGAAGATGATCTTGTTTTAGAAGTGGTTAT 

AATGATTGGAACTGTATCCATGGATGACTCTTGTGCTGCATTGCTAGCCAAATCTGGCAT ' 

AATCCCTGCACTCATTGAATTGCTAAATGCTCAACAAGAAGATGATGAATTTGTGTGTCA 

GATAATTTATGTCTTCTACCAGATGGTTTTCCACC3\AGCCACAAGAGACGTCATAATCAA 
5 GGAAACACAGGCTCCAGCATATCTCATAGACCTAATGCRTGATAAGAATAATGAAATCCG 

AflAGGTCTGTGATAATACATTAGATATTATAGCGGAATATGATGAAGAATGGGCTAAGAA 

AATTCAGAGTGAAAAGTTTCGCTGGCATAACTCTCAGTGGCTGGAGATGGTAGAGAGTCG 

TCAGATGGATGAGAGTGAGCAGTACTTGTATGGTGATGATCGAATTGAGCCATACATTCA 

TGAAGGAGATATTCTCGAAAGACCTGACCTTTTCTACAACTCAGATGGATTAATTGCCTC 
10 TGAAGGAGCCATAAGTCCaSATTTCTTOU^TGATTACCaCCTTCAAAATGGAGATGTTGT 

TGGGCAGCATTCATTTCCTGGCAGCCTTGGAATGGATGGCTTTGGCCAACCAGTTGGCAT 

TCTTGGACGCCCTGCCACAGCATATGGATTCCGCCCTGRTGAACCTTACTACTATGGCTA 

TGGATCTTGATAAAGTATCTGTTTCCATGTGTAATCTC3VGCTTAGAAGAAATCTGTGTGG 

GTTGGGTTAATTTTGGATCTTTGCCTAATAATGCATGTT6AT6TTATTGTGGGTCTGTGT 
1 5 TTGTTTTTATTTTTATATGTTGTTAGCTGCAGATTAACCCCRGCCCCTCTGTCTTCTGTT 

AAGTACAGTTGATACTGACATTGTTCACTCATCAAACCACATCTTGATGCTAAGTAACAT 

TTCCCATGAGCCTCAAAACTGAATGCTGAAAAGCTACTRGACTGGAAAACAAACACTGCA 

TTATGTATGTTAAGTGACTAATTTAATTTCAATTAAAAAGCGTAAAGTGAAAATGAA 

>H_1.0.0_13332 Homo sapiens cytochrome P450, subfamily IIB (phenobarbital-inducible) , polypeptide 6 
20 (CyP2BS), mRNA cr: gi-205222Sl/// [Human_jongleur_201102.S324 .CI] [SEQ ID NOs 304,317] 
TCCCCATCGGTGCTTCACCCTGGGGCTGCAATGAGCACCCAATCTTA6TGTCAGATGACA 
CAGCACAGCAAGACCGAGGCCCTTGGTTCAGGAAAGTCCATGCTGCCACCTCTTCAGGGT 

CAGGAAAGTACAGTTTCCACCTCTTACAAATAGGACTGTTTGTCTGCTCCTCCTGGGTCA 
AAGTAACTTCGGGTTCAGGTCCTGGATCCAGCAAAGGGTTTGCTTAACATTGCAAGAAAG 
25 ATGTTGCCTCATGGTCAAAAGTCAGGCGTAGGATGAGACAGGCAGACACGCACACATTCA 

GTGAGGATAGAGACATATGGGAGTCCAGTAGACATCAATCAAACTGGACTCAGTTTGCAC 
ACACCTG6AGCTCAA6A6TCTCCA666G6AAAACAGAGACACAAAGTCAGACAGAGA6AG 
AGCCAGAGAAATTTCCTGCACCGTGAAGATAGTCAGAGGCAGGGAAGAAACTCCTTAGCA 
30 CTAGTTAGAGTGATCAGAAACCAAGAGGACCTGATCGCTGTACCTGCCAGGTCTCAGTTT 

CTGTCTCCTTCCAACTGACCACCTCTTCCTCTGAGACTCACCAGTTCTGCATCTCTTGCT 

CCTCCTTCTGTTTCTCCGACCACTTCCACCTGTGGCTGTCACAGAAGGGCGGATGAAGGA 

GGGGACACTGGAGATAGACTCaGCATCTGCAGGCTTCCAAAGAGAGGGGCTAGGAGATCC 

ACCAACACACCAGCACAAATACACCAGCACACACAGATACACACAATTGGTTCATGTATT 
35 GCTAGGTTACAGTTTGCTATGCTACAAAGGCAGTAGGCCAAATTTGATTGAATTGAATAA 

TTCCTTATTTTCATCAGCTTCTCCTTTTTTTTTTTTTTTTTTTTTTTGAGRTGGAGTATT 

GCTGTGTCACCCAGGCTGGAGTGCAGTGGTGTAATCTTGGCTCACTGCAGCCTCCACCTC 

CCAGGTTCAAGTGATTCTCTTGCCTCAGCCTCCCGAGTAGCTGGGATTAAAAGTACCCAC 

CATCACGCCCGGTTAATTTTTGTGTTTTTAGTACAGATGGGGTTTTGCCATGTGGGCCAG 
40 GATGGTCTCGAACTCTTGACCTCAATTGATCTGCCCCCCTCAGCTTCCCAACGTGCTGGG 

ATTACAGGTGTGAGCCACCGCACCCAGCCAGCCTCTCAGTTTTGAACATGCACTACCACC 

ACCTCCACAACACACAAATGTAAATGCACTTTCGTATATAAAACTGTATAAATACRAGGA 

AGCTCATACACATGCAAGGATACACACATAAGCACCCCCAGATTCAACCACAGAAATATA 

CGCCAGTACATTTGCATAAATTCAAACACCCCTTTACATGTAAAAATCATATAAGCACAT 
45 ACAGGGATGCAAGCAGGCATGGACAAATGCATGCAAGCACAGACAAACAGACAAAGCTAA 

GTftAAAAAGTGCAAGCTCACCTATGCTTACAAAAATAGACATACATATACCCACAAACCC 

ACACACCCACACATTCACTTGCTCACCTGGACTTTGATATCTCTACCACTGTATCCCTGC 

CAATATCTACAGAGTGGGTAAAGGGATAG6CATCAGGTCACTGGGTTGCCCAAGCAGGAA 

GTCTGGGTTCCCTAACAACTTTTTCTAAGCTAATGCTCCTGGATGATGATGAAAAAGGAG 
50 GTGGGGAATGGATGAAATTTTATAACAGGGTGCAGAGGCAGGGTCAGGATAAAAGGCCCA 

GTTGGAGGCTGCAGCAGGGTGCAGGGCAGTCAGACCAGGACCATGGAACTCAGCGTCCTC 

CTCTTCCTTGCACTCCTCACAGGACTCTTGCTACTCCTGGTTCAGCGCCACCCTAACACC 

CATGACCGCCTCCCACCAGGGCCCCGCCCTCTGCCCCTTTTGG6AAACCTTCTGCA6ATG 

GATAGAAGAGGCCTACTCAAATCCTTTCTGAGGTTCKGAGAGAAATATGGGGACGTCTTC 
55 ACGGTACACCTGGGACCGAGGCCCGTGGTCATGCTGTGTGGAGTAGAGGCCATACGGGAG 

GCCCTTGTGGACAAGGCTGAGGCCTTCTCTGGCCGGGGAAAAATCGCCATGGTCGACCCA 

TTCTTCCGGGGATATGGTGTGATCTTTGCCAATGGAAACCGCTGGAAGGTGCTTCGGCGA 

TTCTCTGTGACCACTATGAGGGACTTCGGGATGGGAAAGCGGAGTGTGGAGGAGCGGATT 

CAGGAGGAGGCTCAGTGTCTGATAGAGGAGCTTCGGAAATCCAAGGGGGCCCTCATGGAC 
60 CCCACCTTCCTCTTCCAGTCCATTACCGCCRACATCATCTGCTCCATCGTCTTTGGAAAA 

CGATTCCACTACCAAGATCAAGAGTTCCTGAAGATGCTGAACTTGTTCTACCAGACTTTT 

TCACTCATCAGCTCTGTATTCGGCCAGCTGTTTGAGCTCTTCTCTGGCTTCTTGAAATAC 

TTTCCTGGGGCACACAGGCAAGTTTACAAAAACCTGCAGGAAATCAATGCTTACATTGGC 

CACAGTGTGGAGAAGCACCGTGAAACCCTGGACCCCAGCGCCCCCAAGGACCTCATCGAC 
65 ACCTACCTGCTCCACATGGAAAAAGAGAAATCCAACGCACACAGTGAATTCAGCCACCAG 

AACCTCAACCTCAACACGCTCTC6CTCTTCTTTGCTGGCACTGAGACCACCAGCACCACT 

CTCCGCTACGGCTTCCTGCTCATGCTCAAATACCCTCATGTTGCAGAGAGAGTCTACAGG 

GAGATTGAACAGGTGATTGGCCCACATCGCCCTCCAGAGCTTCATGACCGAGCCAARATG 

CCATACACAGAGGCAGTCATCTATGAGATTCAGAGATTTTCCGACCTTCTCCCCATGGGT 
70 GTGCCCCACATTGTCACCCAACACACCAGCTTCCGAGGGTACATCATCCCCAAGGACACA 

GAAGTATTTCTCATCCTGAGCACTGCTCTCCATGACCCACACTACTTTGAAAAACCAGAC 
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GCCTTCAATCCTGACCACTTTCTGGATGCCAATGGGGCACTGRAAAAGACTGAAGCTTTT 
ATCCCCTTCTCCTTAGG3AAGCGGATTTGTCTTGGTGAAGGCATCGCCCGTGCGGAATTG 
TTCCTCTTCTTCACCACCATCCTCCAGAACTTCTCCATGGCCAGCCCCGTGGCCCCAGAA 
GACATCGATCTGACACCCCAGGAGTGTGGTGTG6GCAAAATACCCCCAACATACCAGATC 
5 CGCTTCCTGCCCCGCTGAAGGGGCTGAGGGAAGGGGGTCAAAGGATTCCAGGGTCATTCA 

CraCTACMGCCAGCTTCCTTCCCCTCCATGGCACCAGTTGTCTGAGGTCACATTGCAAG 
TGAGTGCAGGAGTGAGATTATCGAAAATTATAATATACAAAATCATATATATATATATGT 
^ ^ TCTTGTTTTTTGAGACAGAGTCTCACACTGTTGCCCAGGCTGGA6TGCAGTGGCGTGATC 

GTAGCTGGGATTACAGGCATGCACTACCACGCTTGGCTAATTTTTGTATTTTTAGTAGAG 

ATGGGGTTTCACTGTGTAGGCCAGGCTGGTCTCGAACTCCTGAACTCAAGTGATTCACCC 

ACCTTAGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGTCACCGTGCCCAGCCATGTATA 

TATATAATTTTAAAAATTAAGCTGAAATTCACATAACATAAAATTAGCTGTTTTAAAGTG 
1 5 TAAAATTTAGTGGCGTGTGGTTCATTCACRAAGCTGTACAACCACCACCATCTAGTTCCA 

AACATTTTCTTTTTTTCTGAGATGGAGTCTCACTCTGTCACCCAGGTTCGAGTTCAGTGG 

TGCCATCTCTGTCCACTGCAACCTCCACATCCTGGGTTCAAGTGATTCTCCTGCCTCAGC 

CTCTGGAGGAGCTGGTATCACAGGCGTCCCCCACCaCGCCTGGCTAAATTTTGTATTTTT 

AGGTGGTCTTGAACTCCTGATGTCAGGTGATTCTCCTAGCTCCAAATGTTTTCATTATCT 
20 CTCCCCCAACAAAACCCATACCrrATCAAGCTGTCACTCCCCATACCCCATTCTCTTTTTC 

ATCTCGGCCCCTGTCAATCTGGTTTTTGTCACTATGGACTTACCAATTCTGAATATTTCC 

CATAAACAGAATCATACAATATTTGATTTTTTTTTTTTTTTTGAAACTAAGCCTTGCTCT 

GTCTCCCAGGCTGGAGTGCTATGGTGCAATTTTTGTTCACTGCAACCTCTGCCTTCCAAG 

ATCAAGAGATTCTCCAGTCTCAGCTCCCAAGTAGCTGGGATTACAGGCATGTACTACCAT 

CTGGCCTCAGGTGATCCACCCACCTCAGTGTTCCAAAGTGCTGATATTACAGGCATAATA 
TGTGATCTTTTGTGTCTGGTTGCTTTCATGTTGAATGCTATTTTTGAGGTTCATGCCTGT 
TCTAGACa«:aGTCAav<:MTGCrGTAGTCTTCCCaW3TCCTCATTCCCAGCTGCCTCTT 
CCTACTGCTTCCGTCTATCTiAAAAGCCCCCTTGGCCCAGGTTCCCTGAGCTGTGGGATTC 
3 0 TGCaCTGGTGCTTTGGATTCCCTGATATGTTCCTTCAAATCTGCTGAGAATTAAATAAAC 
ATCTCTAAAGCCTGACCTCCCCaCGTC 

>H_1.0 .0_135942 Homo sapiens similar to data source:MGD, source key:HGI .-102849, 

evidence: ISS-kallikrein B, plasma 1-putative (LOC201859) , mRNA as: gi-20472737/// 

[gi|20472737|ref|XM_114391.l|) [SEQ ID NO: 305] 
35 ACAGCTATGGGGAAGAATATTGGTGCTCAAAGTAATGATGATTCCGAGTATGTCCGTGCA 

ATTTATAGAATGAGTGAGATGATATTTCGAAGAATAAAGATGCCCTGGCTTTGGCTTGAT 

CTCTGGTACCTTATGTTTAAAGAAGGATGGGAACACAAAAAGAGCCTTCAGATCCTACAT 

ACTTTTACCAACAGTGTCATCGCTGAACGGGCCAATGAAATGAACGCCAATGAAGACTGT 

AGAGGTGATGGCAGGGGCTCTGCCCCCTCCAAAAATAAACGCAGGGCCTTTCTTGACTTG 
40 CTTTTAAGTGTGACTGATGACGAAGGGAACAGGCTAAGTCATGAAGATATTCGAGAAGAA 

GTTGACACCTTCATGTTTGAGGTATTGTATATTGTTAGGTTCAGATATCATTAAACAAAT 

TTCAGTT 

>gi|l088447|dbj |D49387.1|HUNNADPDLB Human mRNA for NADP dependent leukotriene b4 12- 

hydroxydehydrogenase , partial cds [SEQ ID HO: 30S] 
45 GGCAGTGGAACCTTCGGGCTCCTGAGCTTCAGGATGGTTCGTACTAAGACATGGACCCTG 

AAGAAGCACTTTGTTGGCTATCCTACTAATAGTGACTTTGAGTTGAAGACAGCTGAGCTC 

CCACCCTTAAAAAATGGAGAGGTCCTGCTTGAAGCTTTCTTCCTCACCGTGGATCCCTAC 

ATGAGAGTGGCAGCCAAAAGATTGAAGGAAGGTGATACAATGATGGGGCAGCAAGTGGCC 

TUVAGTTGTGGAAAGTAAAAATGTAGCCCTACCAAAftGGAACTATTGTACTGGCTTCTCCA 
50 GGCTGGACAACGCACTCCATTTCTGATGGGAAAGATCTGGAAAAGCTGCTGACAGAGTGG 

CCAGACACAATACCACTGTCTTTGGCTCTGGGGACAGTTGGCATGCCAGGCCTGACTGCC 

TACTTTGGCCTACTTGAAATCTGTGGTGTGAAGGGTGGAGAAACAGTSAT6GTTAATGCA 

GCAGCTGGAGCTGTGGGCTCAGTCGTGGGGCAGATTGCAAAGCTCAAGGGCTGCAAAGTT 

GTTGGAGCAGTAGGGTCTGATGAAAAGGTTGCCTACCTTCAAAAGCTTGGATTTGATGTC 
5 5 GTCrrTAACTACAAGACGGTAGAGTCTTTGGAAGAAACCTTGAAGAAAGCGTCTCCTGAT 

GGTTATGATTGTTATTTTGATAATGTAGGTGGAGAGTTTTCAAACACTGTTATCGGCCAG 

ATGAAGAAATTTGGAAGGATTGCCATATGTGGAGCCATCTCTACATATAACAGAACaSGC 

CCACTTCCCCCAGGCCCACCCCCAGAGATTGTTATCTATCSGGAGCTTCGCATGGAAGCT 

TTTGTCGTCTACCGCTGGCAAGGAGATGCCC3CCAAAAAGCTCTGAAGGACTTGCTGAAA 
60 TGGGTCTTAGAGGGTAAAATCCAGTACAAGGAATATATCATTGAAGGATTTGAAAACATG 

CCCCGG 

>H_1.0.0_198S7 Homo sapiens mitochondrial ribosomal protein SS (MRPS6), nuclear gene encoding 
mitochondrial protein, mRNA cr: gi-16554S15/// [Human_jongleur_201102 .8885 .C2] [SEQ ID NO: 308] 
CGGCGTCTGCGCAGCTGCCAGCGCCTTTAAGCCCGGGCrCGCGCTCTCGGACCGTGCTTT 

CCCCTTCGCGTCCCGGGAACCGGCTGGCTTCCGAGCCGCACTCGCCGATCCTCCAGGCAT 
GCCCCGCTACGAGCTGGCTTTAATCCTGAAAGCCATGCAGCGGCCAGAGACTGCTGCTAC 
TTTGAAACGTACGATAGAGGCCKTGATGGACAGAGGAGCAATAGTGAGGGACTTGGAAAA 
CCTGGGTGAACGAGCGCTTCCTTATAGGATCTCTGCCCACAGTCAGCAGCACAACAGAGG 
70 CS3GGTATTTCTTGGTGGATTTTTATGCACCCACCGCAGCT6TTGAAAGCATGGTGGAGCA 
CTTGTCTCGRGATATAGATGTGATTAGAGGGAATATTGTCAAACACCCTCTGACCCAGGA 
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ACTAAAAGAATGTGAAGGGATTGTCCCAGTCCCACTCGCAGAAAAATTATATTCCACAAA 
GAaGAGGAAGAAGTGAGAAGATTCGCCAGATTTTAGCCTTATATGTAATTCCTTCACATT 
TGGGCAGCATGGACGAGAAGGAAGAATTTGCAAGTTTGGCCTTTATATAAGCATGTGTTG 
CAGGTGCTGTTTGATTTTTCTAAGGTATTTTTAGCCCTTGATCCCCTTTGCTTGCGAGAG 
GTGG GGAACTGCTCACTGACAGCTTCTCTGTAACCTGCAGTACCAGTGGATCATTCTTGA 
TTTTGTTTTCATTAGTGTCaTTTCTTTGTCaTTGAGGACTTTTCCCCTTACAACAGTAAC 
ACCATTTTTTGAAGAGCA7UU4CTTATAATACCTCCTGGGATTGTGAGCTAGTCATTCAGC 
CTGTGTAACCATGTGGAAATAAAAATTGRCGACCAATGTATTATRTGGACAACTTTTGCT 
TTGAGTAATAAACTTGATTGTAGGAATGTG 

>H_1.0.0_1B527 Homo sapiens D-lactate dehydrogenase (LDHD) , niRNA cr: gi-23821028/// 
[Human_jongleur_201102.8179.ClJ [SEQ ID NO; 30 3] 
CCACGCGTCCGGTCACCCTGCCACCCAGTGCTCACACCCTCTGGCCAGTGCCTGGCTATG 
GCCCGACTGCTCAGGTCTGCAACCTGGGA6CT6TTCCCCT6GAGGGGCTACTGCTCCCAG 

TCCCACGTGTCCACTGCCGCGGTGGTCCGAGAGCAGCAOjGGCGCGATGAGTCGGTGCAC 

aggtgcgaacctcctgatgctgtggtgtggccccagracgtggagcaggtcagccggctg 
gcagccctgtgctatcgccaaggtgtgcccatcatcccattcggcaccggcaccgggctt 
gagggtggcgtctgtgctgtgcagggcggcgtctgcgttaacctgacgcatatggaccga 
atcctggagctgaaccaggaggacttctctgtggtggtggagccaggtgtcacccgcaaa 
gccctcaacgcccacctgcgggacagcggcctctggtttcccgtggacccaggcgcggac 

accatgcgggacaacgtgctcaacctggaggtggtgctgcccgacgggcggctgctggac 
acggcgggccgaggccggcatttccggaagagtgcagccggctacaacctcacggggctc 
ttcgtgggctccgaggggacgctgggcctcatcacagccaccaccctgcgcctgcaccct 
gcccctgaggccacagtggccgccacgtgtgcgttccccagtgtccaggctgctgtggac 
agcactgtacacatcctccaggctgcagtgcccgtagcccgcattgagttcctggatgaa 
gtcatgatggatgcctccaacaggtacagcaagctgaattgcttagtggcgcccatactc 
ttcctggagttccatggctcccagcaggcactggaggagcagctgcagcgcacagaggag 
atagtccagcagaacggagcctctgacttctcctgggccaaggaggcgaggagcgcacgc 
ggctttggacagcacggcacaatgcctggtacgtcagccctggccacgcggccaggctgc 



ACCAAGGAGGATCTGAATGCCTCAGGACTCACAGGAAGCATTGTCGGGCATGTGGGTGAC 
GGCAACTTCCACTGCATCCTGCTGGTCAACCCTGATGACGCCGAGGAACTGGGCAGGGTC 
AAGGCTTTTGCAGAACAGCTGGGCAGGCGGGCACTGGCTCTCCACGGAACGTGCAACGGG 
GGGAGCATGGCATCGGAAATGGGCAAGCGGCACGTGCTGCAGGGAGGAGGTGGGCGCCGT 
GGGCTGGGAAGACCATGCGGCACGTCAAAGGCCGTGCTAGACCCCCAAGGCCTCATGAAT 
CCAGGCAAAGTGCTGTGAAGGGGGTCTGAGCACTTAGCCCACAAGTTCCCTGACTACGGA 
GCCGGTTCTGGAACTTTTCTTCATGCCACGGCCCCTGCAAGAAAATAGATGCTGAGGCAG 
TCTTCCTGCCAGCGAGCCCACTGTATCTGGGCCCAAGGCCAGAGGGCCCAGAGAGAAGCC 
TGAGCACCGTGTTACCTCCCTGGCCCTCTGGCTGGCCCCAGGAGCCTTTGGTTCAGTAAA 
CGACCCAGGGTGGTTCCCAGCAAAGCTGCTTCCTCTCTGCTCCTACGCATCCTGTCCTGG 
CGGGAAGAGAGCGTCTGGGTCCATTCAAGACTCTGATGACACCCCTCCCCGAGGCCTCCC 

TATGGAACGTGAGCTCCCGTGACAGATGATAGGTCTTCTCCTTGGGGCCTCCCCCCAATA 
AATCTGTAATAAACCTGN 

>H_1.0 .OlOSSl Homo sapiens methylene tetrahydrof olate dehydrogenase (1IAD+ dependent), 

raethenyltetrahydrof olate cyclohydrolase (MTHFD2) , nuclear gene encoding mitochondrial protein, 

cr: gi-13699B69/// [Human_jongleur_201102 . 3990. C61 [SEQ ID NO: 310] 

ATATAACCGCGTGGCCCGCGCGCGCGCTTCCCTCCCGGCGCAGTCACCGGCGCGGTCTAT 

GGCTGCGACTTCTCTAATGTCTGCTTTGGCTGCCCGGCTGCTGCAGCCCGCGCACAGCTG 

CTCCCTTCGCCTTCGCCCTTTCCACCTCGCGGCAGTTCGAAATGAAGCTGTTGTCATTTC 

TGGAAGGAAACTGGCCCAGCAGATCAAGCAGGAAGTGCGGCAGGAGGTAGAAGAGTGGGT 

QGCCTCAGGCAACAAACGGCCACACCTGAGTGTGATCCTGGTTGGCGAGAATCCTGCAAG 

TCACTCCTATGTCCTCAACAAAACCAGGGCAGCTGCAGTTGTGGGAATCAACAGTGAGAC 

AATTATGAAACCAGCTTCAATTTCAGAGGAAGAATTGTTGAATTTAATCAATAAACTGAA 

GAGAAGGATCTGCAATGCTGTTTCTCCAGACAAGGATGTTGATGGCTTTCATGTAATTAA 
TGTAGGACGAATGTGTTTGGATCAGTATTCCATGTTACCGGCTACTCCATGGGGTGTGTG 
GGAAATAATCAAGCGAACTGGCATTCCAACCCTAGGGRAGAATGTGGTTGTGGCTGGAAG 
GTCAAAAAACGTTGGAATGCCCATTGCAATGTTACTGCACACAGATGGGGCGCATGAACG 
TCCCGGAGGTGATGCCACTGTTACAATATCTCATCGATATACTCCCAAAGAGCAGTTGAA 
GAAACATACAATTCTTGCAGATATTGTAATATCTGCTGCAGGTATTCCAAATCTGATCAC 
AGCAGATATGATCAAGGAAGGAGCAGCAGTCATTGATGTGGGAATAAATAGAGTTCACGA 
TCCTGTAACTGCCAAACCCAAGTTGGTTGGAGATGTGGATTTTGAAGGAGTCAGACAAAA 
AGCTGGGTATATCACTCCAGTTCCTGGAGGTGTTGGCCCCATGACAGTGGCAATGCTAAT 
GAAGAATACCATTATTGCTGCAAAAAAGGTGCTGAGGCTTGAAGAGCGAGAAGTGCTGAA 
GTCTAAAGAGCTTGGGGTAGCCACTAATTAACTACTGTGTCTTCTGTGTCACAAACAGCA 
CTCCAGGCCAGCTCAAGAAGCAAAGCAGGCCAATAGAAATGCAATATTTTTAATTTATTC 
TACTGAAATGGTTTAAAATGATGCCTTGTATTTATTGAAAGCTTAAATGGGTGGGTGTTT 
CTGCACATACCTCTGCAGTACCTCACCAGGGAGCATTCCAGTATCATGCAGGGTCCTGTG 
ATCTAGCCAGGAGCAGCCATTAACCTAGTGATTAATATGGGAGACATTACCATATGGAGG 
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ATGtaTGCTTCaCTTTGTCAAGCACCTCAGTTACACATTCGCCTTTTCTAGGATTGCATT 
TCCCAAGTGCTATTGCAATAACAGTTGATACTCATTTTAGGTACCAGACCTTTTGAGTTC 
AACTGATCAAACCAAAGGAAAAGTGTTGCTAGAGAAAATTGGGGAAAAGGTGAAAAAGAA 
AAAATGGTAGTAATTGAGCAGAAAAAAATTAATTTATATATGTATTGATTGGCAACCRGA 
TTTATCTAAGTAGAACTGAATTGGCTAGGRAAAAAGAAAAACTGCATGTTAATCATTTTC 
CTAAGCTGTCCTTTTGAGGCTTAGTCAGTTTATTGGGAAAATGTTTAGGATTATTCCTTG 
CTATTAGTACTCATTTTATGTATGTTACCCTTCAGTAAGTTCTCCCCATTTTAGTTTTCT 
AGGACTGAAAGGATTCTTTTCTACaTTATACaTGTGTGTTGTCATATTTGGCTTTTGCTA 
TATACTTTAACTTCATTGTTAAATTTTTGTATTGTATAGTTTCTTTGGTGTATCTTAAAA 
CCTATTTTTGAAAAACAAACTTGGCTTGATAATCATTTGGGCAGCTTGGGTAAGTACGCA 
ACTTACTTTTCCACCAAAGAACTGTCAGCAGCTGCCTGCTTTTCTGTGATGTATGTATCC 
TGTTGACTTTTCCAGAAATTTTTTAAGAGTTTGAGTTACTATTGAATTTAATCAGACTTT 
CTGATTAAAGGGTTTTCTTTCTTTTTTAATAAAACACATCTGTCTGGTATGGTATGAATT 

>H_1.0.0_55112 Homo sapiens. Similar to Forkhead-like transcription factor BF-1, clone MGC:33583 
IMAGE:4823883, mRNA, complete cds si: gi-23241914/// [Human_jongleur_201102.cl. 11482 .singlet] [SEQ 
ID NO: 311) 

AGCGGGCTCCCGCGCCGCCGCC6CC6TTTCCCCCCGACGACTGGGTGAT6CTGGACATGG 
GAGATAGGAAAGAGGTGAAAATGATCCCCAAGTCCTCGTTCAGCATCMCAGCCTGGTGC 
CCGAGGCGGTCCAGAACGACAACCACCACGCGAGCCACGGCCACCACAACAGCCACCACC 
CCCAGCACCACCACCACCACCACCACCATCACCACCACCCGCCGCCGCCCGCCCCGCAAC 
CGCCGCCGCCGCCGCAGCAGCAGCAGCCGCCGCCGCCGCCGCCCCCGGCACGGCAGCCCC 
CCCAGACGCGGGGCGCCCCGGCCGCCGACGACGACAAGGGCCCCCAGCAGCTGCTGCTCC 
CGCCGCCGCCACCGCCACCACCGGCCGCCGCCCTGGACGGGGCTAAAGCGGACGGGCTGG 
GCGGCAAGGGCGAGCCGGGCGGCGGGCCGGGGGAGCTGGCGCCCGTCGGGCCGGACGAGA 
AGGAGAAGGGCGCCGGCGCCGGGGGGGAGGAGAAGAAGGGGGCGGGCGAGGGCGGCAAGG 

GCTACRACGCGCTCATCATGATGGCCATCCGGCAGAGCCCCGAGAAGCGGCTCACGCTCA 
ACGGCaTCTACGAGTTCATCATGAAGAACTTCCCTTACTACCGCGAGAACAAGCAGGGCT 
GGCAGAACTCCATCCGCCACAATCTGTCCCTCAACAAGTGCTTCGTGAAGGTGCCGCGCC 

TCATCGGCGGCACCACGGGCAAGCTGCGGCGCCGCTCCACCACCTCGCGGGCCAAGCTGG 
CCTTCAAGCGCGGTGCGCGCCTCACCTCCACCGGCCTCACCTTCATGGACCGCGCCGGCT 



CAATGACTTCGCAGAGCAGCACGTCCATGAGCGCCAGGGCCSCGTCCTCCTCCACGTCGC 
CGCAGGCCCCCTCGACCCTGCCCTGTGAGTCTTTAAGACCCTCTTTGCCAAGTTTTACGA 

ACCCITTAATACATTAACATCCCTGGGACCAGACTGTAAGTGAACGTTTTACACACATTT 
GCATTGTAAATGATAATTAAAAAAATAAGTCCAGGTATTTTTTATTAAGCCCCCCCCTCC 
CATTTCTGTACGTTTGTTCAGTCTCTAGGGTTGTTTATTATTCTAACAAGGTGTGGAGTG 
TCAGCGAGGTGCAATGTGGGGAGAATACATTGTAGAATATAAGGTTTGGAACTCAAATTA 
TAGTAGAATGTGTATCTAAATAGTGACTGCTTTGCCATTTCATTCAAACCTGACAAGTCT 
ATCTCTAAGAGCCGCCAGATTTCCATGTGTGCAGTATTATAAGTTATCATGGAACTATAT 
GGTGGACGCAGACCTTGAGAACAACCTAAATTATGGGGAGAATTTTAAAATGTTAAACTG 
TAATTTGTATTTAAAAAGCATTCGTAGTAAAGGTGCCCAAGAAATTATTTTGGCCATTTA 
TTGTTTTGTCCTTTTCTTTAAAGAACTGTTTrTTTTTCTTTTGTTTACTTTTAGACCAAA 
GATTGGGTTCTAGAAAATGCACTTGGTATACTAAGTATTAAAACAAACAAAAAGGAAAGT 
TGTTTCAGTTGGCAACACTGCCCATTCAATTGAATCAGAAGGGGACAAAATTAACGATTG 
CCTTCAGTTTGTGTTGTGTATATTTTGATGTATGTGGTCACTAACAGGTCACTTTTATTT 
TTTCTAAATGTAGTGAAATGTTAATACCTATTGTACTTATAGGTAAACCTTGCAAATATG 
TAACCTGTGTTGCGCAAATGCCGCATAAATTTGAGTGATTGTTAATGTTGTCTTAAAATT 
TCTTGATTGTGATACTGTGGTCATATGCCCGTGTTTGTCACTTACAAAAATGTTTACTAT 
GAACACACAGAAATAAAAAATAGGCTAAATCCNNHNNNNNNNNMNNNN 

>H_1.0.0_38297 Homo sapiens cytochrome P4S0 variant 3A7 (CYP3A7) mRNA, complete cds si: gi- 

12082808/// [Human_jongleur_201102.cl. 90. singlet] [SEQ ID NO: 312] 

ATGGATCTCATCCCAAACTTGGCCGTGGAAACCTGGCTTCTCCTGGCTGTCAGCCTGATA 

CTCCTCTATCTATATGGAACCCGTACACATGGACTTTTTAAGAAGCTTGGAATTCCAGGG 

CCCACACCTCTGCCTTTTTTGGGAAATGCTTTGTCCTTCCGTAAGGGCTATTGGACGTTT 

GACATGGAATGTTATAAAAAGTATAGAAAAGTCTGGGGTATTTATGACTGTCAACAGCCT 

ATGCTGGCTATCACAGATCCC6ACATGATCAAAACAGTGCTAGTGAAAGAATGTTATTCT 

GTCTTCACAAACCGGAGGCCTTTCGGGCCAGTGGGATTTATGAAAAATGCCATCTCTATA 

GCTGAGGATGAAGAATGGAAGAGAATACGATCATTGCTGTCTCCAACATTCACCAGC6GA 

AAACTCAAGGAGATGGTCCCTATCATTGC'CCAGTATGG7«3ATGTGTTGGTGA6AAATCTG 

AGGCGGGAAGCAGAGACAGGCAAGCCTGTCACCTTGAAACACGTCTTTGGGGCCTACAGC 

ATGGATGTGATCACTAGCACATCATTTGGAGTGAGCATCGACTCTCTCAACAATCCACAA 

GACCCCTTTGTGGAAAACACCAAGAAGCTTTTAA6ATTTAATCCATTAGATCCATTCGTT 




TGAGTTACAACGGCACCACGTCGGCCTACCCCAGCCACCCCATGCCCTACAGCTCCGTGT 
TGACTCAGAACTCGCTGGGCAACAACCACTCCTTCTCCACCGCCAACGGCCTGAGCGTGG 
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CTCTCAATAAAAGTCTTTCCATTCCTTACCCCAATTCTTGAAGCATTATU^TATCACTGTG 
TTTCCAAGAAAAGTTATAAGTTTTCTAACAAAATCTGTAAAACAGATAAAAGAAGGTCGC 
CTCAAAGAGACACAAAAGCACCGAGTGGATTTCCTTCAGCTGATGATTGACTCTCAGAAT 
TCAAAAGACTCTGAGACCCACAAAGCTCTGTCTGATCTGGAGCTCATGGCCCAATCAATT 
ATCTTTATTTTTGCTGGCTATGAAACCACEAGCAGTGTTCTCTCCTTCTTTATATATGAA 
CTGGCCaCTCACCCTGATGTCCAGCAGAAAGTGCAGAAGGAAATTGATACAGTTTTACCC 
AATAAGGCACCACCCACCTATGATACTGTGCTACAGTTGGAGTATCTTGAC3VTGGTGGTG 
AATGAAACACTCAGATTATTCCCAGTTGCTATGAGACTTGAGAGGGTCTGCAAAAAAGAT 
GTTGAAATCAATGGGATGTTTATTCCCAAAGGGGTGGTGGTGATGATTCCAAGCTATGTT 
CTTCATCATGACCCAAAGTACTGGACAGAGCCTGAGAAGTTCCTCCCTGAAAGGTTCAGT 
AAAAAGAACAAGGACAACATAGATCCTTACATATACACACCCTTTGGAAGTGGACCCAGA 
AACTGCATTGGCATGAGGTTTGCTCTCGTGAACATGAAACTTGCTCTAGTCAGAGTCCTT 
CAGAACTTCTCCTTCAAACCTTGTAAAGAAACACAGRTCCCCCTGAAATTACGCTTTGGA 
GGACTTCTTCTAACAGATiAAACCCATTGTTCTAAAGGCTGAGTCAAGGGATGAGACCTTT 
GTAGATATGGAGCCCATTCACATGGACTTTTTAAGAAGCTTGGCATTCCAGGGCCCACAC 
CTCTGCTTTTTTTGGGAACTACTTTGTCCTACCATCAGATCCCGCTGA 

>H 1.0.0_10041 Homo sapiens hypothetical protein FUJ10830 (FLJ10830) , mRNA cr: gi-B922698/// 
[Human_jongleur 201102.3671.02] [SEQ ID NO: 314] 



CTGTTTAAGTACATAGATGAAAATCAGGATCGCTACATTAAGAAACTCGCAAAATGGGTG 
GCTATCCAGAGTGTGTCTGCGTGGCCGGAGAAGAGAGGCGAAATCAGGAGGATGATGGAA 
GTTGCTGCTGCAGATGTTAAGCAGTTGGGGGGCTCTGTGGAACTGGTGGATATCGGAAAA 
CAAAAGCTCCCTGATGGCTCGGAGATCCCGCTCCCTCCTATTCTGCTCGGCAGGCTGGGC 
TCCGACCCACAGAAGAAGACCGTGTGCATTTACGGGCACCTGGATGTGCAGCCTGCAGCC 
CTGGAGGACGGCTGGGACAGCGAGCCCTTCACCCTGGTGGAGCGAGACGGCAAGCTGTAT 

TATCAGAAAACAGGCCAGGAGATTCCTGTCAACGTCCGATTCTGCCTCGAAGGCATGGAG 
GAGTCMGCTCTGAGGGCCTAGACGAGCTGATTTTTGCCCGGAAAGACACATTCTTTAAG 
GATGTGGACTATGTCTGCATTTCTGACSVATTACTGGCTGGGAAAGAAGAAGCCCTGCATC 
ACCTACGGCCTCAGGGGCATTTGCTACTTTTTCATCGAGGTGGAGTGCAGCAACAAAGAC 
CTCCATTCTGGGGTGTACGGGGGCTOKTGCATGAGGCCATGACTGATCTCATTTTGCTG 
ATGGGCTCTTTGGTdS^CAAGAGGGGGAACATCCTGATCCCCGGCATTAACGAGGCCGTG 
GCCGCCGTCACGGAAGAGGAGCACAAGCTGTACGACGACATCGACTTTGACATAGAGGAG 
TTTGCCAAGGATGTGGGGGCGCAGATCCTCCTGCACAGCCACAAGAAAGACATCCTCATG 
CACCGATGGCGGTACCCGTCTCTGTCCCTCCATGGCATCGAAGGCGCCTTCTCTGGGTCT 
GGGGCCAAGACCGTGATTCCCAGGAAGGTGGTTGGCAAGTTCTCCATCAGGCTCGTGCCG 
AACATGACTCCTGAAGTCGTCGGCGAGCaGGTCACAAGCTACCTAACTAAGAAGTTTGCT 
GAACTACGCAGCCCCAATGAGTTCAAGGTGTACATGGGCCACGGTGGGAAGCCCTGGGTC 
TCCGACTTCAGTCACCCTCATTACCTGGCTGGGAGAAGAGCCATGAAGACAGTTTTTGGT 
GTTGAGCCAGACTTGACCAGGGAAGGCGGCaGTATTCCCGTGACCTTGACCTTTCAGGAG 

CAGAATGAAAAGCTCAACAGGTATAACTACATAGAGGGAACCAAGATGCTGGCCGCGTAC 

GAAGGAATCCTGCCCTCACCTCACCCTnrCCAACTTGCCCAGGGAAGTGGAGGTTCCCT 

CTTTCCTTTCCCTCTTGTCAGGTCATCCATGACTTTAGAGAACAGACACAAGTGTATCCA 

GCTGTCCACGGGTGGAGCTACCCGTTGGGCTTATGAGTGACCTGGAGTGACRGCTGAGTC 

ACCCTGGGTAAGTTCTCAGAGTGGTCAGGAT6GCTTGACCTGCAGAAGATACCCAAGGTC 

CAAAAGCACAAGGTCTGCGGAAAGTTCTGGTTGTCGGCTGGGCACCACGGCTCACACCTA 

TAATCGAGCACTTTGGGAGGCCAAGACAGGAGGATCACTTGAGGCCAGGAGTCTGAGACA 

AGCCTAGGCAACAAAACAAGACTCTGTCTCTACAAAAAGTrrAAGAAATGAGCCAGACAT 

GGTGGTGTATGCCTGTAGTCCCAGCCACTCAGAAGGCTGAGGCAGGAGGATCGCTTGAGA 

CCAflGAGTTTGAGCCTGCGGTGAGCTGTGAATGCACCACGGCACTCAAGCCTGGGCAATG 

TAGCSAGATCCTGTCTCTACAAGAAATTTTTTAAAAATGAGCCAAGTGTGGTGGTGCATG 

CCTGTAGTTCCAGCTACTCAGGACACTGACGTAGGAGGGTTGCTTGA6ACTGAGAGTTGG 

AGGCTGCGATGAGCCATGAATGCCCCACTGCACTCCAGCCTGGGCGACAGAACGAGRCCC 

CATCTC.=lAAAAAAATAAGTTCTGGTTGTCATTGAATTGGGATAAACAGAGAGCTTGATGC 

TTTCTGCCTTCTGTCTCAGGTGATGCATTGCACATTTGGGATATTTGGAAAGGAAATGAG . 

GAAAGAAATTAGGGCCTCCTCTGATCTCTCGCTATCTGCGGGTCCTGTCCTTTTCTCAAG 

ACCTTCACCATTACTGGTGTTTTCCTGTCTTCTCTTTAGTATGATCCCTCAAAACCTCAC 

TAACTGGAAGGATGATTTTGTCTCAGTTTGTACTCCTAAATAAAAAGTAAACATGACACC 

TCT 

>H_1.0.0_19410 Homo sapiens dipeptidase 1 (renal) (DPEPl) , mRNA cr: gi-47581B9/// 
[Human_iongleur_201102. 8623.01] [SEQ ID NO: 315] 
CGGGGGGGTACTGTGCGAGCCCTCAAGGAGGTGGCTGTTCTGTAGCTGGAGAGCTCCGT6 
GGTGGCAGGACTGAACTTGAACACCAGAAACAACCCCCAAGCCTTGTGACCTGGGAGGCA 
GGAGGCGGGTOTGTOTCOCTGGGAOTTGGGTGGCTGAGCCGAGGTACTCGGGAOOCTGTO 
CCGCGCATGGCAGAGTGGCTCCTCaCAGCCTGAAGCTCATCOTTCTGCACGGGCCAGCCA 
GGCCAGCACAGAGGCACCAGGGCAGCAGTGCACACAGGTCCCCGGGGACCCCACCATGTG 
GAG0GGATGGTGGCTGTGGCCCCTTGTGGCCGT0TG0A0TG0AGACTTCTTTCG6GACGA 
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GGCAGAGAGGATCATGAGGGACTCCCCTGTCATTGATGGGCACAATGACCTCCCCTGGCA 
GCTGCTGGATATGTTCAACAACCGGCTGCAGGACGAGAGGGCCAACCTGACCACCTTGGC 
CGGCACACACACCAACATCCCCAAGCTGAGGGCCGGCTTTGTGGGAGGCCAGTTCTGGTC 
CGTGTACACGCCCTGCGACACCCAGAACAAAGACGCCGTGCGGAGGACGCTGGAGCAGAT 
GGACGTGGTCCACCGCATGTGCCGGATGTACCCGGAGACCTTCCTGTATGTCACCAGCAG 
TGCAGGCATTCGGCAGGCCTTCCGGGAAGGGAAGGTGGCCAGCCTGATCGGCGTGGAGGG 
CGGCCACTCCATTGACAGCAGTTTGGGCGTCCTGCGGGCACTCTATCAGCTGGGCATGCG 
GTACCTGACCCTCACCCACAGCTGCAACACGCCCTGGGCTGACAACTGGCTGGTGGACAC 
GGGAGACAGCGAGCCCCAGAGCCAAGGCTTGTCACCCTTTGGGCAGCGTGTGGTGAAGGA 
GCTGAACCGTCTGGGGGTCCTCATCGACTTGGCTCACGTGTCTGTGGCCACCATGAAGGC 
CACCCTGCAGCTGTCCAGAGCCCCGGTCATCTTCAGCCACTCCTCGGCCTACAGCGTGTG 
CGCAAGCCGGCGCAACGTGCCTGACGACGTCCTGAGGCTGGTGAAACAGACAGACAGCCT 
GGTGATGGTGAACTTCTACAACAATTACATTTCCTGCACCAACAAGGCCAACCTGTCCCA 
ASTGGCCGACCATCTGGATCACATCAAGGAGGTGGCAGGAGCCAGAGCCGTGGGTTTTGG 
TGOSGACTTTGATGGTGTTCCAAGGGTCCCTGAGGGGCTGGAGGaCGTCTCCAAGTATCC 



TCCCCTGGTCCTCTGTCTGTCTCTCCTGTGAAACCTGGGAGACCAGAGTCCCCTTTAGGG 
TTCCCGGAGCTCCGGGAAGACCCGCCCATCCCAGGACTCCAGATGCCAGGAGCCCTGCTG 
CCCACATGCAAGGACCAGCATCTCCTGAGAGGACGCCTGGGCTTACCTGGGGGGCAGGAT 
GCCTGGGGACAGTTCAGGACACACACACAGTAGGCCCGCAATAAAAGCAACACCCCTTCA 

>gi|20270509|ref |NG|001158.l| Homo sapiens tiretallothionein 2 pseudogene 1 (processed) (MT2P1) < 
chromosome 4 [SEQ ID NOr 319] 

ACCGCACTSrGGCflGTGGCGATTGAGCAGTGCAAGAGAAATAGTCTGATACTGAAATGTT 
GAGCAAAACTTTAAAAGGACAAC7VGTATTGACCACGCCTCCTCCAAGTCCCAGCGAGCCC 
GTGTAC3ACCTGTCCCGACTCTACCCGCCTCTTCAGCTCGCCATGGATCCCAACTGCTCC 



GGCTGCATCTGCAAAGGGGCGTCGGACAAGTGCAGCTGCTGTGCCTGATGCTGGGACAGC 
CCTGCCCCCAGATGTAAATAACGCGACCTCTACAAACCTGGATTTTTTATGTACAACCCT 
GACCCTGACGTTTGdfACATTCCTTTTTTTATGAAATAATGTGAATGATAATAAAACAGC 

CTGTTTTATTAAATTTTAATATAAATAAACTATGTAAAATAATTCATGATTGTAGCAGGT 
TATCTAA 

>H_1.0.0_4048 Homo sapiens zuotin related factor 1 (ZRFl) , mRNA cr: gi-22049761/// 

[Human_jongleur_201102. 987.03] [SEQ ID NO: 321] 
GTGAGACTGGCCTCCACACCACGAAAGATCCATCCCGGAAGTGCTTACTGGTCGTCTCCA 
TGCGCCGGTTCCTGGGCGTCTTAGAGCCAAGGCGCGAGGCTCGGAGTGAGAGGTAGAGCT 

CCGGCGCCATCATGCTGCTTCTGCCAAGCGCCGCGGACGGCCGGGGCACCGCCATCACCC 
ACGCTCTGACCTCTGCCTCTACACTCTGTCAAGTTGAACCTGTGGGAAGATGGTTTGAAG 
CTTTTGTTT^AGGAGAAACAGAAATGCTTCTGCCTCTTTTCAGGAACTGGAGGATAAGA 
AAGAGTTATCCGAGGAATCAGAAGATGAAGAATTGCAGTTGGAAGAGTTTCCCATGCTGA 
AAACACTTGATCCCAAAGACTGGAAGAACCAAGATCATTATGCAGTTCTTGGACTTGGCC 
ATGTGAGATACAAGGCTACACAGAGACAGATCAAAGCAGCTCaTAAAGCAATGGTTTTAA 
AACATCACCCAGACAAACGGAAAGCAGCTGGTGAACCAATAAAAGAAGGAGATAATGACT 
ACITCaCTTGCATAACTAAAGCTTATGAAATGTTATCTGATCCAGTGAAAAGACGAGCAT 
TTAACAGTGTAGATCCTACTTTTGATAACTCAGTTCCTTCTAAAAGTGAAGCAAAGGATA 
ATTTCTTCGAAGTGTTTACCCCAGTGTTTGAAAGGAATTCCAGATGGTCAAATAAAAAAA 
ATGTTCCTAAACTTGGTGATATGAATTCATCATTTGAAGATGTAGATATATTTTATTCTT 
TCTGGTATAATTTTGATTCTTGGAGAGAATTTTCTTATTTAGATGAAGAAGTIAAAAGAAA 
AAGCAGAATGTCGTGATGAGAGGAGATGGATTGAAAAGCAGAACAGAGCAACAAGAGCAC 
AAAGAAAAAAAGAAGAAATGAACAGAATAAGAACATTAGTTGACAATGCATACAGCTGTG 
ATCCAAGGATAAAAAAGTTCAAGGAAGAAGAAAAAGCCAAGAAAGAAGCAGAAAAGAAAG 
CAAAAGCAGAAGCTAAACGGAAGGAGCAAGAAGCTAAAGAAAAACAAAGACAAGCTGAAT 
TAGAAGCTGCTCGGTTAGCTAAGGAGAAAGAAGAGGAGGAAGTCAGACAGCAAGCATTGC 
TGGCAAAGAAGGAAAAAGATATCCAGAAAAAAGCCATTAAGAAGGAAAGGCAAAAACTTC 
GAAACTCATGCAAGACCTGGAATCATTTTTCTGATAATGAGGCAGAGCGGGTTAAAATGA 
TGGAAGAAGT6GAAAAACTTTGTGATCGGCTTGAACTGGCAAGCTTACAGTGCTTGAATG 
AAACACTCACATCATGCACAAAAGAAGTAGGAAAGGCTGCTTTGGAAAAACAGATAGAAG 
AAATAAATGAGCAAATCAGAAAAGAGAAAGAGGAAGCTGAGGCTCGTATGCGACAAGCAT 
CTAAGAACACAGAGAAATCAACTGGTGGAGGTG6AAATGGAAGTAAAAATTGGTCAGAAG 
ATGATCTACAATTACTAATTAAAGCTGTGAATCTGTTCCCTGCTGGAACAAATTCAAGAT 
GGGAAGTTATTGCTAATTACATGAACATACATTCTTCCTCTGGAGTCAAAAGAACTGCCA 
AAGATGTTATTGGCAAAGCAAAGAGTCTCCAAAAACTTGACCCTCATCAAAAAGATGACA 
TAAATAAAAAGGCATTTGATAAGTTCAAAAAAGAACATGGAGTGGTACCTCAAGCAGACA 
ACGCAACGCCTTCAGAACGATTTGAAGGTCCATATACAGACTTCACCCCTTGGACAACAG 
AAGAACAGAAGCTTTTGGAACAAGCTTTGAAAACATACCCA6TAAATACACCTGAAAGAT 
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GGGAAftAAATAGCAGAAGCGGTGCCTGGCAGGACAAAGAAGGACTGCATGAAACGATACA 

GTAGAGCCRAGAAATGACAATCTTTGTTGTGTGTGCATTTTTATAATAAAACTGAAAATA 
CTGTAAACRTTTTCaTTCTTAAAATTATACTCATGGTAATAATTTGAAAGT 

>H_1 .0 .o_20714 Homo sapiens RALBPl associabed Eps domain containing 1 

13994295/// [Human_jongleur_201102 . 9400 . C4] [SEQ ID NO: 322] 

GGCACGAGGCCGCCGCTGTCACTGTTGGTGCGGGCX3CGTCGGGGCCGGGCCGGGGCACTG 

TAAATGGCGGCGGAGGGAGGCGGAGCGGCGGCCACXSCTCAGCCCAGATCCCrCGAAACTT 

TAGGTTCGAAGCCCCACAACTTTCCGGGAAGCGCTGCCGCTCCGGAGGCGTGGRCGGAAG 

GGGAAGCCGAGGCGGGAAGTCTGGGGGAATCGGCAGGGAGCCGGGGAGACTCGAACCCGC 

GGCGGGGGCGGAGTCCGCCAGTGCCTCGCGCCTCCGCGGCCCCCGCCTCTTTCTCTGCAC 

CCTCCCCGCGGCCGGAGCCGGAGCCGGAGCCGGAGCCGTAGTCGCAGCCGCAGCCGCAGC 

CGCGCGCCGGGCCTCGCAGGCAGCGGCGCGGCGAGCGCAGCCGGGCCCCCTCCTCGC6AC 

CTCCGGGCCCTGTTGCTCGGGCGCACCTGGCGCGTGTGAGGCCGGGGCCGGCGTTTTCGG 

GAAGCTAGCAGGAGGCCGGGCCACGCGCAGCCCCTGCCGGCCCAGGTTCCTGGGGCCGGG 

CCCXXaVGTAGTGCATGCGGGGCGGGGCGGCCGTGAGCCGGAGGCGAAGATGGAAGGCTTA 

AGCACCAAGAAGGTGGTGGTCAACGGGCGGGTGCTGGAGCTGTTCCGGGCCGCGCAGCTG 

CCGAACGACGTGGTCCTACAGATCATGGAGCTTTGTGGTGCAACAAGACTTGGTTATTTT 
GGAAGAAGTCAGTTCTACATTGCTTTGAAACTTGTAGCTGTTGCCCAGTCTGGTTTCCCT 
TTAAGAGTGGAAAGTATAAATACAGTAAAGGACCTTCCTCTGCCAAGATTTGTTGCTTCA 



TCGTATTCTGGTGTAATTCCCCCACCACCTGGCAGGGGGCAAGTGAAAAAGGGATCCGTA 
AGCCATGATACGGTTCAGCCTCGTACATCTGCAGATGCACAGGAACCTGCATCCCCAGTA 
GTTTCACCACAGCAATCCCCACCAACTTCTCCACACACATGGAGGAAGCACAGCCGTCAT 
CCCAGCGGTGGGAATAGTGAGAGGCCTCTCGCGGGACCTGGGCCATTTTGGTCTCCCTTT 
GGTGAAGCACaATCAGGTTCTTCTGCTGGTGATGCAGTGTGGTCAGGGCATTCCCCACCT 
CCACCTCAAGAAAACTGGGTCAGTTTTGCAGATACTCCACCAACCAGTACTCTTTTAACC 



GCCATTGAAATTCGTAGGCAATCCAGTAGTTATGATGATCCCTGGAAAATAACAGATGAA 

CAAAGACAGTATTATGTAAATCaGTTTAAAACCATTCAGCCTGATCTAAACGGATTTATT 

CCAGGATCTGCAGCTAAAGAGTTTTTTACAAAATCAAAACTTCCTArTCTTGAACTTTCT 

CATATTTGGGAACTCTCAGACTTTGATAAAGATGGTGCATTGACACTGGATGAGTTTTGT 

GCTGCTTTTCATCTGGTGGTTGCTAGGAAGAATGGCTATGATTTACCAGAAAAACTTCCT 

GAAAGCTTAATGCCCAAACTGATTGATTTGGAAGATTCAGCAGATGTTGGGGATCAGCCA 

GGTGAGGTAGGTTATTCAGGCTCTCCTGCTGAAGCTCCTCCAAGCAAGTCACCATCGATG 

CCATCACTAAACCAGACATGGCCTGAGCTGAATCAGAGCAGTGAGCAGTGGGAGACATTT 

AGTGAACGCTCTTCAAGCTCACAAACTCTGACCCAATTTGATTCTAACATTGCACCAGCT 

GATCCTGATACTGCTATTGTTCATCC»GTTCCCATTCX3TATGACTCCAAGCAAAATCCAC 

ATGCAGGAAATGGAACTTAAAAGAACTGGCAGCGATCATACAAATCCCACTAGCCCATTA ■ 

CTTGTGAAACCATCTGACCTTTTAGAAGAAAATAAGATAAATTCATCGGTGAAATTCGCT 

TCTGGTAATACTGTAGCAGATGGTTACAGTAGTTCAGACTCTTTTACTTCTGACCCAGAA 

CAGATCGGGAGCAATGTAACTCGTCAAAGGTCTCATTCAGGAACGTCGCCTGATAACACT 

GCACCACCACCTCCCCCTCCAAGGCCACAGCCCTCTCATTCmGATCATCATCTTTAGAT 

ATGAATCGGACCTTTACAGTCACCACAGGACAACAACAGGCTGGAGTTGTTGCCCATCCT 

CCTGCAGTGCCTCCAAGACCACAGCCCTCACAGGCTCCTGGTCCTGCTGTGCATCGCCCA 

GTGGATGCCGATGGCCTCATAACTCACACTAGTACCTCACCTCAGCAGATACCAGAGCAA 

CCAAATTTTGTAGATTTCAGTCAGTTTGAAGTATTTGCTGCATCAAATGTfiAACGACGAA 

CAAGATGATGAAGCCGAGAAACATCCAGAAGTCCTGCCGGCTGAAAAAGCTTCTGATCCT 

GCAAGTTCTCTTCGAGTTGCCAAAACAGATAGTAAAACTGAAGAAAAGACAGCTGCTAGT 

GCTCCTGCCAATGTGAGCAAAGGCACAACACCACTTGCTCCACCACCTAAACCTGTTCGA 

AGAAGATTAAAATCAGAAGATGAATTAAGGCCAGAAGTTGATGAACATACACAAAAGACG 

GGTGTCTTAGCTGCTGTTCTTGCATCACAACCTTCTATTCCCAGATCTGTTGGGAAAGAT 

AAGAAAGCTATTCAGGCATCAATTAGACGTAATAAGGAAACCAACACCGTTTTGGCCAGA 

TTGAATAGCGAATTGCAGCAACAATTAAAGGATGTTCTTGAGGAGAGAATTTCCCTGGAA 

GTTCAACTGGAACAACTTCGACCATTCTCTCACCTATAAGCCRATTGCCGTTAACTGTGA 

ACATACTTGTTTTTAAGTGGTTTTGGGTTCAAAGCCAATTTGGAGACCTAGACATTCAGC 

TATTTAAGTATCTTTTATTTTTTAATTTCGACAATAAAAAGGTCAGGflTGGCG 

>M_1.0 .0_5045 Mus rausculus, clone MGC:6342 IMAGE : 348B305 , mRNA, complete cds cr: gi-1280S256/// 
[Mouse_jongleur_2 01102. 2422. CB18] [SEQ ID NO: 324] 
CCCACGCGTCCGCTTTGAGGAAAACAGGGTGTTGCCTAAAGGATGAAAGTGTTGAGTCTG 
TTGTACCTGTTGACAGCCATTCCTGGTATCCTGTCTGATGTACAGCTGCAGGAGTCAGGA 



ATCACCAGTGGGTATTACTGGAACTGGATCCGGCAATTTCCAG6AAACAAACTGGAATGG 
ATGGGCTACATAAAATACGACGGTAGCAATAACTACAACCCATCTCTCAAAAATCGAATC 
TCCATCACTCGTGACACATCTAAGAACCAGTTTTTCCTGAAGCTGAATTCTGTGACTACT 
GAGGACACAGCTACATATTACTGTGCAAGTCGGGGTTACTCCTGGTTTCCTAACTGGGGC 
CAAGGGACTCTGGTCACTGTCTCTGCRGAGTCTGCGAGAAATCCCACCATCTACCCACTG 
ACACTCCCACCAGCTCTGTCAAGTGACCCAGTGATAATCGGCTGCCTGATTCACGATTAC 
TTCCCTTOCGGCACGATGAATGTGACCTGGGGAAAGAGTGGGAAGGATATAACCACCGTA 
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AACTTCCOVCCTGCCCTGGCCTCTGGGGGACGGTACACCATGAGCAGCCAGTTGACCCTG 

CCAGCTGTCXaGTGCCCAGAAGGAGAATCCGTGAAATGTTCOSTGCAACftTGACTCTAAC 

CCCGTCCAAGAATTGGATGTGAATTGCTCTGGTCCTACTCCTCCTCCTCCTATTACTATT 

CCTTCCTGCCSWSCCCAGCCTGTCACTGCAGCGGCCAGCTCTTGAGGACCTGCTCCTGGGT 
5 TCAGATGCCAGCATCACATGTACTCTGAATGGCCTGAGAAATCCTGAGGGAGCTGTCTTC 

ACCTGGGAGCCCTCCACTGGGAAGGATGCAGTGCAGAAGAAAGCTGTGCAGAATTCCTGC 

GGCTGCTACAGTGTGTCCAGCGTCCTGCCTGGCTGTGCTGAGCGCTGGAACAGTGGCGCA 

TCATTCAAGTGCACAGTTACCCATCCTGAGTCTGGCACCTTAACTGGCACAATTGCCAAA 

GTCACAGTGAACACCTTCCCACCCCAGGTCCACCTGCTACCGCOSCCGTCGGAGGAGCTG 
1 0 GCCCTGAATGAGCTCTTGTCCCTGACATGCCTGGTGCGAGCTTTCAACCCTAAAGAAGTG 

CTGGTGCGATGGCTGCATGGAAATGAGGAGCTGTCCCCAGAAAGCTACCTAGTGTTTGAG 

CCCCTAAAGGAGCCAGGCGAGGGAGCCACCACCTACCTGGTGACAAGCGTGTTGCGTGTA 

TCAGCTGAAACCTGGAAACAGGGTGACCAGTACTCCTGCATGGTGGGCCACGAGGCCTT6 

CCCATGAACTTCACCCAGAAGACCATCGACCGTCTGTCGGGTAAACCCACCAATGTCAGC 
15 GTGTCTGTGATCATGTCAGAGGGAGATGGCATCTGCTACTGAGCCACCCTGCCTGTCCCT 

ACTCCTGAAATAAACTCTGTGCTCATCCAAAGT 

>H_1.0.0_11420 Homo sapiens protein tyrosine phosphatase, receptor type, M (PTPEM) , mRHA crs gi- 

18860903/// [Human_jongleur_201102.4361.Cl) (SEQ ID NO: 325] 

ATGAGGGGACTTGGGACTTGCCTGGCGACTTTGGCCGGACTTTTGCTAACTGCXSGCGGGC 
20 GAGACGTTCTCAGGTGGCTGCCTCTTTGATGAGCCGTATAGCACATGTGGATATAGTCAA 

TCTGAAGGTGATGACTTCAATTGGGAGCAAGTGAACACCTTGACTAAACCGACTTCTGAT 

CCATGGATGCCATCAGGTTCTCTCaTGCTGGTGAATGCCTCTGGGAGACCTGAGGGGCAG 

AGAGCCCACCTGCTCTTACCCCAACTTAAGGAAAATGACACCCACTGCATCGATTTTCAC 

TATTTTGTGTCCAGCAAGAGTAATTCTCCTCCGGGGTTACTCAATGTCTACGTGAAGGTC 
25 AATAACGGGCCACTGGGGAATCCTATCTGGAATATATCTGGAGACCCAACACGTACATGG 

AACAGGGCAGAACTGGCCATTAGTACTTTCTGGCCTAACTTTTATCAGGTGATTTTTGAA 

GTGATAACTTCTGGACATCAAGGCTATCTCGCTATCGATGAGGTGAAGGTGTTAGGACAT 

CCATGTACCAGGACTCCTCaCTTCCTGCGGATTCAGAATGTGGAAGTTAATGCTGGCCAG 

TTTGCTACCTTCCAGTGCAGTGCCATCGGCAGGACCGTGGCAGGAGACAGGCTCTGGTTA 

TTCATTGCTTCATTTAATGTTGTGAATACCACCAAACGAGATGCTGGAAAGTACCGCTGC 

ATGATTCGCACTGAAGGAGGTGTTGGAATATCAAACTATGCAGAGTTGGTAGTTAAAGAA 

CCACCCGTTCCTATTGCCCCACCTCAGCTCBCCTCTGTAGGAGCCACCTACCTGTGGATA 

CAGCTCAACGCCAACTCCATCAATGGGGATGGGCCCATTGTGGCCCGAGAGGTGGAGTAC 
35 TGCACGGCCAGTGGGAGCTGGAATGACCGGCAGCCAGTCGATTCCACGAGCTATAAAATT 

GGACACCTTGACCCAGATACAGAATATGAGATTAGTGTGCTCCTGACCAGGCCAGGGGAG 

GGTGGCACTGGCTCTCCTGGTCCAGCTCTCAGGACAAGAACAAAGTGTCCTGATCCCATG 

CGAGGCCCAAGAAAACTAGAAGTAGTGGAGGTCAAATCTCGGCAAATCACTATCCGCTGG 

GAGCCATTTGGATATAATGTAACTCGTTGCCACAGTTATAATCTCACTGTCCACTACTGT 
40 TACCAAGTTGGAGGACAAGAACAAGTGCGAGAAGAAGTAAGCrrGGGATACAGAAAATTCA 

CACCCTCAACACACGATCACTAACCTGTCACCATACACCAATGTCAGTGTGAAACTGATC 

CTCATGAACCCAGAGGGCCGGAAGGAAAGCCAAGAACTCATAGTGCAGACBGATGRAGAC 

CTCCCAGGTGCTGTTCCCACTGAATCCATACAAGGAAGTACCTTTGAAGAGAAGATATTT 

CTTCAGTGGAGAGAACCAACTCAAACATATGGTGTAATCACTITATATGAGATCACCTAC 
45 AAAGCAGTCAGTTCCTTTGACCCAGAAATAGATTTATCCAATCAGAGTOGAAGAGTTTCA 

AAGCTGGGAAATGAAACCCATTTTCTGTTTTTTGGACTGTATCCGGGGACCACATACTCC 

TTTACCATCCGAGCTAGCACAGCTAAGGGTTTTGGGCCTCCAGCAACAAACCAGTTCACC 

ACCAAAATATCAGCACCCTCTATGCCAGCTTATGAACTTGAGACACCTTTGAATCAAACT 

GACAATACOSTGACAGTCATGCTGAAACCTGCCCACAGCAGAGGAGCACCTGTCAGTGTC 
50 TATCAAATAGTTGTTGAGGAAGAACGTCCTCGAAGAACTAAAAAGACGACAGAAATCTTA 

AAGTGCTAOCCAGTGCCAATTCACTTCCAGAATGCTTCTCTGCTGAACTCACAGTACTAC 

TTTGCTGCAGAATTTCCTGCAGACAGCCTCCAAGCTGCGCAGCCTTTTACAATTGGTGAT 

AATAAGACATATAATGGATACTGGAACACTCCCCTTCTCCCCTATAAAAGCTACA6AATT 

TATTTCCAAGCTGCTAGTAGAGCCAATGGGGAAACCAAAATAGACTGTGTCCAAGTGGCC 
5 5 ACAAAAGGAGCTGCCACTCCGAAACCAGTCCCAGAACCCGAGAAACAGACAGACCATACA 

GTTAAAATTGCTGGAGTCATCGCGGGCATCTTGCTGTTCGTGATTATATTTCTTGGAGTT 

GTGTTGGTAATGAAGAAAAGGAAACTGGCCAAGAAGCGGAAAGAGACCAT6AGCAGCACC 

CGACAGGAGATGACTGTGATGGTGAACTCAATGGACAAGAGCTATGCTGAGCAGGGCACA 

AACTGCGACGAGGCTTTCTCATTCATGGACACGCACAATCTGAATGGGAGATCTGTGTCT 
60 TCACCATCGTCCTTCACAATGAAAACAAATACACTGAGCACATCGGTGCCTAATTCCTAT 

TACCCAGATGAAACCCACACAATGGCCAGCGATACCAGCAGCCTGGTGCAGTCCCATACT 

TACAAGAAGCGAGAGCCGGCC6ACGT6CCCTATCAGACTGGGCAGCTCCACCCCGCCATC 

CGGGTGGCAGACCTCCTTCAGCACATCACACAGATGAAGTGTGCGGAGGGCTACGGCTTC 

AAGGAGGAATACGAGAGCTTCTTTGAAGGGCAGTCTGCACCATGGGACTCGGCTAAGAAA 
65 GATGAGAACAGAATGAAGAACAGATACGG6AATATCATTGCATACGATCATTCCCGAGTG 

AGGCTGCAGACAATAGAAGGAGACACAAACTCAGACTATATCAATGGCAATTATATCGAT 

GGTTATCATCGACCCAATCATTACATTGCTACCCAAGGGCCAATGCAGGAAACCATCTAT 

GACTTCTGGAGGATGGTGTGGCACGAAAACACTGCAAGTATCATCATGGTGACCAATCTT 

GTGGAAGTGGGAAGGGTCAAATGCTGCAAATACTGGCCAGATGACACAGAGATATATAAA 
70 GACATTAAAGTTACCCTAATAGAAACAGAACTACTGGCAGAATATGTGATAAGAACATTT 

GCTGTTGAAAAGAGAGGTGTGCATGAAATCCGAGAGATCAGACAGTTTCACTTCACTGGC 
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TGGCCGGATCATGOSGTCCCCTACCATGCCACCGGCCTGCTGGGATTCETGCGGCAAGTC 
AAGTCCAAGAGCCCGCCCAGTGCAGGCCCACTGGTGGTGCACTGCAGTGCTGGTGCAGGG 
AGGACTGGCTGTTTCATCGTCATTGATATCATGTTG6ACATGGCCGAAA6GGAAGGGGTC 
GTAGftCATCTACAACTGCGTCAGGGAGCTGCXSGTCACGGAGGGTGAACATGGTGCAAACA 
5 GAGGAGCAGTATGTGTTTATCCACGATGCGATCCTGGAAGCCTGTCTTTGTGGGGACACC 
TCTGTGCCTGCTTCCCAAGTTAGGTCTCTGTATTATGACATGAACAAACTGGATCCACAG 
ACAAACTCAAGCCAGATTAAAGAGGAATTCCGGACGCTAAACATGGTGACACCAACGCTG 
CGAGTAGAGGACTGCAGOVTCGOVCTGTTGCCCCGGAACCATGAGAAAAACrGGTGCATG 
GACATCCTGCCCCCAGACCGCTGCCTGCCCTTCCTCATCACCATCGATGGGGAGAGCAGC 
10 AACTACATCAATGCTGCCCTCATGGACAGCTATAAACAGCCTTCAGCTTTTATAGTCACC 
CAGCATCCTTTGCCAAACACAGTGAAAGACTTTTGGAGACTGGTCCTGGATTATCACTGC 

GAAAACGGAGTACACAGACACGGCCCCATCCAGGTGGAATTTGTCTCTGCTGACCTGGAA 

GAGGACATCATCAGCAGGATATTCCGCATTTACAATGCCGCCAGACCCCAAGATGGATAT 
1 5 CGGATGGTGCAGCAATTCCAGTTCCTGGGCTGGCCGATGTACAGGGACACACCAGTGTCT 

AAGCGCTCCTTCTTGAAGCTCATTCGCCAGGTGGACAAGTGGCAAGAGGAATACAATGGC 

GGGGAAGGCCCGACCGTTGTGC3VCTGCTTGAACGGGGGAGGCCGCAGTGGGACGTTCTGC 

GCCATCAGCATCGTATGTGAGATGCTCCGGCACCAGAGAACCGTGGATGTCTTTCACGCT 

GTGAAGACACTGAGGAACAACAAGCCCAACATGGTCGACCTCCTGGATCAGTACAAGTTC 
20 TGCTACGAGGTGGCCCTGGAATACTTGAATTCTGGCTGATGGTGTAAACAGCTCTGCAAA 

CAATCCCTTTCATACCACAAAGCCAAGACGTTCCATGGTATTTGTGCAAAAGAGATGAAG 

ACTTCTCAATATGCTTATTTTGCTTTGCATAAirGGCTCTTTTTAAGAGCCCAAGAAAGT 

GTTTCTAAAATTGCTTGCACTGCCCAATCCCAGTAATGCTGCTGCCTGACAGAAACACAC 

ACACAGCCACAGTTGCCAAATCCCGTACTCCTTGCCACCGGCTTTCTAGAGCAGCGTAGA 
25 CAGCTGGTAAACTGAAGAGCACAACTATATTCTTATGAAGGAATTTGTACCTTTGGGGTA 

TTATTTTGTGGCCCGTGACCCTCGTTATTGTTACAGCTGAGTGTATGTTTTTGTTCTGTG 

GAGAATGCTATCTGGCATTATGGTAATATATTATTTTAGGTAATATTTGTACTTTAACAT 

GTTGCATAATATATGCTTATGTAGCTTTCCAGGACTAACAGATAAATGTGTAATGAACAA 

AGATATGTIGTATGAGTCGTCGTTTCTGTCAGATTTGTATTGTTTCCAAGGGAAAAGCTT 
30 GGGGGAGGACTCAGTTCACAAAATGCAAAACTCAACGATCAGATTCACGGACCCAGAGCT 

TTTCCATGTGTTTATATTGTAAATATTTTTGATTTCATCAAATTATTTATTCATTAAAAG 

AAATTTTTGTG 

>gi I 5453925 I refl MM I 006231,1 1 Homo sapiens Dolymerase (DNA directed), epailon (POLE), mENA [SEQ ID 
NO: 3261 

35 cgccaaatttctcccctgaagcagaggtggtagccaacggctccatgtctctgaggagcg 
gcgggcggcggcgcgcggacccaggcgcggatggcgaggccagcagggatgatggcgcca 
cttcctcagtttcggcactcaagcgcctggaacggagtcagtggacggataagatggatt 
tgcggtttggttttgagcggctgaaggagcctggtgagaagacaggctggctcattaaca 
tgcatcctaccgagattttagatgaagataagcgcttaggcastgcagtggattactact 

ttgcgacc3m3aaagggttgtgag0gagaagtttcatcttttctctccaagaa6tttcagg 
gcaaaattgciaaaagtggagactgtccccaaagaggatctggacttgccaaatcacttgg 

tgaggaaggagatctcccctgccgtgaagaagaacagggagcaggatcacgccagcgacg 
45 cgtacacagctctgctttccagtgttctgcagaggggcggtgtcattactgatgaagagg 

aaacctctaagaagatagctgaccagttggacaacattgtggacatgcgcgagtacgatg 

ttccctaccacatccgcctctccattgacctgaagatccacgtggctcattggtacaatg 

tcagataccgaggaaatgcttttccggtagaaatcacccgccgagatgaccttgttgaac 

gacctgaccctgtggttttggcatttgacattgaga03accaaacrgcccctcaagtttc 
50 ctgatgctgagacagaccagattatgatgatttcctacatgatcgatggccagggctacc 

tcatcaccaacagggagattgtttcagaagatattgaagattttgagttcacccccaagc 

cagaatatgaaggccccttttgtgtcttcaatgaacccgatgaggctcatctgatccaaa 

ggtggtttgaacacgtccaggagaccaaacccaccatcatg6tcacctacaacggggact 

tttttgactggccatttgtggaggcccgggcagcagtccacggtctgagcatgcagcagg 
5 5 agataggcttcx:agaaggacagccagggggagtacaaggcgccccagtgcatccacatgg 

cggccgccaaggccaagctaggctatgatcccgtggagctagacccgga6gacatgt6cc 

ggatggccacggagcagccccagactctggccacgtattctgtgtcagatgctgtcgcca 

cttactacctgtacatgaagtacgtccacccattcatctttgctctgtgcacctittattc 
60 ccatggagcccgacgaggtgctgcggaagggctctggcactctgtgtgaggccttgctga 

tggtgcaggccttccacgccaacatcatcttccccaacaagcaagagcaggagttcaata 

agctgacggacgacggacacgtgctggactctgagacctacgtcgggggccacgtggagg 

ccctcgagtctggggttttccgcagcgatatcccttgccggtttaggatgaatcctgccg 

cctttgacttcctgctgcagcgggttgagaagaccttgcgccacgcccttgagga^gagg 
65 agaaagtgcctgtggagcaagtcaccaactttgaagaggtgtgtgatgagattaagagca 

agcttgcctccctgaaggac6ttcccagccgcatcgagtgtccactcatctaccacctgg 

acgtgggggccatgtaccccaacatcatcctgaccaaccgcctgcagccctctgccatgg 

tggacgaagccacctgtgctgcctgtgacttcaataagcctggagcaaactgceagcgga 

agatggcctggcagtggaggggcgagttcatgccagccagtcgcagcgaataccatcgga 
70 tccagcaocagctggagtcagagaagttcccccccttgttcccagaggggccagctcggg 

cctttcatgaactgtcccgcgaggaacaggcgaaatacgagaagagaaggctggcggatt 
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actgccggaaagcctacaagaagatccacatcaccaaggtggaagagcgtctcaccacca 
tctgccagcgggaftaactccttctacgtggacaccgtgcgtgccttccgggacaggcgtt 
acgagttcaaagggctccacaaggtgtggaaaaagaagctctcggcggccgtggaggtgg 
gcgacgcggctgaggtgaagcgctgcaagaacatggaggtgctgtatgactcgctgcagc 
5 tggcccacaagtgcatcctgaactccttctatggctatgtcatgcxscaagggggctasct 
ggtactccatggagatggctggcatcgtctgcttcacaggggccaacatcatcacccagg 
cacgggagctgatcgagcagattgggaggcccttagagctggacacagatggtatatggt 
gcgtcctgcccaacagcttcccagaaaattttgtcttcaagacgaccaatgtgaagaagc 
ccaaagtgaccatctcctacccaggcgccatgttgaacatcatggtcaaggaaggcttca 

1 0 ccaatgaccagtaccaggagctggctgagccgtcctcactcacctacgtcacccgctcag 
agaacagcatcttttttgaggttgatgggccctaccttgccatgattcttccagcctcca 
aggaagaaggcaagaaattgaagaagaggtatgctgtgttcaatgaagacggttctctgg 
ctgagctcaagggctttgaggtcaaacgccgcx3gggaactgcagctgattaagatcttcc 
aatcctcggtgtttgaggccttcctcaagggcagcacgctg6aagaggtgtatggctctg 

1 5 tagccaaggtggctgactactggctggacgtgctgtacagcaaggcagccaacatgcctg 
actctgagctattcgagctcatctctgagaaccgttccatgtctcggaagctggaagatt 
acggggagcagaagtctacatccatcagcacagcaaagcgcctggccgagttcctgggag 
accagatggtcaaggatgcagggctgagttgccgctacatcatctcccgcaagcccgagg 
gctcccctgtcacggagagggccatcccacttgccattttccaagcagagcccaoggtga 

20 ggaagcactttctccggaaatggctcaagagctcttcccttcaagactttgatattcgag 
caattctggattgggactactacattgagcggctgggaagcgccatccagaagatcatca 
ccatccctgcggccctgcagcaggtaaagaacccagtgccacgtgtcaaacaccccgact 
ggctgcacaaaaaactgctggagaagaatgatgtctacaagcagaagaagatcagtgagc 
tcttcaccctggagggcaggagacaggtcacgatggccgaggcctcagaagacagtccga 

25 ggccaagtgctcctgacatggaggacttcggcctcgtaaagctgcctcacccagcagccc 
ctgtcactotgaagaggaagcgagttctttgggagagccaggaggagtcccaggacctca 
cgccgactgtgccctggcaggaaatcttggggcagcctcccgccctgggaaccrgccagg 
aggaatggcttgtctggctccggttccacaagaagaagtggcagctgcaggcccggcagc 
gcctcgcccgcaggaagaggcagostctggagtcggcagagggtgtgctcaggcccgggg 

30 ccatccgggatggtcctgccacggggctggggagcttcttgcgaagaactgcccgcagca 
tcctggaccttccgtggcagattgtgcagatcagcgagaccagccaggccggcctgttca 

tctacgtgaaccagcgagtcgctaaagcggaggagggtgcttcgtatcgcaaggtaaatc 
gggtccttcctcgctctaacatggtctacaatctctatgagtattcagtgccagaggaca 

35 tgtaccaggaacacatcaacgagatcaacgctgagctgtcagcgccagacatcgagggcg 
tatatgagactcaggttccgttactgttccgggccctggtgcflcctgggctgtgtgtgtg 
tggtcaataaacagctggtgaggcacctttcaggctgggaagcagagacctttgctcttg 
agcacctggagatgcgctctctggcccagttcagctacctggaaccagggagtatccgcc 
atatctacctgtaccaccacgcacaggcccacaaagcgctcttcgggatcttcatcccct 

40 cacagcgcagggcatccgtctttgtgctggacactgtgcgcagcaaccagatgcccagcc 
ttggcgccctgtactcagcagagcacggcctcctcctggagaaggtgggccctgagctcc 
tgccaccccccaaacacaccttcgaagttcgggcmaaactgrcctgaagaccatctgca 

ctgttcagtccagctgggagctgaagaggctggccagtgaaattcctgtcttggaggaat 
45 tcccactggtgcctatctgtgtggctgacaagatcaactatggggtcctggactggcagc 
gccatggagcccggcgcatgatccgtcactacctcaacctggacacctgcctgtcgcagg 
ccttcgagatgagcaggtactttcacattcccattgggaacctaccagaggacatctcca 
cattcggctccgacctcttctttgcccgccacctccagcgccacaaccacctgctctggc 
tgtcccctacagcccgccctgacctgggtggaaaggaggctgatgacaactgtcttgtca 
50 tggagttcgatgaccaagccactgttgagatcaacagttcaggctgttactccacagtgt 
gtgtggagctggaccttcagaacctggccgtcaacaccattctccagtctcaccatgtca 
acgacatggagggggccgacagcatggggatcagcttcgacgtgatccagcaggcctccc 
tggaggacatgatcacgggtggtcaggctgccagtgccccggccagctacgatgagacag 
ccctgtgctctaacaccttcaggatcctgaagagcatggtcgtgggctgggtgaaggaga 
5 5 tcacccagtaccacaacatctatgcagacaaccaggtgatgcacttctaccgctggcttc 
ggtcgccatcctctctgcttcatgaccctgccctgcaccgcacactccacaacatgatga 

ccaacttcaaccgcatcatcctctgtacaaagaagcgccgtgtggaagatgccatcgctt 
acgtggagtacatcaccagcagcatccattcaaaggagaccttccattctctgacaattt 

60 ctttctctcgatgctgggaatttcttctctggatggatccatctaactatggcggaatca 
aaggaaaagtttcatctcgtattcactgtggactgcaagactcccagaaagcagggggag 
cagaggatgagcaggaaaatgaggacgatgaggaggaaaga6atggggaggaggaggaag 
aggcggaggaatccaacgtggaggatttactggaaaacaactggaacattttgcagtttt 
tgccacaggcagcctcctgccagaactacttcctcatgattgtttcagcgtacatcgtgg 

65 ccgtgtaccactgcatgaaggacgggctgaggcgcagtgctccagggagcacccccgtga 
ggaggaggggggcca6ccagctctcccaggaggccgagggggcggtcggagcccttcccg 
gaatgatcaccttctctcaggattatgtcgcaaatgagctcactcagagcttcttcacca 
tcactcagaagattcagaagaaagtcacaggctctcggaactccactgagctctcaSaga 
tgtttcctgtcctccccggttcccacttgctgctcaataaccctgccctggagttcatca 

70 aatacgtgtgcaaggtgctgtccctggacaccaacatcacaaaccaggtgaataagctga 
accgagacctgcttcgcctggt6gatgtcggcgagttctcc6aggaggcccagttccgag 
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ACCCCTGCCGCTCCTACGTGCTTCCTGAGGTCATCTGCCGCAGCTGTAACTTCTGCCGCG 
ACCTGGACCTGTGTAAAGACTCTTCCTTCTCAGAGGATGGGGCGGTCCTGCCTCAGTGGC 
TCTGCTCCAACTGTCRGGCGCCCTACGACTCCTCTGCCATCGAGATGACGCTGGTGGAAG 
TTCTACAGAAGAAGCTGATGGCCTTCACCCTGCAGGACCTGGTCTGCCTGAAGTGCCGCG 
GGGTGAAGGftGACCAGCATGCCTGTGTACTGCACGTGCGCGGGAGACTTCGCCCTCACCA 
TCCACACCCAGGTCTTCATGGAACAGATCGGAATATTCCGGAACATTGCKCAGCACTACG 
GCATGTCGTACCTCCTGGAGACCCTGGAGTGGCTGCTGCAGAAGRACCCACAGCTGGGCC 
ATTAGCCAGCCC 

>H_1.0.0 120S0 Homo sapiens 3-hydroxyateroid epimerase (RODH) , mRNA or: gi-19743807/// 
[Hunian_jongleur_201102.4709.Cl) [SEQ ID NO: 327] 
AGCAGTTGGGGCAGGAGGAAGCCGACTGCTGCCTGGTCTGCAAAGAAGTCCTTTCAAGTC 
TCTAGGACTGGACTCTTCCTAAGCAAGTCCGAGAAGGAAGCACCCTCACTATGTGGCTCT 
ACCTGGCGGCCTTCGTGGGCCTGTACTACCTTCTGCACTGGTACCGGGAGAGGCAGGTGG 
TGAGCCACCTCCAAGACAAGTATGTCTTTATCACGGGCTGTGACTCGGGCTTTGGGAACC 
TGCTGGCCAGACAGCTGGATGCACGAGGCTTGAGAGTGCTGGCTGCGTGTCTGACGGAGA 
AGGGGGCCGAGCAGCTGAGGGGCCAGACGTCTGACAGGCTGGAGACGGTGACCCTGGATG 
TTACCAAGATGGAGAGCATCGCTGCAGCTACTCAGTGGGTGAAGGAGCATGTGGGGGACA 
GAGGACTCTGGGGACTGGTGAACAATGCAGGCATTCTTACACCAATTACCTTATGTGAGT 
GGCTGAACACTGAGGACTCTATGAATATGCTCAAAGTGAACCTCATTGGTGTGATCCAGG 

GCATTCTGGGAAGAGTTGCTTTCTTTGTAGGAGGCTACTGTGTCTCCAAGTATGGAGTGG 
AAGCCTTTTCAGATATTCTGAGGCGTGAGATTCAACATTTTGGGGTGAAAATCAGCATAG 
TTGAACCTGGCTACTTCAGAACGGGAATGACAAACATGACACAGTCCTTAGAGCGAATGA 
AGCAAAGTTGGAAAGAAGCCCCCAAGCATATTAAGGAGACCTATGGACAGCAGTATTTTG 
ATGCCCTTTACAATATCATGAAGGAAGGGCTGTTGAATTGTAGCACAAACCTGAACCTGG 
TCACTGACTGCATGGAACATGCTCTGACATCGGTGCATCCGCGAACTCGATATTCAGCTG 
GCTGGGATGCTAAATTTTTCTTCATCCCTCTATCTTATTTACCTACaTCACTGGCAGACT 
ACATTTTGACTAGATCTTGGCCCAAACCAGCCCAGGCAGTCTAAAGAAAACTGGGTTGGT 
GCTTCTTGGAATGAAGGCAAAAATCTGAAATTGTTAGTGTCTCAGTAATCCTGATTTAGA 
ACCCAGGCTTTTTGTAACAATGTGTTTTCTTGCCTAAATTCATTTATCTGGCATCATCAG 
AGTACTAACATGTTTATATTTCAGATATCCSUVAGCTTACCACTTTAGGTGATGAATCTTT 
ACTATTTTAGCCCTTTTTTGATGAGACTATTTGTCTAAAGTGAATCATTTGTTCTTGCCT 
TATTAAACaGAGTAGATGGAAAAaUVTTTAACCTATTTTGAAGTCATTTCTTTATGAATA 
TGAATAATTGTTCTATGCTTTAATAATCTATTGTGAGGAAACTACTAAGAAATATGTTGG 
TGTGTTTGTCCTTACTTGAAATGGGTCTGTATTATGGTACTTTTAATAAATATTTGATTT 



>H_1.0.0_43235 Human mRNA for liver alcohol dehydrogenase (EC 1.1.1.1) gamma 2 subunit f rom ADH3 

locus si: gi-28403/// [Huraan_jongleur_201l02.cl. 2404. singlet] [SEQ ID NO: 329] 

GATGCACTCAAGCAGAGAAGAAATCCACAAGTACTCACCAGCCTCCTGGTCTGCAGA6AA 

GACRGAATCAATATGAGCACAGCAGGAAAAGTAATCAAATGCAAAGCAGCTGTGCTATGG 

GAGTTAAAGAAACCCTTTTCCATTGAGGAGGTAGAGGTTGCACCTCCTAAGGCTCATGAA 

GTTCGCATTAAGATGGTGGCTGCAGGAATCTGTCGTTCAGATGAGCATGTGGTTAGTGGC 

AACCTGGTGACCCCCCTTCCTGTGATTTTAGGCCATGAGGCAGCCGGCATCGTGGAAAGT 

GTTGGAGAAGGGGTGACTACAGTCAAACCAGGTGATAAAGTCATCCCGCTCTTTACTCCT 

CAGTGTGGAAAATGCAGAATTTGC3U^AAACCCAGAAAGCaACTACT6CTTGAAAAATGAT 

CTAGGCAATCCTCGGGGGACCCTGCAGGATGGCACCAGGAGGTTCACCTGCAGCGGGAAG 

CCCATCCACCACTTCGTCGGCGTCAGCACCTTCTCCCAGTACACAGTGGTGGATGAGAAT 

GCAGTAGCCAAAATTGATGCAGCCTCGCCCCTGGAGAAAGTCTGCCTCATTGGCTGTGGA 

TTTTCGACTGGTTATGGGTCTGCAGTCAAAGTTGCCAAGGTCACCCCAGGGTCTACCTGT 

GCTGTGTTTGGCCTGGGAGGGGTCGGCCTATCTGTTGTTATGGGCTGTAAAGCAGCTGGA 

GCAGCCAGAATCATTGCTGTGGACATCAACAAGGACAAATTTGCAAAGGCTAAAGAGTTG 

GGTGCCACTGAATGCATCAACCCTCAAGACTACAAGAAACCCATTCAGGAAGTGCTAAAG 

GAAATGACTGATGGAGGTGTGGATTTTTCGTTTGAAGTCATCGGTCAGCTT6ACACCAT6 

ATGGCTTCCCTGTTATGTTGTCATGAGGCATGTGGCACAAGTGTCATTGTAGGGGTACCT 

CCTGATTCCCS«SAACCTCTCAATAAACCCTATGCTGCTACTGACTGGACGCACGTGGAAA 

GGAGCTATTTTTGGAGGCTTTAAGAGTAAAGRATCTGTCCCCAAACTT6TGGCTGACTTT 

ATGGCTAAGAAGTTTTCACTGGATGCATTAATAACAAATGTTTTACCTTTTGAAAAAATA 

AATGAAGGATTTGACCTGCTTCGCTCTGGAAAGAGTATCCGTACCGTCCTGACGTTTTGA 

AACAATACAGATGCCTTCCCTTGTAGCAGTTTTCAGCCTCCTCTACCCTACATGATCTGG 

AGCAACAGCTAGGAAATATCATTAATTCTGCTCTTCAGAGATGTTAAAAATAAATTACAC 

GTGGGAGCTTTCCAAAGAAATGGAAATTGATGGGAAATTATTTGTCAAGCAAATGTTTAA 

AATCCAAATGAGAACTAAATAAAGTGTTGAACATCAACTGGGGAATTGAAGCCAATAAAC 

CTTCCTTCTTAACCATT 

>H_1.0.0_111B8 Homo sapiens synaptoneraal complex protein 3 (SYCP3) , mRNA cr: gi-24233579/// 
[Human_jongleur_201102.4259.C3] [SEQ ID NO: 330] 
TTGCCTCAGAAGCGTCGCGGAGAAGGGGCCACCTCAGGTGAAGCGCGCTTGTGGAGGA6T 
TGTGGAGGACGCCTGTCGACGACCAGTAACTGGTCCTCGGCCATTGCGGTGTGTTTCAGT 
CAGGAAGCATCTAAATATGGTGTCCTCCGGAAAAAAGTATTCCAGGAAATCTGGGAAGCC 
GTCTGTGGAAGATCAGTTTACGAGAGCCTATGACTTTGAGACTGAAGATAAGAAAGATCT 
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AGGAGTTGGAGTTGACATTAACAAGGCTCTTCTTGCCAAGAGAAAGAGACTAGAAATGTA 
TACCAAGGCTTCTCTCRAAACTAGTAACCAGAAAATTGAACATGTTTGGAAAACACAACA 
AGATCAAAGGCAGAAGCTTAACCAAGAATATTCTCAGCAGTTTCTGACTTTGTTTCAGCA 
GTGGGATTTAGATATGCAGAAAGCTGAGGAACAAGAAGAAAAAATACTTAATATGTTTCG 
5 ACAGCRACAAAAGATTCTTCAACAATCTAGAATTGTTCAGAGCCAGAGATTGAAAACAAT 
TAAACAGTTATATGAGCAGTTCATAAAGAGTATGGAAGAGTTGGAGAAGAATCATGATAA 
TCTACTTACTGGTGCACAAAATGAATTTAAAAAAGAAATGGCTATGTTGCAAAAAAAAAT 
TATGATGGAAACTCAGCAGCAAGAGATAGCAAGTGTTCGGAAGTCTCTTCAATCCATGTT 
ATTCTGATGACTCTTTGAAGAAAGAACTTGAACCTAAGTAATATGATACAATTATAACGT 
1 0 TAGCTAAGAAGCATATTGTAAGTCTTTAGAATAGTTTAATTGTAACATCTTTAATCATAA 
ACCTGTTTCATTGTAAGACCTCCCTTTCTGTTAAGTCAAATCTAAATAGTTATGAGTTAG 
TTAGCAACTATTCCTAAAGAATATGTATTAAGCTTTCAGCTCTTTAGTAATGATAGTGAA 
TTTTTCTCTCTAACACTGTCAATTAAATAAAGAaSATTTAATTT 

>H_1.0.0_23435 Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 2 
15 (SIiC2A2), mRNA cr: gi-4557850/// [Human_3ongleur_201102 . 11033 .CI] [SEQ ID HO: 331] 
TCTGGTTTGTAACTTATGCCTAAGGGACCTGCTCCCaTTTTCTTTCCTAGTGGAACAAAG 
GTATTGAAGCa«:AGGTTGCTGAGGCAAAGCACTTATTGATTAGATTCCCATCAftTATTC 
AGCTGCCGCTGAGAAGATTAGACTTGGACTCTCRGGTCTGGGTAGCCCAACTCCTCCCTC 

20 AGGAGCTAGTCAGGTGCATGTGCCACACTCACACAAGACCTGGAATTGACAGGACTCCCA 

ACTAGTACRATGACAGAAGATAAGGTCACTGGGACCCTGGTTTTCACTGTCATCACTGCT 

GTGCTGGGTTCCTTCCAGTTTGGATATGACATTGGTGTGATCAATGCACCTCAACAGGTA 

ATAATATCTCACTATAGACATGTTTTGGGTGTTCCACTGGATGACCGAAAAGCTATCAAC 

AACTATGTTATCAACAGTACAGATGAACTGCCCACAATCTCATACTCAATGAACCCAAAA 
25 CCAACCCCTTGGGCTGAGGAAGAGACTGTGGCAGCTGCTCAACTAATCACCftTGCTCTGG 

TCCCTGTCTGTATCCaGCTTTGCAGTTGGTGGAATGACTGCATCATTCTTTGGTGGGTGG 

CrrGGGGACACACTTGGAAGAATCAAAGCCATGTTAGTAGCAAACATTCTGTCATTAGTT 

GGAGCTCTCTTGATGGGGTTTTCaAAATTGGGACCaTCTCATATACTTATAATTGCTGGA 

AGAAGCATATCAGGACTATATTGTGGGCTAATTTCAGGCCTGGTTCCTATGTATATCGGT 
3 0 GAAATTGCTCCAACCGCTCTCAGGGGAGCACTTGGCACTTTTCATCAGCTGGCCATCGTC 

ACGGGCATTCTTATTAGTCAGATTATTGGTCTTGAATTTATCTTGGGCAATTATGATCTG 

TTCTGTCCAGAAAGCCCCAGATACCTTTACATCAAGTTAGATGAGGAAGTCAAAGCAAAA 
CAAAGCTTGAAAAGACTCAGAGGATATGATGATGTCACCAAAGATATTAATGAAATGAGA 
3 5 AAAGAAAGAGAAGAAGCATCGAGTGAGCAGAAAGTCTCTATAATTCAGCTCTTCACCAAT 
TCCAGCTACCGACAGCCTATTCTAGTGGCACTGATGCTGCATGTGGCTCAGCAATTTTCC 
GGAATCAATGGCATTTTTTACTACTCAACCAGCATTTTTCAGACGGCTGGTATCAGCAAA 

TTCCTTGTGGAGAAGGCAGGGCGACGTTCTCTCTTTCTAATTGGAATGAGTGGGATGTTT 
40 GTTTGTGCCATCTTCATGTCAGTGGGACTTGTGCTGCTGAATAAGTTCTCTTGGATGAGT 

TATGTGAGCATSATAGCCATCTTCCTCTTTGTCAGCTTCTTTGAAATTGGGCCAGGCCCG 

ATCCCCTGGTTCATGGTGGCTGAGTTTTTCAGTCAAGGACCACGTCCTGCTGCTTTAGCA 

ATAGCTGCATTCAGCAATTGGACCTGCAATTTCATTGTAGCTCTGTGTTTCCAGTACATT 

GCGGACTTCTGTGGACCTTATGTGTTTTTCCTCTTTGCTGGAGTGCTCCTGGCCTTTACC 
45 CTGTTCACATTTTTTAAAGTTCCAGAAACCAAAGGAAAGTCTTTTGAGGAAATTGCTGCA 

GAATTCCAAAAGAAGAGTGGCTCAGCCCACAGGCCAAAAGCTGCTGTAGAAATGAAATTC 

CTAGGAGCTACAGAGACTGTGTAAAAAAAAAACCCTGCTTTTTGACATGAACAGAAACAA 

TAAGGGAACCGTCTGTTTTTAAATGATGATTCCTTGAGCATTTTATATCCACATCTTTAA 

GTATTGTTTTATTTTTATGTGCTCTCATCAGAAATGTCATCAAATATTACCAAAAAAGTA 
50 TTTTTTTAAGTTAGAGAATATATTTTTGATGGTAAGACTGTAATTAAGTAAACCAAAAAG 

GCTAGTTTATTTTGTTACACTAAAGGGCAGGTGGTTCTAATATTTTTAGCTCTGTTCTTT 

ATAACMGGTTCTTCTAAAATTGAAGAGATTTCAACATATCATTTTTTTAACACATAACT 

AGAAACCTGAGGATGCAACAAATATTTATATATTTGAATATCATTAAATTGGAATTTTCT 

TACCCATATATCTTATGTTAAAGGAGATATGGCTAGTGGCAATAAGTTCCATGTTAAAAT 
5 5 AGACAACTCTTCCATTTATTGCACrCAGCTTTTTTCTTGAGTACTAGAATTTGTATTTTG 

CTTAAAATTTTACTTTTGTTCTGTATTTTCATGTGGAATGGATTATAGAGTATACTAAAA 

AATGTCTATAGAGAAAAACTTTCATTTTTGGTAGGCTTATCJ^AAATCTTTCAGCACTCAG 

AAAAGAAAACCATTTTAGTTCCTTTATTTAATGGCCAAATGGTTTTTGCJiAGATTTAACA 

CTAAAAAGGTTTCACCTGATCATATAGCGTGGGTTATCMTTAACATTAACATCTATTAT 
60 AAAACCATGTTGATTCCCTTCTGGTACAATCCTTTGAGTTATAGTTTGCTTTGCTTTTTA 

ATTGAGGACAGCCTGGTTTTCACATACACTCAAACAATCATGAGTCAGACATTTGGTATA 

TTACCTCS^TTCCTAATAAGTTTGATCAAATCTAATGTAAGAAAATTTGAAGTAAAGGA 

TTGATCACTTTGTTAAAAATATTTTCTGAATTATTATGTCTCAAAATAAGTTGAAAAGGT 

65 TTTATCAAAATCCCTATTTAATTTTCCTGGAAAGACTGATTGTTTTATGGTGTGTTCCTA 

ACATAAAATAATCGTCTCCTTTGACATTTCCTTCTTTGTCTTAGCTGTATACAGATTCTA 

GCCAAACTATTCTATGGCCATTACTAACACGCATTGTACACTATCTATCTGCCTTTACCT 

ACATAGGCAAATTGGAAATACACAGATGATTAAACAGACTTTAGCTTACAGTCAATTTTA 

CAATTATGGAAATATAGTTCTGATGGGTCCCAAAAGCTTASCAGGGTGCTAACGTATCTC 
70 TAGGCTGTTTTCTCCACCAACTGGAGCACTGATCAATCCTTCTTATGTTTGCTTTAATGT 

GTATTGAAGAAAAGCACTTTTTAAAAAGTACTCTTTAAaAGTGAAATAATTAAAAACCAC 
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AGGAGTTGGAGTTGACATTAACAAGGCTCTTCTTGCCAAGAGAAAGAGACTAGAAATGTA 
TACCAAGGCTTCTCTCAAAACTAGTAACCAGAAAATTGAACATGTTTGGAAAACACAACA 
AGATCAAAGGCAGAAGCTTAACCAAGAATATTCTCAGCAGTTTCTGACTTTGTTTCAGCA 
GTGGGATTTAGATATGCAGAAAGCTGAGGAACAAGAAGAAAAAATACTTAATATGTTTCG 
ACAGCAACAAAAGATTCTTCAACAATCTAGAATTGTTCAGAGCCAGAGATTGAAAACAAT 
TAAACAGTTATATGAGCAGTTCATAAAGAGTATGGAAGAGTTGGAGAAGAATCATGATAA 
TCTACTTACTGGTGCACAAAATGAATTTAAAAAAGAAATGGCTATGTTGCAAAAAAAAAT 
TATGATGGAAACTCAGCAGCAAGAGATAGCAAGTGTTCGGAAGTCTCTTCAATCCATGTT 
ATTCTGATGACTCTTTGAAGAAAGAACTTGAACCTAAGTAATATGATACAATTATAAOST 
TAGCTAAGAAGCaTATTGTAAGTCTTTAGAATAGTTTAATTGTAACATCTTTAATCATAA 
ACCTGTTTCATTGTAAGACCTCCCTTTCTGTTAAGTCAAATCTAAATAGTTATGAGTTAG 
. TTAGCAACTATTCCTAAAGAATATGTATTAAGCTTTCaGCTCTTTAGTAATGATAGTGAA 
TTTTTCTCTCTAACACTGTCAATTAAATAAAGACGATTTAATTT 

>H_1.0.0_23435 Homo sapiens solute carrier family 2 (facilitated glucose transporter), 
(SLC2A2), mRNA crt gi-4557850/// [Human_jongleur_201102 .11033 .CI] [SEQ ID HO: 331] 
TCTGGTTTGTAACTTATGCCTAAGGGACCTGCTCCCATTTTCTTTCCTAGTGGAACAAAG 
GTATTGAAGCCACAGGTTGCTGAGGCAAAGCACTTATTGATTAGATTCCCATCAATATTC 

TCCTTGCTCCTCCTCCTGCAATGCATAACTAGGCCTAGGCAGAGCTGCGAATAAACAGGC 
AGGAGCTAGTCAGGTGCATGTGCCACACTCACACAAGACCTGGAATTGACAGGACTCCCA 
ACTAGTACAATGACAGAAGATAAGGTCACTGGGACCCTGGTTTTCACTGTCATCACTGCT 
GTGCTGGGTTCCTTCCAGTTTGGATATGACATTGGTGTGATCAATGCACCTCAACAGGTA 
ATAATATCTCACTATAGACATGTTTTGGGTGTTCCACTGGATGACCGAAftAGCTATCAAC 
AACTATSTTATCAACAGTACAGATGAACTGCCCACAATCTCATACTCAATGAACCCAAAA 
CCAACCCCTTGGGCTGAGGAAGAGACTGTGGCAGCTGCTCAACTAATCACCATGCTCTGG 
TCCCTGTCTGTATCCAGCTTTGCAGTTGGTGGAATGACTGCATCATTCTTTGGTGGGTGG 
CTTGGGGACACACTTGGAAGAATCAAAGCCATGTTAGTAGCAAACATTCTGTCATTAGTT 
GGAGCTCTCITGATGGGGTTTTCAAAATTGGGACCATCTCATATACTTATAATTGCTGGA 
AGAAGCATATCAGGACTATATTGTGGGCTAATTTCAGGCCTGGTTCCTATGTATATCGGT 
GAAATTGCTCCAACCGCTCTCAGGGGAGCACTTGGCACTTTTCATCAGCTGGCCATCGTC 
ACGGGCATTCTTATTAGTC7VGATTATTGGTCTTGAATTTATCTTGGGCAATTATGATCTG 
TGGCACATCCTGCTTGGCCTGTCTGGTGTGCGAGCCATCCTTCAGTCTCTGCTACTCTTT 
TTCTGTCCAGAAAGCCCCAGATACCTTTACATCAAGTTAGATGAGGAAGTCAAAGCAAAA 
CAAAGCTTGAAAAGACTCAGAGGATATGATGATGTCACCAAAGATATTAATGAAATGAGA 
AAAGAAAGAGAAGAAGCATCGAGTGAGCAGAAAGTCTCTATAATTCAGCTCTTCACCAAT 
TCCAGCTACCGACAGCCTATTCTAGTGGCACTGATGCTGCATGTGGCTCAGCAATTTTCC 
GGAATCAATGGCATTTTTTACTACTCAACCAGCATTTTTCAGACGGCTGGTATCAGCAAA 
CCTGTTTATGOIACCATTGGAGTTGGCGCTGTAAACATGGTTTTCACTGCTGTCTCTGTA 
TTCCTTGTGGAGAAGGCAGGGCGACGTTCTCTCTTTCTAATTGGAATGAGTG6GATGTTT 

TATGTGAGCATGATAGCCATCTTCCTCTT 
ATCCCCTGGTTCATGGTGGCTGAGTTTTI 

ATAGCTGCATTCAGCAATTG6ACCTGCAATTTCATTGTAGCTCTGTGTTTCCAGTACATT 
GCGGACTTCTGTGGACCTTATGTGTTTTTCCTCTTTGCTGGAGTGCTCCTGGCCTTTACC 
CTGTTCAOiTTTTTTAAAGTTCCAGAAACCa^GGAAAGTCTTTTGAGGAAATTGCTGCA 
GAATTCCAftAAGAAGAGTGGCrCJ«3CCCACAGGCCAAAAGCTGCTGTAGAAATGAAATTC 
CTAGGAGCTACAGAGACTGTGTAAAAAAAAAACCCTGCTTTTTGACATGAACAGAAACAA 
TAAGGGAACCGTCTGTTTrTAAATGATGATTCCTTGAGCATTTTATATCCACATCTTTAA 
GTATTGTTTTATTTTTATGTGCTCTCATCAGAAATGTCATCAAATATTACCAAAAAAGTA 
TTTTTTTAAGTTAGAGAATATATTTTTGATGGTAAGACTGTAATTAAGTAAACCAAAAAG 
GCTAGTTTATTTTGTTACACTAAAGGGCAGGTGGTTCTAATATTTTTAGCTCTGTTCTTT 
ATAACAAGGTTCTTCTAAAATTGAAGAGATTTCAACATATCATTTTTTTAACACATAACT 
AGAAACCTGAGGATGCAACAAATATTTATATATTTGAATATCATTAAATTGGAATTTTCT 
TACCCATATATCTTATGTTAAAGGAGATATGGCTAGTGGCAATAAGTTCCATGTTAAAAT 
AGACAACTCTTCCATTTATTGCACTCAGCTTTTTTCTTGAGTACTAGAATrTGTATTTTG 



AATGTCTATAGAGAAAAACTTTCATTTTTGGTAGGCTTATCAAAATCTTTCAGCACTCAG 
AAAAGW««.CCATTTTAGTTCCriTTATTTAATGGCCAAATGGTTTTTGCAAGATTTAACA 
CTAAAAAGGTTTCACCTGATCATATAGCGTGGGTTATCAGTTAACATTAACATCTATTAT 

AAAACCATGTTGATTCCCTTCTGGTACAATCCTTTGAGTTATAGTTTGCTTTGCTTTTTA 
ATTGAGGACAGCCTGGTTTTCACATACACTCAAACAATCATGAGTCAGACATTTGGTATA 
TTACCTCAAATTCCTAATAAGTTTGATCAAATCTAATGTAAGAAAATTTGAAGTAAAGGA 
TTGATCACTTTGTTAAAAATATTTTCTGAATTATTATGTCTCAAAATAAGTTGAAAAGGT 
AGGGTTTGAGGATTCCTGAGTGTGGGCTTCTGAAACTTCATAAATGTTCAGCTTCAGACT 
TTTATCAAAATCCCTATTTAATTTTCCTGGAAAGACTGATTGTTTTATGGTGTGTTCCTA 
ACATAAAATAATCGTCTCCTTTGACATTTCCTTCTTTGTCTTAGCTGTATACAGATTCTA 
GCCAAACTATTCTATGGCCATTACTAACACGCATTGTACACTATCTATCTGCCTTTACCT 
ACATAGGCAAATTGGAAATACACAGATGATTAAACAGACTTTAGCTTACAGTCAATTTTA 
CAATTATGGAAATATAGTTCTGATGGGTCCCAAAAGCTTAGCAGGGTGCTAACGTATCTC 
TAGGCTGTTTTCTCCACCAACTGGAGCACTGATCAATCCTTCTTATGTTTGCTTTAATGT 
GTATTGAAGftAAAGCACTTTTTAAAAAGTACTCTTTAAGAGTGAAATAATTAAAAACCAC 
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TGAACATTTGCTTTGTTTTCTAAAGTTGTTCACATATATGTAATTTAGCAGTCCAftAGAA 
CAAGAAATTGTTTCTTTTC 

>gi|450450a|ref |NM|000198.i| Homo sapiens hydroxy-delta-5-steroid dehydrogenase, 3 beta- and steroid 
delta-isomerase 2 (HSD3B2) , mRHA [SEQ ID NO: 333] 
GRGGCAGTAAGGACTTGGACTCCTCTGTCCAGCTTTTAACAATCTAAGTTACGGTTACCC 

TTTCCTGCTACTTTGGATTGGCCACGATGGGCrGGAGCTGCCTTCTGACAGGAGCACSGAG 



GGGCCTTGGACAAGGCCTTCAGACCAGAATTGAGAGAGGAATTTTCTAA 
GGACCAAGCTGACTGTACTTGAAGGAGACATTCTGGATGAGCCATTCCTGAAAAGAGCCT 
GCCAGGACGTCTCGGTCGTCATCCACACCGCCTGTATCATTGATGTCTTTGGTGTCACTC 
ACAGAGAGTCCATCATGAATGTCAATGTGAAAGGTACCCAGCTACTGTTGGAGGCCTGTG 
TCCAAGCCAGTGTGCCAGTCTTCATCTACACCAGTAGCATAGAGGTAGCCGGGCCCAACT 
CCTACAAGGAAATCRTCCAGAACGGCCACGAAGAAGAGCCTCTGGAAAACACATGGCCCA 



ATCTAAAAAATGGTGATACCTTGTACACTTGTGCGTTAAGACCCACATATATCTATGGGG 
AAG6AGGCCCATTCCTTTCTGCCAGTATAAATGAGGCCCTGAACAAC7\ATGGGATCCTGT 
CAAGTGTTGGAAAGTTCTCTACAGTCAACCCAGTCTATGTTGGCAACGTGGCCTGGGCCC 
ACATTCTGGCCTTGAGGGCTCTGCGGC3RCCCCAAGAAGGCCCCAAGTGTCCGAGGTCAAT 
TCTATTACATCTCAGATGACACGCCTCACCAAAGCTATGATAACCITAATTACRTCCTGA 
GCAAAGAGTTTGGCCTCCGCCTTGATTCCAGATGGAGCCTTCCTTTAACCCTGATGTACT 
GGATTGGCTTCCTGCTGGAAGTAGTGAGCTTCCTACTCAGCCCAATTTACTCCTATCAAC 
CCCCCTTCAACCGCCACACAGTCACATTATCAAATAGTGTGTTCACCTTCTCTTACAAGA 
AGGCTCAGCGAGATCTGGCGTATAAGCCACTCTACAGCTGGGAGGAAGCCAAGCAGAAAA 
CCGTGGAGTGGGTTGGTTCCCTTGTGGACCGGCACAAGGAGACCCTGAAGTCCAAGACTC 
AGTGATTTAAGGATGACAGAGATGTGCATGTGGGTATTGTTAGGAAATGTCATCAAACTC 

TTTCACACAATGCCC^ACTTACTGTCrrCTTOiTGTCATCAAAATCTGCACAGTCACTGG 
CCCAACCAGAACTTTCTGTCCTAATCRTACACCAGAAGACAAACAATATGATTTGCTGTT 
ACCAAATCTCAGTGGCTGATTCTGAACAATTGTGGTCTCTCTTAACTTGAGGTTCTCTTT 
TGACTAATAGAGCTCCATTTCCCCTCTTAAATGAGAAAGCaTTTCTTTTCTCTTTAATCT 
CCTATTCCTTCACACAGTTCAACATAAAGRGCAATAAATGTTTTAATGCTTAA 

>H_1.0.0_2392 Homo sapiens hydroxysteroid (17-beta) dehydrogenase 2 (HSD17B2) , mRHA cr: 
4504502/// [Human_jongleur_201102.518.Cl] [SEQ ID NO: 334] 
CTGGGAATATGATTATGCTTAATCTATGCTCAGTCGAAAGGGGCTGGGGCTGCTTTCTCC 

TAGACTCACTGGCCCTGAGCACTTGAAGGTGCAGCAAGTCACTGAGAATGAGCACTTTCT 
TCTCGGACACAGCATGGATCTGCCTGGCTGTCCCCACAGTACTATGTGGGACAGTATTTT 
GCAAATACAAGAAGAGCTCAGGGCAGCTGTGGAGCTGGATGGTCTGCCTGGCAGGCCTCT 
GTGCAGTCTGCCTGCTCATCCTGTCCCCTTTTTGGGGCTTGATCCTCTTCTCGGTGTCAT 
GCTTCCTCATGTATACTTACTTATCTGGCCAAGAATTGTTACCTGTGGATCAGAAGGCRG 
TCCTGGTGACAGGTGGTGATTGCGGGCTTGGCCATGCTTTGTGCAAGTATCTGGATGAGC 
TGGGCTTCACGGTATTTGCCGGAGTTTTGAATGAAAATGGCCCAGGAGCTGAGGAATTGC 
GAAGAACCTGCTCTCCGCGCCTCTCGGTGCTCCAAATGGACATCACGAAGCCAGTGCAGA 
TAAAAGATGCTTACAGCAAGGTTGCAGCAATGCTGCAGGACAGAGGACTGTGGGCTGTGA 
TCAACAATGCTGGGGTGCTTGGCTTTCCAACTGATGGGGAGCTTCTTCTTATGACTGACT 
ACAAACAATGCATGGCCGTGAACTTCTTTGGAACTGTGGAGGTCACAAAGACGTTTTTGC 
CTCTTCTTAGAAAATCCAAAGGGAGGCTGGTGAATGTCAGCAGCATGGGAGGAGGGGCCC 
CAATGGAAAGGCTGGCATCTTATGGCTCATCAAAGGCGGCTGTGACCATGTTCTCATCAG 
TTATGAGACTGGAGCTTTCCAAGTGGGGAATTAAAGTTGCTTCCATCCAACCTGGAGGCT 
TCCTAACAAATATCGCAGGCACCAGTGACAAGTGGGAAAAGCTGGAGAAGGACATTCTGG 
ACCaCCTCCCCGCTGAGGTACAGGAAGACTACGGCCAGGACTACATCTTAGCACAGCGGA 



TCCAGCATGCTATCTTGGCGAAGAGCCCTTTTGCCTATTACACGCCAGGGAAAGGCGCTT 
ACTTGTGGATCTGCCTTGCTCACTATTrGCCTATTGGCATATATGATTACTTTGCTAAAA 
GACATTTTGGCCAAGACAAGCCCATGCCCAGAGCTCTAAGAATGCCTAACTACAAGAAAA 

AGGCCACCTAGGCAATGGAAGCCCTCAAAGAAGTCGGAATGTCATAGTCTTGAAATGAAA 
GGGAAACTGGGAAACTGGGTTTCTCATTAAAGTTGTTTCCCACTCTGA 

>H_1.0.0_24692 Homo sapiens, Similar to TATA box binding protein (TBP) -associated factor, 

polymerase II, S, ISOkD, clone IMAGE :3S36799 , mRNA cr: gi-15559581/// 
[Huraan_jongleur_201102 .11703 .021 [SEQ ID NO; 335] 
GGCACGAGGGGCGGGTGGATGAACGCGGCCCTCTGTAATGGCGGAGCGTGGCGGGGACGG 
GGGCGAGAGTGAACGATTCAACCCGGGGGAGCTCAGGATGGCCCAACAGCAGGCCTTGAG 
GTTCCGAGGTCCGGCTCCCCCACCAAATGCAGTGATGCGAGGCCCACCACCTCTGATGCG 

ACGTCCTCCTTTTGATCCTAATATGCCGCCAATGCCTCCTCCAGGAGGGATACCTCCACC 
TATGGGCCCTCCACACCTCCAGAGAaa^CCTTTCATGCCTCCTCCCATGRGTTCCATGCC 

AGCACTACCTCCTACGGAGGAGATATGGGTTGAAAATAAAACTCCAGATGGGAAGGTTTA 
TTATTATAATGCTCGGACACGTGAATCTGCATGGACCAAGCCAGATGGAGTTAAGGTTAT 
TCAGCAATCAGAACTGACACCTATGCTTGCAGCCCAGGCACAGGTTCAGGCTCAGGCCCA 
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GGCGCAGGCTCAGGCCCAGGCGCAGGCTCAGGCCCAGGCACAAGCTCAGGCCCAGGCTCA 
GGCTCAGGCCCAGGCCCAGGCCCAGGCCCAGGCCCAGGCCCAAGCCCAAGCCCAGGCCCA 
GGCCCAGGCTCAGGCTCAGGCaCAAGCTCAGGCCCAGGCCCAGGCTCAGGTCCAGGCCCA 
GGTCCAGGCACAAGTGCAAGCACAAGCaGTTGGAGCTTCCACCCCTACGACCAGTAGCCC 
AGCACCTGCAGTATCCACTTCAACATCATCATCCACCCCTTCCTCTACCaCTTCTACCAC 
AACAACTGCTACTTCAGTTGCGCAGACAGTATCAACACCCACAACaCAAGATCAGACCCC 



TTCAGTACCTCAGCCAACAACAGCAATACCTGCTTTTCCACCAGTAATGGTACCTCCGTT 
TCGTGTTCCCCTTCCTGGCATGCCAATTCCACTTCCAGGTGTATTGCCAGGAATGGCCCC 
TCCTATCGTACCCATGATACATCCCCAGGTTGCTATTGCAGCTTCACCTGCTACCTTAGC 
TGGAGCAACAGCAGTTTCTGAATGGACTGAATATAAAACAGCAGATGGGAAGACATATTA 
TTATAATAATAGAACATTAGAATCAACCTGGGAAAAACCCCAAGAACTAAAGGAAAAAGA 
AAAGTTAGAAGAGAAGATTAAAGRGCCAATTAAAGAACCCTCTGAAGAGCCTCTGCCAAT 
GGAGACGGAGGAGGAGGATCCTAAAGAAGAGCCTATAAAGGAGATAAAGGRGGAGCCCAA 
AGAAGAGGAGATGACTGAAGAAGAAAAGGCTGCCCAGAAGGCAAAGCCAGTTGCTACTOC 
TCCTATTCETGGTACTCCATGGTGTGTCGTTTGGACTGGTGATGBGCGGGTCTTCTTTTA 
TAATCCCACCACTCGTCTTTCTATGTGGGACCGACCTGATGATCTGATTGGCAGGGCAGA 
TGTTGACAAAATTATTCAGGAGCCCCCTCATAAAAAAGGAATGGAGGAATTGAAGAAACT 
AAGGCACCCAACTCCGACAATGCTGTCGATCCAAAAGTGGCAATTCTCTATGAGTGCAAT 
TAAAGAGGAACAAGAATTAATGGAAGAAATTAATGAAGATGAGCCTGTTAAAGCAAAAAA 
ACGGAAGAGAGACGATAATAAAGACATTGACTCAGAGAAAGAAGCTGCCATGGAAGCTGA 
AATTAAAGCTGCTCGAGAAAGGGCCATTGTCCCTCTGGAGGCTCGAATGAAGCAGTTCAA 
GGACATGCTGCTAGAGAGAGGGGTGTCTGCTTTTTCAACGTGGGAGAAGGAGTTGCACAA 
GATAGTTTTTGATCCCCGGTACTTACTTCTCAATCCTAAAGAGAGAAAACAGGTGTTTGA 
TCAGTATGTAAAGACCAGGGCAGAGGAAGAACGCaGGGAAAAGAAfiAATAAAATAATGCA 
AGCCAAGGAAGATTTCAAAAAAATGATGGAAGAAGCAAAATTTAATCCJiAGAGCAACTTT 
TAGTGAATTTGCAGCCAAGCATGCTAAAGATTCABGATTCAAAGCAATTGAAAAGATGAA 
AGACCGAGAAGCCTTGTTTAATGAGTTTGTGGCCGCTGCTAGGAAGAAAGAGAAAGAAGA 
TTCGAAGACCAGAGGTGAGAAGATTAAATCGGATTTCTTTGAACTATTATCTAATCATCA 
CTTGGACAGTCAGTCTCGATGGAGCAAAGTAAAAGACSyiAGTAGAAAGTGATCCACGTTA 
CAAAGCAGTAGATAGTTCATCAATGAGAGAAGACCTTTTCAAACAGTACATTGAAAAAAT 
AGCCAAGAATTTAGACTCAGAAAAAGAAAAGGAGCTTGAAAGGCAAGCCCGCATTGAGGC 
AAGCCTTCGAGAACGAGAAAGGGAGGTTCAAAAGGCCCGTTCAGAACAAACAAAAGAAAT 
AGATCGAGAGAGAGAGCAGCACAAACGAGAAGAAGCTATCCAGAATTTCAAAGCTCTTCT 
GTCTGACATGGTACGTTCTTCAGATGTGTCATGGTCTGATACTCGTAGGACCCTCCGAAA 
AGATCACCGCTGGGAATCTGGATCCTTATTGGAAAGAGAGGAGAAAGAGAAGCTTTTTAA 
TGAAOWia^TTGAAGCACTTACaiAAAAAAAGAGAGAGCACTTrAGGCAACTTCTGGATGA 
AACTTCTGCAATTACCTTAACATCCACGTGGAAAGAAGTAftAAaAAATCATTAAGGAAGA 
TCCTCGATGTATTAAGTTCTCCTCCAGTGACAGGAAAAAACAAAGRGAATTTGAAGAATA 
TATOVGAGACa^TATATCACaGCa^GCTGACTTCAGGACGCTTTTGAAAGAGACCAA 
ATTTATAACATATAGTTAATTTAGTGAAAGATGTGAAAGTGAAAGCTTGTGAAAGATGCT 
GGGATTGGCAGCCCCGCAGACTGAAGTCCTCTGTTCATCCACAGAACAGATCCAAAAAAT 
TAATCCAAGAATCGGATCAGCACCTGAAAGATGTAGAAAAAATTTTACAGAATGACAAAC 
GGTATCTAGTACTGGACTGTGTGCCAGAGGAGAGGCGTAAACTGATTGTGGCATATGTTG 
ATGACCTGGATCGCCGGGGTCCACCCCCACCTCCCACAGCATCGGAGCCCACGAGACGAT 
CAACAAAATAATTCTAAATACTCTTCCATAGGGGCATCTATTCAAAATGCTTGC7VTGAGC 
CAATTTTCAGGTTTTTACATATATGTGCATTAGTCAACCTATTGCGAAACCATCTGACAA 
ACAGAAGGAGAAGCATTTGTGAACAGTTTCTGAACAGAACACTTTGGAAATATTTATGCT 
TTTCTTTGTGTGGCATGACTGACATACATACTCAAATATAGGCTCTCTCTAGTAAATCTT 
AAAATCTTGAAGCTAAAATTCATCCTTTTATGAGGTGTGGAAGTCAGTGACTTGGTGACG 
TTCTTCCTAGCAGTGTTAATACATGCAAGAAGTAAGAGCATTTGTGGCTTGAACTTGCCA 
GATGCAAATACCACAGACTCCAAGAAAACCCGAGTTGGGGTTTGTTTTGTTTTGATTTTT 
TTTTTTTTAAAGCGGGTAAAAGAGAAAACACTGAAAATTGAATTCTTATCTTCCAGAGGC 
TACAATTATTATAATGGACAATACTTTTACCTTTGTCTCTAAAGATCAGATTAGTTTTAT 
TTGTTCACTTACGTGCTTTGATTATCCCCTCTGAATTATAGACCGAGTCTTGTTGTTTAG 
CCTAAGAGAAGATTTATGTAGTAATTTCTTCTCAGGTATGGAACCACGGTCATAACTAAC 
ATGTTGGCCAGAATAGAACCACTGGTTAAACATATTTTATTCACCATTAAGTGATCTTTA 

TGTTTGAATGTTAAACTTTGTTGCTAAAGTTTAATTTTAAGATGTTTGAATGTTCAGTTT 
ATGTATTTGAACTACAATAAACCAACCCTTTTTATATAAG 

'[siQ"lD°No"336r° ^^^^^''^ albumin (ALB), raRNA cr= gi-B392890/// [Human_jongleur_201102 . 252 .C13] 

GAGCTCCATCCTGTGCTCAGGGGGTAGACGAGGGCCCCAATGGGCTGAAGCTCATCTCGG 

AAGTGATTGGGGAGCGCCTCGGCATCCCCATGAGTGTGCTGATGGGGGCCAACATTGCCA 

GCGAGGTGGCTGATGAGAAGTTCTGTGAGACAACCATTGGTGAGAGCCCCCTGGCACCTG 

CATACACAGTGCATCTAGTTGCATCCCCTCCCCAAACTGCCCCAACCCCACTTAGCCATC 

TCTTTCCCATAAGGCAGAGAAAGGAAAATACAAGCATCAGAGGTGAAGGAGGCTGGGACA 

CCCCCAGGGAAGGGGCTTCAGGGCCTTGCTTAGGGAAACACAGTGATGAGCCCTCCCTCA 

GAGTTGGTGCAGTGGCACACCTGTGGTCCCAGCTACTTAAGAGGCTGAGGTGGGAGGATC 

GCTTAAGCCCAGGAGTTTAAGTCCAGCCTGGGCAACAGAGAGAGACTCCCATCTCTATAA 
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AATAAATATTTTTTAAAAAGAGTCCTTCCCTCAAAGCCTTGCCCCCTCCTCACTTTAGGC 
TGCAAGGACCCGGCCCAGGACAACTCCTGAAAGAGCTGATGCAGACACCAAACTTCCGTA 
TCACAGTGGTGCAAGAGGTGGACACTGTAGRGATCTGTGGAGCCTTAAAGGTGAGAGGGG 
CACAGAGGCAGCTATGGGGTGAGGAGAAGGCCCCAAAGGAGGT.CTGGCTGAGCTCTGCAA 
GGCTGCAGGTACTCCAGGCTCTCACTATTGAGCAGTGGTTCCCCTTTCCTACCATGTCCC 
ATGCATATAGGAGGAGCTGCAGAAGCAAGGCCAGGGCCATTCAGGCGGCTGATTATTCAT 
CATCAGACCGTGGACCCCCTTGCTCCTGTCCCATTTTAGCCCCGTGTGGGACTCCCCACC 
CTCTGGCTCCAGGAGGTGGTCAGGGGGACAAGGRGATGCCCAGGCTAATGGGAGACAAAA 
CATCCTTGACACCCAGACAGACTAATGGCCAGAACTATGGATCCTGGACAGCTGTTGACT 
TAGGGCTTTACAATGGAATGGTCAATAGATGGGAAGATCflACTAGAGAGAAGAGTGGTTT 
TCRGAAAATGTCCTCGAGGAGGGAGTATGGGGCAGGGCTTAAGAAAGGGGGTGCAGCAAG 



TCATGGAGATGATAGCCTTCGCCftAGCTCTTCTGCAGTGGCCCTGTGTCCTCTGCCACCT 
TCTTGGAGAGCTGTGGTGTTGCTGACCTGATCACTACCTGCTATGGAGGGCGGAACCGGA 
AAGTGGCTGAGGCCTTTGCGCGTACAGGAAAGGTGGGCCCCGGGAGAAGGGAGAACAGAG 
GGGCGGCTCTGTAGGCATCCAGGTAGAGGTGCTTGGCGGGAGGCATCTCTGGAGCACAAA 
CATTAAGACTGTTGTGCACATCCCCATCCCTCTTTTCCTCCCAAGACCCCACTCCCATCT 
GAGCTCCAGTCTCTCCACCCCCTACTGACAACCCAGCTGCTCCCTTTTCCAAGCTTTACC 
CTGACCAGTCATGAGTGGATATTCTGAACCTGTTrCATACTGTCTTCTTCTAGGAGTCTT 

GCCTTTGGCACAATGAAGTGGGTAACCTTTATTTCCCTTCTTTTTCTCTTTAGCTCGGCT 
TATTCCAGGGGTGTGTTTCGTCGRGATGCaCACAAGAGTGAGGTTGCTCATCGGTTTAAA 

CAGTGTCCATTTGAAGATCATGTAAAATTAGTGAATGftAGTAACTGftATTTGCAAAAACA 
TGTGTTGCTGATGAGTCAGCTGAAAATTGTGACAAATCACTTCATACCCTTTTTGGAGAC 
AAATTATGCACAGTTGCAACTCTTCGTGAAACCTATGGTGAAATGGCTGACTGCTGTGCA 
AAACAAGAACCTGAGAGAAATGAATGCTTCTTGCAACACAAAGATGACAACCCAAACCTC 

ccccgattggtgagaccagaggttgatgtgatgtgcactgcttttcatcacaatgaagag 
acatttttgaaaaaatacttatatgaaattgccagaagacatccttacttttatgccccg 
gaactccttttctttgctaaaaggtataaagctgcttttacagaatgttgccaagctgct 
gataaagctgcctgCGtgttgccaaagctcgatgaacttcgggatgaagggaaggcttcg 
tctgccaaacagagactcaagtgtgccagtctccaaaaatttggagaaagagctttcaaa 
gcatgggcagtagctcgcctgagccagagatttcccaaagctgagtttgcagaagtttcc 
aagttagtgacagatcttacc3iaagtccrcacx3gaatgctgccatggagatctgcttgaa 
tgroctgatgacagggcggaccttgccaagtatatctgtgaaaatcaagattcgatctcc 
agtaaactgaaggaatgctgtgaaaaacctctgttggaaaaatcccactgcattgccgaa 
gtggaaaatgatgagatgcctgctgacttgccttcattagctgctgattttgttgaaagt 
aaggatgtttgcaaaaactatgctgaggcaaaggatgtcttcctgggcatgtttttgtat 
gaatatgcaagaaggcatcctgattactctgtcgtgctgctgctgagacttgccaagaca 
tatgaaaccactctagagaagtgctgtgccgctgcagatcctcatgaatgctatgccaaa 
gtgttcgatgaatttaaacctcttgtggaagagcctcagaatttaatcaaacaaaattgt 
gagctttttgagcagcttggagagtacaaattccagaatgcgctattagttcgttacacc 
aagaaagtaccccaagtgtcaactccaactcttgtagaggtctcaagaaacctaggaaaa 
gtgggcagcaaatgttgtaaacatcctgaagcaaaaagaatgccctgtgcagaagactat 
ctatccgtggtcctgaaccagttatgtgtgttgcat3agaaaacgccagtaagtgacaga 
gtcaccaaatgctgcacagaatccttggtgaacaggcgaccatgcttttcagctctggaa 
gtogatgaaacatacgttcccaaagagtttaatgctgaaacattcaccttccatgcagat 
atatgcacactttctgagaaggagagacaaatcaagaaacaaactgcacttgttgagctt 
gtgaaacacaagcccaaggcaacaaaagagcaactgaaagctgttatggatgatttcgca 

GCTTTTGTAGAGAAGTGCTGCAAGGCTGACGATAAGGAGACCTGCTTTGCCGAGGAGGGT 

aaaaaacttgttgctgcaagtcaagctgccttaggcttataacatcacatttaaaagcat 
ctcagcctaccatgagaataagagaaagaaaatgaagatcaaaagcttattcatctgttt 
ttctttttcgttggtgtaaagccaacaccctgtctaaaaaacataaatttctttaatcat 
tttgcctcttttctctgtgcttcaattaataaaaaatggaaagaatctaatagagtggta 

gttccagtgttctctcttattccacttcggtagaggatitctagtttctgtgggctaatt 
aaataaatcactaatactcttctaagttatggattataaacattcaaaataatattttga 
cattatgataattctgaataaaagaacaaaaaccatggtataggtaaggaatataaaaca 

TGGCTTTTACCT 

>H_1.0.0_3308 Homo sapiens regenerating islet -derived 1 alpha (pancreatic stone protein, pancreatic 

thread protein) (REGIA) , mRHA cr: gi-450S470/// [Human_jongleur_201102.65B . CI] [SEQ ID NO: 337] 

GCTGTAATGAAGCCTCAGTGGGATCCAAAGTTGTTTTTCAGTTACTGAGTCTGTATAATC 

CCCACTCTCAAGAGAAACATTTGAAGGTGTGGGTOTCTCAGAGGACCTTCCTGGTCTCAG 

AAATTCTGAGAGGAGGTTTTAAGGAAGGTAATAGGTGCTTTGCTCTCCATCTCTCAGAAC 

CCCCTTCCCTGTGTTCTCCTACAGAGATTGTTGATTTGCCTCTTAAGCAAGAGATTCATT 

GCAGCTCAGCATGGCTCAGACCAGCTCATACTTCATGCTGATCTCCTGCCTGATGTTTCT 

GTCTCAGAGCCAAGGCCAAGAGGCCCAGACAGAGTTGCCCCAGGCCCGGATCAGCTGCCC 

AGAAGGCACCAATGCCTATCGCTCCTACTGCTACTACTTTAATGAAGACCGTGAGACCTG 
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CCAGGCCGAGGGTGCCTTTGTGGCCTCACTGATTAAGGAGAGTGGCACTGATGACTTCAA 
TGTCTGGATTGGCCTCCATGACCCCAAAAAGAACCGCC3GCTGGCACTGGAGCAGTGGGTC 
CCTGGTCTCCTACAAGTCCTGGGGCATTGGAGCCCCAAGCAGTGTTAATCCTGGCTACTG 
5 TGTGAGCCTGACCTCAAGCACAGGATTCCAGAAATGGAAGGATGTGCCTTGTGAAGACAA 

GATaaGOU^TTACAACGGAGTCAAAAATTAAACOSGACCaTCTCTCaiACTayiCTCAA 



TCAGATGACTGTAAAATGAATAGATGAAATTCTTGCTTCTCGAAGATTTTCTTGGGCATC 
TCCCGGAAAGTGCGTTTTAAGGCGAAGTCATGATGTATTCTCCCATCTGTCTCACTCAGG 

1 5 ATGAATTTCACCCATTCATGGAAGCACTTCTTCCACATGTCCGTGCAATTGCCTATACTT 
GGTTCAACCTGCAGGCTCGAAAACGCAAGTACTTTAAAAAGCATGAGAAGCGAATGTCAA 
AGGATGAAGAAAGAGCAGTCAAAGATGAGCTTCTCAGTGAAAAGCCTGAAATCAAACAGA 
AGTGGGCATCCAGGCTCCTTGCCAAACTGCGCAAAGATATTCGCCAGGAGTATCGAGAGG 
ACTTTGTGCTCACCGTGACTGGCAAGAAGCACCaSTGCTGTGTCTTATCCAATCCCGACC 

20 AGAAGGGTAAGATTAGGAGAATCGACTGCCTGCGACAGGCAGACAAAGTCTGGCGTCTGG 
ATCTAGTCATGGTGATCCTGTTCAAAGGCATCCCCTTGGAAAGTACCGATGGAGAGCGGC 
TCATGAAATCCCCACATTGCACAAACCCAGCACTTTGTGTCCAGCXa^CATCATATCACAG 
TATCAGTTAAGGAGCTTGATTTGTTTTTGGCATACTACGTGCAGGAGCAAGATTCTGGAC 
AATCAGGAAGTCCAAGCCACAATGATCCTGCCAAGAATCCTCCAGGTTACCTTGAGGATA 

25 GTTTTGTAAAATCTGGAGTCTTCAATGTATCAGAACTTGTAAGAGTATCCAGAACGCCCA 
TAACCCAGGGAACTGGAGTCAACTTCCCAATTGGAGAAATCCCAAGCCAACCATACTATC 
ATGACATGRACTCGGGGGTCAATCTTCAGAGGTCTCIGTCTTCTCCACCAAGCAGCAAAA 
GACCCRAAACTATATCCATAGAYGAAAATATGGAACOUWSTCCTACAGGAGACTTTTACC 
CCTCTCCAAGTTCACCaGCTGCTGGAAGTCGAACaTGGCACGAAAGAGATCAAGATATCT 

3 0 CITCTCCGACTACTATGAAGAAGCCTGAAAAGCCaTTGTTCAGCTCTGCATCTCCACAGG 
ATTCTTCCCCAAGACTGAGCACTTTCCCCCAGCACCACCRTCCCGGAATACCTGGAGTTG 
CACACAGTGTCATCTCAACTCGAACTCCACCTCCACCTTCACCGTTGCCATTTCCSUVCaC 
AAGCTATCCTTCCTC£AGCCCCATa3AGCTACTTTTCraVTCaUVCAATCAGATATCCTC 
CCCACCTGAATCCTCAGGATACTCTGAAGAACTATGTACCTTCTTATGACCCATCCAGTC 

3 5 CACAAACCAGCCAGTCCTGGTACCTGGGCTAGCTTGGTTCCTTTCCAAGTGTCAAATAGG 
ACACCCATCTTAGCGGCCAATGTCCAAAATTACGGTTTGAACATAATTGGAGAACCTTTC 
CTTCAAGCAGAAACAAGCAACTGAGGGAAAAAGAAACACAACAATAGTTTAAGAAATTTT 
TTTTTTAAATAAAAAAAAGGAAAAGAGGAAGACTGGACAAAACAACACAAAGGCAGAAAG 
GAAAGAAACTGAAGAAAGAAGATAATAGACCAGCAATTGCAGCACTTACAATCACTAATT 

40 CCCTTAAGGTTAAACTGTAATGACATAAAAAGGGTCGATGRTATTTCACTGATGGTAGAT 
CBCAGCCCCTGCAACGTAGCCTTTGTTACATGAAGTCCGCTGGGAAATAGATGTTCTGTC 
TCTATGACAATATATTTTAACTGRCTTTCTAGATGCCTTAATATTTGCATGATAAGCTAG 
TTTTATTGGTTTAGTATTCTTGTTGTTTACGCATGGAATCACTATTCCTGGTTATCTCAC 
CAACGAAGGCTAGGAGGCGGCGTCAGAGATGCTGGGTGACSWSAGCCATGAGCCaGCCATT 

45 TTATAAGCACTCTGATTTCTAAAAGTTAAAAAAAATATATGAAATCTCrGTAGCCTTTAG 
TTATCAGTACAGATTTATTAAATTTCGGCCCTTAACCCAGCCTTTTCCaGTGTGTAACCC 
AGTTTGAAATCTTAAAAAAAGAAAAAATGAAAAAAAAAGGAAAAAAAGAAAAAAGGAAAA 
AAACAGTTTGAACACAAAGGCTCTATGGAAGAAATGCCTCTATGTAGGTGAAGTGTTCTC 
TCTQCATGCAACAGTAAT^TTAATATAATATTTTCCCCACAAAAGAAACACTTAACAGA 

50 GGGCAAGTGCAATTTATTAAATTTATATTCTTAAftGGGGGAATTCRTGGATTATTAAGGT 
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